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Executive Summary 

Introduction 

National Grid contracted Fugro to perform and environmental baseline survey (EBS) along the 

proposed Eastern Green Link 5 (EGL5) cable route. The proposed cable route runs from the east coast 

of Scotland to the Lincolnshire coast in the southern North Sea (SNS). Operations were conducted 

onboard the MJM Enterprise during the survey period 28 May to 25 June 2025. 

The aims of the EBS included the assessment of any existing contamination of the natural 

environment by pollutants and a detailed description and mapping of the physico-chemical and 

biological characteristics of the study area, including the description of any sensitive habitats and 

species. 

The aim of the study was fulfilled through acquisition of sediment samples which were subsequently 

analysed for sediment particle size distribution (PSD) and macrofaunal analysis. Results were used to 

derive habitats and biotopes in line with the European Nature Information System (EUNIS) habitat 

classification. Focus was placed on habitats of conservation importance, such as those listed under 

Annex I of the Conservation of Habitats and Species Regulations 2019 and on the Oslo and Paris 

(OSPAR) list of threatened and/or declining habitats and species. Sediment and water samples for 

environmental deoxyribonucleic acid (eDNA) taxonomic classification of fish, invertebrates, eukaryotes 

and bacteria taxa were also collected. 

Survey Strategy and Field Operations 

Three hundred stations were selected along the proposed cable route, and after review of geophysical 

data, environmental scientists finalised the locations for grab sampling and camera investigations; 

these were reduced to 260 sampling stations. Emphasis was placed on locating areas of potential 

conservation value (e.g. Annexe I-listed habitats), on boundaries between regions of differing sonic 

reflectivity, bathymetric highs and lows, and areas characteristic of the general background conditions 

along the proposed cable route. Following the revision, 260 stations were targeted for camera 

investigation, 124 stations for physico-chemical samples collection, 101 for PSD only samples 

collection, 115 for faunal samples collection, 23 for sediment and water eDNA (SeDNA, WeDNA) 

samples collection and 20 for pre-sweeping contaminant samples collection. EBS stations were 

sampled for fauna and physico-chemistry roughly every 4 km, spawning ground stations were 

sampled for particle size analysis (PSA) approximately every 2 km, and eDNA stations were sampled 

approximately every 10 km. Additional sampling was done at stations within the Holderness Offshore 

Marine Conservation Zone (MCZ). Water eDNA samples included near-surface (TOP) and 

near-seafloor (BOT) samples. 

Photographic data were successfully acquired along all 260 proposed stations. Grab samples were 

successfully acquired at all 207 proposed grab stations. Two macrofaunal samples (FA, FB) were 

collected at 104 of the proposed 115; two physico-chemical sample (PCA, PCB) were collected at 108 

of the 124 proposed stations; three replicates for macrofauna and physical chemical samples were 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page ii of xxiv 

collected at 11 of the 14 proposed stations located within the Holderness Offshore MCZ. Single PSD 

samples were collected from all proposed 101 stations. SeDNA samples were collected at 22 of the 23 

proposed stations and WeDNA samples were collected form all 23 proposed stations. Partial suites 

were collected at stations ST020, ST022, and ST037, whereas no samples were collected at the 

remaining 15 unsuccessful grab stations.  

Sediment Characteristics 

Results of the PSD analysis of replicate samples from the 208 stations along the proposed cable 

routes survey area generally comprised two main sediment types. The sediments along the offshore 

section of the cable route comprised predominantly sand, whilst the nearshore section of the cable to 

the shore comprised a more mixed coarser sediment. Varying percentages of gravel and fines were 

recorded in most samples, with fines becoming more predominant in the offshore section of the 

proposed cable and gravel being recorded in higher proportions in the nearshore section of the 

proposed cable route to the shore. The highest proportion of fines was, however, recorded at station 

ST005, near the coast, indicating the heterogeneous nature of the sediments in the area. 

The sediment descriptions based on the relative proportions of sediment fractions such as gravel, 

sand, and fines resulted in 10 classes defined by the Folk (British Geological Survey [BGS] modified) 

classification. These included muddy sandy gravel (19 stations), slightly gravelly sand (28 stations), 

gravelly muddy sand (11 stations), gravelly mud (1 station), gravel (2 stations), sandy gravel (22 

stations), gravelly sand (16 stations), sand (61 stations), slightly gravelly muddy sand (3 stations), and 

muddy sand (44 stations). In the MCZ, the sediments were mainly described as sandy gravel, muddy 

sandy gravel, gravelly sand, and gravelly muddy sand. 

The sediment description based on coarseness, as defined by the Wentworth (1922) scale resulted in 

nine sediment descriptions being identified, including fine sand (99 stations), medium sand (36 

stations), coarse sand (20 stations), very fine gravel (18 stations), very coarse sand (15 stations), fine 

gravel (4 stations), medium gravel (3 stations), and coarse gravel (1 station). 

Most stations had unimodal distributions. Sixty-six stations had bimodal, trimodal or polymodal 

distributions and the sorting coefficient described largely poorly sorted and very poorly sorted 

sediments. These characteristics are indicative of different sources of sediment, likely associated with 

sediment disturbance in a high energy environment, such as that of the study area. 

The total organic carbon (TOC) did not show any spatial pattern along the proposed cable route 

(Route B and Route C). 

The multivariate analysis showed the presence of four main sediment groups. Group A was 

characterised by poorly sorted sand (Folk BGS modified), with median particle size values ranging 

from 113 µm (very fine sand) to 358 µm (medium sand), with a mean of 201 µm (fine sand). The mean 

sand content at the stations within Group A was 90.25 %, with all stations having > 70 % sand. The 

fines content was ≥ 5.00 % at most stations, whilst the mean gravel content was 0.57 %. 

Group B comprised was characterised by very poorly sorted sand/gravel (Folk BGS modified), with 

median sediment particle size values ranging from 51 µm (very fine sand) to 7 885 µm (fine gravel), 
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with a mean of 1 557 µm (very coarse sand). The mean sand content at the stations within Group B 

was 56.11 %, whilst the mean gravel content was 35.98 % and the mean fines content was 7.91 %. 

Group C was characterised by poorly sorted sand (Folk BGS modified), with median sediment particle 

size values ranging from 392 µm (medium sand) to 1 189 µm (very coarse sand), with a mean of 

620 µm (coarse sand). Gravel and fines contents varied from station devoid of both fraction to stations 

with content up to 18.87 % to 18.86 %, respectively. 

Group D was characterised by very poorly sorted muddy sandy gravel (Folk BGS modified), with 

median sediment particle size values ranging from 1 227 µm (very coarse sand) to 47 229 µm (coarse 

gravel), with a mean of 15 212 µm (gravel). Sand and fines were present at all stations and had mean 

values of 29.15 % and 4.93 %, respectively. Gravel content > 36 % was recorded at all stations, which 

were classified as muddy sandy gravel, sandy gravel or gravel. The stations located within the 

Holderness Offshore MCZ all grouped within this sediment group. 

Station ST063 separated from the other stations and was characterised by very poorly sorted sandy 

gravel (Folk BGS modified), with median sediment particle size of 1 987 µm (very coarse sand) and had 

comparable proportions of gravel and sand content of 49.91 % and 49.77 %, respectively. 

Sediment Hydrocarbons 

Overall, the gas chromatograms are typical of background conditions across the region. The profiles 

show a range of low-level, well-resolved n-alkanes, with a slight prevalence of the odd-numbered 

heavier n-alkanes (those from nC25), which is indicative of plant waxes originating from terrestrial 

run-off.  

Some gas chromatography flame ionisation detector (GC-FID) profiles observed across the survey area 

(e.g., at station ST111) suggest a low-level petrogenic input, most likely attributable to shipping 

activities. The distribution of n-alkanes was also characteristic of background conditions. Additionally, 

the presence of high-molecular-weight unresolved complex mixture (UCM) in some profiles indicates 

contributions from sediment containing weathered hydrocarbon material, likely originating from 

anthropogenic activities. 

The total hydrocarbon content (THC) at all stations along the proposed routes was below the Centre 

for Environment, Fisheries and Aquaculture Science (Cefas) Action Level 1 (AL1) limit. 

Generally, total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) concentrations were elevated 

along the nearshore section of the proposed routes and within the MCZ compared to stations located 

to the north of the survey area. Most samples collected from the southern and central sections of the 

proposed routes exceeded the AL1 value. PAHs detected along the proposed routes likely originate 

from both pyrolytic and petrogenic sources. Notably, samples from the northern section of the cable 

route were primarily of pyrolytic origin. 

When normalised to 2.5 % TOC, the individual United States Environmental Protection Agency’s 16 

priority PAH pollutants (US EPA 16 PAH) concentrations exceeded the background assessment 

concentration (BAC) value. BAC values were exceeded for naphthalene, phenanthrene, anthracene, 
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fluoranthene, pyrene, benzo(a)anthracene, benzo(a)pyrene, indeno(1,2,3-cd)pyrene and 

benzo(ghi)perylene at most stations.  

All individual and total 2 to 6 ring PAH concentrations for all stations were below their respective 

effects range low (ERL) values.  

Sediment Metals 

Generally, the levels of bioavailable metals, as determined by aqua regia digest, were below their 

respective OSPAR ERL and Cefas AL1 values along the proposed routes. However, lead at station 

ST163 exceeded both the ERL and Cefas AL1 values. Overall, the metal analysis indicates that no 

significant adverse impacts on the macrofaunal community were present.  

Macrofauna 

Infauna and Solitary Epifauna 

The macrofaunal community comprised infaunal and epifaunal taxa, the latter being represented by 

solitary and colonial organisms. Annelida and Arthropoda represented most of the community 

structure and composition of the enumerated fauna, which also comprised solitary epifauna. 

Four main assemblages were identified by the multivariate analysis along the proposed cable routes 

were identified through the multivariate analysis and were associated with the sediment type. One of 

these was further divided as differences in the sediment composition suggested the presence of a 

slightly different faunal group. Overall, the macrobenthic communities recorded in this study are 

indicative of habitats subject to a degree of surface sediment disturbance. The presence of coarse 

sediment, such as shell fragments and pebbles, increases the complexity of the habitats and offers 

suitable substrate for the attachment of epifauna, thus increasing biodiversity. This was reflected in 

the values of faunal diversity which ranged from ‘poor’ to ‘high’, with most samples having ‘high’ and 

‘good’ diversity. 

Group A was divided in two subgroups. Group A1 was characterised by poorly sorted ‘muddy sand’ 

(Folk BGS), with the polychaetes Galathowenia oculata, Ampharete falcata, Scoloplos armiger, 

Spiophanes kroyeri, Sthenelais limicola and the genus Terebellides, along with the echinoderm 

Amphiura filiformis, the bivalve Papillicardium minimum, species of the genus Phoronis and the 

amphipod Harpinia antennaria being the amongst the top ten characterising taxa. The assemblage 

occurred in mean water depth of 74.8 m below sea level (BSL). Group A2 was characterised by ‘very 

poorly sorted ‘to ‘moderately well sorted’ ‘sand’ (Folk BGS), with the polychaetes Spiophanes bombyx, 

S. armiger, Lanice conchilega, G. oculata, Goniada maculata and S. limicola along with the bivalve 

Phaxas pellucidus and the amphipod Bathyporeia elegans being amongst the top ten characterising 

taxa. The assemblage occurred in mean water depth of 59.8 m BSL. 

Group B was characterised by ‘very poorly sorted ‘sandy gravel’ (Folk BGS), with the polychaetes Syllis 

garciai, Spio armata, Glycera lapidum, species of the genera Notomastus and Polycirrus, Mediomastus 

fragilis, along with the bivalve Timoclea ovata, the echinoderm Echinocyamus pusillus and the barnacle 

Balanus crenatus were amongst the top ten characterising taxa. The stations located within the 
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Holderness Offshore MCZ all grouped within this faunal assemblage group. The assemblage occurred 

in mean water depth of 31.7 m BSL. 

Group C was characterised by moderately sorted ‘sand’ (Folk BGS) with the echinoderm E. pusillus, 

along with the polychaetes S. armiger, Nephtys longosetosa, G. oculata and Ophelia borealis, the 

amphipod B. elegans, scaphopods of the genus Antalis and cnidarians of the family Edwardsiidae and 

the order Ceriantharia were amongst the top ten characterising taxa. The assemblage occurred in 

mean water depth of 63.4 m BSL. 

Group D was characterised by very poorly sorted ‘muddy sandy gravel/gravelly muddy sand’ (Folk 

BGS) with the bivalves Abra alba and Nucula nucleus, along with the polychaetes S. lamarcki, 

L. conchilega, S. spinulosa, C. zetlandica, species of the genus Notomastus, Pholoe inornata and 

Lumbrineris cf. cingulata were amongst the top ten characterising taxa. The assemblage occurred in 

mean water depth of 15.8 m BSL. 

Station ST002 was characterised by well sorted ‘slightly gravelly sand’ (Folk BGS) and an impoverished 

faunal assemblage which included the polychaete Nephtys cirrosa and Ohelia borealis, the arthropods 

Gastrosaccus spinifer and Crangon crangon and the bivalve Ensis magnus. The station was located at 

water depth of 11.8 m BSL. 

Echinodermata and Mollusca comprised most of the infaunal biomass, the former owing to the size of 

invertebrates, notably urchins, the latter owing to their numerical dominance and, to a lesser extent, 

the size of selected bivalves. 

When analysed in conjunction with physico-chemical data, depth was the single variable which best 

explained the multivariate pattern of macrofaunal distribution. When three variables were considered, 

depth, concentration of strontium and percentage of mud best explained the multivariate pattern of 

macrofaunal distribution. 

Colonial Epifauna 

Colonial epifauna was recorded across most of the survey area and was represented mainly by 

low-lying bryozoans and cnidarians, Ciliophora of the family Folliculinidae and Entoprocta, including 

species of the genera Barentsia and Pedicellina. 

Sediment Environmental DNA (eDNA) 

Sediment eDNA samples were collected from the grab samples using 10 cm3 sediment cores. 

Marine Sediment Invertebrate 

A total of 165 invertebrate taxa was detected within the SeDNA samples. the class Gastropoda 

contributed the highest proportion of operational taxonomic units (OTUs) and it was the most 

frequent taxon, as it occurred at all stations. This was followed by the class Polychaeta, the order 

polychaete Amphinomida, the urchin genus Echinocardium and the polychaete family Spionidae. 
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Marine Sediment Eukaryote 

A total of 986 eukaryote taxa was detected within the SeDNA samples. Amongst the Animalia, the 

phylum Polychaeta contributed the highest proportion of OTUs followed by the classes Ascidiacea, 

Echinoidea and Bivalvia, although these taxa did not occur at all stations. The most frequently 

occurring taxa, detected at all stations, were the cnidarian class Hydrozoa and the nematode phylum 

Nematoda. 

Marine Sediment Bacteria 

A total of 1076 bacteria taxa was detected within the SeDNA samples. The classes 

Gammaprotobacteria and Planctomycetes, together with the phyla Protbacteria and Actinobacteriata 

were amongst the top 5 taxa contributing the highest proportions of OTUs and were detected within 

each eDNA sediment sample. 

Seawater Environmental DNA (eDNA) 

Water eDNA samples were collected from approximately 1 m below sea surface (TOP) and 

approximately 5 m from the seafloor (BOT). 

Marine Water Fish  

A total of 69 fish taxa was detected within the WeDNA samples. The Atlantic mackerel (Scomber 

scombrus) was the taxon contributing the highest OTUs in both TOP and BOT samples and was 

detected from all samples, followed by the family Ammodytidae; however, the latter was detected 

within the samples collected at the nearshore stations. The lesser weever (Echiichthys vipera), the 

northern rockling (Ciliata septentrionalis) and the European sprat (Sprattus sprattus) were amongst the 

top ten taxa contributing high proportions of OTUs in the TOP samples, whilst the haddock 

(Melanogrammus aeglefinus), the whiting (Merlangius merlangus), the European sprat (S. sprattus) and 

the common dab (Limanda limanda) were amongst the top ten taxa contributing high proportions of 

OTUs within the BOT samples. 

Marine Water Vertebrates 

A total of 56 vertebrate taxa was detected within the WeDNA samples. Within the TOP samples, the 

fish taxa within the top five contributing the highest proportion of OTUs included the Atlantic 

mackerel (S. scombrus), the lesser weever (E. vipera) the genus Ammodytes and the families Clupeidae 

and Gadidae. OTUs from bird taxa were sporadic, whilst the porpoise Phocena phocena and the family 

Delphinidae contributed high proportions of vertebrate OTUs within the WeDNA samples located 

further offshore along the proposed cable route. 

Within the BOT samples, the fish taxa within the top five contributing the highest proportion of OTUs 

included the families Gadidae and Triglidae, the genus Ammodytes, the dragonet Callionymus lyra and 

the lesser weever (E. vipera). OTUs from birds and marine mammal taxa were sporadic. 
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Habitats and Species Assessments 

Seafloor Habitat Classification 

Four biotopes and seven biotope complexes were identified along the proposed cable route (Route B) 

and the proposed cable variation (Route C). 

The biotopes ‘Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral fine sand‘ (MC5212) 

was assigned to 36 stations, located from the circalittoral (Routes B and C) to the offshore section of 

the proposed cable route (Route B), where the sediment was described on average as ‘fine sand’. 

The biotope ‘Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly mixed sediment’ 

(MC5241) was assigned to five stations along the nearshore section of the proposed cable route 

(Route B), where the sediment was described as ranging from ‘medium sand’ to ‘coarse sand’, 

‘granule’ and ‘pebbles’. 

The biotope ‘Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment’ (MC2211) occurred at 

a single station on the nearshore section of the route (Route B). As it was associated with the presence 

of potential reef habitat, it was assessed from the video analysis only. 

The biotope ‘Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand or muddy sand’ 

(MD5212) was assigned to 37 stations, located in the offshore section of the proposed cable route 

(Route B) where the sediment was described as ‘fine sand’ with ‘very fine sand’. 

The biotope complexes ‘Faunal communities in full salinity Atlantic infralittoral coarse sediment’ 

(MB523), ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321), ‘Faunal communities 

of Atlantic circalittoral mixed sediment’ (MC421), ‘Faunal communities in Atlantic circalittoral sand’ 

(MC521), ‘Faunal communities of Atlantic circalittoral mud’ (MC621), ‘Faunal communities in Atlantic 

offshore circalittoral mixed sediment’ (MD421) and ‘Faunal communities in Atlantic offshore 

circalittoral sand’ (MD521) were assigned to stations where the faunal composition did not allow 

description of the community to a lower biotope level. Classifications are largely based on depths, 

ranging from infralittoral through circalittoral to offshore circalittoral, and sediment type (ranging 

from mud through sand and coarse to mixed). 

The biotope complex ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321) was 

assigned to all stations within the Holderness Offshore MCZ along the proposed cable route (Route B) 

and the majority along the proposed cable variation (Route C). The biotope complex ‘Faunal 

communities of Atlantic circalittoral mixed sediment’ (MC421) was assigned to one station within the 

Holderness Offshore MCZ on Route C. 

The biotopes and biotope complexes identified for the description of National Grid EGL5 are in line 

with those expected to occur along the proposed cable routes (Route B and Route C). 

Sensitive Habitats and Species 

Aggregation of cobbles observed at 38 stations were assessed for the potential of these aggregations 

to constitute Annex I habitat geogenic ‘Reef’ (specifically stony reef). Sections (or the entirety) of 35 
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stations were assessed as resemblance to ‘Low reef’ or ‘Medium reef’, the majority of which were in 

the nearshore sections of the proposed cable routes (Routes B and C). Of the 5 stations where 

resemblance to ‘Medium reef’ was assessed, one was within the MCZ on each of the proposed cable 

routes. 

At one station (ST231) both Nephrops norvegicus and other megafauna burrows abundance were 

assessed as at least ‘frequent’; therefore, the OSPAR listed threatened and/or declining habitat 'Sea 

pen and burrowing megafauna communities' may be present. 

Two transects were assessed for the presence of the Annex I habitat ‘Reef’ biogenic, Sabellaria 

spinulosa reef. Only at station ST011, located in the section of the proposed cable route approaching 

the coast (Route B), were the tubes aggregations assessed as ‘Low reef’ and ‘Medium reef’.  

The Ocean Quahog Arctica islandica, a species on the OSPAR list of threatened and declining species, 

was recorded along the proposed cable routes. Five adult individuals were recorded at five different 

grab sampling locations, and 38 juveniles were identified at 19 grab sampling stations. The eDNA 

analysis of water samples identified A. islandica OTUs at 3 additional survey stations. 

Results of sediment PSD analysis were used to assess the ground preference for sandeel spawning 

habitat. Of the 207 sampling locations along the proposed cable routes, 104 were assessed as 

‘Preferred’ grounds and 22 were assessed as ‘Marginal’ grounds. The remaining 81 stations were 

deemed ‘Unsuitable’ as sandeels’ spawning grounds. Of the 207 stations sampled, 25 were located 

within the Holderness Offshore MCZ, largely on the proposed route variation (Route C, with just 3 on 

Route B). Of these 25, 3 were assessed as ‘Preferred’ grounds, 13 were assessed as ‘Marginal’ grounds, 

whilst the remaining 9 were assessed as ‘Unsuitable’. Sandeel species of the family Ammodytidae were 

detected from 29 eDNA water samples targeting fish taxa and one individual of Ammodytes marinus 

was recorded at the grab station ST059, located within the Holderness Offshore MCZ, along the 

proposed cable variation (Route C). 

Results of the PSD analysis were also used to assess the ground preference for herring spawning. Of 

the 207 sampling locations along the proposed cable routes, 24 were assessed as ‘Preferred’ grounds 

and 16 were assessed as ‘Marginal’ grounds. The remaining 167 stations were deemed ‘Unsuitable’ as 

herring’ spawning grounds. Of the 25 stations located within the Holderness Offshore MCZ, 13 were 

assessed as ‘Preferred’ grounds, 3 were assessed as ‘Marginal grounds’, whilst the remaining 9 were 

assessed as ‘Unsuitable’. 

The broad scale habitats (BSHs) ‘Subtidal sands and gravels’ encompass most of the habitat types 

recorded throughout the survey area and are Habitats of Conservation Importance (HOCI) in MCZs, 

including Holderness Offshore MCZ. Illustrative habitat complexes encountered along the proposed 

exporting cable corridor (ECC) included the ‘Faunal communities of full salinity Atlantic infralittoral 

sand’ (MB523), ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321), ‘Faunal 

communities in Atlantic circalittoral sand’ (MC521) and ‘Faunal communities in Atlantic offshore 

circalittoral sand’ (MD521). 
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The potential presence of the UK Biodiversity Action Plan (UK BAP) habitat ‘Mud Habitats in Deep 

Water’ was considered around stations ST009 and ST231 due to the potential presence of the 

illustrative biotope complex ‘Faunal communities of Atlantic circalittoral mud’ (MC621) at the former 

station, and the biotope ‘Sea pens and burrowing megafauna in circalittoral fine mud’ (MC6216) and 

associated biological communities at the latter. 

UK BAP species recorded in this study included the fish Gadus morhua, Merlangius merlangus, Molva 

molva, Lophius piscatorius, Scomber scombrus, Pleuronectes platessa, Solea solea and Trachurus 

trachurus. Gadhus morhua is also on the OSPAR list of threatened and/or declining habitats and 

species for regions II and III and on the International Union for Conservation of Nature (IUCN) red list 

of threatened species as ‘vulnerable’, along with the fish T. trachurus and M. aeglefinus. 

Anemones of the family Edwardsiidae were recorded; therefore, there is the potential for the UK BAP 

species Edwardsia timida to be present in the survey area. 

Non-indigenous and Cryptogenic Species 

Amongst all taxa identified by the analysis of the samples collected by all applied sampling methods, 

the non-indigenous species (NIS) the polychaete Goniadella gracilis and the mollusc Crepidula 

fornicata were recorded at four and three stations, respectively. The polychaete G. gracilis was 

recorded from the grab sample analysis whilst the mollusc C. fornicata was recorded from both the 

grab sample and photographic data analysis. 
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NSTF North Sea Task Force 

OSPAR Oslo and Paris Commission 

OTU Operational taxonomic unit 

PAH Polycyclic aromatic hydrocarbon 

PCA Principal component analysis 

PCA/PCB/PCC Physico-chemical replicate sample A, B and C 

PCR Polymerase chain reaction 

Ph Phytane 

Pr Pristane 

Pr/Ph Ratio of pristane to phytane 

PRIMER Plymouth Routines in Multivariate Ecological Research 

PSA Particle size analysis 

PSD Particle size distribution 

PSD1/PSD2/PSD3 Particle size distribution replicate 1, 2 or 3 

rRNA Ribosomal ribonucleic acid 

RSD Relative standard deviation 
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SAC Special Area of Conservation 

SACFOR 
Superabundant, abundant, common, frequent, occasional and rare (semi-quantitative abundance 

scale) 

SBL Scottish Biodiversity List 

SD Species directory 

SeDNA Sediment environmental DNA sample 

SIMPER Similarity percentage (analysis) 

SIMPROF Similarity profiling 

SNS Southern North Sea 

SOL Start of line 

SPA Special Protection Area 

SSS Side scan sonar 

SSSI Site of Special Scientific Interest 

TBa Total barium 

THC Total hydrocarbon content 

TOC Total organic carbon 

TOP Near-surface water sample 

UCM Unresolved complex mixture 

USBL Ultra short baseline 

US EPA United States Environmental Protection Agency 

US EPA 16 United States Environmental Protection Agency’s 16 priority PAH pollutants 

UTC Coordinated Universal Time 

UTM Universal Transverse Mercator 

v Version 

VHF Very high frequency 

WeDNA Seawater environmental DNA sample 

WoRMS World Register of Marine Species 

WS Water sample 
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1. Introduction 

1.1 General Project Description 

On the instruction of National Grid, Fugro performed an environmental baseline survey (EBS) 

along the proposed Eastern Green Link 5 (EGL5) cable route. The proposed cable route runs 

from the Scottish border of the east coast of Scotland to the Lincolnshire coast in the 

southern North Sea (SNS). Operations were conducted onboard the MJM Enterprise during 

the survey period 28 May to 25 June 2025. 

National Grid (NG) are developing a High Voltage Direct Current (HVDC) electricity 

transmission link from the Maritime Boundary between Scotland and England to Lincolnshire. 

The cable presents a main route (Route B) which goes around the Holderness Offshore 

Marine Conservation Zone (MCZ) and an alternative section (Route C) which runs across the 

Holderness Offshore MCZ, departing from Route B at the south of the MCZ and rejoining 

Route B at the northern side of the MCZ. 

This report presents the results of the EBS and describes the seafloor conditions and the 

habitats observed within the survey area, including any sensitive habitats, particularly with 

regard to those listed under Annexe I of the European Union (EU) Habitats Directive and by 

the Oslo and Paris Commission (OSPAR) as threatened and/or declining habitats (Oslo and 

Paris Commission [OSPAR], 2008). This was achieved by the analysis of photographic data 

and of grab samples, collected to establish physico-chemical and biological properties of the 

sediment within the project area. Sediment samples were also collected for environmental 

deoxyribonucleic acid (eDNA) analysis. Water samples were collected for eDNA analysis. 

Appendix A outlines the guidelines for the use of this report. 

1.2 Scope of Work 

The aims of the EBS included assessing any existing contamination of the natural 

environment by pollutants and providing a detailed description and mapping of the 

physico-chemical and biological characteristics of the study area, including sensitive habitats 

and species. 

The EBS required the acquisition of seafloor photographic data, water and sediment samples. 

Acquisition of: 

◼ Seafloor photographic data allows evaluation of the habitat types across the survey area, 

with focus on habitats of conservation importance, such as those listed under Annex I of 

the of the Conservation of Habitats and Species Regulations 2019, on the OSPAR list of 

threatened and/or declining habitats and species (OSPAR, 2024) and on the UK 

Biodiversity Framework 2024, formerly Biodiversity Action Plan [BAP] (Biodiversity 

Reporting and Information Group [BRIG], 2011); 
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◼ Sediment samples allow evaluation of the physico-chemical and biological properties of 

the seafloor and the characterisation of the biotic communities, including the 

identification of species of conservation importance and potential non-indigenous species 

(NIS); 

◼ Sediment and water samples allow eDNA taxonomic classification of vertebrates, 

invertebrates, eukaryotes and bacterial taxa detected along the proposed cable routes. 

Additionally, taxa detected in eDNA samples would be compared to those detected by 

other methods as these may complement each other in detecting mobile taxa within the 

survey area. 

1.3 Environmental Legislation 

Table 1.1 summarises the UK’s marine nature conservation legislation and Table 1.2 

summarises the biodiversity features of the Marine Protected Area (MPA). Together, the 

tables guide the identification of habitats and species of conservation importance in the 

study area. 

Table 1.1: Environmental Legislation 

Legislation  Key Aims 

Conservation of Habitats and Species 

(Amendment (EU Exit) Regulations 2019), 

referred to as the 2019 Regulations 

Transposes the requirements of the European Union (EU) 

Habitats Directive and some elements of the Wild Birds Directive 

(together forming the Nature Directives) into UK law; aims at 

conserving biodiversity through measures for protection of 

habitats listed in Annex I and species listed in Annex II of the 

Directives through the establishment of a national site network 

of protected sites, referred to as Special Areas of Conservation 

(SACs) and Special Protection Area (SPA) 

UK Marine Strategy 

Provides a framework for community action in the field of 

marine environmental policy through three components:  

1. assessment of the state of UK seas and revised objectives for 

good environmental status (GES) for 2018 to 2024; 

2. monitoring progress against set targets and indicators; 

3. measuring the achievement of GES 

Marine and Coastal and Access Act 2009 
Enables the designation of MCZs in England, Wales and UK 

offshore waters 

Natural Environment and Rural 

Communities Act 2006 (NERC) 

Requires the relevant Secretary of State to compile a list of 

habitats and species of principal importance for the conservation 

of biodiversity 

The Wildlife and Countryside Act 1981 (as 

amended) 

Regulates the designation of Site of Special Scientific Interest 

(SSSIs), which underpins the designation of Ramsar sites 

Oslo and Paris (OSPAR) Convention Establishes MPAs 

Convention on Biological Diversity (CBD) 
Conservation of biological diversity and sustainable use of its 

components 

Ramsar Convention 

Aims at the conservation and wise use of all wetlands through 

local and national actions and international cooperation, as a 

contribution towards achieving sustainable development 

The UK Marine Policy Statement (MPS) 
Provides a framework for achieving sustainable development in 

the marine environment. 
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Legislation  Key Aims 

National Policy Statement for Renewable 

Energy Infrastructure (EN-3) 
Guidance for developing renewable energy infrastructure 

North East Inshore and North East 

Offshore Marine Plan 

Introduces a strategic approach to planning within the English 

inshore and offshore waters between the Scottish border and 

Flamborough Head, in Yorkshire. It provides a clear, evidence-

based approach to inform decision-making by marine users and 

regulators on where, when or how activities might take place 

within the north east inshore and north east offshore marine 

plan areas. 

Table 1.2: Marine Protected Areas Biodiversity Features 

Biodiversity Feature Description 

Broad-scale habitats (BSH) 

Represent the main types of seafloors and associated biota in 

the UK; their conservation ensures preservation of the full range 

of marine biodiversity. 

Features of conservation 

importance (FOCI) 

Represent habitats and/or species that are particularly 

threatened, rare or declining and therefore need protection. 

UK Post-2010 Biodiversity Framework 

priority habitats and/or species 

List of important (priority) habitats and species, produced by the 

UK Biodiversity Action Plan (BAP), superseded by the UK 

Biodiversity Framework 2024, under the CBD. The new 

framework does not provide a new list. The habitats and species 

are those from the NERC Act 2006 for England, the Scottish 

Biodiversity List (SBL), Section 7 List of the Environment (Wales) 

Act 2016 and Northern Ireland Official Priority Species List. 

OSPAR list of threatened and/or declining 

species and habitats 

Allows setting priorities for further conservation and protection 

of marine biodiversity. 

1.4 Regional Habitats, Species and Protected Areas 

Based on the European Marine Observation and Data Network (EMODnet) seafloor habitats 

map (European Marine Observation and Data Network [EMODnet], 2026), the National Grid 

EGL5 lies in an area likely to comprise the European Nature Information System (EUNIS) 

habitat ‘MB32: Atlantic infralittoral coarse sediment’, ‘MC32: Atlantic circalittoral coarse 

sediment’, ‘MC42: Atlantic circalittoral mixed sediment’, ‘MC52: Atlantic circalittoral sand’, 

‘MD32: Atlantic offshore circalittoral coarse sediment‘, ‘MD42: Atlantic offshore circalittoral 

mixed sediment’, ‘MD52: Atlantic offshore circalittoral sand’, ‘MD12: Atlantic offshore 

circalittoral rock’. Therefore, habitats of conservation importance such as Annexe I Reefs or 

‘Offshore subtidal sands and gravels’ could occur within the survey area. 

Table 1.3 lists the relevant protected areas within 50 km of the survey area, summarising the 

sensitive habitats and species for which they were designated to protect. Figure 11.15 

spatially displays the protected areas in relation to the National Grid EGL5 Survey area. 
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Table 1.3: Summary of nearby protected areas 

Protected Area Status 
Distance* 

[km] 

Direction

* 
Protected Habitats/Species 

Holderness Offshore 
Marine Conservation 

Zone 
Overlap Overlap 

Broadscale Habitat: 

‘Subtidal coarse sediment’ 

‘Subtidal sand’ 

‘Subtidal mixed sediments’ 

OSPAR Threatened and declining 

species:  

Ocean quahog (Arctica islandica) 

Swallow Sand 
Marine Conservation 

Zone 
10 E 

Broadscale Habitat: 

‘Subtidal coarse sediment’ 

‘Subtidal sand’ 

North East of Farnes 

Deep 

Marine Conservation 

Zone 

Highly Protected 

Marine Area 

14 W 

Broadscale Habitat: 

‘Subtidal coarse sediment’ 

‘Subtidal sand’ 

‘Subtidal mixed sediments’ 

‘Subtidal mud’ 

OSPAR Threatened and declining 

species:  

Ocean quahog (Arctica islandica) 

Notes 

* = Distance (to nearest kilometre) and direction from the closest sampling station  
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Figure 1.1: Protected areas relevant to the survey area 
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1.5 Environmental Quality Standards for Sediment Chemical Concentrations 

Selected data have been compared to the OSPAR effects range low (ERL) concentrations 

(OSPAR, 2014), where available. The ERL thresholds represent the low point (10th percentile) 

and are therefore indicative of concentrations below which adverse effects rarely occur 

(OSPAR, 2009, 2014). 

Selected data have been compared to the Centre for Environment, Fisheries and Aquaculture 

Science (Cefas) Action Levels (AL) when appropriate. These levels serve as proxies for 

assessing potential risks to marine life, such as fish and benthic organisms. Each contaminant 

has two thresholds; this report uses AL1, the lower threshold. Concentrations below AL1 are 

generally considered not detrimental to the marine environment and unlikely to affect 

licensing decisions. 

Selected data have also been compared to the Coordinated Environmental Monitoring 

Programme (CEMP) Assessment Criteria (OSPAR, 2014) background concentration (BC) and 

background assessment concentration (BAC) for select hydrocarbons (see Appendix E.3). 

1.6 Coordinate Reference System 

All coordinates detailed in this report are referenced to the ETRS89 datum, projected in UTM 

Zone 30N, with a central meridian at 3° West longitude. Table 1.4 provides the detailed 

geodetic and projection parameters. 

Table 1.4: Project geodetic and projection parameters 

Global Navigation Satellite System (GNSS) Geodetic Parameters* 

Datum: European Terrestrial Reference System 1989 

Ellipsoid: ETRS89 

Semi-major axis: a = 6 378 137.000 m 

Inverse flattening:  I/f = 298.257 222 101  

Project Projection Parameters 

Grid Projection: Universal Transverse Mercator (UTM) 

UTM Zone: 30N 

Central Meridian: 3°W 

Latitude of Origin: 00° 00′ 00″ North  

Longitude of Origin: 003° 00′ 00″ West 

False Easting: 500 000 m 

False Northing: 0 m 

Scale factor on Central Meridian: 0.9996 

Units: metre 

Notes 

* = Fugro Starfix® navigation software always uses World Geodetic System 1984 geodetic parameters as a primary datum for 

any geodetic calculations and was converted to ETRS89. 
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2. Survey Strategy 

Three hundred stations were originally predetermined by the client along the proposed cable 

routes. After review of geophysical data environmental scientists, to finalise the locations for 

grab sampling and camera investigations, the initially proposed 300 stations were reduced to 

260 sampling stations, with some relocated to locations considered more representative of 

the route. Emphasis was placed on locating areas of potential conservation value (e.g. Annex I 

listed habitats), on boundaries between areas of differing sonic reflectivity, bathymetric highs 

and lows, and areas characteristic of the general background conditions of the survey area. 

Following revision, 98 of the 260 stations were targeted to assess the potential of herring and 

sandeel spawning grounds. EBS stations were sampled for fauna and physico-chemistry 

roughly every 4 km, spawning ground stations were sampled for particle size analysis (PSA) 

roughly every 2 km, and eDNA stations being sampled roughly every 10 km. Additional 

sampling was done for stations within the Holderness Offshore MCZ (Route C). Water eDNA 

samples included near-surface (TOP) and near-seafloor (BOT) samples. 

Sample acquisition was to consist of:  

◼ 102 stations with approximately 200 m transects, and 158 stations with approximately 

50 m transects completed by drop-down camera operations. 

◼ 124 physico-chemical analysis samples (which included particle size distribution PSD1, 

PSD2, heavy metals HMA1, HMA2 and hydrocarbons HCA1, HCA2, with PSD3, HMA3 and 

HCA3 for 14 stations within the Holderness Offshore MCZ); 

◼ 101 PSD samples were collected and included 98 targeted stations for herring and 

sandeels spawning grounds assessment along the proposed routes; 

◼ 115 faunal samples (FA, FB) and an additional sample (FC) for 14 stations within the 

Holderness Offshore MCZ; 

◼ 23 sediment eDNA samples (SeDNA); 

◼ 23 water column eDNA samples (WeDNA); 

◼ 20 pre-sweeping contaminant samples, with 10 being analysed and the other 10 being 

stored in case of additional testing requirements. 

Acceptable accuracy for sediment sampling was agreed with the client representative as 

within 25 m of the target location. 

Tables 2.1 provide the coordinates, data to be acquired and rationale for each proposed 

survey location. Figures 2.1 to 2.9 spatially displays the proposed survey locations overlaid on 

bathymetry data, available from EMODnet (2026), from south to north along the length of 

the proposed cable routes. 
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Table 2.1: Proposed sampling stations 

Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST001 723 116.7 5 908 505.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST002 724 782.5 5 909 599.4 Route B FA, FB, PCA, PCB, Video 

ST003 726 546.5 5 911 227.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST004 727 081.2 5 912 707.6 Route B FA, FB, PCA, PCB, Video 

ST005 727 183.6 5 914 669.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST006 726 231.0 5 916 576.4 Route B FA, FB, PCA, PCB, Video 

ST007 724 897.3 5 918 047.6 Route B FA, FB, PCA, PCB, Video 

ST008 724 530.0 5 920 370.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST009 725 852.0 5 910 264.0 Route B Video 

ST010 723 267.5 5 923 082.7 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST011 727 366.0 5 913 510.3 Route B Video 

ST012 722 067.5 5 926 857.5 Route B FA, FB, PCA, PCB, Video 

ST013 722 837.6 5 928 649.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST014 724 619.8 5 929 527.8 Route B FA, FB, PCA, PCB, Video 

ST015 726 301.6 5 930 432.3 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST016 728 232.4 5 930 955.6 Route B FA, FB, PCA, PCB, Video 

ST017 730 151.7 5 931 508.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST018 731 944.3 5 932 396.1 Route B FA, FB, PCA, PCB, Video 

ST019 733 433.7 5 933 598.2 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST020 732 619.4 5 935 553.7 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST021 734 434.9 5 937 097.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST022 735 699.8 5 938 647.5 Route B FA, FB, PCA, PCB, Video 

ST023 737 146.0 5 940 153.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST024 738 087.3 5 941 842.7 Route B FA, FB, PCA, PCB, Video 

ST025 739 408.7 5 943 311.3 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST026 740 529.2 5 944 968.3 Route B FA, FB, PCA, PCB, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST027 741 436.8 5 946 400.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST028 742 529.4 5 948 874.2 Route B FA, FB, PCA, PCB, Video 

ST029 743 769.0 5 951 301.8 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST030 744 206.5 5 952 436.8 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video, WeDNA, SeDNA 

ST031 744 389.7 5 952 870.9 Route C, MCZ Video, Video 

ST032 744 502.4 5 953 355.7 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST033 744 747.6 5 954 229.4 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST034 744 615.1 5 953 837.7 Route C, MCZ Video 

ST035 745 088.7 5 954 677.6 Route C, MCZ Video 

ST036 745 083.0 5 955 077.8 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST037 745 083.0 5 955 323.0 Route C, MCZ, Pre-Sweeping Area PCA, PCB, Video 

ST038 745 384.6 5 955 610.5 Route C, MCZ Video 

ST039 745 556.5 5 956 092.5 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST040 745 691.8 5 956 529.4 Route C, MCZ Video 

ST041 745 886.3 5 957 014.2 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST042 746 235.8 5 957 473.6 Route C, MCZ Video 

ST043 746 323.2 5 957 958.4 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST044 746 693.8 5 958 420.4 Route C, MCZ Video 

ST045 746 809.1 5 958 907.1 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST046 746 924.4 5 959 393.8 Route C, MCZ Video 

ST047 747 039.7 5 959 880.5 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST048 747 155.0 5 960 367.2 Route C, MCZ Video 

ST049 747 270.2 5 960 853.9 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST050 747 385.5 5 961 340.6 Route C, MCZ Video 

ST051 747 469.9 5 961 831.5 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST052 747 442.2 5 962 326.9 Route C, MCZ Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST053 746 698.8 5 962 758.3 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST054 746 744.5 5 963 285.2 Route C, MCZ Video 

ST055 747 140.5 5 963 793.4 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST056 747 110.8 5 964 292.7 Route C, MCZ Video 

ST057 747 081.1 5 964 792.0 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST058 747 051.3 5 965 291.3 Route C, MCZ Video 

ST059 746 979.8 5 965 783.8 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST060 746 849.6 5 966 266.7 Route C, MCZ Video 

ST061 746 719.4 5 966 749.7 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST062 746 589.2 5 967 232.6 Route C, MCZ Video 

ST063 746 459.1 5 967 715.5 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video, WeDNA, SeDNA 

ST064 746 328.9 5 968 198.5 Route C, MCZ Video 

ST065 746 168.3 5 968 581.0 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST066 746 068.5 5 969 164.3 Route C, MCZ Video 

ST067 745 991.1 5 969 451.7 
Route C, Pre-Sweeping Area, Route 

C, MCZ 

FA, FB, FC, PCA, PCB, PCC, 

Video 

ST068 745 938.4 5 969 647.3 Route C, MCZ Video 

ST069 745 808.2 5 970 130.2 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST070 722 516.0 5 924 928.0 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST071 745 678.0 5 970 613.1 Route C, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video 

ST072 722 273.0 5 927 823.0 Route C, MCZ Video 

ST073 745 547.8 5 971 096.1 Route C, MCZ Video 

ST074 745 417.7 5 971 579.0 
Route C, MCZ, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST078 744 877.4 5 973 283.1 Route C, Pre-Sweeping Area, PCA, PCB, Video 

ST079 744 415.7 5 973 806.0 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST081 742 716.5 5 974 810.2 Route C PSD, FA, FB, PCA, PCB, Video 

ST082 742 179.5 5 976 731.7 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST084 741 694.8 5 978 672.8 Route C FA, FB, PCA, PCB, Video 

ST085 741 531.0 5 979 328.7 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST087 746 740.0 5 950 113.0 Route C FA, FB, PCA, PCB, Video 

ST088 741 021.6 5 981 368.8 Route C, Pre-Sweeping Area PCA, PCB, Video 

ST089 740 791.1 5 982 087.1 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST090 740 630.0 5 982 525.5 Route C FA, FB, PCA, PCB, Video 

ST091 740 307.0 5 983 446.0 
Route C, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST092 739 450.0 5 985 774.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST093 743 318.1 5 950 213.4 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST094 745 723.0 5 950 059.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST095 747 207.3 5 950 183.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST096 749 062.5 5 950 288.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST097 750 662.0 5 950 743.6 Route B, MCZ 
FA, FB, FC, PCA, PCB, PCC, 

Video, WeDNA, SeDNA 

ST098 751 105.7 5 950 970.5 
Route B, MCZ, Herring and Sandeel 

Spawning habitat 
Video 

ST099 751 546.1 5 951 207.5 Route B, MCZ PSD, Video 

ST100 751 986.6 5 951 444.6 Route B, MCZ Video 

ST101 752 427.0 5 951 681.7 
Route B, MCZ FA, FB, FC, PCA, PCB, PCC, 

Video 

ST102 752 867.5 5 951 918.7 Route B, MCZ Video 

ST103 753 307.9 5 952 155.8 
Route B, MCZ, Herring and Sandeel 

Spawning habitat 
PSD, Video 

ST104 753 748.4 5 952 392.8 Route B, MCZ Video 

ST105 754 188.8 5 952 629.9 
Route B, MCZ FA, FB, FC, PCA, PCB, PCC, 

Video 

ST106 754 629.3 5 952 866.9 Route B, MCZ Video 

ST107 756 128.1 5 954 064.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST108 756 279.6 5 956 051.0 Route B PSD, Video 

ST109 756 387.9 5 958 048.9 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST110 756 496.2 5 960 046.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST111 756 498.0 5 961 728.0 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST112 756 703.5 5 964 042.2 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST113 756 434.0 5 966 024.8 Route B PSD, Video 

ST114 755 831.1 5 967 864.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST115 756 456.0 5 958 939.0 Route B Video 

ST117 755 714.5 5 969 696.9 Route B, Pre-Sweeping Area PCA, PCB, Video 

ST118 755 704.0 5 969 861.6 Route B FA, FB, PCA, PCB, Video 

ST119 755 576.9 5 971 858.4 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST121 754 571.0 5 973 429.1 Route B FA, FB, PCA, PCB, Video 

ST122 753 015.4 5 974 687.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST123 751 459.8 5 975 945.7 Route B FA, FB, PCA, PCB, Video 

ST124 749 904.3 5 977 204.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST125 748 348.8 5 978 462.3 Route B FA, FB, PCA, PCB, Video 

ST126 746 793.3 5 979 720.6 
Route B, Herring and Sandeel 

spawning habitat 

FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST127 746 253.8 5 980 156.9 Route B PSD, Video 

ST128 745 240.9 5 980 982.6 
Route B, Herring and Sandeel 

spawning habitat 
FA, FB, PCA, PCB, Video 

ST129 744 887.8 5 981 280.6 Route B, PSD, Video 

ST130 744 309.0 5 981 752.0 

Route B Pre-Sweeping Area, 

Herring and Sandeel spawning 

habitat 

PCA, PCB, Video 

ST132 742 962.0 5 982 886.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST133 742 160.1 5 983 535.7 Route B FA, FB, PCA, PCB, Video 

ST136 740 610.9 5 984 801.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST138 740 130.8 5 985 193.9 Route B, Pre-Sweeping Area PCA, PCB, Video 

ST139 739 135.4 5 986 140.4 Route B 
FA, FB, PCA, PCB, WeDNA, 

SeDNA 

ST140 738 941.0 5 986 383.3 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST143 737 648.9 5 987 997.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST146 736 957.7 5 988 861.1 Route B, Pre-Sweeping Area PCA, PCB, Video 

ST147 736 635.1 5 989 264.1 Route B FA, FB, PCA, PCB, Video 

ST148 736 375.0 5 989 593.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST149 735 178.0 5 991 195.0 Route B PSD, Video 

ST150 735 060.0 5 993 034.0 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST151 734 911.1 5 993 733.0 Route B, Pre-Sweeping Area PCA, PCB, Video 

ST152 734 331.6 5 994 548.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST154 732 696.8 5 995 685.9 Route B FA, FB, PCA, PCB, Video 

ST156 731 009.8 5 996 761.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST157 714 272.0 6 021 375.0 Route B Video 

ST158 729 166.0 5 997 940.0 Route B FA, FB, PCA, PCB, Video 

ST159 728 479.1 5 998 374.1 Route B, Pre-Sweeping Area PCA, PCB, Video 

ST160 727 635.9 5 998 911.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST161 725 913.4 5 999 914.0 Route B FA, FB, PCA, PCB, Video 

ST162 724 029.0 6 000 585.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST163 722 522.9 6 001 636.0 Route B FA, FB, PCA, PCB, Video 

ST164 722 590.0 6 003 871.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST165 721 866.1 6 005 374.5 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST166 719 310.0 6 008 011.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST167 719 261.9 6 008 082.7 Route B FA, FB, PCA, PCB, Video 

ST168 717 964.4 6 009 604.9 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST169 716 665.2 6 011 125.9 Route B FA, FB, PCA, PCB, Video 

ST170 715 983.5 6 012 969.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST171 715 479.1 6 014 904.8 Route B FA, FB, PCA, PCB, Video 

ST172 714 861.0 6 017 332.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST173 714 470.2 6 018 776.2 Route B FA, FB, PCA, PCB, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST174 714 226.0 6 020 309.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST175 714 105.8 6 022 748.8 Route B FA, FB, PCA, PCB, Video 

ST176 714 274.5 6 024 725.7 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST177 714 671.7 6 026 686.1 Route B FA, FB, PCA, PCB, Video 

ST178 715 069.0 6 028 646.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST179 715 466.2 6 030 607.1 Route B FA, FB, PCA, PCB, Video 

ST180 716 004.8 6 032 533.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST181 715 837.5 6 034 444.6 Route B FA, FB, PCA, PCB, Video 

ST182 714 963.4 6 036 243.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST183 713 904.0 6 038 465.0 Route B FA, FB, PCA, PCB, Video 

ST184 712 894.0 6 040 529.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST185 712 750.4 6 041 716.5 Route B 
FA, FB, PCA, PCB, WeDNA, 

SeDNA, Video 

ST186 713 583.3 6 043 530.7 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST187 714 470.1 6 045 323.8 Route B FA, FB, PCA, PCB, Video 

ST188 715 356.8 6 047 116.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST189 715 939.8 6 048 990.8 Route B FA, FB, PCA, PCB, Video 

ST190 715 208.0 6 050 847.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST191 714 371.0 6 052 663.8 Route B FA, FB, PCA, PCB, Video 

ST192 713 534.0 6 054 480.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST193 713 016.0 6 056 051.0 Route B FA, FB, PCA, PCB, Video 

ST194 712 835.3 6 058 343.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST195 712 304.1 6 060 271.6 Route B 
FA, FB, PCA, PCB, WeDNA, 

SeDNA, Video 

ST196 711 773.0 6 062 200.1 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST197 711 148.8 6 064 097.7 Route B FA, FB, PCA, PCB, Video 

ST198 710 492.0 6 065 670.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST199 709 694.2 6 067 824.5 Route B FA, FB, PCA, PCB, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST200 709 009.0 6 069 581.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST201 707 997.0 6 072 225.0 Route B FA, FB, PCA, PCB, Video 

ST202 707 512.4 6 073 414.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST203 706 785.1 6 075 277.9 Route B FA, FB, PCA, PCB, Video 

ST204 706 057.8 6 077 141.3 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST205 705 330.6 6 079 004.6 Route B 
FA, FB, PCA, PCB, WeDNA, 

SeDNA, Video 

ST206 704 603.3 6 080 868.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST207 703 876.0 6 082 731.3 Route B FA, FB, PCA, PCB, Video 

ST208 703 148.8 6 084 594.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST209 702 421.5 6 086 457.9 Route B FA, FB, PCA, PCB, Video 

ST210 701 520.0 6 088 744.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST211 700 967.0 6 090 184.5 Route B FA, FB, PCA, PCB, Video 

ST212 700 239.8 6 092 047.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST213 699 512.5 6 093 911.1 Route B FA, FB, PCA, PCB, Video 

ST214 698 689.0 6 096 056.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST215 697 977.0 6 097 817.0 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST217 696 603.6 6 101 364.2 Route B FA, FB, PCA, PCB, Video 

ST218 696 128.0 6 102 553.0 Route B Video 

ST219 695 149.1 6 105 090.7 Route B FA, FB, PCA, PCB, Video 

ST221 693 694.7 6 108 817.2 Route B FA, FB, PCA, PCB, Video 

ST223 692 240.2 6 112 543.6 Route B FA, FB, PCA, PCB, Video 

ST225 690 785.8 6 116 270.0 Route B 
FA, FB, PCA, PCB, WeDNA, 

SeDNA, Video 

ST227 689 052.0 6 120 322.0 Route B FA, FB, PCA, PCB, Video 

ST228 688 404.8 6 121 768.6 Route B Video 

ST229 687 665.6 6 123 627.1 Route B FA, FB, PCA, PCB, Video 

ST231 686 187.1 6 127 343.9 Route B FA, FB, PCA, PCB, Video 

ST233 684 708.7 6 131 060.8 Route B FA, FB, PCA, PCB, Video 

ST235 683 230.2 6 134 777.6 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST236 682 491.0 6 136 636.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST237 681 751.8 6 138 494.4 Route B FA, FB, PCA, PCB, Video 

ST238 681 536.2 6 140 480.3 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST239 681 338.0 6 142 470.4 Route B FA, FB, PCA, PCB, Video 

ST240 681 139.7 6 144 460.6 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST241 680 941.5 6 146 450.8 Route B FA, FB, PCA, PCB, Video 

ST242 680 719.5 6 148 436.2 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST243 679 160.0 6 150 590.0 Route B FA, FB, PCA, PCB, Video 

ST244 679 008.2 6 151 788.7 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST245 678 768.1 6 153 774.2 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST246 678 528.0 6 155 759.7 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST247 678 287.9 6 157 745.3 Route B FA, FB, PCA, PCB, Video 

ST248 678 047.8 6 159 730.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST249 677 807.7 6 161 716.3 Route B FA, FB, PCA, PCB, Video 

ST250 677 567.6 6 163 701.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST251 677 327.5 6 165 687.3 Route B FA, FB, PCA, PCB, Video 

ST252 677 087.4 6 167 672.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST253 676 847.2 6 169 658.3 Route B FA, FB, PCA, PCB, Video 

ST254 676 607.1 6 171 643.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST255 676 367.0 6 173 629.3 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST256 676 126.9 6 175 614.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST257 675 886.8 6 177 600.3 Route B FA, FB, PCA, PCB, Video 

ST258 675 693.0 6 179 614.0 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST259 675 457.7 6 181 575.0 Route B FA, FB, PCA, PCB, Video 

ST260 675 937.6 6 183 507.8 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST261 676 173.2 6 185 490.3 Route B FA, FB, PCA, PCB, Video 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing Rationale 
Data and Sample 

Acquisition 

ST262 675 164.3 6 187 111.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST263 674 071.7 6 188 786.6 Route B FA, FB, PCA, PCB, Video 

ST264 673 404.6 6 190 662.5 
Route B, Herring and Sandeel 

spawning habitat 
PSD, Video 

ST265 672 678.0 6 192 663.0 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST267 671 845.8 6 196 451.4 Route B FA, FB, PCA, PCB, Video 

ST269 670 955.9 6 200 350.9 Route B FA, FB, PCA, PCB, Video 

ST270 670 514.0 6 201 797.0 Route B Video 

ST271 670 066.0 6 204 250.5 Route B FA, FB, PCA, PCB, Video 

ST273 669 176.1 6 208 150.1 Route B FA, FB, PCA, PCB, Video 

ST275 668 286.1 6 212 049.6 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST277 667 491.6 6 215 968.0 Route B FA, FB, PCA, PCB, Video 

ST279 666 830.0 6 219 912.7 Route B FA, FB, PCA, PCB, Video 

ST280 666 499.2 6 221 885.0 Route B Video 

ST281 666 168.4 6 223 857.3 Route B FA, FB, PCA, PCB, Video 

ST283 665 506.8 6 227 802.0 Route B FA, FB, PCA, PCB, Video 

ST285 664 845.3 6 231 746.6 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST287 664 183.7 6 235 691.3 Route B FA, FB, PCA, PCB, Video 

ST289 663 522.1 6 239 635.9 Route B FA, FB, PCA, PCB, Video 

ST290 663 191.3 6 241 608.2 Route B Video 

ST291 662 860.5 6 243 580.5 Route B FA, FB, PCA, PCB, Video 

ST293 662 199.0 6 247 525.1 Route B FA, FB, PCA, PCB, Video 

ST295 661 537.4 6 251 469.7 Route B 
FA, FB, PCA, PCB, Video, 

WeDNA, SeDNA 

ST297 660 875.8 6 255 414.3 Route B FA, FB, PCA, PCB, Video 

ST299 660 214.3 6 259 358.9 Route B FA, FB, PCA, PCB, Video 

ST301 678 592.0 6 156 110.0 Route B Video 

Notes 

MCZ = Marine Conservation Zone 

PCA/PCB/PCC = Physico-chemical sample A, B or C 

PSD = Particle size distribution 

FA/FB/FC = Macrofaunal sample A, B, C 

WeDNA = Water environmental deoxyribonucleic acid sample 

SeDNA = Sediment environmental deoxyribonucleic acid sample 
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Figure 2.1: Proposed survey locations overlaid on bathymetry, station ST285 to station ST299 
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Figure 2.2: Proposed survey locations overlaid on bathymetry, station ST265 to station ST285 
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Figure 2.3: Proposed survey locations overlaid on bathymetry, station ST245 to station ST265 
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Figure 2.4: Proposed survey locations overlaid on bathymetry, station ST223 to station ST245 
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Figure 2.5: Proposed survey locations overlaid on bathymetry, station ST201 to station ST223 
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Figure 2.6: Proposed survey locations overlaid on bathymetry, station ST179 to station ST201 
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Figure 2.7: Proposed survey locations overlaid on bathymetry, station ST146 to station ST179 
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Figure 2.8: Proposed survey locations overlaid on bathymetry, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 2.9: Proposed survey locations overlaid on bathymetry, station ST001 to station ST027 
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3. Methods 

3.1 Survey Methods 

Seafloor photography was acquired using a RayFin deep-sea camera system, mounted within 

a purpose-built camera frame, complete with a high-definition video camera and 

high-resolution stills camera. A separate high-power strobe and two high-intensity LED lamps 

provided illumination, whilst duo scaling lasers set 10 cm wide provided a scale. The camera 

system was equipped with an ultra short baseline (USBL) beacon for subsea positioning. 

Seafloor video was displayed on a computer monitor and recorded directly onto the server. 

Position (easting and northing) derived from the attached USBL beacon including time, date 

and depth were overlain on the video. The survey location and station number were also 

displayed (manually updated). The stills camera imagery was visible on a second window of 

the computer. Photographic data were viewed in real time via an umbilical cable, assisting in 

the control of the camera in the water. 

Seafloor samples were acquired using either a 0.1 m2 dual van Veen (DVV) grab, 0.1 m2 

Day grab, or a 0.1 m2 mini Hamon grab in areas of coarser sediment. Within the 

pre-sweeping areas, a Day grab was used in place of a Hamon grab to comply with Marine 

Management Organisation (MMO) sampling procedures. 

Water eDNA samples were collected using a five litre Niskin bottle attached to a metal arm 

trigger and attached to the winch wire with a weight on the bottom. The bottle was armed 

before deployment. An USBL beacon was attached to the wire below the Niskin bottle. The 

Bridge communicated to the deck via a VHF radio when the vessel was steady and on 

location. Water eDNA samples were collected from approximately 1 m below sea surface 

(TOP) and approximately 5 m from the seafloor (BOT). 

Further details on survey methodology are available within the National Grid EGL5 

Environmental Survey field report (Fugro, 2025). 
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3.2 Laboratory Methods 

A sample delivery log accompanied the samples to Fugro laboratories as part of the chain of 

custody. Upon receipt of samples at Fugro laboratories, sample handling and labelling of 

each sample was inspected to ascertain correct storage, in line with the sampling methods. 

Any potential deviations from sampling methods would be addressed and resolved at this 

stage in line with Fugro’s Quality Assurance Management System. 

Brief analytical methodologies are described in the following subsections. Further 

descriptions of the analytical methodologies are detailed in Appendix B. 

3.2.1 Sediment Characteristics 

3.2.1.1 Particle Size Distribution  

Sediment samples were analysed by Fugro using dry sieve analysis and laser diffraction. 

Dry sieve PSD analysis was undertaken in accordance with Fugro GB Limited (FGBL) in-house 

methods based on the North-East Atlantic Marine Biological Association Quality Control 

(NMBAQC) scheme’s best practice guidance document – PSA for Supporting Biological 

Analysis, and British Standards ([BS] 1377: Parts 1: 2016 and 2: 1990).  

Laser diffraction PSD analysis was undertaken in accordance with FGBL in-house methods 

based on Mason (2022), and BS International Organisation for Standardisation ([ISO] 13320: 

2020).  

See Appendix B.1.1 for further details on the laboratory methods conducted. 

3.2.1.2 Total Organic Carbon 

Sediment samples were analysed for total organic carbon (TOC) by Element Materials 

Technology. Pre-sweeping stations were analysed by SOCOTEC following MMO 

methodologies. See Appendix B.12 for further details on the laboratory methods conducted. 

3.2.2 Sediment Chemistry 

3.2.2.1 Sediment Hydrocarbons 

See Appendix B.1.3 for further details on the laboratory methods conducted. A summary of 

the methods is highlighted below. 

3.2.2.1.1 Total Hydrocarbons by Gas Chromatography–Flame Ionisation Detection (GC-FID) 

The total hydrocarbon material present was quantified using response factors calculated from 

the analysis of mixed oil standard solutions over an appropriate range. The unresolved 

complex mixture (UCM) was determined by subtracting the area of all the resolved peaks 

from the total hydrocarbon area and applying the total hydrocarbon response factor. The 

minimum reporting value (MRV) is 0.5 µg/g dry weight. 
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Pre-sweeping stations were analysed by SOCOTEC following MMO methodologies. See 

Appendix B.1.4.3 for further details on the laboratory methods conducted. 

3.2.2.1.2 n-Alkanes, Pristane and Phytane 

Calibration was undertaken using a range of n-alkane standard solutions containing the even 

carbon number compounds between nC12 and nC36, and a range of suitable internal 

standards. Individual response factors were calculated for each of the n-alkanes present in 

the calibration solution. Response factors for the non-calibrated n-alkanes (and pristane and 

phytane) were taken to be equivalent to closely eluting compounds. The MRV of individual n 

alkanes is 0.1 ng/g dry weight.  

The n-alkanes between nC12 and nC36 were reported, as were the ranges between nC12 and 

nC20 and nC21 and nC36. Carbon preference index (CPI) values (the ratio of odd to even carbon 

numbered compounds) for the same ranges were also calculated. Pristane and phytane (and 

associated ratio) were also determined. 

3.2.2.1.3 Polycyclic Aromatic Hydrocarbons (PAHs) 

A full range of polycyclic aromatic hydrocarbon (PAH) and alkylated PAH were quantified as 

specified by Department of Trade and Industry [DTI] regulations (1993). 

Calibration was undertaken using a range of PAH standard solutions, a number of alkylated 

PAH, dibenzothiophene and a range of suitable internal standards. Individual response 

factors were calculated for each of the compounds present in the calibration solution. 

Response factors for the non-calibrated alkylated PAH were taken to be equivalent to closely 

related compounds. The MRV of individual and alkylated PAHs is 0.1 ng/g. 

Pre-sweeping stations were analysed by SOCOTEC following MMO methodologies. See 

Appendix B.1.4.5 for further details on the laboratory methods conducted. 

3.2.2.2 Sediment Metals 

Sediment samples were analysed by Fugro and RPS using the methods highlighted below. 

Sediment samples were dried at 40 °C and then sieved to the required size fraction 

(2000 µm). Samples were subjected to microwave digestion in aqua regia. This acid mixture 

allows a partial dissolution of metals and does not release those associated with the 

alumino-silicate matrix of the sediment. The resulting digests were then analysed by 

inductively coupled plasma – mass spectrometry (ICP-MS) for As, Cr, Cu, Fe, Hg, Mn, Ni, P, Pb, 

Sr, V and Zn. 

RPS analysed the sediment samples for Be. Samples were dried at 40 °C and then sieved to 

the required size fraction (2000 µm). Samples were subjected to a microwave digestion using 

aqua regia, with the resulting digests analysed by ICP-MS and/or inductively coupled 

plasma–optical emission spectrometry (ICP-OES). 
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Pre-sweeping stations were analysed by SOCOTEC. See Appendix B.1.5 for further details on 

the laboratory methods conducted. 

3.2.3 Sediment Macrofauna 

Samples were analysed for macrofaunal content by Fugro Laboratories in accordance with 

the requirements of the NMBAQC scheme (Worsfold et al., 2010) and the relevant ISO 

standards for macrobenthic analysis. 

Macrofaunal samples were sieved over a 1.0 mm mesh sieve and taxa were identified to the 

lowest possible taxonomic level and enumerated. Sessile colonial epifauna was recorded as 

present (P). Nomenclature follows the World Register of Marine Species [WoRMS] (WoRMS 

Editorial Board, 2025), or more recent literature where applicable. The taxonomic order is 

based on Species Directory (SD) codes (Howson & Picton, 1997). 

Biomass was undertaken following identification and enumeration. The infauna from each 

sample was sorted into: Annelida, Cnidaria (only burrowing taxa), Crustacea, Mollusca, 

Echinodermata, and other phyla. Biomass was weighted using the wet blot method. 

3.2.4 Environmental DNA 

Water and sediment samples were analysed for eDNA by NatureMetrics. 

Environmental DNA comprises DNA fragments shed from any living form into the 

environment. Environmental DNA is currently considered to persist in temperate marine 

environments for approximately 48 h before degradation in aqueous form; sediment eDNA 

decay rates vary but are generally lower and can persist longer in the environment (Holman 

et al., 2022); (Sakata et al., 2020). Therefore, the results of this study generally cover this 

temporal window. Cartilaginous fish (e.g. sharks and rays) were not included in this analysis. 

Consensus taxonomic assignments were made for each operational taxonomic unit (OTU) 

using sequence similarity searches against the National Centre for Biotechnology Information 

(NCBI) nucleotide (GenBank) reference database. Assignments were made to the lowest 

possible taxonomic level. Minimum similarity thresholds of 99 %, 97 %, and 95 % were used 

for species, genus, and higher-level taxonomic classification, respectively. In instances where 

equally good matches to multiple species occurred, public records from the Global 

Biodiversity Information Facility (gbif) (Chamberlain et al., 2025) were used to assess which 

were most likely to be present. Higher-level taxonomic identifications or multiple potential 

identifications were reported when uncertainty existed. 

The eDNA was extracted using a protocol modified to boost DNA yields, and an extraction 

blank was included in the batch. Full details of the eDNA methods are available in Appendix 

B.1.6. 
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3.3 Data Analysis 

Summary statistics (minimum, maximum, mean, standard deviation) for all reported datasets 

were derived in Excel. 

Relative standard deviation (RSD) indicates the extent of variability in a dataset in relation to 

the mean value. The RSD value expresses the standard deviation as a percentage of the 

mean. For this report, RSD of less than 30 % will be considered low variability, 30 % to 70 % 

moderate variability, and more than 70 % high variability. 

To facilitate interpretation, nearshore stations are considered those located at water depths 

of < 65 m below sea level (BSL) and offshore stations those located at greater depths. 

3.3.1 Sediment Particle Size Distribution Statistics 

Sediment samples were analysed for their PSD using a combination of two techniques: sieve 

analysis for all material retained by a 1.0 mm sieve, followed by laser diffraction analysis of 

the finer material. The PSD parameters include the descriptive statistics derived in Gradistat 

(Blott, 2010; Blott & Pye, 2001) and based on the Folk and Ward (1957) method. The 

sediment descriptions are based on the Wentworth (1922) scale and Folk (1954). Further 

details are presented in Appendix B.2.1. 

3.3.2 Sediment Macrofauna Data Rationalisation 

Prior to analysis, the macrofaunal dataset was rationalised, to avoid spurious enhancement of 

the species list. Further details are presented in Appendix B.2.2. 

3.3.3 Sediment Macrofaunal Univariate Analysis 

The univariate statistics applied to the macrofaunal dataset were derived from the Plymouth 

Routines in Multivariate Ecological Research (PRIMER) version 7 (v7), particularly a selection 

of those included in the DIVERSE routine. Further details are presented in Appendix B.2.3. 

3.3.4 Multivariate Analysis 

Various multivariate statistical techniques were applied to the sediment data and the 

macrofauna (abundance) to investigate patterns of similarity in PRIMER v7 after applying a 

suitable transformation. 

Data transformation was undertaken prior to multivariate analysis, where deemed necessary. 

Transformation applied to sediment particle size data reduces the degree of skewness and 

allows optimal performance of the multivariate analysis (detailed in Section 6.2). 

Transformation applied to macrofaunal data matrix reduces the influence of the numerically 

dominant taxa, which may mask the underlying community composition (detailed in Section 

8.1.3) (Clarke et al., 2014). Further details are presented in Appendix B.2.4. 
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3.3.5 Biomass Analysis 

The macrofaunal blotted wet weight biomass dataset was converted to ash free dry weight 

(AFDW) by applying the appropriate standard corrections, as outlined in Eleftheriou and 

Basford (1989). Further details are presented in Appendix B.2.5. 

3.3.6 Environmental DNA Analysis 

NatureMetrics carried out the original data analysis. The results are presented for the 

sediments (section 9) and water (section 9). Further details are presented in Appendix B.2.6. 

Fugro GB Limited carried out additional data analysis and the interpretation. To evaluate 

taxonomic assignment completeness, the percentage of OTUs identified to a taxonomic level 

was categorised as low (< 30 %), moderate (30-70 %) or high (> 70 %). Values below high 

indicate low taxonomic resolution. 

3.3.6.1 Environmental DNA Comparative Analysis 

As the eDNA analysis targeted groups of taxa collected by other methods within this study, 

data were analysed by means of in-house data analysis (within R v. 2023.12.1 environment) to 

generate a Venn diagram. Venn diagrams are used to investigate the relationships between 

two or more datasets, highlighting their similarities and/or differences (Joyce, 2008). The 

proportion of overlapping taxa, those detected by both eDNA analyses, is shown at the 

intersection of the Venn diagram circles. 

3.3.7 Seafloor Habitats and Biotopes 

3.3.7.1 Seafloor Photographic Data Analysis 

To assess the habitats, present within the survey area, a detailed analysis of video and still 

photographic data was undertaken, noting the locations of any observed changes in 

sediment type and/or associated faunal community. 

Appendix B.2.7 provides details of the methodologies applied.  

3.3.7.2 Seafloor Habitat Classification 

Habitats within the survey area have been classified in accordance with the EUNIS habitat 

classification (European Environment Agency [EEA], 2022). Table 3.1 summarises the EUNIS 

hierarchy and provides an example of the coding system. The EUNIS classification system is 

designed to incorporate small-scale temporal variations (e.g. seasonal) into the 

biotope/habitat categories. The equivalent classification from ‘The Marine Habitat 

Classification for Britain and Ireland – Version 22.04’ (Joint Nature Conservation Committee 

[JNCC], 2022) was also noted. The JNCC classification formed the basis of the marine section 

of the EUNIS habitat classification scheme (Davies et al., 2004). 

EUNIS classifications were coded for each habitat type observed from video data. Although, 

theoretically, a biotope can be assigned to any sized area of seafloor, for the purposes of this 

assessment, the commonly accepted minimum habitat size of 25 m2 was adopted (Parry, 

2019).  
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Table 3.1: EUNIS (EEA, 2022) biotope classification hierarchy example 

Level Example Classification Name Example Classification Code 

1. Environment Marine benthic habitats M 

2. Biological zone and 

substrate 
Circalittoral sand MC5 

3. Biogeographical 

marine region 
Atlantic circalittoral sand MC52 

4. Biotope complex Faunal communities of Atlantic circalittoral sand MC521 

5 & 6. Biotope and 

sub-biotope 

Amphiura brachiata with Astropecten irregularis and 

other echinoderms in circalittoral muddy sand 
MC5215 

3.3.7.3 Sensitive Habitats and Species 

Following on from the photographic data analysis the presence of sensitive habitats and 

species was detected. The habitats assessed included the UK BSH ‘Subtidal sands and gravels, 

the OSPAR habitat ‘Sea pens and burrowing megafauna’, the 2019 Regulations (EU Annex I) 

habitats ‘Reef’ (stony reef) and Sabellaria spinulosa (biogenic reef) and the methodologies 

applied are presented in Appendix B.2.8. 

Sand and gravel were assessed to identify the presence of preferred spawning grounds for 

sandeels (Ammodytes marinus) and Atlantic herring (Clupea harengus), two priority species 

under the UK BAP. 

All taxa detected across all survey methods were queried against the International Union for 

Conservation of Nature (IUCN) Red List to obtain global threat status (International Union for 

Conservation of Nature [IUCN], 2025). Species were also assessed for their conservation 

status using the OSPAR list of threatened and/or declining species and habitats (OSPAR, 

2008). 

Species of conservation importance observed included the OSPAR threatened and/or 

declining species ’Arctica islandica’. 

The presence of any other habitat or species of conservation importance, for which a full 

assessment was not needed, was noted along with and their location along the proposed 

cable route. 

3.3.8 Non-Indigenous Species (NIS) 

Several sources were used to assess the NIS (Cottier-Cook et al., 2017; Harrower et al., 2021; 

Hill et al., 2009; Roy et al., 2012), and databases: National Biodiversity Network (NBN) (2025; 

Non-native Species Secretariat, 2021), Delivering Alien Invasive Species Inventories for 

Europe (DAISIE) (David Roy et al., 2020) and WoRMS (2025). 
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4. Field Operations 

Appendix C.1 presents the detailed survey logs, whilst Appendix C.2 presents the detailed 

grab logs, which includes a preliminary sediment description based on Folk (1954). 

4.1 Seafloor Photography 

Photographic data were successfully acquired along all 260 proposed stations. Table 4.1 

collates all the stations where video and stills were collected. From this, at 103 stations the 

length of the transects were over 150 m. Of these, 86 stations were over 196 m long and 82 

over 200 m long. Therefore, 86 transects were acquired of approximately 200 m in length. 

The other stations were sampled to ensure clearance before deploying other gear (e.g. the 

grab). These are shorter but were analysed to provide supplementary data to inform the 

habitat assessment. Figures 4.1 to 4.9 spatially displays the completed survey locations 

overlaid on bathymetric data (EMODnet, 2026). 
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Table 4.1: Completed transects 

Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST001 723 050.6 5 908 592.9 723 204.3 5 908 447.1 10.8 211.8 
Video: 11 min 40 sec 

46 stills 

ST002 724 772.4 5 909 623.2 724 806.6 5 909 576.9 11.2 57.5 
Video: 03 min 40 sec 

12 stills 

ST003 726 551.6 5 911 207.4 726 531.6 5 911 260.6 16.7 56.8 
Video: 02 min 48 sec 

14 stills 

ST004 727 080.5 5 912 691.0 727 099.6 5 912 743.3 17.5 55.7 
Video: 03 min 04 sec 

16 stills 

ST005 727 196.3 5 914 568.1 727 145.9 5 914 777.8 17.2 215.6 
Video: 12 min 20 sec 

46 stills 

ST006a 726 192.8 5 916 388.2 726 329.8 5 916 552.2 16.3 213.7 
Video: 11 min 40 sec 

52 stills 

ST007 724 895.2 5 918 064.1 724 886.3 5 918 010.1 14.6 54.7 
Video: 11 min 40 sec 

52 stills 

ST008 724 527.3 5 920 374.3 724 539.3 5 920 328.2 12.8 50.1* 
Video: 02 min 16 sec 

19 stills 

ST009 725 913.5 5 910 184.2 725 796.3 5 910 360.7 16.2 211.8 
Video: 10 min 48 sec 

35 stills 

ST010 723 218.1 5 923 176.4 723 295.0 5 922 982.8 9.8 208.3 
Video: 10 min 32 sec 

42 stills 

ST011 727 379.7 5 913 417.6 727 387.0 5 913 657.5 18.4 240.0 
Video: 13 min 17 sec 

51 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST012 722 041.4 5 926 866.6 722 091.5 5 926 850.3 10.3 52.7 
Video: 02 min 22 sec 

15 stills 

ST013 722 832.2 5 928 623.9 722 837.0 5 928 677.7 12.2 54.0 
Video: 02 min 36 sec 

14 stills 

ST014 724 631.7 5 929 508.6 724 607.5 5 929 555.7 13.1 52.9 
Video: 02 min 24 sec 

15 stills 

ST015 726 302.8 5 930 407.3 726 299.5 5 930 458.3 14.4 51.1 
Video: 02 min 01 sec 

14 stills 

ST016 728 236.3 5 930 854.5 728 231.3 5 931 068.8 15.6 214.3 
Video: 08 min 09 sec 

35 stills 

ST017 730 156.3 5 931 480.6 730 152.9 5 931 545.4 17.2 64.9 
Video: 02 min 22 sec 

12 stills 

ST018a 732 035.2 5 932 386.5 731 880.2 5 932 388.5 14.2 155.1 
Video: 13 min 31 sec 

35 stills 

ST019a 733 455.7 5 933 583.6 733 414.7 5 933 620.5 18.3 55.1 
Video: 02 min 18 sec 

18 stills 

ST020 732 674.3 5 935 466.3 732 574.9 5 935 637.3 18.9 197.8 
Video: 04 min 46 sec 

27 stills 

ST021a 734 438.8 5 937 125.3 734 417.4 5 937 077.1 15.1 52.7 
Video: 05 min 05 sec 

16 stills 

ST022a 735 701.9 5 938 674.2 735 698.1 5 938 624.4 16.8 85.0* 
Video: 06 min 38 sec 

17 stills 

ST023a 737 167.8 5 940 168.7 737 119.7 5 940 152.7 17.6 50.7 
Video: 02 min 15 sec 

15 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST024 738 087.7 5 941 814.2 738 097.4 5 941 863.1 20.4 50.9* 
Video: 01 min 50 sec 

11 stills 

ST025 739 438.9 5 943 200.0 739 377.5 5 943 416.2 20.6 224.8 
Video: 08 min 40 sec 

42 stills 

ST026 740 512.8 5 945 034.2 740 540.8 5 944 942.2 17.5 96.2 
Video: 02 min 47 sec 

6 stills 

ST027 741 433.2 5 946 427.6 741 424.6 5 946 375.7 17.9 52.7 
Video: 03 min 05 sec 

8 stills 

ST028 742 526.1 5 948 911.0 742 546.0 5 948 851.5 26.4 62.7 
Video: 03 min 47 sec 

6 stills 

ST029 743 754.8 5 951 345.2 743 778.6 5 951 282.9 26.2 66.7 
Video: 02 min 41 sec 

9 stills 

ST030b 744 318.8 5 952 431.5 744 097.6 5 952 463.1 28.2 223.4 
Video: 08 min 25 sec 

36 stills 

ST031 744 414.4 5 952 751.4 744 387.8 5 952 966.1 28.3 216.3 
Video: 09 min 27 sec 

26 stills 

ST032 744 528.0 5 953 252.8 744 531.9 5 953 454.3 26.1 201.5 
Video: 08 min 18 sec 

34 stills 

ST033 744 782.0 5 954 117.9 744 756.2 5 954 329.8 27.3 213.5 
Video: 12 min 08 sec 

26 stills 

ST034 744 624.8 5 953 712.8 744 604.8 5 953 931.2 27.6 219.3 
Video: 11 min 29 sec 

36 stills 

ST035 745 125.1 5 954 568.6 745 084.5 5 954 780.5 28.4 215.7 
Video: 15 min 45 sec 

29 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST036 745 059.4 5 955 186.9 745 152.0 5 955 003.5 24.6 205.5 
Video: 30 min 11 sec 

35 stills 

ST037 745 071.6 5 955 433.9 745 056.5 5 955 233.8 25.8 200.7 
Video: 30 min 00 sec 

23 stills 

ST038 745 380.0 5 955 726.7 745 462.0 5 955 549.5 26.4 195.3 
Video: 22 min 06 sec 

28 stills 

ST039 745 561.3 5 956 210.4 745 530.1 5 955 995.6 27.6 217.0 
Video: 17 min 39 sec 

46 stills 

ST040 745 685.5 5 956 452.3 745 731.2 5 956 640.3 20.3 193.5 
Video: 07 min 49 sec 

38 stills 

ST041 745 885.3 5 956 898.2 745 923.5 5 957 098.5 27.5 203.9 
Video: 07 min 34 sec 

49 stills 

ST042 746 256.2 5 957 367.3 746 235.6 5 957 595.0 28.8 228.6 
Video: 07 min 26 sec 

42 stills 

ST043 746 319.4 5 957 852.7 746 351.9 5 958 059.9 30.0 209.8 
Video: 07 min 06 sec 

44 stills 

ST044 746 786.0 5 958 378.6 746 640.3 5 958 492.7 31.4 185.1 
Video: 08 min 29 sec 

54 stills 

ST045 746 913.2 5 958 926.6 746 702.5 5 958 895.6 31.5 213.0 
Video: 07 min 54 sec 

27 stills 

ST046 747 024.1 5 959 456.4 746 824.7 5 959 437.8 31.6 200.3 
Video: 08 min 20 sec 

35 stills 

ST047 747 060.3 5 960 007.2 746 941.8 5 959 866.6 31.4 183.9 
Video: 10 min 02 sec 

30 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST048 747 128.1 5 960 499.0 747 197.2 5 960 282.6 30.2 227.1 
Video: 09 min 40 sec 

39 stills 

ST049 747 240.1 5 960 962.0 747 300.2 5 960 758.2 30.2 212.5 
Video: 07 min 57 sec 

26 stills 

ST050 747 367.5 5 961 494.8 747 394.9 5 961 260.7 29.5 235.7 
Video: 09 min 33 sec 

26 stills 

ST051 747 443.2 5 961 947.8 747 488.4 5 961 743.4 29.6 209.4 
Video: 08 min 11 sec 

27 stills 

ST052 747 471.2 5 962 221.6 747 450.9 5 962 427.5 31.7 206.9 
Video: 11 min 38 sec 

30 stills 

ST053 746 740.2 5 962 656.0 746 726.3 5 962 856.8 33.1 201.3 
Video: 15 min 27 sec 

35 stills 

ST054 746 789.9 5 963 186.7 746 758.3 5 963 391.3 33.0 207.0 
Video: 13 min 48 sec 

31 stills 

ST055 747 175.4 5 963 691.4 747 088.9 5 963 882.9 32.1 210.1 
Video: 12 min 32 sec 

30 stills 

ST056 747 150.9 5 964 186.4 747 125.0 5 964 396.8 32.4 212.0 
Video: 12 min 36 sec 

29 stills 

ST057 747 120.7 5 964 688.8 747 134.3 5 964 883.6 32.9 195.2 
Video: 09 min 01 sec 

21 stills 

ST058 747 045.5 5 965 180.5 747 069.0 5 965 390.9 33.4 211.6 
Video: 09 min 07 sec 

20 stills 

ST059 746 982.3 5 965 677.4 746 985.0 5 965 886.8 33.3 209.4 
Video: 09 min 00 sec 

29 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST060 746 836.3 5 966 374.2 746 831.5 5 966 167.2 29.0 207.0 
Video: 17 min 02 sec 

42 stills 

ST061 746 708.1 5 966 857.7 746 634.4 5 966 695.8 28.2 177.9 
Video: 17 min 38 sec 

36 stills 

ST062 746 588.0 5 967 342.2 746 595.5 5 967 133.0 29.4 209.4 
Video: 17 min 46 sec 

48 stills 

ST063 746 468.6 5 967 826.0 746 535.4 5 967 649.6 30.2 188.6 
Video: 15 min 08 sec 

30 stills 

ST064 746 354.0 5 968 104.2 746 256.5 5 968 245.2 32.6 171.5 
Video: 09 min 00 sec 

38 stills 

ST065 746 195.1 5 968 492.6 746 106.1 5 968 635.6 33.1 168.4 
Video: 07 min 07 sec 

32 stills 

ST066 746 119.2 5 969 071.1 746 035.2 5 969 265.1 33.3 211.4 
Video: 10 min 09 sec 

79 stills 

ST067 746 040.8 5 969 353.3 745 886.3 5 969 488.7 32.9 205.5 
Video: 10 min 54 sec 

62 stills 

ST068 746 008.4 5 969 578.8 745 906.8 5 969 752.3 35.8 201.0 
Video: 09 min 44 sec 

59 stills 

ST069 745 801.6 5 970 232.2 745 790.6 5 970 031.7 34.3 200.9 
Video: 08 min 50 sec 

34 stills 

ST070 722 491.1 5 924 947.2 722 504.0 5 924 905.8 10.8 44.0* 
Video: 01 min 30 sec 

14 stills 

ST071 745 691.8 5 970 719.6 745 682.4 5 970 507.3 34.3 212.5 
Video: 07 min 08 sec 

35 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST072 722 238.7 5 927 724.0 722 314.1 5 927 917.0 10.0 207.2 
Video: 09 min 03 sec 

32 stills 

ST073 745 574.2 5 971 201.2 745 540.1 5 970 991.1 36.5 212.8 
Video: 07 min 24 sec 

32 stills 

ST074 745 522.7 5 971 621.0 745 354.6 5 971 491.2 36.4 212.4 
Video: 11 min 02 sec 

57 stills 

ST078 744 864.3 5 973 348.8 744 909.5 5 973 251.8 33.6 107.0 
Video: 05 min 34 sec 

24 stills 

ST079 744 394.8 5 973 850.2 744 425.3 5 973 786.4 36.9 70.7 
Video: 03 min 06 sec 

22 stills 

ST081 742 715.9 5 974 840.7 742 712.7 5 974 781.9 19.2 58.9 
Video: 02 min 13 sec 

19 stills 

ST082 742 142.1 5 976 841.2 742 093.6 5 976 668.5 40.2 179.3 
Video: 09 min 28 sec 

42 stills 

ST084 741 719.3 5 978 657.5 741 674.1 5 978 689.1 42.4 55.1 
Video: 03 min 00 sec 

14 stills 

ST085 741 555.5 5 979 312.3 741 522.5 5 979 353.8 41.9 53.0 
Video: 02 min 35 sec 

9 stills 

ST087 746 741.5 5 950 077.4 746 759.0 5 950 144.3 29.1 69.2 
Video: 03 min 27 sec 

22 stills 

ST088 741 059.2 5 981 353.7 741 002.5 5 981 382.5 42.9 63.6 
Video: 02 min 51 sec 

8 stills 

ST089 740 821.8 5 982 075.9 740 781.6 5 982 115.8 44.7 56.6 
Video: 03 min 09 sec 

10 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST090 740 665.7 5 982 521.2 740 602.3 5 982 523.3 45.3 63.4 
Video: 02 min 36 sec 

11 stills 

ST091 740 340.8 5 983 449.4 740 280.8 5 983 439.5 43.4 60.9 
Video: 02 min 15 sec 

8 stills 

ST092 739 466.7 5 985 744.6 739 456.0 5 985 802.9 48.0 59.3 
Video: 02 min 43 sec 

8 stills 

ST093 743 325.6 5 950 185.2 743 329.1 5 950 236.9 28.7 51.7 
Video: 04 min 18 sec 

15 stills 

ST094 745 725.9 5 950 031.6 745 707.0 5 950 080.1 30.1 52.1 
Video: 04 min 35 sec 

12 stills 

ST095 747 209.4 5 950 157.5 747 202.0 5 950 209.7 30.1 52.8 
Video: 04 min 02 sec 

10 stills 

ST096 749 066.1 5 950 261.0 749 070.1 5 950 315.7 27.0 54.8 
Video: 03 min 17 sec 

10 stills 

ST097 750 708.5 5 950 665.7 750 666.7 5 950 868.0 49.1 206.6 
Video: 11 min 36 sec 

26 stills 

ST098 751 057.4 5 950 880.8 751 146.6 5 951 064.3 54.8 204.1 
Video: 10 min 38 sec 

37 stills 

ST099 751 499.0 5 951 284.8 751 575.9 5 951 093.1 51.9 206.7 
Video: 09 min 25 sec 

36 stills 

ST100 751 969.2 5 951 551.5 751 938.7 5 951 352.5 45.2 201.4 
Video: 09 min 44 sec 

39 stills 

ST101 752 414.6 5 951 723.6 752 380.6 5 951 538.2 42.9 188.4 
Video: 13 min 14 sec 

40 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST102 752 831.2 5 952 004.8 752 811.6 5 951 832.5 29.5 173.4 
Video: 09 min 53 sec 

34 stills 

ST103 753 258.3 5 952 235.3 753 405.1 5 952 093.0 26.9 204.4 
Video: 07 min 53 sec 

31 stills 

ST104 753 680.2 5 952 467.4 753 714.0 5 952 269.1 24.7 201.1 
Video: 07 min 37 sec 

28 stills 

ST105 754 152.6 5 952 728.6 754 246.5 5 952 543.1 24.7 207.9 
Video: 08 min 50 sec 

35 stills 

ST106 754 578.3 5 952 969.7 754 689.9 5 952 785.3 24.9 215.5 
Video: 10 min 53 sec 

54 stills 

ST107 756 163.7 5 954 063.3 756 102.2 5 954 081.5 27.7 64.2 
Video: 03 min 33 sec 

18 stills 

ST108 756 288.4 5 956 067.0 756 273.0 5 956 016.2 28.1 53.0 
Video: 02 min 17 sec 

17 stills 

ST109 756 407.4 5 958 058.6 756 379.1 5 958 011.6 26.9 54.8 
Video: 02 min 07 sec 

18 stills 

ST110 756 506.4 5 960 065.6 756 492.1 5 960 014.0 26.6 53.6 
Video: 02 min 25 sec 

15 stills 

ST111 756 511.4 5 961 848.1 756 467.8 5 961 626.2 29.9 226.2 
Video: 13 min 04 sec 

36 stills 

ST112 756 745.1 5 964 047.4 756 711.9 5 964 015.8 32.4 114.6* 
Video: 04 min 06 sec 

15 stills 

ST113 756 440.7 5 966 013.8 756 460.0 5 966 060.9 34.1 50.9 
Video: 03 min 03 sec 

12 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST114 755 817.0 5 967 799.2 755 717.5 5 967 917.0 36.4 154.2 
Video: 06 min 52 sec 

23 stills 

ST115a 756 513.6 5 958 865.0 756 393.0 5 959 052.3 27.9 222.8 
Video: 06 min 48 sec 

49 stills 

ST117 755 725.3 5 969 666.6 755 717.5 5 969 731.3 33.5 65.1 
Video: 03 min 00 sec 

12 stills 

ST118 755 713.9 5 969 833.8 755 717.9 5 969 898.9 37.1 65.2 
Video: 03 min 04 sec 

10 stills 

ST119 755 597.5 5 971 749.6 755 623.3 5 971 954.6 41.1 206.5 
Video: 09 min 22 sec 

18 stills 

ST121 754 590.6 5 973 402.8 754 584.1 5 973 470.6 42.5 68.1 
Video: 03 min 07 sec 

9 stills 

ST122 753 026.1 5 974 716.1 753 023.7 5 974 661.7 42.0 54.5 
Video: 02 min 53 sec 

9 stills 

ST123 751 452.3 5 975 974.3 751 467.6 5 975 917.4 41.6 58.9 
Video: 03 min 14 sec 

9 stills 

ST124 749 897.6 5 977 222.7 749 941.0 5 977 211.2 40.6 60.2* 
Video: 03 min 20 sec 

22 stills 

ST125 748 334.7 5 978 557.1 748 400.3 5 978 378.1 41.3 190.6 
Video: 08 min 52 sec 

53 stills 

ST126 746 828.9 5 979 731.4 746 758.5 5 979 702.1 41.1 76.3 
Video: 04 min 03 sec 

22 stills 

ST127 746 275.0 5 980 131.8 746 221.3 5 980 144.1 40.9 55.1 
Video: 03 min 07 sec 

18 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST128 745 263.0 5 980 961.6 745 214.7 5 981 001.2 43.9 62.5 
Video: 03 min 07 sec 

20 stills 

ST129 744 907.1 5 981 276.3 744 865.0 5 981 263.2 42.2 60.2* 
Video: 02 min 32 sec 

16 stills 

ST130 744 289.3 5 981 782.9 744 322.8 5 981 728.5 40.9 63.9 
Video: 02 min 19 sec 

11 stills 

ST132 742 968.5 5 982 917.1 742 956.6 5 982 859.9 43.5 58.5 
Video: 02 min 34 sec 

11 stills 

ST133 742 136.3 5 983 427.6 742 180.6 5 983 637.6 44.5 214.6 
Video: 07 min 41 sec 

22 stills 

ST136 740 626.0 5 984 774.8 740 598.8 5 984 829.6 47.5 61.2 
Video: 02 min 54 sec 

9 stills 

ST138 740 142.2 5 985 167.3 740 141.5 5 985 223.8 47.0 56.5 
Video: 02 min 32 sec 

5 stills 

ST139 739 152.4 5 986 111.8 739 133.9 5 986 171.2 48.7 62.2 
Video: 02 min 35 sec 

5 stills 

ST140 738 943.6 5 986 352.6 738 950.6 5 986 416.3 47.1 64.1 
Video: 02 min 22 sec 

8 stills 

ST143 737 643.7 5 988 027.4 737 632.5 5 987 977.5 43.7 51.2 
Video: 03 min 17 sec 

7 stills 

ST146 736 964.5 5 988 885.6 736 945.2 5 988 838.9 45.5 50.5 
Video: 03 min 09 sec 

10 stills 

ST147 736 622.0 5 989 287.2 736 670.6 5 989 271.7 46.9 51.0 
Video: 02 min 15 sec 

9 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST148 736 362.5 5 989 610.7 736 406.0 5 989 591.3 46.9 51.7* 
Video: 02 min 16 sec 

12 stills 

ST149 735 166.0 5 991 204.1 735 168.5 5 991 164.9 46.7 40.4* 
Video 02 min 13 sec 

10 stills 

ST150a 734 986.7 5 993 107.6 735 140.4 5 992 956.9 46.5 215.2 
Video 08 min 55 sec 

33 stills 

ST151 734 928.9 5 993 708.0 734 912.2 5 993 759.9 47.0 54.5 
Video 03 min 23 sec 

10 stills 

ST152 734 347.9 5 994 521.4 734 317.5 5 994 571.8 48.9 58.8 
Video 03 min 35 sec 

14 stills 

ST154 732 709.9 5 995 662.7 732 703.1 5 995 716.6 50.9 54.4 
Video 02 min 28 sec 

10 stills 

ST156 731 029.9 5 996 743.2 730 995.5 5 996 782.4 52.7 52.1 
Video 02 min 10 sec 

6 stills 

ST157 714 206.9 6 021 447.3 714 396.0 6 021 344.2 56.6 215.4 
Video 05 min 3 sec4 

28 stills 

ST158 729 178.4 5 997 938.7 729 137.6 5 997 965.5 53.0 49.7* 
Video 02 min 08 sec 

11 stills 

ST159 728 481.9 5 998 406.3 728 475.6 5 998 346.3 52.0 60.4 
Video 02 min 01 sec 

10 stills 

ST160 727 635.4 5 998 941.6 727 625.3 5 998 884.0 53.1 58.5 
Video 02 min 04 sec 

9 stills 

ST161 725 909.7 5 999 937.2 725 912.2 5 999 876.9 51.9 60.3 
Video 02 min 05 sec 

9 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST162 724 024.7 6 000 613.3 724 036.0 6 000 557.4 51.9 57.0 
Video 02 min 06 sec 

8 stills 

ST163 722 525.3 6 001 665.1 722 522.6 6 001 602.9 52.5 62.2 
Video 02 min 06 sec 

7 stills 

ST164 722 598.0 6 003 893.7 722 599.7 6 003 842.4 54.6 51.3 
Video 01 min 45 sec 

8 stills 

ST165a 721 880.2 6 005 274.3 721 856.4 6 005 488.5 56.0 215.5 
Video 07 min 42 sec 

18 stills 

ST166 719 326.5 6 007 982.1 719 296.3 6 008 035.4 58.1 61.3 
Video 02 min 15 sec 

6 stills 

ST167 719 272.9 6 008 064.8 719 253.9 6 008 119.1 58.1 57.5 
Video 02 min 28 sec 

8 stills 

ST168 717 946.7 6 009 626.6 717 967.2 6 009 580.1 55.7 50.8 
Video 02 min 48 sec 

8 stills 

ST169 716 651.5 6 011 152.2 716 670.9 6 011 098.8 55.5 56.8 
Video 02 min 27 sec 

9 stills 

ST170 716 008.0 6 012 946.6 715 978.6 6 012 997.3 57.3 58.6 
Video 04 min 43 sec 

21 stills 

ST171 715 489.8 6 014 883.9 715 478.2 6 014 930.9 59.7 52.0* 
Video 02 min 18 sec 

10 stills 

ST172 714 879.1 6 017 301.3 714 846.9 6 017 359.7 58.4 66.6 
Video 02 min 41 sec 

7 stills 

ST173 714 494.4 6 018 753.5 714 463.0 6 018 804.5 59.0 59.9 
Video 02 min 20 sec 

8 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST174a 714 303.8 6 020 409.0 714 325.6 6 020 217.5 57.9 192.8 
Video 08 min 19 sec 

25 stills 

ST175a 714 089.7 6 022 781.8 714 125.0 6 022 731.3 57.4 61.6 
Video 02 min 43 sec 

10 stills 

ST176 714 250.1 6 024 616.2 714 307.0 6 024 826.0 59.1 217 
Video 07 min 34 sec 

25 stills 

ST177 714 656.7 6 026 663.5 714 675.5 6 026 713.8 62.2 54 
Video 02 min 31 sec 

9 stills 

ST178 715 066.7 6 028 625.3 715 076.5 6 028 672.5 67.9 49.4* 
Video 02 min 06 sec 

6 stills 

ST179 715 472.6 6 030 572.4 715 458.5 6 030 631.9 66.2 61.1 
Video 02 min 58 sec 

13 stills 

ST180 716 033.5 6 032 521.3 715 995.7 6 032 563.5 63.8 56.6 
Video 01 min 42 sec 

10 stills 

ST181 715 911.1 6 034 526.4 715 802.7 6 034 348.4 63.3 208.4 
Video 08 min 09 sec 

20 stills 

ST182 714 960.0 6 036 274.4 714 974.8 6 036 210.7 63.0 65.3 
Video 02 min 55 sec 

9 stills 

ST183 713 897.5 6 038 495.6 713 913.7 6 038 438.6 63.1 59.3 
Video 02 min 16 sec 

9 stills 

ST184 712 891.7 6 040 559.7 712 902.5 6 040 501.2 64.8 59.6 
Video 02 min 03 sec 

9 stills 

ST185 712 763.0 6 041 687.3 712 721.6 6 041 768.4 66.4 91.0 
Video 03 min 32 sec 

11 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST186 713 641.2 6 043 353.6 713 556.3 6 043 686.4 71.7 343.5 
Video 10 min 48 sec 

29 stills 

ST187 714 485.2 6 045 297.4 714 463.3 6 045 352.0 73.0 58.8 
Video 02 min 34 sec 

9 stills 

ST188 715 372.4 6 047 012.0 715 346.0 6 047 265.3 66.5 254.7 
Video 07 min 06 sec 

19 stills 

ST189 715 957.9 6 049 007.6 715 943.7 6 048 960.3 67.4 51.2* 
Video 01 min 46 sec 

5 stills 

ST190 715 212.3 6 050 868.3 715 166.2 6 050 838.0 66.0 55.14 
Video 01 min 49 sec 

8 stills 

ST191 714 375.7 6 052 694.1 714 351.2 6 052 649.6 65.3 50.82 
Video 02 min 41 sec 

7 stills 

ST192 713 516.3 6 054 504.6 713 574.3 6 054 477.1 64.4 64.24 
02 min 19 sec 

6 stills 

ST193a 713 049.6 6 056 150.4 712 957.2 6 055 965.0 65.1 207.2 
Video 06 min 09 sec 

13 stills 

ST194 712 824.8 6 058 359.6 712 849.1 6 058 316.1 68.5 53.1* 
Video 02 min 11 sec 

5 stills 

ST195 712 291.0 6 060 298.1 712 329.8 6 060 254.4 62.2 58.5 
Video 01 min 46 sec 

6 stills 

ST196 711 768.3 6 062 173.5 711 746.7 6 062 218.9 62.1 50.2 
Video 02 min 02 sec 

8 stills 

ST197 711 165.6 6 064 073.3 711 138.4 6 064 127.7 62.1 60.8 
Video 01 min 58 sec 

8 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST198 710 530.4 6 065 582.2 710 443.9 6 065 761.6 63.9 199.1 
Video 05 min 46 sec 

31 stills 

ST199 709 712.6 6 067 801.5 709 668.7 6 067 843.4 66.7 60.7 
Video 02 min 07 sec 

12 stills 

ST200 709 029.8 6 069 561.8 708 981.7 6 069 596.2 68.0 59.2 
Video 01 min 57 sec 

13 stills 

ST201 708 000.7 6 072 195.5 707 994.7 6 072 252.3 70.2 57.1 
Video 02 min 04 sec 

9 stills 

ST202 707 510.6 6 073 440.0 707 485.8 6 073 389.7 70.6 56.1 
Video 01 min 54 sec 

10 stills 

ST203 706 793.3 6 075 381.0 706 756.4 6 075 178.1 74.0 206.2 
Video 08 min 55 sec 

21 stills 

ST204 706 054.2 6 077 168.6 706 056.7 6 077 114.4 75.3 54.3 
Video 02 min 36 sec 

8 stills 

ST205 705 316.4 6 079 028.8 705 320.9 6 078 975.2 73.9 53.8 
Video 03 min 40 sec 

12 stills 

ST206 704 587.4 6 080 883.6 704 639.0 6 080 877.4 74.3 52.0 
Video 02 min 14 sec 

9 stills 

ST207 703 852.6 6 082 739.8 703 892.2 6 082 761.8 77.2 67.3* 
Video 02 min 22 sec 

13 stills 

ST208 703 023.5 6 084 605.1 703 190.0 6 084 545.4 76.5 176.8 
Video 06 min 19 sec 

34 stills 

ST209 702 395.4 6 086 471.0 702 429.1 6 086 427.5 74.6 55.0 
Video 02 min 12 sec 

13 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST210 701 405.8 6 088 771.3 701 623.9 6 088 742.6 68.1 220.0 
Video 08 min 23 sec 

38 stills 

ST211 700 938.9 6 090 166.6 700 974.7 6 090 207.5 72.3 54.3 
Video 02 min 28 sec 

14 stills 

ST212 700 224.7 6 092 024.5 700 258.7 6 092 073.9 70.8 60.0 
Video 02 min 04 sec 

11 stills 

ST213 699 521.1 6 093 890.1 699 508.0 6 093 939.6 71.3 51.2 
02 min 12 sec 

17 stills 

ST214 698 695.3 6 096 011.5 698 691.1 6 096 082.1 71.6 70.7 
Video 02 min 28 sec 

15 stills 

ST215 697 992.9 6 097 685.2 697 954.8 6 097 934.0 72.3 251.7 
Video 10 min 33 sec 

35 stills 

ST217 696 610.5 6 101 397.7 696 603.4 6 101 335.8 70.6 62.3 
Video 03 min 54 sec 

12 stills 

ST218 696 144.3 6 102 667.5 696 159.5 6 102 457.5 70.1 210.5 
Video 11 min 28 sec 

30 stills 

ST219 695 141.4 6 105 116.9 695 146.1 6 105 062.4 71.3 54.7 
Video 04 min 06 sec 

11 stills 

ST221 693 678.1 6 108 841.6 693 701.3 6 108 787.2 71.3 59.1 
Video 03 min 29 sec 

11 stills 

ST223 692 205.1 6 112 645.6 692 180.6 6 112 461.6 70.7 185.7 
Video 09 min 40 sec 

16 stills 

ST225 690 765.3 6 116 291.9 690 820.1 6 116 266.1 71.1 60.6 
Video 03 min 02 sec 

8 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST227 689 048.2 6 120 296.2 689 049.7 6 120 363.9 71.7 67.7 
Video 02 min 40 sec 

9 stills 

ST228 688 492.5 6 121 637.9 688 348.6 6 121 852.8 72.7 258.7 
Video 10 min 01 sec 

28 stills 

ST229 687 691.8 6 123 617.2 687 659.3 6 123 651.3 73.0 47.5* 
Video 01 min 46 sec 

10 stills 

ST231 686 184.6 6 127 366.6 686 186.5 6 127 314.6 74.3 52.0 
Video 02 min 16 sec 

13 stills 

ST233 684 709.8 6 131 088.8 684 726.3 6 131 032.6 71.3 58.6 
Video 02 min 03 sec 

11 stills 

ST235 683 320.6 6 134 832.1 683 159.1 6 134 702.9 71.4 206.8 
Video 07 min 20 sec 

28 stills 

ST236 682 505.8 6 136 657.0 682 465.0 6 136 645.3 69.8 52.7* 
Video 02 min 02 sec 

8 stills 

ST237 681 756.9 6 138 527.7 681 750.6 6 138 464.9 69.8 63.1 
Video 03 min 11 sec 

11 stills 

ST238 681 533.4 6 140 506.7 681 539.5 6 140 451.9 67.7 55.1 
Video 02 min 56 sec 

9 stills 

ST239 681 356.1 6 142 575.5 681 305.2 6 142 371.0 66.9 210.8 
Video 08 min 50 sec 

25 stills 

ST240 681 150.2 6 144 420.1 681 141.9 6 144 487.4 69.6 67.8 
Video 03 min 00 sec 

9 stills 

ST241 680 938.8 6 146 423.7 680 952.0 6 146 479.2 69.2 57.0 
Video 02 min 07 sec 

8 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST242 680 729.7 6 148 408.0 680 718.4 6 148 464.9 70.1 58.0 
Video 03 min 01 sec 

10 stills 

ST243 679 357.8 6 149 812.2 679 341.3 6 149 864.1 69.5 54.4 
Video 02 min 11 sec 

8 stills 

ST244 679 022.8 6 151 761.0 678 994.1 6 151 815.0 72.0 61.1 
02 min 24 sec 

19 stills 

ST245 678 724.5 6 153 791.7 678 920.1 6 153 707.7 72.8 212.9 
Video 05 min 41 sec 

43 stills 

ST246a 678 549.9 6 155 740.7 678 532.9 6 155 788.6 74.5 50.8 
Video 02 min 37 sec 

17 stills 

ST247 678 289.1 6 157 774.8 678 272.4 6 157 722.9 69.8 54.6 
Video 02 min 40 sec 

9 stills 

ST248 678 045.0 6 159 756.8 678 039.0 6 159 708.8 70.6 53.6* 
Video 02 min 44 sec 

11 stills 

ST249 677 809.1 6 161 744.4 677 796.0 6 161 693.9 73.0 52.1 
Video 02 min 33 sec 

10 stills 

ST250 677 596.1 6 163 625.5 677 545.9 6 163 820.9 79.0 201.8 
Video 07 min 44 sec 

26 stills 

ST251 677 350.5 6 165 679.6 677 310.9 6 165 710.1 74.5 52.2* 
Video 01 min 52 sec 

9 stills 

ST252 677 100.9 6 167 650.2 677 098.5 6 167 708.0 74.9 57.9 
Video 01 min 42 sec 

9 stills 

ST253 676 859.9 6 169 687.1 676 834.2 6 169 635.8 75.7 57.4 
Video 02 min 32 sec 

10 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST254 676 627.5 6 171 656.6 676 616.0 6 171 617.2 75.6 43.5* 
Video 02 min 11 sec 

12 stills 

ST255 676 309.6 6 173 710.6 676 412.8 6 173 535.5 78.8 203.3 
Video 06 min 54 sec 

25 stills 

ST256a 676 126.4 6 175 595.6 676 103.5 6 175 630.8 78.7 43.5* 
Video 01 min 26 sec 

8 stills 

ST257 675 866.7 6 177 617.5 675 915.1 6 177 591.8 79.0 54.8 
Video 02 min 07 sec 

7 stills 

ST258 675 683.9 6 179 724.0 675 758.4 6 179 535.1 70.5 203.1 
Video 08 min 37 sec 

29 stills 

ST259 675 463.7 6 181 600.1 675 438.5 6 181 553.3 81.6 53.2 
Video 02 min 15 sec 

10 stills 

ST260 676 032.2 6 183 493.5 675 833.6 6 183 544.4 86.2 205.0 
Video 06 min 25 sec 

22 stills 

ST261 676 195.8 6 185 477.4 676 149.0 6 185 502.4 85.0 53.1 
Video 02 min 13 sec 

9 stills 

ST262 675 191.2 6 187 117.5 675 138.8 6 187 113.4 78.5 52.6 
Video 02:14 sec 

13 stills 

ST263 674 097.7 6 188 780.2 674 045.9 6 188 799.2 73.0 55.2 
Video 02 min:31 sec 

9 stills 

ST264 673 421.5 6 190 642.8 673 380.7 6 190 678.8 73.9 54.4 
Video 02 min 05 sec 

11 stills 

ST265 672 787.5 6 192 656.8 672 562.1 6 192 667.7 75.0 225.7 
Video 09 min 21 sec 

36 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST267 671 848.7 6 196 476.8 671 875.3 6 196 431.3 77.2 52.7 
Video 02 min 44 sec 

10 stills 

ST269 670 962.0 6 200 375.6 670 929.2 6 200 335.8 75.3 51.6 
Video 02 min 16 sec 

9 stills 

ST270a 670 507.2 6 201 920.3 670 444.2 6 201 592.4 76.2 333.9 
Video 16 min 39 sec 

57 stills 

ST271 670 084.1 6 204 274.2 670 039.3 6 204 240.5 88.4 56.0 
Video 04 min 39 sec 

10 stills 

ST273 669 206.3 6 208 162.7 669 153.2 6 208 127.9 73.8 63.4 
Video 04 min 09 sec 

11 stills 

ST275 668 261.7 6 212 158.4 668 289.7 6 211 950.3 84.6 210.0 
Video 13 min 52 sec 

20 stills 

ST277a 667 501.9 6 215 939.8 667 491.3 6 215 995.7 78.6 56.9 
Video 03 min 17 sec 

9 stills 

ST279 666 822.6 6 219 883.7 666 817.8 6 219 937.4 76.5 53.9 
Video 02 min 39 sec 

11 stills 

ST280 666 468.3 6 221 806.4 666 477.7 6 221 997.8 75.5 191.7 
Video 09 min 10 sec 

23 stills 

ST281 666 158.6 6 223 824.2 666 174.1 6 223 884.5 78.3 62.3 
Video 02 min 59 sec 

9 stills 

ST283 665 505.8 6 227 779.9 665 513.5 6 227 832.7 72.1 53.4 
Video 01 min 54 sec 

8 stills 

ST285 664 860.3 6 231 833.7 664 809.8 6 231 633.0 67.1 207.0 
Video 05 min 55 sec 

24 stills 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station 
SOL EOL Depth 

[m BSL] 

Length 

[m] 
Data Acquisition 

Easting Northing Easting Northing 

ST287 664 185.1 6 235 720.4 664 181.7 6 235 665.4 69.5 55.1 
Video 02 min 04 sec 

11 stills 

ST289 663 529.1 6 239 662.1 663 498.1 6 239 614.0 70.2 57.3 
Video 01 min 52 sec 

9 stills 

ST290 663 251.8 6 241 688.0 663 122.5 6 241 535.9 70.5 199.6 
Video 05 min 28 sec 

29 stills 

ST291 662 880.4 6 243 569.8 662 860.8 6 243 612.6 71.8 46.9* 
Video 01 min 18 sec 

9 stills 

ST293 662 211.1 6 247 501.0 662 185.8 6 247 548.1 71.9 53.5 
Video 01 min 48 sec 

7 stills 

ST295a 661 533.5 6 251 377.5 661 545.6 6 251 577.7 73.0 200.5 
Video 07 min 32 sec 

29 stills 

ST297 660 913.2 6 255 426.1 660 853.5 6 255 453.7 72.1 65.8 
Video 03 min 15 sec 

10 stills 

ST299 660 247.5 6 259 389.7 660 201.7 6 259 334.4 74.1 71.8 
Video 02 min 50 sec 

8 stills 

ST301 678 571.1 6 156 211.2 678 556.2 6 156 014.3 71.1 197.4 
Video 07 min 22 sec 

34 stills 

Notes 

*Distances calculated by using the sum of all eastings and northings in the track log data output from the video 

**Stations with 'a' have been repeated due to bad quality video data or due to technical issues with the first recording 

BSL = Below sea level 

SOL = Start of line 

EOL = End of line 

UTC = Coordinated universal time 
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4.2 Seafloor Sampling 

Grab samples were successfully acquired at all 207 proposed grab stations, as detailed in 

Section 2. Two macrofaunal samples (FA, FB) were collected at 104 of the proposed 115 and 

two physico-chemical sample (PCA, PCB) were collected at 108 of the 124 proposed stations; 

three replicates for macrofauna and physical chemical samples were collected at 11 of the 14 

proposed stations located within the Holderness Offshore MCZ. Single PSD samples were 

collected from all proposed 101 stations. eDNA samples were collected at 22 of the 23 

proposed stations. Partial suites were collected at stations ST020, ST022, and ST037 whereas 

no samples were collected at the remaining 15 unsuccessful grab stations (Table 4.2). This 

was due to sediment type, with the stations abandoned after at least 3 failed attempts (as 

agreed by the client). Stations ST016-ST018 were not attempted due to the potential 

presence of the Annex I habitat ‘Stony reef’. 

Table 4.2: Completed sediment sampling stations 

Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST001  723 121.4 5 908 516.2 10.8 PSD 

ST002  724 771.4 5 909 617.6 11.8 FA, FB, PC 

ST003  726 536.1 5 911 222.5 16.6 PSD 

ST004  727 091.9 5 912 689.9 17.8 FA, FB, PC 

ST005  727 174.4 5 914 642.4 16.9 PSD 

ST006a  726 229.1 5 916 386.0 16.7 FA, FB, PC 

ST007  724 888.1 5 918 063.5 14.8 FA, FB, PC 

ST008  724 519.4 5 920 385.9 13.2 PSD 

ST010  723 262.5 5 923 105.0 10.5 FA, FB, PC, eDNA 

ST013  722 827.1 5 928 646.2 13.0 PSD 

ST015  726 309.2 5 930 414.7 15.2 PSD 

ST019  733 449.9 5 933 602.1 18.9 PSD 

ST020  732 618.2 5 935 572.5 16.9 FA, FB, PC, eDNA 

ST021  734 431.5 5 937 089.8 19.5 PSD 

ST022  735 694.1 5 938 632.3 21.4 PSD 

ST023  737 157.0 5 940 141.5 22.0 PSD 

ST025  739 412.9 5 943 292.8 22.6 PSD 

ST026  740 537.7 5 944 963.6 18.4 FA, FB, PC 

ST027  741 449.7 5 946 397.2 19.9 PSD 

ST028  742 525.9 5 948 894.7 26.9 PSD 

ST029  743 763.5 5 951 321.8 26.7 PSD 

ST030  744 198.3 5 952 458.9 17.3 FA, FB, FC, PC, eDNA 

ST032  744 505.0 5 953 358.6 28.1 PSD 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST033  744 752.2 5 954 219.3 28.2 FA, FB, PC 

ST036  745 073.2 5 955 093.2 24.0 PSD 

ST039  745 550.6 5 956 101.8 26.1 FA, FB, FC, PC 

ST041  745 887.0 5 956 993.0 30.9 PSD 

ST043  746 330.3 5 957 937.4 31.5 FA, FB, FC, PC 

ST045  746 810.0 5 958 918.5 29.3 PSD 

ST047  747 054.0 5 959 898.5 22.0 FA, FB, FC, PC 

ST049  747 282.4 5 960 872.7 30.9 FA, FB, FC, PC 

ST051  747 472.1 5 961 824.2 31.3 FA, PC 

ST053  746 708.1 5 962 748.2 34.2 PSD 

ST055  747 147.4 5 963 787.7 32.7 FA, FB, FC, PC 

ST057  747 088.4 5 964 799.7 32.7 PSD 

ST059  746 992.7 5 965 789.7 32.4 FA, FB, FC, PC 

ST061  746 712.8 5 966 763.3 29.1 PSD 

ST063  746 475.0 5 967 713.3 30.7 FA, FB, PC, eDNA 

ST065  746 185.3 5 968 585.6 34.6 PSD 

ST067  746 000.1 5 969 428.7 32.3 FA, FB, FC, PC 

ST069  745 824.6 5 970 127.3 34.7 PSD 

ST071  745 690.2 5 970 607.3 33.7 FA, FB, FC, PC 

ST074  745 418.5 5 971 576.5 36.8 PSD 

ST078  744 874.2 5 973 293.1 36.9 PC, PSD 

ST079  744 414.1 5 973 801.9 37.5 PSD 

ST081  742 734.7 5 974 822.6 40.5 FA, FB, PC 

ST082  742 187.4 5 976 742.2 41.9 PSD 

ST085  741 544.8 5 979 318.1 41.1 PSD 

ST087  746 738.1 5 950 095.8 32.1 PC 

ST088  741 026.4 5 981 360.8 42.1 PC 

ST089  740 785.4 5 982 069.7 44.4 PSD 

ST090  740 642.5 5 982 534.2 45.4 FA, FB, PC 

ST091  740 320.0 5 983 437.6 43.8 PSD 

ST092  739 456.5 5 985 763.3 48.1 PSD 

ST094  745 738.5 5 950 058.8 31.2 PSD 

ST096  749 063.1 5 950 291.9 21.8 PSD 

ST097  750 637.2 5 950 825.0 48.8 FA, FB, FC, PC, eDNA 

ST103  753 324.0 5 952 164.6 28.5 PSD 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST105*  754 187.9 5 952 627.8 28.4 FA, FB, FC, PC 

ST107  756 149.5 5 954 049.1 26.4 PSD 

ST109  756 392.5 5 958 047.5 26.9 PSD 

ST110  756 514.8 5 960 044.3 27.0 PSD 

ST111  756 525.4 5 961 787.0 32.7 FA, FB, PC, eDNA 

ST112  756 705.3 5 964 025.4 32.8 PSD 

ST113  756 435.7 5 966 016.7 35.0 PSD 

ST114  755 813.7 5 967 784.9 36.1 PSD 

ST117  755 720.5 5 969 687.2 26.2 PC 

ST118  755 709.4 5 969 837.0 38.3 FA, FB, PC 

ST119  755 591.1 5 971 853.8 41.4 PSD 

ST121  754 584.1 5 973 433.7 42.8 FA, FB, PC 

ST123  751 465.5 5 975 965.9 42.0 FA, FB, PC 

ST124  749 905.7 5 977 214.6 40.7 PSD 

ST125  748 346.8 5 978 477.6 41.5 FA, FB, PC, PSD, eDNA 

ST126  746 793.0 5 979 700.3 41.9 PSD 

ST127  746 269.6 5 980 156.7 40.0 PSD 

ST128  745 246.9 5 980 971.5 44.2 FA, FB, PC 

ST129  744 895.8 5 981 257.8 41.1 PSD 

ST130  744 305.9 5 981 758.4 41.7 PC 

ST132  742 960.2 5 982 889.1 44.3 PSD 

ST133  742 169.6 5 983 528.8 42.3 FA, FB, PC 

ST136  740 618.7 5 984 798.8 47.7 PSD 

ST138  740 138.7 5 985 204.8 47.6 PC 

ST139  739 143.8 5 986 134.5 48.5 FA, FB, PC, eDNA 

ST140  738 950.3 5 986 381.5 46.9 PSD 

ST143  737 652.6 5 988 007.4 45.2 PSD 

ST146  736 959.5 5 988 875.6 45.3 PC 

ST147  736 644.3 5 989 273.4 46.6 FA, FB, PC 

ST148  736 644.3 5 989 273.4 46.6 PSD 

ST149  736 384.8 5 989 615.9 45.0 PSD 

ST150  735 062.7 5 993 046.9 47.3 FA, FB, PC, eDNA 

ST151  734 918.7 5 993 713.7 48.6 PC 

ST152  734 329.4 5 994 528.5 49.1 PSD 

ST154  732 691.2 5 995 682.1 51.3 FA, FB, PC 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST156  730 995.3 5 996 747.0 53.3 PSD 

ST158  729 162.2 5 997 946.2 53.1 FA, FB, PC 

ST159  728 492.1 5 998 388.3 52.4 PC 

ST160  727 625.2 5 998 906.1 52.8 PC 

ST161  725 910.0 5 999 911.3 52.1 FA, FB, PC 

ST162  724 035.0 6 000 583.5 52.0 PSD 

ST163  722 536.8 6 001 645.6 52.9 FA, FB, PC 

ST164  722 600.4 6 003 861.8 55.8 PSD 

ST165  721 876.1 6 005 361.5 56.3 FA, FB, PC, eDNA 

ST166  719 321.0 6 008 017.7 58.2 PSD 

ST167  719 262.6 6 008 068.4 57.7 FA, FB, PC 

ST168  717 954.6 6 009 598.9 56.1 PSD 

ST169  716 666.2 6 011 127.8 56.8 FA, FB, PC 

ST170  715 983.0 6 012 946.2 57.4 PSD 

ST171  715 476.5 6 014 881.1 37.3 FA, FB, PC 

ST172  714 870.9 6 017 331.7 49.4 PSD 

ST173  714 460.9 6 018 767.1 58.9 FA, FB, PC 

ST174a  714 281.1 6 020 318.3 57.4 PSD 

ST175  714 110.1 6 022 763.3 57.5 FA, FB, PC, eDNA 

ST176  714 283.7 6 024 719.1 57.2 PSD 

ST177  714 677.6 6 026 667.3 62.7 FA, FB, PC 

ST178  715 081.8 6 028 629.1 67.7 PSD 

ST179  715 470.1 6 030 590.2 65.6 FA, FB, PC 

ST180  716 019.4 6 032 538.4 63.9 PSD 

ST181  715 847.4 6 034 441.0 62.7 FA, FB, PC 

ST182  714 966.9 6 036 253.4 62.7 PSD 

ST183  713 910.8 6 038 467.8 63.6 FA, FB, PC 

ST184  712 889.9 6 040 530.4 66.0 PSD 

ST185  712 736.9 6 041 711.6 67.4 FA, FB, PC, eDNA 

ST186  713 586.6 6 043 518.8 72.8 PSD 

ST187  714 482.7 6 045 322.4 73.2 FA, FB, PC 

ST188  715 376.0 6 047 118.5 66.9 PSD 

ST189  715 935.6 6 048 993.7 67.1 FA, FB, PC 

ST190  715 202.1 6 050 869.8 66.0 PSD 

ST191  714 374.3 6 052 679.0 65.6 FA, FB, PC 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST192  713 541.3 6 054 490.7 64.7 PSD 

ST193  713 022.8 6 056 059.8 66.5 FA, FB, PC 

ST194  712 837.4 6 058 358.4 68.5 PSD 

ST195  712 303.8 6 060 271.5 63.0 FA, FB, PC, eDNA 

ST196  711 760.7 6 062 193.2 62.6 PSD 

ST197  711 155.1 6 064 083.7 63.2 FA, FB, PC 

ST198  710 442.7 6 065 763.5 65.8 PSD 

ST199  709 700.4 6 067 803.5 67.6 FA, FB, PC 

ST200  709 016.2 6 069 575.1 68.3 PSD 

ST201  708 006.0 6 072 214.8 70.3 FA, FB, PC 

ST202  707 506.1 6 073 422.2 71.0 PSD 

ST203  706 796.9 6 075 293.0 74.0 FA, FB, PC 

ST204  706 060.4 6 077 151.9 75.9 PSD 

ST205  705 319.2 6 079 018.8 74.0 FA, FB, PC, eDNA 

ST206  704 618.0 6 080 883.3 75.2 PSD 

ST207  703 853.4 6 082 730.5 78.7 FA, FB, PC 

ST208  703 145.0 6 084 602.1 76.9 PSD 

ST209  702 411.5 6 086 470.7 75.1 FA, FB, PC 

ST210  701 513.9 6 088 737.8 69.4 PSD 

ST211  700 956.9 6 090 183.5 73.0 FA, FB, PC 

ST212  700 231.2 6 092 029.6 72.1 PSD 

ST113  699 506.6 6 093 903.4 71.4 FA, FB, PC 

ST214  698 684.2 6 096 047.3 72.5 PSD 

ST215  697 977.6 6 097 826.6 72.5 FA, FB, PC, eDNA 

ST217  696 594.4 6 101 365.6 71.2 FA, FB, PC 

ST219  695 135.9 6 105 107.2 71.4 FA, FB, PC 

ST221  693 687.5 6 108 815.5 70.2 FA, FB, PC 

ST223  692 237.9 6 112 555.4 71.6 FA, FB, PC 

ST225  690 773.8 6 116 268.1 71.6 FA, FB, PC, eDNA 

ST227  689 054.7 6 120 334.5 72.0 FA, FB, PC 

ST229  687 668.5 6 123 608.8 73.6 FA, FB, PC 

ST231  686 197.7 6 127 362.9 73.2 FA, FB, PC 

ST233  684 727.6 6 131 059.4 72.2 FA, FB, PC 

ST235  683 240.0 6 134 785.1 71.0 FA, FB, PC, eDNA 

ST236  682 512.0 6 136 633.1 70.2 PSD 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST237  681 764.8 6 138 507.6 70.3 FA, FB, PC 

ST238  681 537.9 6 140 467.7 67.5 PSD 

ST239  681 346.2 6 142 454.5 68.2 FA, FB, PC 

ST240  681 146.5 6 144 461.5 70.6 PSD 

ST241  680 951.5 6 146 442.1 70.1 FA, FB, PC 

ST242  680 724.2 6 148 430.4 71.0 PSD 

ST243  679 358.9 6 149 825.9 70.2 FA, FB, PC 

ST244  679 025.2 6 151 783.5 72.4 PSD 

ST245  678 776.3 6 153 770.4 73.8 FA, FB, PC, eDNA 

ST246  678 527.9 6 155 760.2 75.7 PSD 

ST248  678 036.9 6 159 738.0 71.3 PSD 

ST249  677 808.1 6 161 734.1 73.1 FA, FB, PC 

ST250  677 581.4 6 163 688.4 79.0 PSD 

ST251  677 342.2 6 165 706.1 72.1 FA, FB, PC 

ST252  677 099.9 6 167 670.4 74.8 PSD 

ST253  676 849.7 6 169 640.7 76.0 FA, FB, PC 

ST254  676 619.6 6 171 651.3 76.2 PSD 

ST255  676 363.8 6 173 651.7 77.8 FA, FB, PC, eDNA 

ST256  676 118.5 6 175 629.6 80.0 PSD 

ST257  675 878.5 6 177 615.8 79.8 FA, FB, PC 

ST259  675 456.5 6 181 587.7 81.6 FA, FB, PC 

ST260  675 955.1 6 183 505.0 85.9 PSD 

ST261†  676 175.7 6 185 492.4 84.9 FA, FB, PC 

ST262  675 166.3 6 187 105.2 78.3 PSD 

ST263  674 077.7 6 188 789.4 72.9 FA, FB, PC 

ST264  673 395.7 6 190 655.3 74.4 PSD 

ST265  672 687.4 6 192 651.8 75.4 FA, PC, eDNA 

ST267  671 863.0 6 196 446.9 77.4 FA, FB, PC 

ST269  670 963.6 6 200 339.6 76.4 FA, FB, PC 

ST271  670 075.0 6 204 251.4 88.2 FA, FB, PC 

ST273  669 194.2 6 208 146.1 74.2 FA, FB, PC 

ST275  668 290.5 6 212 070.8 83.2 FA, FB, PC 

ST277  667 474.9 6 215 972.0 78.6 FA, FB, PC 

ST279  666 834.3 6 219 914.0 76.9 FA, FB, PC 

ST281  666 161.3 6 223 848.8 78.7 FA, FB, PC 
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4.3 Seawater Sampling 

Seawater samples were successfully acquired at all 23 proposed stations. One WeDNA 

sample was retained at all 23 stations at two separate depths: near-surface (TOP) and near 

seafloor (BOT) (Table 4.3). 

Table 4.3: Completed seawater sampling stations 

Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 

Depth 

[m BSL] 
Sample and Data 

Acquisition 

Top Bottom 

ST010  723 246.3 5 923 083.7 3.3 7.0 WeDNA 

ST020  732 625.8 5 935 580.9 - 8.1 WeDNA 

ST030  744 209.3 5 952 427.2 5.1 26.7 WeDNA 

ST063  746 452.8 5 967 724.9 5.7 30.0 WeDNA 

ST097  750 653.1 5 950 752.8 3.8 46.6 WeDNA 

ST111  756 483.5 5 961 711.4 11.0 25.7 WeDNA 

ST125  748 368.9 5 978 468.2 3.5 39.5 WeDNA 

ST139  739 139.8 5 986 154.5 8.7 45.9 WeDNA 

ST150  735 057.5 5 993 030.0 8.9 43.9 WeDNA 

ST165  721 873.1 6 005 381.0 13.8 55.2 WeDNA 

ST175  714 120.6 6 022 764.7 2.4 52.5 WeDNA 

Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 
Depth 

[m BSL] 
Sample Acquisition 

ST283  665 498.7 6 227 789.8 72.7 FA, FB, PC 

ST285  664 844.4 6 231 741.1 70.1 FA, FB, PC, eDNA 

ST287  664 186.0 6 235 711.5 70.0 FA, FB, PC 

ST289  663 534.0 6 239 640.9 70.2 FA, FB, PC 

ST291  662 872.2 6 243 586.1 71.9 FA, FB, PC 

ST293  662 204.4 6 247 514.6 72.0 FA, FB, PC 

ST295  661 532.7 6 251 457.5 74.8 FA, FB, PC, eDNA 

ST297  660 884.8 6 255 399.0 70.9 FA, FB, PC 

ST299  660 229.9 6 259 363.8 74.9 FA, FB, PC 

Notes 

Coordinates presented for PSD / PC grab samples 

BSL = Below sea level 

PC = Physico-chemical sample  

FA/FB/FC = Faunal sample A, B or C 

eDNA = Sediment environmental DNA sample 

* = smaller sample accepted 

† = Fix for FA 
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Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m] 

Station Easting Northing 

Depth 

[m BSL] 
Sample and Data 

Acquisition 

Top Bottom 

ST185  712 756.0 6 041 710.7 - 62.8 WeDNA 

ST195  712 305.7 6 060 295.4 4.0 58.3 WeDNA 

ST205  705 323.5 6 078 983.3 1.0 69.2 WeDNA 

ST215  697 995.5 6 097 818.5 8.1 67.2 WeDNA 

ST225  690 787.7 6 116 255.3 4.0 68.9 WeDNA 

ST235  683 236.6 6 134 800.4 2.7 67.9 WeDNA 

ST265  672 695.1 6 192 667.3 2.9 71.6 WeDNA 

ST295  661 533.3 6 251 453.7 2.9 70.3 WeDNA 

ST285  664 866.8 6 231 744.4 2.5 67.8 WeDNA 

ST275  668 277.3 6 212 064.7 0.6 74.5 WeDNA 

ST255  676 363.4 6 173 648.1 3.9 77.1 WeDNA 

ST245  678 771.4 6 153 779.0 1.0 69.8 WeDNA 

Notes 

Coordinates presented for TOP samples 

Where the depth is missing, no positional fix was acquired for the USBL. The vessel fix was used for the position but the 

sampling depth was not available 

BSL = Below sea level 

WeDNA = Seawater environmental DNA sample 
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Figure 4.1: Completed survey locations overlaid on bathymetry, station ST285 to station ST299 
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Figure 4.2: Completed survey locations overlaid on bathymetry, station ST265 to station ST285 
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Figure 4.3: Completed survey locations overlaid on bathymetry, station ST245 to station ST265 
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Figure 4.4: Completed survey locations overlaid on bathymetry, station ST223 to station ST245 
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Figure 4.5: Completed survey locations overlaid on bathymetry, station ST201 to station ST223 
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Figure 4.6: Completed survey locations overlaid on bathymetry, station ST179 to station ST201 
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Figure 4.7: Completed survey locations overlaid on bathymetry, station ST146 to station ST179 
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Figure 4.8: Completed survey locations overlaid on bathymetry, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 4.9: Completed survey locations overlaid on bathymetry, station ST001 to station ST027 
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5. Bathymetry and Seafloor features 

This section presents a summary of the results from finalised multibeam (bathymetry and 

backscatter), and sub-bottom profiler data collection. Further details of these analysis can be 

found in XOCEAN (2025). 

Bathymetry along the EGL5 proposed cable route ranges from 0.7 m above Lowest 

Astronomical Tide (LAT) at the cable landfall to 93.5 m below LAT at the bottom of a trench 

located between ST271 and ST280 (KP350; XOCEAN, 2025). Depths generally showed a 

deepening towards the northern and offshore section of the proposed cable route, with 

depths of approximately 75 m below LAT at the very northern end of the proposed cable 

route.  

Backscatter showed a range of intensities along the route characterised by different seabed 

sediments and associated seabed morphology. The first 80 km appeared characterised 

predominantly by coarse and mixed seafloor sediments with numerous boulders detected. 

Beyond ST022 (KP38; XOCEAN, 2025), from depths of approximately 40 m below LAT, the 

seafloor sediment became predominantly sandy with associated mobile bedforms 

(waveforms, megaripples, and sand waves). This continued until approximately ST190 (KP206; 

XOCEAN, 2025), at roughly 70 m below LAT, where the rate of deepening decreases, and the 

sand seafloor became relatively featureless, intermixed with slightly coarser sediment.  

Review of features potentially affecting cable routing highlighted: 

◼ Anthropogenic activity: 

• Forty-seven cable crossings, all associated with known infrastructure and observed at 

varying degrees of burial; 

• Three wrecks/debris; 

• Evidence of trawling/fishing activity in deeper waters of the route; 

◼ Geological criteria: 

• Rock outcrop identified in several sections between KP144 to KP234; 

• Areas of shallow sediment cover in several sections between KP144 to KP234;  

• Over 12 000 surface boulder contacts, and over 23 000 subsurface boulder contacts, 

primarily in the south between KP0 and KP116. 

The seafloor features classified by the side scan sonar data interpretation included ‘Coarse 

sediment’, ‘Gravel, ‘Sand’, Rocky’, ‘Mud to Muddy Sand, ‘Mixed Sediment’. These were 

reviewed and amended accordingly for the habitat mapping presented in Section 11. 
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6. Sediment Characterisation 

Results of the univariate and multivariate analysis of the sediment PSD are presented in 

Sections 6.1 and 6.2, respectively. Appendix D displays the histograms of particle size class 

summary for each station and details of particle size distribution for individual stations and 

the analysis certificates. 

6.1 Univariate Analysis 

Results of the sediment PSD analysis are presented in tabulated form to provide information 

on the proportion of the major sediment fractions (gravel, sand and fines) which underpinned 

the Folk (British Geological Survey [BGS] modified) classification and the PSD statistics 

derived in Gradistat (details in Section 3.3.1). 

Table 6.1 presents the sediment characteristics, including granulometry and TOC, whilst 

Table 6.2 presents the granulometry of the sediments at each station. Figures 6.1 to 6.9 

presents the fractional composition of the sediments along the proposed cable routes, whilst 

Figures 6.10 to 6.18 present the sediment median particle size spatially along the proposed 

cable route. 

TOC content ranged from 0.07 % at station ST283 to 1.71 % at station ST117, with a mean of 

0.32 % and a median of 0.24 %. 

Sediment across the survey area comprised gravel, sand and fines (or mud) in varying 

percentages. Gravel and fines were not recorded from 18 and 10 stations respectively. Gravel, 

where present, ranged from 0.01 % (at 17 stations) to 89.72 % at station ST021, with a mean 

of 13.89 % and a median of 0.94 %. The gravel content was higher at those stations in the 

section of the cable route approaching the coastal areas. Sand content ranged from 8.15 % at 

station ST021 to 99.75 % at station ST133, with a mean of 78.07 % and a median of 88.14 %. 

Where present, fines content ranged from 0.19 % at station ST127 to 52.63 % at station 

ST005, with a mean of 8.03 % and a median of 5.98 %. Of the fines, silt content was 

consistently higher than the clay content, whilst 3 stations were devoid of fines. Fines content 

was higher at those stations located towards the offshore end of the cable route in deeper 

water; however, the station with the highest content of fines was located towards the end of 

the cable approaching the landing point, where pockets of finer sediments can accumulate 

(EMODnet, 2026). 

The Folk descriptions categorise sediment based on the relative proportions of sediment 

fractions such as gravel, sand, and fines. The modified Folk classification (BGS) identified the 

sediments in 10 classes: muddy sandy gravel (19 stations), slightly gravelly sand (28 stations), 

gravelly muddy sand (11 stations), gravelly mud (1 station), gravel (2 stations), sandy gravel 

(22 stations), gravelly sand (16 stations), sand (61 stations), slightly gravelly muddy sand (3 

stations), and muddy sand (44 stations). 
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The median sediment particle size ranged from 51 µm (very fine sand) at station ST005 to 

47 229 µm (pebble) at station ST021, both along the nearshore section of the proposed cable 

routes, with a mean of 1533 µm (very coarse sand) and a median of 245 µm (fine sand). 

The mean particle size (µm) ranged from 70 µm (very fine sand) at station ST210 to 

29 094 µm (pebble) at station ST021, with a mean of 986 µm (coarse sand) and median of 

243 µm (fine sand). The mean sediment particle size underpins the Wentworth description, 

through which nine sediment classes were identified; these included ‘fine sand (99 stations), 

‘medium sand (36 stations), ‘coarse sand’ (20 station), ‘very fine gravel’ (18 stations), ‘very 

coarse sand’ (15 stations), ‘very fine sand’ (10 stations), ‘fine gravel’ (4 stations), ‘medium 

grave’ (3 stations) and ‘coarse gravel (1 station). 

Of the 207 stations investigated, 141 stations had unimodal distributions, 18 stations had 

bimodal distributions, 29 stations had trimodal distributions, and 19 stations had polymodal 

distributions. 

When the sorting coefficient was considered, the sediments at 92 stations were classified as 

‘poorly sorted’, 58 stations were ‘very poorly sorted’, 42 stations were ‘moderately sorted’, 14 

were ‘moderately well sorted’, and 1 station was ‘well sorted’.  

The skewness of the particle size distribution at 73 stations was ‘very fine skewed’, at 54 

stations it was ‘fine skewed’, at 49 stations it was ‘symmetrical’, at 25 stations it was ‘coarse 

skewed’, and at six stations it was ‘very coarse skewed’.  
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Table 6.1: Summary of sediment characteristics 

Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST001 - 62.77 32.16 5.07 4.50 0.57 Muddy sandy gravel 

ST002 0.17 0.45 99.01 0.54 0.54 0.00 Sand 

ST003 - 8.34 70.43 21.23 19.27 1.95 Gravelly muddy sand 

ST004 0.50 41.10 43.06 15.84 14.21 1.63 Muddy sandy gravel 

ST005 - 14.21 33.16 52.63 48.28 4.35 Gravelly mud 

ST006a 0.43 24.69 64.04 11.27 9.87 1.39 Gravelly muddy sand 

ST007 0.30 20.09 63.54 16.37 14.28 2.08 Gravelly muddy sand 

ST008 - 12.57 52.89 34.54 29.80 4.74 Gravelly muddy sand 

ST010 0.33 56.98 35.50 7.52 6.69 0.83 Gravelly muddy sand 

ST013 - 61.32 30.46 8.21 7.34 0.87 Gravelly muddy sand 

ST015 - 55.23 35.49 9.28 8.21 1.07 Gravelly muddy sand 

ST019 - 57.25 33.52 9.23 8.03 1.19 Gravelly muddy sand 

ST020 0.63 82.51 14.23 3.26 2.88 0.38 Gravel 

ST021 - 89.72 8.15 2.12 1.87 0.25 Gravel 

ST022 - 79.42 15.95 4.64 3.99 0.65 Muddy sandy gravel 

ST023 - 69.27 25.99 4.73 4.31 0.43 Muddy sandy gravel 

ST025 - 66.35 30.00 3.65 3.38 0.27 Muddy sandy gravel 

ST026 0.11 69.26 30.37 0.36 0.36 0.00 Sandy gravel 

ST027 - 58.64 38.80 2.56 2.48 0.07 Sandy gravel 

ST028 0.27 45.64 47.49 6.87 6.48 0.40 Muddy sandy gravel 

ST029 - 75.34 22.64 2.02 1.96 0.06 Sandy gravel 

ST030 0.26 34.74 60.11 5.15 5.10 0.05 Sandy gravel 

ST032 - 46.23 47.87 5.90 5.81 0.09 Muddy sandy gravel 

ST033 0.80 52.85 44.68 2.47 2.44 0.03 Sandy gravel 

ST036 - 16.72 81.68 1.60 1.60 0.00 Gravelly sand 

ST039 0.19 69.71 27.16 3.13 2.94 0.19 Muddy sandy gravel 

ST041 - 47.42 47.17 5.41 5.04 0.38 Muddy sandy gravel 

ST043 0.40 72.82 24.38 2.80 2.63 0.17 Muddy sandy gravel 

ST045 - 36.83 58.13 5.03 4.74 0.29 Sandy gravel 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST047 0.30 43.38 51.58 5.04 4.63 0.41 Sandy gravel 

ST049 - 51.90 43.38 4.72 4.33 0.38 Sandy gravel 

ST051 0.37 54.22 42.21 3.57 3.41 0.16 Sandy gravel 

ST053 - 47.86 48.47 3.67 3.49 0.18 Sandy gravel 

ST055 0.49 47.69 47.83 4.48 4.37 0.11 Sandy gravel 

ST057 - 30.82 66.31 2.88 2.80 0.08 Sandy gravel 

ST059 0.98 45.69 52.27 2.04 2.02 0.01 Sandy gravel 

ST061 - 39.58 57.83 2.58 2.56 0.03 Sandy gravel 

ST063 0.24 49.91 49.77 0.32 0.32 0.00 Sandy gravel 

ST065 - 9.53 90.47 0.00 0.00 0.00 Gravelly sand 

ST067 0.08 25.38 73.65 0.96 0.96 0.00 Gravelly sand 

ST069 - 40.02 51.39 8.58 7.94 0.64 Muddy sandy gravel 

ST071 1.15 27.22 57.74 15.04 13.49 1.55 Gravelly muddy sand 

ST074 - 22.25 65.47 12.28 11.40 0.88 Gravelly muddy sand 

ST078 0.30 4.96 95.04 0.00 0.00 0.00 Slightly gravelly Sand 

ST079 - 54.20 38.54 7.26 6.69 0.57 Muddy sandy Gravel 

ST081 0.45 22.88 65.48 11.64 10.76 0.88 Gravelly muddy Sand 

ST082 - 10.55 86.13 3.32 3.31 0.00 Gravelly Sand 

ST085 - 4.51 93.37 2.12 2.12 0.00 Slightly gravelly Sand 

ST087 0.25 60.64 36.45 2.91 2.85 0.06 Sandy gravel 

ST088 0.64 4.68 95.31 0.01 0.01 0.00 Slightly gravelly sand 

ST089 - 16.56 80.29 3.15 3.15 0.00 Gravelly sand 

ST090 0.17 5.53 89.33 5.13 5.13 0.00 Gravelly sand 

ST091 - 1.95 95.21 2.84 2.84 0.00 Slightly gravelly sand 

ST092 - 2.04 94.52 3.44 3.44 0.00 Slightly gravelly sand 

ST094 - 52.55 39.60 7.85 7.44 0.41 Muddy sandy gravel 

ST096 - 59.12 40.07 0.82 0.82 0.00 Sandy gravel 

ST097 1.58 36.14 57.52 6.34 6.01 0.33 Sandy gravel 

ST103 - 48.08 45.82 6.10 5.75 0.36 Muddy sandy gravel 

ST105 0.76 56.22 37.29 6.49 5.95 0.54 Muddy sandy gravel 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST107 - 53.96 43.22 2.83 2.69 0.14 Sandy gravel 

ST109 - 46.40 48.83 4.77 4.38 0.39 Sandy gravel 

ST110 - 11.04 88.24 0.72 0.72 0.00 Gravelly sand 

ST111 1.20 34.18 62.23 3.59 3.54 0.06 Sandy gravel 

ST112 - 6.64 92.30 1.06 1.06 0.00 Gravelly sand 

ST113 - 18.87 79.36 1.77 1.77 0.00 Gravelly sand 

ST114 - 26.51 69.26 4.23 4.17 0.06 Gravelly sand 

ST117 1.71 2.64 95.81 1.55 1.55 0.00 Slightly gravelly sand 

ST118 0.11 24.20 72.08 3.71 3.66 0.05 Gravelly sand 

ST119 - 21.30 67.53 11.17 10.41 0.76 Gravelly muddy sand 

ST121 0.22 16.60 69.99 13.41 12.45 0.95 Gravelly muddy sand 

ST123 0.11 21.29 66.60 12.11 11.29 0.82 Gravelly muddy sand 

ST124 - 7.61 88.24 4.15 4.11 0.04 Gravelly sand 

ST125 0.31 10.18 85.77 4.06 4.03 0.02 Gravelly sand 

ST126 - 43.94 50.58 5.48 5.11 0.36 Sandy gravel 

ST127 - 1.59 98.23 0.19 0.19 0.00 Slightly gravelly sand 

ST128 0.14 1.04 96.89 2.07 2.07 0.00 Slightly gravelly sand 

ST129 - 3.53 94.49 1.98 1.98 0.00 Slightly gravelly sand 

ST130 0.25 1.15 96.87 1.98 1.98 0.00 Slightly gravelly sand 

ST132 - 1.23 97.00 1.77 1.77 0.00 Slightly gravelly sand 

ST133 0.23 0.25 99.75 0.00 0.00 0.00 Sand 

ST136 - 4.12 91.45 4.44 4.44 0.00 Slightly gravelly sand 

ST138 0.30 0.83 95.73 3.44 3.44 0.00 Sand 

ST139 0.23 2.41 93.27 4.33 4.32 0.01 Slightly gravelly sand 

ST140 - 1.22 95.39 3.39 3.39 0.00 Slightly gravelly sand 

ST143 - 1.99 96.11 1.90 1.90 0.00 Slightly gravelly sand 

ST146 0.13 0.58 96.11 3.31 3.31 0.00 Sand 

ST147 0.14 1.90 93.91 4.18 4.18 0.00 Slightly gravelly sand 

ST148 - 0.99 95.99 3.03 3.03 0.00 Sand 

ST149 - 0.23 96.08 3.69 3.69 0.00 Sand 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 80 of 356 

Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST150 0.38 0.20 96.18 3.62 3.62 0.00 Sand 

ST151 0.18 0.49 96.04 3.47 3.47 0.00 Sand 

ST152 - 0.24 96.74 3.02 3.02 0.00 Sand 

ST154 0.09 0.11 96.85 3.04 3.04 0.00 Sand 

ST156 - 0.13 95.90 3.97 3.97 0.00 Sand 

ST158 0.13 0.53 96.85 2.62 2.62 0.00 Sand 

ST159 0.2 4.18 91.89 3.93 3.93 0.00 Slightly gravelly sand 

ST160 - 3.03 92.58 4.39 4.37 0.02 Slightly gravelly sand 

ST161 0.19 0.75 95.70 3.56 3.56 0.00 Sand 

ST162 - 0.13 95.68 4.19 4.19 0.00 Sand 

ST163 0.19 0.73 94.39 4.88 4.86 0.02 Sand 

ST164 - 1.89 93.19 4.92 4.90 0.02 Slightly gravelly sand 

ST165 0.19 0.23 95.07 4.70 4.68 0.02 Sand 

ST166 - 1.17 93.70 5.13 5.11 0.02 Slightly gravelly sand 

ST167 0.15 0.76 93.95 5.28 5.18 0.10 Sand 

ST168 - 0.86 95.02 4.11 4.09 0.02 Sand 

ST169 0.12 1.45 92.84 5.71 5.63 0.08 Slightly gravelly sand 

ST170 - 1.11 94.44 4.45 4.43 0.02 Slightly gravelly sand 

ST171 0.28 0.57 95.47 3.97 3.97 0.00 Sand 

ST172 - 2.72 90.90 6.38 6.28 0.09 Slightly gravelly sand 

ST173 0.36 0.70 94.58 4.71 4.70 0.01 Sand 

ST174a - 1.02 93.77 5.21 5.18 0.02 Slightly gravelly sand 

ST175 0.25 7.29 87.65 5.05 5.01 0.04 Gravelly sand 

ST176 - 3.60 89.24 7.15 7.01 0.14 Slightly gravelly sand 

ST177 0.35 2.13 91.96 5.91 5.89 0.02 Slightly gravelly sand 

ST178 - 0.45 93.51 6.04 6.01 0.03 Sand 

ST179 0.57 14.49 77.67 7.83 7.67 0.17 Gravelly sand 

ST180 - 0.26 94.35 5.40 5.39 0.01 Sand 

ST181 0.22 9.11 85.06 5.83 5.72 0.11 Gravelly sand 

ST182 - 0.51 93.69 5.80 5.78 0.02 Sand 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST183 0.24 0.10 94.57 5.33 5.27 0.06 Sand 

ST184 - 0.24 94.07 5.70 5.59 0.11 Sand 

ST185 0.13 0.05 93.97 5.99 5.88 0.10 Sand 

ST186 - 0.00 95.50 4.50 4.49 0.01 Sand 

ST187 0.21 0.77 92.11 7.12 6.97 0.15 Sand 

ST188 - 0.24 94.07 5.69 5.59 0.09 Sand 

ST189 0.60 0.44 93.97 5.59 5.58 0.01 Sand 

ST190 - 0.00 93.69 6.31 6.28 0.02 Sand 

ST191 0.12 0.02 93.25 6.73 6.71 0.02 Sand 

ST192 0.13 0.01 94.88 5.11 5.11 0.00 Sand 

ST193 - 0.01 93.40 6.59 6.57 0.02 Sand 

ST194 0.14 0.00 93.30 6.70 6.68 0.02 Sand 

ST195 - 0.08 94.72 5.20 5.19 0.01 Sand 

ST196 0.14 3.42 89.63 6.95 6.86 0.09 Slightly Gravelly Sand 

ST197 - 0.10 93.94 5.95 5.93 0.02 Sand 

ST198 0.17 0.07 89.34 10.59 10.32 0.27 Muddy Sand 

ST199 - 0.03 91.38 8.60 8.48 0.11 Sand 

ST200 0.27 0.00 91.61 8.39 8.21 0.18 Sand 

ST201 - 0.00 90.67 9.33 9.18 0.15 Sand 

ST202 0.29 0.07 91.75 8.18 8.03 0.14 Sand 

ST203 - 0.00 89.79 10.21 9.80 0.41 Muddy Sand 

ST204 0.32 0.00 88.14 11.86 11.30 0.55 Muddy Sand 

ST205 - 0.01 88.45 11.54 11.02 0.53 Muddy Sand 

ST206 0.44 0.01 87.48 12.52 12.22 0.30 Muddy Sand 

ST207 - 0.18 85.57 14.25 13.53 0.71 Sand 

ST208 0.21 0.01 85.79 14.21 13.53 0.67 Muddy Sand 

ST209 - 0.27 84.65 15.08 14.33 0.75 Muddy Sand 

ST210 0.24 3.79 72.33 23.88 22.60 1.28 Slightly Gravelly Muddy Sand 

ST211 - 0.02 88.68 11.30 10.87 0.43 Muddy Sand 

ST212 0.41 0.32 86.54 13.14 12.79 0.35 Muddy Sand 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST213 - 0.15 83.98 15.87 14.78 1.09 Muddy Sand 

ST214 0.30 0.25 86.70 13.06 12.52 0.54 Muddy Sand 

ST215 0.36 0.12 84.68 15.19 14.63 0.57 Muddy Sand 

ST217 0.24 0.05 85.90 14.05 13.63 0.42 Muddy Sand 

ST219 0.32 0.07 83.58 16.35 15.76 0.59 Muddy Sand 

ST221 0.46 0.05 83.73 16.22 15.66 0.56 Muddy Sand 

ST223 0.54 0.04 82.62 17.35 16.76 0.59 Muddy Sand 

ST225 0.30 0.05 82.41 17.53 16.98 0.55 Muddy Sand 

ST227 0.45 0.04 83.49 16.48 16.12 0.36 Muddy Sand 

ST229 0.35 0.21 81.01 18.79 18.28 0.51 Muddy Sand 

ST231 0.19 0.01 75.91 24.09 23.21 0.88 Muddy Sand 

ST233 0.53 0.01 86.68 13.31 13.16 0.15 Muddy Sand 

ST235 - 0.00 78.80 21.20 20.75 0.45 Muddy Sand 

ST236 0.19 0.04 70.74 29.23 28.38 0.85 Muddy Sand 

ST237 - 0.01 83.89 16.10 15.90 0.20 Muddy Sand 

ST238 0.48 0.00 89.70 10.30 10.24 0.06 Muddy Sand 

ST239 - 0.05 94.83 5.12 5.12 0.00 Sand 

ST240 0.22 0.01 87.28 12.71 12.61 0.10 Muddy Sand 

ST241 - 0.00 89.73 10.27 10.21 0.06 Muddy Sand 

ST242 0.14 0.00 87.55 12.45 12.35 0.10 Muddy Sand 

ST243 - 0.03 92.10 7.87 7.86 0.01 Sand 

ST244 0.25 0.51 85.73 13.76 13.63 0.13 Muddy Sand 

ST245 - 0.02 88.26 11.72 11.63 0.09 Muddy Sand 

ST246 - 0.02 85.25 14.73 14.52 0.21 Muddy Sand 

ST248 0.15 0.16 89.99 9.85 9.83 0.02 Sand 

ST249 - 1.07 80.07 18.86 18.56 0.31 Slightly Gravelly Muddy Sand 

ST250 0.31 0.00 80.08 19.91 19.29 0.63 Muddy Sand 

ST251 - 0.35 87.82 11.83 11.77 0.06 Muddy Sand 

ST252 0.27 0.01 82.63 17.36 17.12 0.24 Muddy Sand 

ST253 - 1.61 80.98 17.41 17.28 0.12 Slightly Gravelly Muddy Sand 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

ST254 0.13 3.90 88.50 7.60 7.60 0.00 Slightly Gravelly Sand 

ST255 - 0.01 90.92 9.07 9.05 0.02 Sand 

ST256 0.23 0.01 84.44 15.55 15.27 0.27 Muddy Sand 

ST257 0.31 0.01 85.16 14.84 14.56 0.27 Muddy Sand 

ST259 - 0.09 84.45 15.45 15.02 0.43 Muddy Sand 

ST260 0.34 0.03 82.56 17.41 16.83 0.58 Muddy Sand 

ST261 - 0.03 82.64 17.33 16.67 0.66 Muddy Sand 

ST262 0.12 0.05 86.56 13.39 13.20 0.19 Muddy Sand 

ST263 - 0.01 93.38 6.61 6.59 0.02 Sand 

ST264 0.31 0.01 90.17 9.82 9.70 0.11 Sand 

ST265 0.14 20.53 70.05 9.42 8.94 0.49 Gravelly Muddy Sand 

ST267 0.22 0.04 89.88 10.08 9.82 0.26 Muddy Sand 

ST269 0.34 0.35 90.08 9.57 9.07 0.50 Sand 

ST271 0.14 0.00 84.22 15.78 14.60 1.18 Muddy Sand 

ST273 0.12 0.94 88.32 10.74 10.42 0.32 Muddy Sand 

ST275 0.18 0.00 89.55 10.45 10.02 0.43 Muddy Sand 

ST277 0.19 0.07 90.42 9.51 9.28 0.23 Sand 

ST279 0.22 0.03 90.56 9.41 9.25 0.16 Sand 

ST281 0.07 0.00 90.15 9.85 9.61 0.24 Sand 

ST283 0.11 0.00 94.01 5.98 5.98 0.00 Sand 

ST285 0.21 0.00 94.43 5.57 5.56 0.01 Sand 

ST287 0.16 0.01 94.71 5.28 5.28 0.00 Sand 

ST289 0.25 0.02 93.00 6.98 6.98 0.00 Sand 

ST291 0.13 0.01 92.18 7.81 7.81 0.00 Sand 

ST293 0.15 0.00 93.84 6.16 6.16 0.00 Sand 

ST295 1.08 0.42 90.63 8.95 8.94 0.01 Sand 

ST297 0.22 0.20 91.94 7.86 7.86 0.00 Sand 

ST299 - 0.02 92.61 7.37 7.37 0.00 Sand 

Minimum 0.07 0.00 8.15 0.00 0.00 0.00 
- 

Maximum 1.71 89.72 99.75 52.63 48.28 4.74 
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Station 
TOC 

[%] 

Fractional Composition Fines 
Folk Description 

(BGS Modified) 
Gravel 

[%] 

Sand 

[%] 

Fines 

[%] 

Silt 

[%] 

Clay 

[%] 

Mean 0.32 13.89 78.07 8.03 7.74 0.30 

Median 0.24 0.94 88.14 5.98 5.89 0.09 

Standard Deviation  0.276 22.33 21.67 6.49 6.08 0.56 

Relative Standard Deviation 85 161 28 81 79 189 

Pre-sweeping stations 

ST067 0.26 - - - - - - 

ST078 0.29 - - - - - - 

ST088 0.28 - - - - - - 

ST117 0.24 - - - - - - 

ST130 0.33 - - - - - - 

ST138 0.22 - - - - - - 

ST146 0.12 - - - - - - 

ST151 0.12 - - - - - - 

ST154 0.13 - - - - - - 

ST159 0.1 - - - - - - 

Notes 

BGS = British Geological Survey 

TOM = Total organic matter 

TOC = Total organic carbon 

Fines = Silt and clay content Silt = +4.0 to +8.0 ø units or 3.9 µm to 62.5 µm Clay = +8.0 to +10.0 ø units or 0.98 µm to 3.9 µm 
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Table 6.2: Summary of particle size distribution 

Station 

Median 

Modality 

Mean Particle Size Sorting Coefficient Skewness 

[µm] [µm]* [phi]* 
Wentworth (1922) 

Description† 
[µm]* Description* [µm]* Description‡ 

ST001 5 147 Trimodal 3 158 -1.66 Granule 7.12 Very poorly sorted -0.41 Very fine skewed 

ST002 408 Unimodal 408 1.29 Medium sand 1.41 Well sorted 0.00 Symmetrical 

ST003 339 Unimodal 152 2.72 Fine sand 7.06 Very poorly sorted -0.49 Very fine skewed 

ST004 487 Trimodal 685 0.55 Coarse sand 11.91 Very poorly sorted 0.02 Symmetrical 

ST005 51 Polymodal 73 3.77 Very fine sand 13.59 Very poorly sorted 0.21 Coarse skewed 

ST006a 295 Trimodal 719 0.48 Coarse sand 9.53 Very poorly sorted 0.34 Very coarse skewed 

ST007 293 Polymodal 374 1.42 Medium sand 8.53 Very poorly sorted 0.02 Symmetrical 

ST008 179 Polymodal 104 3.26 Very fine sand 12.54 Very poorly sorted -0.20 Fine skewed 

ST010 3 559 Trimodal 2 163 -1.11 Granule 8.65 Very poorly sorted -0.44 Very fine skewed 

ST013 6 344 Polymodal 3 909 -1.97 Granule 12.00 Very poorly sorted -0.42 Very fine skewed 

ST015 3 166 Polymodal 2 809 -1.49 Granule 13.06 Very poorly sorted -0.23 Fine skewed 

ST019 3 598 Polymodal 2 302 -1.20 Granule 9.85 Very poorly sorted -0.43 Very fine skewed 

ST020 29 458 Bimodal 13 203 -3.72 Pebble 5.98 Very poorly sorted -0.72 Very fine skewed 

ST021 47 229 Unimodal 29 094 -4.86 Pebble 3.54 Poorly sorted -0.84 Very fine skewed 

ST022 20 447 Bimodal 9 337 -3.22 Pebble 6.25 Very poorly sorted -0.71 Very fine skewed 

ST023 22 477 Bimodal 7 115 -2.83 Pebble 7.94 Very poorly sorted -0.79 Very fine skewed 

ST025 9 930 Trimodal 5 203 -2.38 Pebble 7.55 Very poorly sorted -0.45 Very fine skewed 

ST026 5 540 Trimodal 3 738 -1.90 Granule 4.19 Very poorly sorted -0.38 Very fine skewed 

ST027 3 386 Polymodal 3 224 -1.69 Granule 5.74 Very poorly sorted -0.09 Symmetrical 

ST028 1 438 Trimodal 1 602 -0.68 Very coarse sand 7.60 Very poorly sorted -0.09 Symmetrical 

ST029 26 547 Unimodal 8 720 -3.12 Pebble 6.07 Very poorly sorted -0.81 Very fine skewed 

ST030 918 Bimodal 1 117 -0.16 Very coarse sand 4.23 Very poorly sorted 0.04 Symmetrical 

ST032 1 527 Polymodal 2 210 -1.14 Granule 8.65 Very poorly sorted 0.05 Symmetrical 

ST033 2 449 Trimodal 2 202 -1.14 Granule 4.93 Very poorly sorted -0.09 Symmetrical 

ST036 860 Unimodal 918 0.12 Coarse sand 2.19 Poorly sorted 0.15 Coarse skewed 

ST039 7 885 Trimodal 4 355 -2.12 Pebble 5.41 Very poorly sorted -0.47 Very fine skewed 

ST041 1 697 Polymodal 1 710 -0.77 Very coarse sand 5.93 Very poorly sorted -0.13 Fine skewed 

ST043 23 223 Trimodal 7 994 -3.00 Pebble 6.32 Very poorly sorted -0.77 Very fine skewed 

ST045 1 227 Polymodal 1 350 -0.43 Very coarse sand 6.10 Very poorly sorted 0.07 Symmetrical 
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ST047 1 456 Polymodal 1 429 -0.52 Very coarse sand 5.15 Very poorly sorted -0.10 Symmetrical 

ST049 2 303 Trimodal 2 412 -1.27 Granule 8.16 Very poorly sorted -0.06 Symmetrical 

ST051 2 493 Trimodal 2 446 -1.29 Granule 5.53 Very poorly sorted -0.08 Symmetrical 

ST053 1 758 Polymodal 1 716 -0.78 Very coarse sand 5.18 Very poorly sorted -0.03 Symmetrical 

ST055 1 779 Polymodal 1 795 -0.84 Very coarse sand 5.17 Very poorly sorted -0.05 Symmetrical 

ST057 577 Trimodal 810 0.30 Coarse sand 5.18 Very poorly sorted 0.31 Very coarse skewed 

ST059 1 605 Bimodal 1 430 -0.52 Very coarse sand 3.92 Poorly sorted -0.13 Fine skewed 

ST061 1 315 Trimodal 1 202 -0.27 Very coarse sand 3.86 Poorly sorted -0.11 Fine skewed 

ST063 1 987 Polymodal 2 633 -1.40 Granule 5.55 Very poorly sorted 0.17 Coarse skewed 

ST065 691 Unimodal 732 0.45 Coarse sand 1.81 Moderately sorted 0.30 Very coarse skewed 

ST067 755 Bimodal 962 0.06 Coarse sand 2.92 Poorly sorted 0.27 Coarse skewed 

ST069 761 Trimodal 934 0.10 Coarse sand 7.82 Very poorly sorted -0.04 Symmetrical 

ST071 544 Trimodal 526 0.93 Coarse sand 7.51 Very poorly sorted -0.17 Fine skewed 

ST074 337 Trimodal 480 1.06 Medium sand 7.55 Very poorly sorted 0.12 Coarse skewed 

ST078 842 Unimodal 854 0.23 Coarse sand 1.63 Moderately sorted 0.06 Symmetrical 

ST079 3 972 Trimodal 2 785 -1.48 Granule 12.71 Very poorly sorted -0.30 Fine skewed 

ST081 305 Trimodal 469 1.09 Medium sand 6.84 Very poorly sorted 0.14 Coarse skewed 

ST082 433 Bimodal 518 0.95 Coarse sand 2.61 Poorly sorted 0.27 Coarse skewed 

ST085 689 Unimodal 689 0.54 Coarse sand 2.09 Poorly sorted -0.10 Symmetrical 

ST087 4 724 Trimodal 3 779 -1.92 Granule 6.06 Very poorly sorted -0.22 Fine skewed 

ST088 658 Unimodal 671 0.58 Coarse sand 1.88 Moderately sorted 0.04 Symmetrical 

ST089 356 Bimodal 496 1.01 Medium sand 3.39 Poorly sorted 0.37 Very coarse skewed 

ST090 307 Unimodal 314 1.67 Medium sand 2.53 Poorly sorted 0.05 Symmetrical 

ST091 283 Unimodal 282 1.83 Medium sand 1.81 Moderately sorted 0.03 Symmetrical 

ST092 262 Unimodal 264 1.92 Medium sand 1.87 Moderately sorted 0.04 Symmetrical 

ST094 2 360 Polymodal 2 010 -1.01 Granule 7.83 Very poorly sorted -0.27 Fine skewed 

ST096 3 433 Trimodal 3 032 -1.60 Granule 4.62 Very poorly sorted -0.14 Fine skewed 

ST097 1 352 Unimodal 1 234 -0.30 Very coarse sand 4.39 Very poorly sorted -0.30 Fine skewed 

ST103 1 746 Polymodal 2 212 -1.15 Granule 11.08 Very poorly sorted 0.00 Symmetrical 

ST105 3 976 Trimodal 2 552 -1.35 Granule 9.98 Very poorly sorted -0.37 Very fine skewed 
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ST107 2 763 Polymodal 2 640 -1.40 Granule 6.60 Very poorly sorted -0.07 Symmetrical 

ST109 1 480 Trimodal 1 259 -0.33 Very coarse sand 6.12 Very poorly sorted -0.10 Fine skewed 

ST110 1 189 Unimodal 1 062 -0.09 Very coarse sand 1.87 Moderately sorted -0.28 Fine skewed 

ST111 841 Polymodal 1 056 -0.08 Very coarse sand 4.87 Very poorly sorted 0.22 Coarse skewed 

ST112 750 Unimodal 770 0.38 Coarse sand 1.80 Moderately sorted 0.10 Symmetrical 

ST113 945 Unimodal 1 023 -0.03 Very coarse sand 2.13 Poorly sorted 0.15 Coarse skewed 

ST114 545 Bimodal 636 0.65 Coarse sand 3.86 Poorly Sorted 0.11 Coarse skewed 

ST117 984 Bimodal 790 0.34 Coarse sand 2.17 Poorly Sorted -0.46 Very fine skewed 

ST118 539 Trimodal 644 0.64 Coarse sand 3.61 Poorly Sorted 0.17 Coarse skewed 

ST119 248 Trimodal 403 1.31 Medium sand 6.45 Very poorly sorted 0.20 Coarse skewed 

ST121 218 Trimodal 327 1.61 Medium sand 6.33 Very poorly sorted 0.16 Coarse skewed 

ST123 269 Trimodal 397 1.33 Medium sand 6.33 Very poorly sorted 0.12 Coarse skewed 

ST124 353 Bimodal 423 1.24 Medium sand 2.73 Poorly Sorted 0.23 Coarse skewed 

ST125 414 Bimodal 479 1.06 Medium sand 2.99 Poorly Sorted 0.14 Coarse skewed 

ST126 887 Polymodal 1 141 -0.19 Very coarse sand 6.84 Very poorly sorted 0.08 Symmetrical 

ST127 524 Unimodal 526 0.93 Coarse sand 1.65 Moderately sorted 0.04 Symmetrical 

ST128 453 Unimodal 450 1.15 Medium sand 1.76 Moderately sorted -0.06 Symmetrical 

ST129 486 Bimodal 530 0.92 Coarse sand 2.14 Poorly sorted 0.13 Coarse skewed 

ST130 406 Unimodal 402 1.32 Medium sand 1.78 Moderately sorted -0.05 Symmetrical 

ST132 392 Unimodal 392 1.35 Medium sand 1.69 Moderately sorted 0.01 Symmetrical 

ST133 565 Unimodal 562 0.83 Coarse sand 1.45 Moderately well sorted -0.07 Symmetrical 

ST136 236 Unimodal 248 2.01 Fine sand 2.23 Poorly sorted 0.20 Coarse skewed 

ST138 341 Unimodal 337 1.57 Medium sand 1.91 Moderately sorted -0.05 Symmetrical 

ST139 218 Unimodal 223 2.16 Fine sand 1.87 Moderately sorted 0.15 Coarse skewed 

ST140 297 Unimodal 312 1.68 Medium sand 2.21 Poorly sorted 0.12 Coarse skewed 

ST143 345 Bimodal 376 1.41 Medium sand 2.14 Poorly sorted 0.18 Coarse skewed 

ST146 245 Unimodal 244 2.03 Fine sand 1.72 Moderately sorted -0.02 Symmetrical 

ST147 212 Unimodal 212 2.24 Fine sand 1.65 Moderately sorted -0.01 Symmetrical 

ST148 275 Unimodal 274 1.87 Medium sand 1.86 Moderately sorted 0.02 Symmetrical 

ST149 212 Unimodal 217 2.21 Fine sand 1.74 Moderately sorted 0.10 Symmetrical 
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ST150 206 Unimodal 205 2.28 Fine sand 1.53 Moderately well sorted -0.05 Symmetrical 

ST151 210 Unimodal 209 2.26 Fine sand 1.55 Moderately well sorted -0.04 Symmetrical 

ST152 226 Unimodal 223 2.16 Fine sand 1.52 Moderately well sorted -0.05 Symmetrical 

ST154 223 Unimodal 221 2.18 Fine sand 1.48 Moderately well sorted -0.05 Symmetrical 

ST156 209 Unimodal 207 2.27 Fine sand 1.49 Moderately well sorted -0.10 Fine skewed 

ST158 229 Unimodal 227 2.14 Fine sand 1.51 Moderately well sorted -0.02 Symmetrical 

ST159 220 Unimodal 219 2.19 Fine sand 1.56 Moderately well sorted -0.01 Symmetrical 

ST160 219 Unimodal 218 2.20 Fine sand 1.81 Moderately sorted 0.15 Coarse skewed 

ST161 235 Unimodal 234 2.09 Fine sand 1.61 Moderately well sorted -0.01 Symmetrical 

ST162 213 Unimodal 211 2.25 Fine sand 1.52 Moderately well sorted -0.08 Symmetrical 

ST163 220 Unimodal 219 2.19 Fine sand 1.62 Moderately well sorted -0.04 Symmetrical 

ST164 230 Unimodal 230 2.12 Fine sand 1.82 Moderately sorted 0.11 Coarse skewed 

ST165 211 Unimodal 210 2.25 Fine sand 1.52 Moderately well sorted -0.10 Fine skewed 

ST166 279 Unimodal 289 1.79 Medium sand 2.30 Poorly sorted -0.09 Symmetrical 

ST167 215 Unimodal 214 2.23 Fine sand 1.95 Moderately sorted -0.26 Fine skewed 

ST168 214 Unimodal 213 2.23 Fine sand 1.53 Moderately well sorted -0.06 Symmetrical 

ST169 212 Unimodal 211 2.25 Fine sand 1.95 Moderately sorted -0.27 Fine skewed 

ST170 218 Unimodal 217 2.21 Fine sand 1.56 Moderately well sorted -0.05 Symmetrical 

ST171 219 Unimodal 218 2.19 Fine sand 1.63 Moderately sorted 0.03 Symmetrical 

ST172 220 Unimodal 219 2.19 Fine sand 2.31 Poorly sorted -0.13 Fine skewed 

ST173 242 Unimodal 249 2.00 Fine sand 1.83 Moderately sorted 0.09 Symmetrical 

ST174‡ 220 Unimodal 218 2.20 Fine sand 1.89 Moderately sorted -0.24 Fine skewed 

ST175 245 Unimodal 260 1.94 Medium sand 2.89 Poorly sorted 0.19 Coarse skewed 

ST176 220 Unimodal 218 2.20 Fine sand 2.48 Poorly sorted -0.12 Fine skewed 

ST177 204 Unimodal 203 2.30 Fine sand 1.92 Moderately sorted -0.28 Fine skewed 

ST178 210 Unimodal 209 2.26 Fine sand 2.03 Poorly sorted -0.25 Fine skewed 

ST179 222 Unimodal 324 1.62 Medium sand 5.13 Very poorly sorted 0.37 Very coarse skewed 

ST180 241 Unimodal 243 2.04 Fine sand 2.08 Poorly sorted -0.17 Fine skewed 

ST181 251 Unimodal 285 1.81 Medium sand 3.68 Poorly sorted 0.21 Coarse skewed 

ST182 225 Unimodal 228 2.13 Fine sand 2.20 Poorly sorted -0.18 Fine skewed 
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ST183 212 Unimodal 212 2.24 Fine sand 2.02 Poorly sorted -0.24 Fine skewed 

ST184 203 Unimodal 205 2.29 Fine sand 2.14 Poorly sorted -0.21 Fine skewed 

ST185 190 Unimodal 189 2.40 Fine sand 1.94 Moderately sorted -0.32 Very fine skewed 

ST186 358 Unimodal 346 1.53 Medium sand 1.90 Moderately sorted -0.15 Fine skewed 

ST187 197 Unimodal 197 2.34 Fine sand 2.14 Poorly sorted -0.28 Fine skewed 

ST188 209 Unimodal 210 2.25 Fine sand 2.11 Poorly sorted -0.20 Fine skewed 

ST189 223 Unimodal 227 2.14 Fine sand 2.12 Poorly sorted -0.16 Fine skewed 

ST190 244 Unimodal 247 2.02 Fine sand 2.30 Poorly sorted -0.19 Fine skewed 

ST191 220 Unimodal 221 2.18 Fine sand 2.18 Poorly sorted -0.22 Fine skewed 

ST192 201 Unimodal 202 2.31 Fine sand 2.06 Poorly sorted -0.23 Fine skewed 

ST193 195 Unimodal 196 2.35 Fine sand 2.00 Poorly sorted -0.26 Fine skewed 

ST194 198 Unimodal 201 2.32 Fine sand 1.94 Moderately sorted -0.16 Fine skewed 

ST195 198 Unimodal 200 2.32 Fine sand 2.40 Poorly sorted -0.11 Fine skewed 

ST196 197 Unimodal 198 2.34 Fine sand 2.06 Poorly sorted -0.20 Fine skewed 

ST197 156 Unimodal 151 2.73 Fine sand 2.12 Poorly sorted -0.38 Very fine skewed 

ST198 168 Unimodal 162 2.62 Fine sand 2.05 Poorly sorted -0.36 Very fine skewed 

ST199 157 Unimodal 153 2.70 Fine sand 1.97 Moderately sorted -0.37 Very fine skewed 

ST200 150 Unimodal 147 2.77 Fine sand 1.98 Moderately sorted -0.37 Very fine skewed 

ST201 148 Unimodal 145 2.79 Fine sand 1.93 Moderately sorted -0.36 Very fine skewed 

ST202 139 Unimodal 136 2.88 Fine sand 2.03 Poorly sorted -0.37 Very fine skewed 

ST203 132 Unimodal 125 3.00 Fine sand 2.13 Poorly sorted -0.41 Very fine skewed 

ST204 137 Unimodal 132 2.92 Fine sand 2.28 Poorly sorted -0.33 Very fine skewed 

ST205 133 Unimodal 126 2.99 Fine sand 2.23 Poorly sorted -0.36 Very fine skewed 

ST206 128 Unimodal 122 3.04 Very fine sand 2.39 Poorly sorted -0.34 Very fine skewed 

ST207 132 Unimodal 126 2.98 Fine sand 2.49 Poorly sorted -0.31 Very fine skewed 

ST208 130 Unimodal 125 3.00 Very fine sand 2.59 Poorly sorted -0.28 Fine skewed 

ST209 113 Trimodal 70 3.84 Very fine sand 5.09 Very poorly sorted -0.30 Very fine skewed 

ST210 150 Unimodal 153 2.71 Fine sand 2.71 Poorly sorted -0.16 Fine skewed 

ST211 182 Unimodal 180 2.47 Fine sand 3.05 Poorly sorted -0.21 Fine skewed 

ST212 185 Unimodal 165 2.60 Fine sand 3.24 Poorly sorted -0.35 Very fine skewed 
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ST213 210 Unimodal 193 2.37 Fine sand 2.89 Poorly sorted -0.34 Very fine skewed 

ST214 197 Unimodal 172 2.54 Fine sand 3.04 Poorly sorted -0.37 Very fine skewed 

ST215 211 Unimodal 188 2.41 Fine sand 2.83 Poorly sorted -0.39 Very fine skewed 

ST217 211 Unimodal 166 2.59 Fine sand 3.17 Poorly sorted -0.48 Very fine skewed 

ST219 180 Unimodal 161 2.64 Fine sand 3.28 Poorly sorted -0.31 Very fine skewed 

ST221 192 Unimodal 138 2.86 Fine sand 3.33 Poorly sorted -0.52 Very fine skewed 

ST223 203 Unimodal 145 2.79 Fine sand 3.76 Poorly sorted -0.45 Very fine skewed 

ST225 203 Unimodal 151 2.72 Fine sand 3.20 Poorly sorted -0.50 Very fine skewed 

ST227 195 Unimodal 126 2.99 Fine sand 3.55 Poorly sorted -0.56 Very fine skewed 

ST229 162 Bimodal 92 3.44 Very fine sand 4.18 Very poorly sorted -0.56 Very fine skewed 

ST231 259 Unimodal 226 2.14 Fine sand 2.67 Poorly sorted -0.45 Very fine skewed 

ST233 229 Unimodal 127 2.97 Fine sand 3.96 Poorly sorted -0.64 Very fine skewed 

ST235 212 Bimodal 101 3.31 Very fine sand 4.86 Very poorly sorted -0.64 Very fine skewed 

ST236 247 Unimodal 180 2.48 Fine sand 2.95 Poorly sorted -0.59 Very fine skewed 

ST237 266 Unimodal 255 1.97 Medium sand 2.18 Poorly sorted -0.41 Very fine skewed 

ST238 303 Unimodal 300 1.74 Medium sand 1.80 Moderately sorted -0.23 Fine skewed 

ST239 228 Unimodal 216 2.21 Fine sand 2.27 Poorly sorted -0.40 Very fine skewed 

ST240 245 Unimodal 233 2.10 Fine sand 2.15 Poorly sorted -0.40 Very fine skewed 

ST241 232 Unimodal 219 2.19 Fine sand 2.25 Poorly sorted -0.41 Very fine skewed 

ST242 253 Unimodal 246 2.02 Fine sand 2.05 Poorly sorted -0.33 Very fine skewed 

ST243 236 Unimodal 217 2.21 Fine sand 2.60 Poorly sorted -0.38 Very fine skewed 

ST244 237 Unimodal 225 2.15 Fine sand 2.65 Poorly sorted -0.30 Fine skewed 

ST245 209 Unimodal 187 2.42 Fine sand 2.58 Poorly sorted -0.43 Very fine skewed 

ST246 415 Unimodal 373 1.42 Medium sand 2.68 Poorly sorted -0.43 Very fine skewed 

ST248 416 Trimodal 236 2.08 Fine sand 5.35 Very poorly sorted -0.50 Very fine skewed 

ST249 193 Bimodal 127 2.98 Fine sand 3.94 Poorly sorted -0.49 Very fine skewed 

ST250 254 Unimodal 232 2.11 Fine sand 2.51 Poorly sorted -0.39 Very fine skewed 

ST251 207 Unimodal 152 2.72 Fine sand 3.39 Poorly sorted -0.47 Very fine skewed 

ST252 541 Unimodal 273 1.87 Medium sand 4.47 Very poorly sorted -0.68 Very fine skewed 

ST253 394 Unimodal 369 1.44 Medium sand 2.41 Poorly sorted -0.36 Very fine skewed 
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ST254 419 Unimodal 401 1.32 Medium sand 2.33 Poorly sorted -0.42 Very fine skewed 

ST255 190 Unimodal 178 2.49 Fine sand 3.23 Poorly sorted -0.27 Fine skewed 

ST256 185 Unimodal 169 2.57 Fine sand 2.95 Poorly sorted -0.31 Very fine skewed 

ST257 149 Unimodal 136 2.88 Fine sand 2.55 Poorly sorted -0.38 Very fine skewed 

ST259 124 Unimodal 104 3.27 Very fine sand 2.57 Poorly sorted -0.48 Very fine skewed 

ST260 129 Unimodal 102 3.29 Very fine sand 2.70 Poorly sorted -0.51 Very fine skewed 

ST261 207 Unimodal 187 2.42 Fine sand 2.60 Poorly sorted -0.39 Very fine skewed 

ST262 281 Unimodal 277 1.85 Medium sand 1.91 Moderately sorted -0.34 Very fine skewed 

ST263 241 Unimodal 230 2.12 Fine sand 2.21 Poorly sorted -0.38 Very fine skewed 

ST264 261 Bimodal 661 0.60 Coarse sand 8.71 Very poorly sorted 0.39 Very coarse skewed 

ST265 229 Unimodal 217 2.20 Fine sand 2.61 Poorly sorted -0.32 Very fine skewed 

ST267 161 Unimodal 161 2.64 Fine sand 2.36 Poorly sorted -0.22 Fine skewed 

ST269 118 Unimodal 110 3.18 Very fine sand 2.31 Poorly sorted -0.42 Very fine skewed 

ST271 240 Unimodal 227 2.14 Fine sand 2.76 Poorly sorted -0.30 Very fine skewed 

ST273 158 Unimodal 159 2.66 Fine sand 2.46 Poorly sorted -0.22 Fine skewed 

ST275 148 Unimodal 146 2.78 Fine sand 2.12 Poorly sorted -0.28 Fine skewed 

ST277 164 Unimodal 160 2.64 Fine sand 2.12 Poorly sorted -0.30 Fine skewed 

ST279 153 Unimodal 149 2.74 Fine sand 2.11 Poorly sorted -0.32 Very fine skewed 

ST281 271 Unimodal 260 1.94 Medium sand 1.96 Moderately sorted -0.28 Fine skewed 

ST283 286 Unimodal 284 1.82 Medium sand 1.85 Moderately sorted -0.28 Fine skewed 

ST285 268 Unimodal 266 1.91 Medium sand 1.79 Moderately sorted -0.25 Fine skewed 

ST287 209 Unimodal 206 2.28 Fine sand 1.84 Moderately sorted -0.32 Very fine skewed 

ST289 197 Unimodal 195 2.36 Fine sand 1.87 Moderately sorted -0.32 Very fine skewed 

ST291 257 Unimodal 250 2.00 Medium sand 1.92 Moderately sorted -0.29 Fine skewed 

ST293 229 Unimodal 223 2.17 Fine sand 2.18 Poorly sorted -0.30 Very fine skewed 

ST295 206 Unimodal 203 2.30 Fine sand 1.99 Moderately sorted -0.27 Fine skewed 

ST297 190 Unimodal 186 2.42 Fine sand 1.94 Moderately sorted -0.28 Fine skewed 

Minimum 51 

- 

70 -4.86 

- 

1.41 

- 

-0.84 

- Maximum 47 229 29 094 3.84 13.59 0.39 

Mean 1 533 986 1.35 3.65 -0.19 
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Median 245 243 2.04 2.48 -0.22 

Standard Deviation  5 040 2 550 1.62 2.59 0.25 

RSD 329 259 120 71 135 

Notes 

RSD = Relative standard deviation 

* = Folk and Ward method (Gradistat statistics) 

† = Wentworth description (Wentworth, 1922) 

‡= Sorting and skewness based on geometric Folk and Ward (1957) graphical measures (Gradistat statistics) 
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Figure 6.1: Sediment fractional composition overlaid on bathymetry, station ST285 to station ST299 
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Figure 6.2: Sediment fractional composition overlaid on bathymetry, station ST265 to station ST285 
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Figure 6.3: Sediment fractional composition overlaid on bathymetry, station ST245 to station ST265 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 96 of 356 

 

Figure 6.4: Sediment fractional composition overlaid on bathymetry, station ST223 to station ST245 
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Figure 6.5: Sediment fractional composition overlaid on bathymetry, station ST201 to station ST223 
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Figure 6.6: Sediment fractional composition overlaid on bathymetry, station ST179 to station ST201 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 99 of 356 

 

Figure 6.7: Sediment fractional composition overlaid on bathymetry, station ST146 to station ST179 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 100 of 356 

 

Figure 6.8: Sediment fractional composition overlaid on bathymetry, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 6.9: Sediment fractional composition overlaid on bathymetry, station ST001 to station ST027 
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Figure 6.10: Sediment median particle size (µm) overlaid on bathymetry, station ST285 to station ST299 
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Figure 6.11: Sediment median particle size (µm) overlaid on bathymetry, station ST265 to station ST285 
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Figure 6.12: Sediment median particle size (µm) overlaid on bathymetry, station ST245 to station ST265 
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Figure 6.13: Sediment median particle size (µm) overlaid on bathymetry, station ST223 to station ST245 
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Figure 6.14: Sediment median particle size (µm) overlaid on bathymetry, station ST201 to station ST223 
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Figure 6.15: Sediment median particle size (µm) overlaid on bathymetry, station ST179 to station ST201 
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Figure 6.16: Sediment median particle size (µm) overlaid on bathymetry, station ST146 to station ST179 
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Figure 6.17: Sediment median particle size (µm) overlaid on bathymetry, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 6.18: Sediment median particle size (µm) overlaid on bathymetry, station ST001 to station ST027 
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6.2 Investigation of Granulometric Similarities 

6.2.1 Cluster Analysis 

The cluster analysis, using Euclidean distance, was applied to the sediment PSD dataset to 

investigate sedimentological characteristics. Data were fourth root transformed and the 

SIMPROF test applied with the cluster analysis to identify ecologically relevant groups. 

Figure 6.19 and Figure 6.20 present the dendrogram and the non-metric multi-dimensional 

scaling (nMDS) of the Euclidean distance matrix of sediment PSD, respectively. Table 6.3 

summarises the physical characteristics of the sediment groups identified in multivariate 

analysis.  
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Note  

Slice at 3.5 based on Euclidean distance 

Figure 6.19: Dendrogram of hierarchical clustering of sediment characteristics data  
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Note  

Slice at 3.5 based on Euclidean distance superimposed to the clusters 

Figure 6.20: Non-metric Multidimensional Scaling (nMDS) of hierarchical clustering of sediment characteristics data 
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Four multivariate groups (A, B, C and D) and station ST063 were identified at the Euclidean 

distance of 3.5. 

Group A comprised 121 stations with an average Euclidean distance of 2.45. Group A was 

characterised by poorly sorted sand (Folk BGS modified) with median sediment particle size 

values ranging from 113 µm (very fine sand) to 358 µm (medium sand), with a mean of 

201 µm (fine sand), in water depth of 37.3 m to 88.2 m, with a mean of 66.0 m. The mean 

sand content was 90.25 %, with all stations having > 70 % sand. The fines content was 

≥ 5.00 % at most stations, whilst it was < 5 % at 29 stations only. As the fines content 

decreased, the sediment changed from muddy sand/sand to slightly gravelly sand/gravelly 

sand. The mean gravel content was 0.57 %, with station ST090 having > 5 % gravel. Station 

ST090 also had the highest gravel content. 

Group B comprised 52 stations and had an average Euclidean distance of 3.91. Group B was 

characterised by very poorly sorted sand/gravel (Folk BGS modified), with a median sediment 

particle size ranging from 51 µm (very fine sand) to 7 885 µm (fine gravel), with a mean of 

1 557 µm (very coarse sand), in water depths of 10.5 m to 75.4 m, with a mean of 32.2 m. The 

mean sand content was 56.11 %. The gravel content ranged from 7.29 % to 69.71 %, with a 

mean of 35.98 %, most stations having > 10 % gravel and classified as mixed sediment of 

gravelly sand, sandy gravel or muddy sandy gravel/gravelly muddy sand and only four 

stations had < 10 % gravel content. The fines content ranged from 0.36 % to 52.63 % with a 

mean of 7.91 %. 

Group C comprised 21 stations and had an average Euclidean distance of 3.97. Group C was 

characterised by poorly sorted sand (Folk BGS modified), with median sediment particle size 

values ranging from 392 µm (medium sand) to 1 189 µm (very coarse sand), with a mean of 

620 µm (coarse sand), in water depths of 11.8 m to 77.8 m, with a mean of 44.7 m. The gravel 

content varied from stations devoid of this fraction to stations with gravel content up to 

18.87 %. The fines contents varied from stations devoid of this fraction to stations with fines 

content up to 18.86 %. 

Group D comprised 12 stations and had an average Euclidean distance of 3.11. Group D was 

characterised by very poorly sorted muddy sandy gravel (Folk BGS modified), with median 

sediment particle size values ranging from 1 227 µm (very coarse sand) to 47 229 µm (coarse 

gravel), with a mean of 15 212 µm (gravel), in water depths of 13.0 m to 37.5 m, with a mean 

23.7 m. Sand and fines were present at all stations and had mean values of 29.15 % and 

4.93 %, respectively. Gravel content > 36 % was recorded at all stations, which were classified 

as muddy sandy gravel, sandy gravel or gravel. 

Station ST063 was characterised by very poorly sorted ‘sandy gravel’ (Folk BGS modified), 

with median sediment particle size of 1 987 µm (very coarse sand) in water depth of 30.7 m 

and had comparable proportions of gravel and sand content of 49.91 % and 49.77 %, 

respectively. 
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The sediment particle sizes mainly responsible for the separation of the multivariate groups 

included the 16 000 µm sediment particle size (medium pebble), the 5 600 µm sediment 

particle size (fine pebbles), the 44.2 µm sediment particle size (coarse silt) and the 1 400 µm 

sediment particle size (very coarse sand) (Figure 6.21). 
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Table 6.3: Summary of physical characteristics of sediment groups identified in multivariate analysis 

Sediment Group Stations 
Depth* 

[m] 

Median Particle 

Size* 

[µm] 

Sorting*,† 
Fractional Composition* 

[%] 
Folk Description 

(BGS modified)† 
[µm] Description Gravel* Sand* Fines* 

A [ ] 

Average squared 

distance = 2.45 

ST090, ST091, ST092, ST136, ST138, ST139, ST140, ST143, ST146, ST147, 

ST148, ST149, ST150, ST151, ST152, ST154, ST156, ST158, ST159, ST160, 

ST161, ST162, ST163, ST164, ST165, ST166, ST167, ST168, ST169, ST170, 

ST171, ST172, ST173, ST174a, ST176, ST177, ST178, ST180, ST182, ST183, 

ST184, ST185, ST186, ST187, ST188, ST189, ST190, ST191, ST192, ST193, 

ST194, ST195, ST196, ST197, ST198, ST199, ST200, ST201, ST202, ST203, 

ST204, ST205, ST206, ST207, ST208, ST209, ST210, ST211, ST212, ST213, 

ST214, ST215, ST217, ST219, ST221, ST223, ST225, ST227, ST229, ST23, 

ST233, ST235, ST236, ST237, ST238, ST239, ST240, ST241, ST242, ST243, 

ST244, ST245, ST246, ST250, ST251, ST252, ST256, ST257, ST259, ST260, 

ST261, ST262, ST263, ST264, ST267, ST269, ST271, ST273, ST275, ST277, 

ST279, ST281, ST283, ST285, ST287, ST289, ST291, ST293, ST295, ST297, 

ST299 

Mean: 

66.0 ± 11.0 

Mean: 

211 ± 47 

Mean: 

2.30 ± 0.66 

Mean: 

poorly sorted 

Mean: 

0.57 ± 1.03 

Mean: 

90.25 ± 5.20 

Mean: 

9.19 ±5.39 
Sand 

B [ ] 

Average squared 

distance = 3.91 

ST001, ST003, ST004, ST005, ST006a, ST007, ST008, ST010, ST019, ST026, 

ST027, ST028, ST030, ST032, ST033, ST039, ST041, ST047, ST049, ST051, 

ST053, ST055, ST057, ST059, ST061, ST067, ST069, ST071, ST074, ST081, 

ST082, ST087, ST089, ST094, ST096, ST097, ST105, ST107, ST109, ST111, 

ST114, ST118, ST119, ST121, ST123, ST124, ST125, ST126, ST175, ST179, 

ST181, ST265 

Mean: 

32.2 ± 13.6 

Mean: 

1 557 ± 1 666 

Mean: 

6.27 ± 2.52 

Mean: 

very poorly sorted 

Mean: 

35.98 ± 18.20 

Mean: 

56.11 ± 16.66 

Mean: 

7.91 ± 8.64 
Sandy Gravel 

C [ ]  

Average squared 

distance = 3.97 

ST002, ST036, ST065, ST078, ST085, ST088, ST110, ST112, ST113, ST117, 

ST127, ST128, ST129, ST130, ST132, ST133, ST248, ST249, ST253, ST254, 

ST255 

Mean: 

44.7 ± 19.0 

Mean: 

620 ± 232 

Mean: 

2.22 ± 0.96 

Mean: 

poorly sorted 

Mean: 

4.55 ± 5.33 

Mean: 

91.63 ± 6.42 

Mean: 

3.82 ± 5.57 
Slightly gravelly Sand 

D [ ] 

Average squared 

distance = 3.11 

ST013, ST015, ST020, ST021, ST022 D, ST023, ST025, ST029, ST043, ST045, 

ST079, ST103 

Mean: 

23.7 ± 7.2 

Mean: 

15 212 ± 14 232 

Mean: 

8.21 ± 3.16 

Mean: 

very poorly sorted 

Mean: 

65.93 ± 15.40 

Mean: 

29.15 ± 14.02 

Mean: 

4.93 ± 2.37 
Muddy sandy Gravel 

ST063 [ ] ST063 30.7 1 987 5.56 very poorly sorted 49.91 49.77 0.32 Sandy Gravel 

Notes 

* = Mean ± standard deviation within each sediment group 

† = Sediment sorting coefficient descriptions 

= Folk descriptions (BGS modified) within each group 
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Notes 

Circles proportional in diameter to the 16 000 µm sediment % particle size (medium pebble) 

Notes 

Circles proportional in diameter to the 5 600 µm % sediment particle size (fine pebbles) 

 

 

Notes 

Circles proportional in diameter to the 44.2 µm sediment % particle size (coarse silt) 

Notes 

Circles proportional in diameter to the 1 400 µm % sediment particle size (very coarse sand) 

Figure 6.21: nMDS ordination of hierarchical clustering analysis of PSD with superimposed circles proportional in diameter to percentage of particles driving the separation of groups 

 

Transform: Fourth root

Resemblance: D1 Euclidean distance

16000

0.3

1.2

2.1

3

Distance

3.5

Clusters

A

B

C

D

ST063

2D Stress: 0.12

Transform: Fourth root

Resemblance: D1 Euclidean distance

5600

0.2

0.8

1.4

2

Distance

3.5

Clusters

A

B

C

D

ST063

2D Stress: 0.12

Transform: Fourth root

Resemblance: D1 Euclidean distance

44.2

0.2

0.8

1.4

2

Distance

3.5

Clusters

A

B

C

D

ST063

2D Stress: 0.12

Transform: Fourth root

Resemblance: D1 Euclidean distance

1400

0.3

1.2

2.1

3

Distance

3.5

Clusters

A

B

C

D

ST063

2D Stress: 0.12



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 118 of 356 

6.2.2 Principal Components Analysis 

The PCA was used to reduce the sediment PSD across all samples into a smaller number of 

key variables (percentage of main components). This highlighted the main sediment fractions 

driving the variability of sediment distribution while highlighting the importance of the less 

represented sediment fractions. 

Figure 6.22 presents a PCA ordination plot of the percentage of the main sediment fraction 

across the survey area with the identified clusters superimposed. Figure 6.23 presents the 

stations grouped by depth bands, with the Folk (BGS modified) classification superimposed. 

The principal component (PC) axis PC1 represents the percentage of the gravel fraction, with 

a variance of 62.5 %, the principal component axis PC2 represents the percentage of the mud 

fraction with a variance of 32.7 %. The first two axes explain a total variance of 95.2 %, as such 

the PCA is likely to describe the overall sediment distribution well. 

Gravelly sediments were predominant at shallow stations, whilst the deeper stations were 

dominated by sand and muddy sand. 

 
Notes 

PC = Principal component 

Figure 6.22: Principal components analysis (PCA) ordination of fractional composition (gravel, sand and mud), 

identified by clusters 
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Notes 

PC = Principal component 

Figure 6.23: Principal components analysis (PCA) ordination of % of gravel, sand and mud grouped by depth 

bands with BGS modified classification superimposed 
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7. Sediment Chemistry 

7.1 Sediment Hydrocarbons 

7.1.1 Introduction 

The sediment samples were analysed for hydrocarbon content, including total hydrocarbon 

content (THC), total n-alkanes (nC12 to nC36) and PAHs, specifically the United States 

Environmental Protection Agency’s 16 priority PAH pollutants (US EPA 16 PAHs) and alkylated 

PAHs. 

Appendix B provides full details of the analytical techniques employed. 

7.1.2 Results 

7.1.2.1 Gas Chromatography–Flame Ionisation Detection (GC-FID) Hydrocarbon Profiles 

A visual comparison of GC-FID profiles can provide information on the potential sources of 

the hydrocarbons present in marine sediment samples. The GC-FID profiles illustrating the 

hydrocarbon components detected in each of the sediment samples are provided in 

Appendix E.1.  

To support more detailed discussions (Section 12.2.1) regarding the hydrocarbon 

components identified by GC-FID analysis of the sediments, Figure 7.1 displays an example 

gas chromatogram typically observed across the cable route. This profile is characterised by a 

small ‘hump’ of unresolved material (UCM) peaking late in the chromatogram window and a 

homologous series of low-level resolved n-alkanes. The profile shows a series of n-alkanes 

from nC12 to nC26. The slight prevalence of the odd-numbered heavier n-alkanes (those from 

nC25) is indicative of plant waxes originating from terrestrial runoff. 
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Notes 

THC = Total hydrocarbon content 

A, B, C and D peaks refer to the internal standards added for quantification 

Figure 7.1: Gas chromatographic profile for typical surface sediment (station ST002) 

Figure 7.2 highlights another GC-FID profile found across the survey area (station ST111). This 

profile indicates a petrogenic input, most likely from shipping activities. This is frequently 

observed in sediments across the region. The input is characterised by a low-level UCM 

between nC12 and nC26, with a corresponding series of n-alkanes over a similar 

carbon-number range. This profile is also characterised by a second, more prominent UCM 

peaking late (ca. nC29) within the chromatogram window and a homologous series of 

low-level, well-resolved n-alkanes. 

Station ST002 

THC = 4.8 µg/g dry 

sediment 
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Notes 

THC = Total hydrocarbon content 

A, B, C and D peaks refer to the internal standards added for quantification 

Figure 7.2: Gas chromatographic profile for typical surface sediment (station ST111) 

7.1.2.2 Total Hydrocarbon and n-Alkanes (nC12 to nC36) Content 

Table 7.1 presents the concentrations of total hydrocarbons, UCM and total n-alkanes along 

with the CPI (nC12 to nC36) and pristane/phytane ratios reported from the surface sediment 

across the National Grid EGL5 area. Figures 7.3 to 7.11 present the spatial distribution of the 

concentration of THC along the proposed cable route (Route B and C). Appendix E.2 presents 

individual n-alkane concentrations for the sediments analysed. 

The mean THC value (5.5 μg/g) was lower than the Cefas Guideline Action Levels (AL1; 

100 μg/g), with values ranging from 1.0 μg/g at station ST251 to 19.8 μg/g at station ST020. 

Variability in THC values across the survey area was moderate (RSD 66 %). All values were 

below the ecological effects threshold (EET) of 50 μg/g (OSPAR, 2006). For the pre-sweeping 

stations, values ranged from 2.70 μg/g at station ST146 to 10.9 μg/g at station ST078. THC 

values were also lower than the AL1 limit for the pre-sweeping stations. 

The UCM concentrations ranged from < 0.5 μg/g at station ST251 to 15.1 μg/g at station 

ST111, with a mean of 3.3 μg/g. Variability in UCM concentrations across the cable route was 

high (RSD 79 %). 

The total n-alkane (nC12 to nC36) concentrations ranged from 0.08 μg/g at station ST251 to 

1.94 μg/g at station ST047, with a mean of 0.50 μg/g. Variability in total n-alkane (nC12 to 

nC36) concentrations along the proposed cable route was high (RSD 83 %).  

Station ST111 

THC = 17.3 µg/g dry sediment 
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The CPI ratio (nC12 to nC36) reflects the relationship between odd- and even-carbon n-alkanes 

and can indicate the source of hydrocarbon inputs. The mean CPI ratio value ranged from 

1.06 at station ST055 to 3.64 at station ST257, with a mean of 2.09. Variability in the CPI ratio 

across the entire cable route was moderate (RSD 37 %).  

The mean pristane/phytane (Pr/Ph) ratio (11.0) ranged from 1.22 at station ST138 to 90.9 at 

station ST285. Variability in the pristane/phytane (Pr/Ph) ratio across the cable route was high 

(RSD 106 %).  
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Table 7.1: Summary of sediment hydrocarbon analysis 

Station THC* UCM* 
n-alkanes* CPI Ratio 

Pristane* Phytane* 
Pr/Ph 

Ratio nC12-20 nC21-36 nC12-36 nC12-20 nC21-36 nC12-36 

ST002 4.8 3.3 0.23 0.28 0.51 0.96 1.31 1.13 0.0539 0.0315 1.71 

ST004 11.7 7.8 0.34 0.90 1.24 0.91 3.10 2.11 0.138 0.0382 3.61 

ST006 13.9 9.2 0.48 0.85 1.33 0.90 1.92 1.44 0.161 0.0569 2.83 

ST007 14.0 9.8 0.48 0.79 1.27 0.93 1.83 1.40 0.168 0.0512 3.27 

ST010 8.4 5.8 0.28 0.46 0.74 0.90 1.80 1.37 0.101 0.0307 3.30 

ST020 19.8 11.6 0.50 0.69 1.19 1.11 1.22 1.17 0.120 0.0780 1.54 

ST026 3.5 1.5 0.48 0.60 1.08 0.95 1.23 1.09 0.0394 0.0194 2.03 

ST028 5.4 3.5 0.24 0.33 0.57 0.88 1.43 1.16 0.0755 0.0294 2.57 

ST030 4.4 2.8 0.23 0.27 0.49 0.92 1.44 1.17 0.0580 0.0299 1.94 

ST033 3.1 1.9 0.17 0.35 0.52 0.94 1.22 1.12 0.0355 0.0232 1.53 

ST039 3.8 2.5 0.20 0.25 0.45 0.95 1.30 1.13 0.0482 0.0241 2.00 

ST043 8.6 5.2 0.62 0.56 1.18 0.92 1.36 1.10 0.118 0.0729 1.61 

ST047 17.6 11.8 1.07 0.88 1.94 0.98 1.34 1.13 0.229 0.137 1.67 

ST051 11.9 7.4 0.79 0.80 1.60 0.92 1.38 1.12 0.150 0.0706 2.12 

ST055 10.9 7.3 0.72 0.54 1.26 0.91 1.30 1.06 0.130 0.0725 1.79 

ST059 7.2 4.6 0.44 0.41 0.84 0.93 1.32 1.10 0.0910 0.0443 2.05 

ST063 4.2 2.5 0.22 0.28 0.50 0.88 1.36 1.12 0.103 0.0210 4.92 

ST067 2.9 1.8 0.12 0.16 0.28 0.79 1.35 1.08 0.0386 0.0119 3.24 

ST071 4.8 3.2 0.23 0.31 0.54 0.93 1.41 1.18 0.0724 0.0260 2.78 

ST078 7.3 4.6 0.50 0.48 0.98 0.93 1.30 1.09 0.106 0.0547 1.93 

ST081 16.2 10.5 0.88 0.98 1.86 0.95 1.51 1.21 0.265 0.0925 2.87 

ST087 8.8 5.8 0.44 0.67 1.11 0.92 1.49 1.23 0.0992 0.0531 1.87 

ST088 4.0 2.5 0.20 0.36 0.56 0.89 1.30 1.13 0.0497 0.0268 1.85 

ST090 8.2 5.2 0.23 0.37 0.59 0.89 1.71 1.32 0.107 0.0382 2.80 

ST097 3.3 1.9 0.17 0.21 0.38 1.05 1.31 1.18 0.0743 0.0179 4.16 

ST105 11.7 9.9 0.55 0.63 1.18 1.01 1.41 1.20 0.124 0.0537 2.30 

ST111 17.3 15.1 1.02 0.83 1.85 1.03 1.44 1.20 0.223 0.128 1.74 

ST117 3.0 1.7 0.22 0.32 0.55 0.92 1.32 1.14 0.0310 0.0170 1.82 

ST118 7.2 4.3 0.43 0.56 1.00 0.99 1.39 1.20 0.0853 0.0450 1.89 
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Station THC* UCM* 
n-alkanes* CPI Ratio 

Pristane* Phytane* 
Pr/Ph 

Ratio nC12-20 nC21-36 nC12-36 nC12-20 nC21-36 nC12-36 

ST121 10.6 6.2 0.48 0.50 0.98 1.02 1.62 1.28 0.199 0.0696 2.86 

ST123 8.6 5.3 0.34 0.50 0.85 1.04 1.62 1.35 0.111 0.0537 2.07 

ST125 13.8 7.0 0.71 0.95 1.66 0.99 1.38 1.20 0.191 0.108 1.78 

ST128 7.8 3.9 0.30 0.41 0.71 1.36 1.35 1.36 0.0741 0.0257 2.88 

ST130 8.8 4.9 0.31 0.56 0.87 0.99 1.24 1.15 0.0989 0.0514 1.93 

ST133 7.8 5.0 0.37 0.49 0.86 0.99 1.39 1.20 0.106 0.0688 1.53 

ST138 5.4 3.5 0.20 0.28 0.48 1.00 1.45 1.25 0.0638 0.0522 1.22 

ST139 5.5 3.5 0.14 0.25 0.39 1.14 1.89 1.57 0.0567 0.0205 2.76 

ST146 3.7 2.2 0.10 0.19 0.28 1.02 2.27 1.71 0.0344 0.0083 4.16 

ST147 5.9 3.5 0.12 0.26 0.38 1.04 2.37 1.81 0.140 0.0162 8.67 

ST150 3.7 2.2 0.06 0.16 0.22 1.05 2.80 2.11 0.0308 0.0080 3.86 

ST151 4.2 2.4 0.07 0.19 0.26 1.08 2.52 1.94 0.0345 0.0095 3.64 

ST154 4.0 2.4 0.06 0.18 0.24 1.13 2.69 2.11 0.0345 0.0090 3.84 

ST158 3.9 2.4 0.06 0.17 0.23 1.09 2.94 2.21 0.0270 0.0057 4.69 

ST159 4.6 2.7 0.08 0.21 0.28 0.93 2.72 1.98 0.0530 0.0085 6.26 

ST161 6.4 3.8 0.15 0.32 0.47 1.04 2.37 1.79 0.0703 0.0137 5.13 

ST163 5.3 3.4 0.14 0.25 0.39 1.01 2.21 1.64 0.0450 0.0184 2.45 

ST165 4.9 3.0 0.14 0.23 0.37 0.84 2.78 1.69 0.0332 0.0061 5.48 

ST167 8.1 5.1 0.18 0.35 0.53 0.88 2.38 1.66 0.0801 0.0206 3.89 

ST169 6.5 3.9 0.12 0.29 0.41 0.92 2.89 1.98 0.0747 0.0115 6.49 

ST171 6.4 4.4 0.23 0.33 0.55 1.00 1.99 1.48 0.0694 0.0281 2.47 

ST173 6.7 4.0 0.14 0.25 0.39 0.99 1.81 1.45 0.0465 0.0130 3.58 

ST175 7.6 4.6 0.11 0.34 0.45 1.13 2.40 1.96 0.0357 0.0095 3.77 

ST177 5.0 2.8 0.06 0.19 0.24 1.10 2.61 2.09 0.0395 0.0041 9.55 

ST179 6.6 3.2 0.05 0.20 0.25 1.23 2.04 1.82 0.0369 0.0033 11.1 

ST181 4.3 2.8 0.06 0.19 0.25 1.11 2.44 1.96 0.0264 0.0088 3.00 

ST183 3.5 2.1 0.03 0.15 0.19 1.07 3.13 2.49 0.0276 0.0048 5.75 

ST185 4.6 2.5 0.05 0.21 0.26 1.18 2.63 2.23 0.0467 0.0036 12.8 

ST187 4.7 2.8 0.05 0.20 0.25 1.13 2.72 2.22 0.0478 0.0090 5.33 

ST189 3.1 1.7 0.03 0.16 0.19 1.05 2.30 1.98 0.0288 0.0025 11.5 
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Station THC* UCM* 
n-alkanes* CPI Ratio 

Pristane* Phytane* 
Pr/Ph 

Ratio nC12-20 nC21-36 nC12-36 nC12-20 nC21-36 nC12-36 

ST191 3.0 1.7 0.03 0.18 0.22 1.02 2.67 2.25 0.0342 0.0015 23.2 

ST193 3.4 1.9 0.04 0.19 0.24 0.91 2.84 2.26 0.0281 0.0025 11.4 

ST195 3.8 1.9 0.04 0.17 0.21 1.10 2.47 2.10 0.0345 0.0021 16.8 

ST197 3.2 1.4 0.02 0.16 0.19 1.00 2.26 2.02 0.0162 0.0012 13.3 

ST199 2.7 1.6 0.03 0.21 0.24 1.16 3.89 3.20 0.0242 0.0015 16.0 

ST201 3.3 1.9 0.04 0.24 0.28 1.19 3.72 3.06 0.0384 0.0020 19.4 

ST203 4.0 2.3 0.05 0.28 0.33 1.26 3.74 3.06 0.0724 0.0030 24.3 

ST205 4.2 2.5 0.06 0.30 0.36 1.12 3.50 2.82 0.0415 0.0035 11.8 

ST207 5.0 3.1 0.07 0.40 0.47 1.13 3.44 2.83 0.0312 0.0038 8.14 

ST209 5.3 2.9 0.07 0.38 0.45 1.09 3.31 2.69 0.0750 0.0044 17.2 

ST211 4.8 2.7 0.07 0.37 0.44 1.14 3.32 2.72 0.0494 0.0035 14.3 

ST213 4.7 2.7 0.06 0.37 0.42 1.15 3.65 3.01 0.0607 0.0029 20.7 

ST215 4.9 2.8 0.06 0.40 0.46 1.12 3.47 2.94 0.0332 0.0030 11.2 

ST217 3.8 2.1 0.04 0.31 0.35 1.18 3.43 2.94 0.0248 0.0019 13.4 

ST219 4.1 2.4 0.05 0.37 0.41 1.05 3.24 2.76 0.0280 0.0027 10.4 

ST221 3.8 2.2 0.04 0.31 0.35 1.10 3.30 2.83 0.0221 0.0023 9.61 

ST223 6.0 3.2 0.05 0.76 0.81 1.28 2.16 2.08 0.0495 0.0034 14.7 

ST225 4.7 2.6 0.04 0.32 0.36 1.24 3.02 2.68 0.0359 0.0012 29.2 

ST227 3.8 2.2 0.04 0.27 0.30 1.17 2.95 2.61 0.0167 0.0019 8.76 

ST229 4.8 2.7 0.03 0.31 0.35 1.11 3.30 2.90 0.0387 0.0014 27.2 

ST231 4.2 2.5 0.04 0.30 0.34 1.12 3.16 2.75 0.0185 0.0020 9.40 

ST233 3.0 1.7 0.02 0.21 0.24 1.23 3.38 3.00 0.0119 0.0013 8.90 

ST235 2.4 1.4 0.02 0.17 0.19 1.03 3.10 2.71 0.0136 0.0009 14.5 

ST237 3.0 1.8 0.02 0.21 0.23 1.18 3.58 3.19 0.0134 0.0009 14.5 

ST239 2.7 1.4 0.02 0.19 0.22 1.08 3.01 2.66 0.0195 0.0010 19.8 

ST241 2.2 1.2 0.02 0.15 0.17 1.18 3.70 3.23 0.0059 0.0007 8.37 

ST243 2.0 1.0 0.01 0.14 0.16 1.16 3.64 3.20 0.0094 0.0007 14.0 

ST245 3.0 1.6 0.02 0.19 0.21 1.09 3.14 2.73 0.0119 0.0011 10.7 

ST249 2.9 1.4 0.02 0.21 0.24 0.96 2.90 2.53 0.0233 0.0008 27.5 

ST251 1.0 < 0.5 0.01 0.07 0.08 0.95 3.15 2.47 0.0189 0.0005 36.2 
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Station THC* UCM* 
n-alkanes* CPI Ratio 

Pristane* Phytane* 
Pr/Ph 

Ratio nC12-20 nC21-36 nC12-36 nC12-20 nC21-36 nC12-36 

ST253 2.4 1.4 0.03 0.23 0.26 1.05 3.41 2.94 0.0113 0.0011 10.2 

ST255 1.5 0.8 0.02 0.13 0.14 0.96 3.04 2.63 0.0055 0.0006 9.74 

ST257 3.0 1.6 0.02 0.24 0.26 1.27 4.06 3.64 0.0172 0.0007 23.2 

ST259 3.5 2.0 0.04 0.30 0.34 1.08 3.79 3.21 0.0135 0.0012 11.1 

ST261 5.5 3.1 0.04 0.50 0.54 1.22 3.75 3.39 0.0200 0.0016 12.9 

ST263 1.6 0.8 0.02 0.12 0.14 0.94 3.51 2.81 0.0103 0.0006 18.1 

ST265 2.2 1.2 0.01 0.18 0.19 0.95 3.86 3.37 0.0108 0.0003 32.2 

ST267 2.5 1.3 0.02 0.20 0.22 1.06 4.10 3.54 0.0101 0.0005 21.8 

ST269 3.5 1.4 0.02 0.23 0.25 0.93 3.12 2.83 0.0144 0.0006 22.6 

ST271 5.7 2.5 0.03 0.42 0.45 1.05 3.80 3.42 0.0335 0.0012 27.1 

ST273 1.8 0.9 0.01 0.14 0.15 0.96 3.70 3.24 0.0080 0.0003 25.0 

ST275 3.2 1.6 0.03 0.25 0.28 1.07 4.07 3.42 0.0111 0.0011 10.5 

ST277 4.8 1.7 0.02 0.23 0.25 1.05 3.85 3.42 0.0135 0.0006 21.0 

ST279 4.3 1.3 0.02 0.17 0.19 1.34 2.30 2.17 0.0083 0.0004 22.1 

ST281 4.4 1.5 0.02 0.22 0.24 1.33 2.55 2.43 0.0096 0.0004 23.6 

ST283 1.8 0.8 0.01 0.08 0.09 1.14 3.06 2.75 0.0062 0.0003 22.5 

ST285 1.8 0.7 0.01 0.09 0.10 1.18 1.99 1.89 0.0317 0.0003 90.9 

ST287 1.9 0.8 0.01 0.09 0.10 1.22 2.79 2.58 0.0118 0.0003 40.3 

ST289 2.9 1.0 0.01 0.11 0.12 1.27 2.39 2.26 0.0044 0.0004 12.2 

ST291 3.5 1.0 0.01 0.16 0.17 0.69 1.67 1.55 0.0045 0.0004 11.7 

ST293 3.8 1.5 0.02 0.18 0.20 1.05 3.60 3.05 0.0134 0.0006 23.6 

ST295 3.2 1.0 0.01 0.17 0.19 1.18 2.14 2.05 0.0070 0.0004 17.5 

ST297 4.6 1.3 0.01 0.19 0.21 1.40 2.01 1.96 0.0101 0.0006 15.9 

ST299 3.8 1.1 0.01 0.17 0.19 1.39 2.21 2.13 0.0077 0.0004 20.9 

Minimum 1.0 < 0.5 0.01 0.07 0.08 0.69 1.22 1.06 0.0044 0.0003 1.22 

Maximum 19.8 15.1 1.07 0.98 1.94 1.40 4.10 3.64 0.265 0.137 90.9 

Mean 5.5 3.2 0.17 0.33 0.50 1.05 2.49 2.09 0.0553 0.0190 11.0 

Standard Deviation  3.59 2.59 0.224 0.205 0.411 0.131 0.889 0.772 0.0529 0.0280 11.7 

RSD [%]  66 80 133 63 83 12 36 37 96 148 106 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 128 of 356 

Station THC* UCM* 
n-alkanes* CPI Ratio 

Pristane* Phytane* 
Pr/Ph 

Ratio nC12-20 nC21-36 nC12-36 nC12-20 nC21-36 nC12-36 

Pre-sweeping stations 

ST067 3.34 - - - - - - - - - - 

ST078 10.9 - - - - - - - - - - 

ST088 3.91 - - - - - - - - - - 

ST117 2.77 - - - - - - - - - - 

ST130 6.97 - - - - - - - - - - 

ST138 10.2 - - - - - - - - - - 

ST146 2.70 - - - - - - - - - - 

ST151 4.57 - - - - - - - - - - 

ST154 5.22 - - - - - - - - - - 

ST159 4.50 - - - - - - - - - - 

Cefas Guideline Action Levels† 

AL1  100 -  -  -  -  -  -  -  -  -  -  

EET (OSPAR, 2006) 

EET  50 - - - - - - - - - - 

Notes 

THC = Total hydrocarbon content UCM = Unresolved complex mixture  CPI = Carbon preference index 

Pr/Ph = Ratio of pristane to phytane RSD = Relative standard deviation EET = Ecological effects threshold 

Cefas = Centre for Environment, Fisheries and Aquaculture Science 

Where values were < MRV, summary stats were calculated using absolute values assigned as MRV/2 

* = Concentrations expressed as µg/g of dry sediment 

† = Centre for Environmental Fisheries & Aquaculture Science 

Key Below Cefas Guideline Action Level 1 Above Cefas Guideline Action Level 1 Above EET 
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Figure 7.3: Sediment total hydrocarbon content overlaid on bathymetry, station ST285 to station ST299 
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Figure 7.4: Sediment total hydrocarbon content overlaid on bathymetry, station ST265 to station ST285 
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Figure 7.5: Sediment total hydrocarbon content overlaid on bathymetry, station ST245 to station ST265  
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Figure 7.6: Sediment total hydrocarbon content overlaid on bathymetry, station ST223 to station ST245 
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Figure 7.7: Sediment total hydrocarbon content overlaid on bathymetry, station ST201 to station ST223 
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Figure 7.8: Sediment total hydrocarbon content overlaid on bathymetry, station ST179 to station ST201 
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Figure 7.9: Sediment total hydrocarbon content overlaid on bathymetry, station ST146 to station ST179 
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Figure 7.10: Sediment total hydrocarbon content overlaid on bathymetry, station ST028 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 137 of 356 

 

Figure 7.11: Sediment total hydrocarbon content overlaid on bathymetry, station ST002 to station ST026 
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7.1.2.3 Aromatic Hydrocarbon Content 

GC-MS analysed the distribution and concentration of aromatic compounds in seafloor 

sediments. Table 7.2 summarises the total concentrations of aromatic hydrocarbons, 

including the US EPA 16 PAHs, naphthalenes, phenanthrenes/anthracenes, and 

dibenzothiophenes (NPD). Figures 7.12 to 7.20 present the spatial distribution of total 2 to 6 

ring PAH concentrations. 

Appendix E.3.1 and E.3.4 presents the concentrations of individual aromatic hydrocarbons 

and their alkyl homologues across the survey area, and Appendix E.3.2 and E.3.5 presents the 

US EPA 16 PAH concentrations, including reference values where available. The distributions 

of aromatic hydrocarbons are displayed as three-dimensional plots for ease of interpretation 

in Appendix E.4.1 to E.4.5. 

Total 2 to 6 ring PAH concentrations are calculated as the sum of individual PAHs, some of 

which were less than the MRV. For the purposes of calculating the total 2 to 6 ring and US 

EPA 16 PAH concentrations, values below the MRV have been treated as absolute values, with 

the total 2 to 6 ring PAH and total US EPA 16 PAH concentrations assigned a less-than value. 

For the purposes of this report, the total 2 to 6 ring PAH, US EPA 16 PAH and total NPD 

concentrations are treated as absolute values to provide comparison between stations and 

with previous datasets.  

The total 2 to 6 ring PAH concentrations (mean 0.244 μg/g) displayed high variability 

(RSD 96 %). The total US EPA 16 PAH concentrations (mean 63.4 ng/g) also exhibited high 

variability (RSD 77 %). Most stations exceeded the AL1 threshold (0.1 μg/g) for total 2 to 6 

ring PAH concentrations, with the majority of exceedances occurring in the northern section 

of the survey route.  

Total NPD concentrations (mean 0.128 μg/g) exhibited high variability (RSD 118 %). The 

proportion of petrogenically derived NPD to total 2 to 6 ring PAH material (mean 43 %) 

featured moderate variability (RSD 37 %).  

All individual US EPA 16 PAH concentrations were below their respective ERL values 

(Appendix E.3.2 and E.3.5). When normalised to 2.5 % TOC, all individual US EPA 16 PAH 

concentrations, except for chrysene, exceeded their BAC values at most stations (Appendix 

E.3.3 and E.3.6).  

The assignment of PAH sources indicated a combination of pyrolytic and petrogenic origins 

for the aromatic materials. Stations located in the southern area, including those within the 

MCZ, showed evidence of having a mixed source of aromatic compounds. In contrast, the 

stations along the northern sections of the route indicated a pyrolytic source. 

Figure 7.21 displays the concentrations of the total 2 to 6 ring PAH graphically in relation to 

THC across the survey area. 
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Table 7.2: Summary of sediment aromatic hydrocarbon analysis 

Station Total 2 to 6 Ring PAH* Total US EPA 16 PAH† 

NPD 

Total* [%] 

ST002 0.115 < 28.8 0.0534 47 

ST004 0.915 198 0.522 57 

ST006 1.09 221 0.678 62 

ST007 1.08 239 0.642 59 

ST010 0.602 132 0.349 58 

ST020 1.40 329 0.824 59 

ST026 0.0789 < 14.9 0.0453 57 

ST028 0.347 70.1 0.208 60 

ST030 0.215 < 36.9 0.139 65 

ST033 0.101 < 18.9 0.0562 56 

ST039 0.148 < 24.2 0.0892 60 

ST043 0.403 < 64.2 0.248 62 

ST047 0.552 < 85.6 0.350 63 

ST051 0.505 < 88.4 0.327 65 

ST055 0.277 < 46.7 0.162 58 

ST059 0.216 < 37.7 0.127 59 

ST063 0.190 < 35.4 0.121 64 

ST067 0.232 < 42.2 0.183 79 

ST071 0.199 < 37.5 0.116 58 

ST078 0.211 < 37.5 0.127 60 

ST081 0.785 143 0.485 62 

ST087 0.253 < 43.5 0.154 61 

ST088 0.0874 < 22.2 0.0423 48 

ST090 0.359 89.9 0.182 51 

ST097 0.263 62.5 0.174 66 

ST105 0.697 130 0.439 63 

ST111 0.735 125 0.503 68 

ST117 0.0805 < 17.8 0.0427 53 

ST118 0.318 < 73.0 0.192 61 

ST121 0.460 100 0.276 60 

ST123 0.454 105 0.262 58 

ST125 0.616 111 0.413 67 

ST128 0.365 121 0.222 61 

ST130 0.206 < 60.8 0.0895 43 

ST133 0.282 63.8 0.168 60 
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Station Total 2 to 6 Ring PAH* Total US EPA 16 PAH† 

NPD 

Total* [%] 

ST138 0.138 45.4 0.0513 37 

ST139 0.302 68.2 0.180 60 

ST146 0.161 < 37.4 0.0867 54 

ST147 0.312 68.9 0.174 56 

ST150 0.160 38.3 0.0819 51 

ST151 0.214 < 47.4 0.120 56 

ST154 0.178 42.0 0.0940 53 

ST158 0.190 46.6 0.105 55 

ST159 0.243 54.8 0.142 58 

ST161 0.416 90.2 0.243 58 

ST163 0.184 43.1 0.0976 53 

ST165 0.261 76.3 0.153 59 

ST167 0.548 110 0.353 64 

ST169 0.414 96.7 0.244 59 

ST171 0.186 47.7 0.0910 49 

ST173 0.275 72.1 0.147 54 

ST175 0.496 127 0.278 56 

ST177 0.202 54.6 0.105 52 

ST179 0.218 60.8 0.111 51 

ST181 0.186 53.1 0.0910 49 

ST183 0.140 40.9 0.0686 49 

ST185 0.195 57.7 0.0907 46 

ST187 0.209 61.4 0.0966 46 

ST189 0.0912 28.9 0.0386 42 

ST191 0.109 34.7 0.0490 45 

ST193 0.135 42.8 0.0594 44 

ST195 0.156 43.8 0.0799 51 

ST197 0.0924 31.4 0.0366 40 

ST199 0.119 41.3 0.0430 36 

ST201 0.151 49.5 0.0586 39 

ST203 0.212 66.7 0.0873 41 

ST205 0.245 76.4 0.101 41 

ST207 0.304 102 0.119 39 

ST209 0.318 103 0.129 41 

ST211 0.276 98.6 0.100 36 

ST213 0.253 91.4 0.0883 35 
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Station Total 2 to 6 Ring PAH* Total US EPA 16 PAH† 

NPD 

Total* [%] 

ST215 0.271 102 0.0856 32 

ST217 0.190 67.6 0.0710 37 

ST219 0.212 76.6 0.0733 35 

ST221 0.215 83.2 0.0715 33 

ST223 0.329 126 0.106 32 

ST225 0.284 126 0.0824 29 

ST227 0.165 65.7 0.0521 32 

ST229 0.202 80.2 0.0624 31 

ST231 0.206 80.4 0.0684 33 

ST233 0.114 46.8 0.0324 28 

ST235 0.0776 32.6 0.0225 29 

ST237 0.104 43.7 0.0270 26 

ST239 0.0796 34.6 0.0198 25 

ST241 0.0676 29.5 0.0162 24 

ST243 0.0580 < 24.8 0.0150 26 

ST245 0.0913 34.0 0.0279 31 

ST249 0.0793 34.9 0.0199 25 

ST251 0.0507 < 21.2 0.0130 26 

ST253 0.103 45.8 0.0255 25 

ST255 0.0486 < 21.9 0.0099 20 

ST257 0.104 47.1 0.0238 23 

ST259 0.111 48.9 0.0258 23 

ST261 0.207 98.6 0.0472 23 

ST263 0.0457 < 20.9 0.0083 18 

ST265 0.0699 < 33.5 0.0127 18 

ST267 0.0789 37.1 0.0155 20 

ST269 0.0872 40.7 0.0193 22 

ST271 0.174 80.9 0.0364 21 

ST273 0.0453 < 20.3 0.0088 19 

ST275 0.0987 44.7 0.0239 24 

ST277 0.0816 36.5 0.0184 23 

ST279 0.0502 < 22.6 0.0108 22 

ST281 0.0632 27.2 0.0147 23 

ST283 < 0.0230 < 9.4 < 0.0057 < 25 

ST285 < 0.0196 < 8.9 < 0.0042 < 22 

ST287 < 0.0204 < 9.3 < 0.0044 < 22 
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Station Total 2 to 6 Ring PAH* Total US EPA 16 PAH† 

NPD 

Total* [%] 

ST289 < 0.0291 < 13.4 < 0.0053 < 19 

ST291 < 0.0338 < 15.4 < 0.0071 < 22 

ST293 < 0.0233 < 10.6 < 0.0047 < 21 

ST295 0.0341 < 14.6 0.0083 24 

ST297 0.0587 27.4 0.0135 23 

ST299 < 0.0356 < 15.8 < 0.0077 < 22 

Minimum < 0.0196 < 8.9 < 0.0042 18 

Maximum 1.40 329 0.824 79 

Mean 0.244 63.4 0.128 43 

Standard Deviation 0.234 48.8 0.150 16.1 

RSD [%]  96 77 118 37 

Cefas Guideline Action Levels‡ 

AL1  0.1 - - - 

Notes 

Total 2 to 6 ring PAH = Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH), including alkyl homologues  

Total US EPA 16 PAH = Total United States Environmental Protection Agency’s 16 (US EPA PAH) polycyclic aromatic 

hydrocarbons 

Total NPD = Total naphthalenes, phenanthrenes/anthracenes and dibenzothiophenes 

NPD [%] = Percentage of total 2 to 6 ring PAH concentration comprised of NPD 

AL1 = Action Level 1 (mg/kg dry weight (ppm)) 

Cefas = Centre for Environment, Fisheries and Aquaculture Science 

* = Concentrations expressed as µg/g of dry sediment 

† = Concentrations expressed as ng/g of dry sediment 

‡ = Centre for Environmental Fisheries & Aquaculture Science 

Key Below Cefas Guidance Action Level 1 
Above Cefas Guidance Action 

Level 1 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 143 of 356 

 

Figure 7.12: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST285 to station ST299 
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Figure 7.13: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST265 to station ST285 
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Figure 7.14: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST245 to station ST265 
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Figure 7.15: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST223 to station ST245 
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Figure 7.16: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST201 to station ST223 
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Figure 7.17: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST179 to station ST201 
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Figure 7.18: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST146 to station ST179 
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Figure 7.19: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST028 to station ST146 (inclusive of all in Holderness Offshore marine 

conservation zone) 
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Figure 7.20: Total 2 to 6 ring polycyclic aromatic hydrocarbons (PAH) overlaid on bathymetry, station ST002 to station ST026 
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Figure 7.21: Comparison of sediment total hydrocarbon content (THC) and total 2 to 6 ring polycyclic aromatic hydrocarbon (PAH) concentrations 
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7.2 Sediment Metals 

7.2.1 Introduction 

Sediments collected within the survey area were analysed for major and trace metals.  

The sediment samples underwent an aqua regia digest followed by multi-element analysis by 

ICP-MS (As, Cd, Cr, Cu, Hg, Ni, Pb, Sr and Zn) and ICP-OES (Al, Ba, Fe, Mn, P, and V). This 

provides a strong partial digest, releasing into solution all metals associated that are not 

tightly bound within silicate matrices, and therefore considered to be more bioavailable to 

receptors.  

SOCOTEC analysed the pre-sweeping stations using the methodology highlighted in 

Appendix B.1.5 for As, Cd, Cr, Cu, Hg, Ni, Pb and Zn. 

The normalisation of heavy metals against aluminium content is typically undertaken to 

account for natural variations derived from differences in sediment characteristics. The data 

presented in this report have not been normalised as the aluminium content was below the 

pivot point detailed in OSPAR (2015), precluding normalisation by pivot values and 

co‑factors. 

Appendix B provides full details of the analytical techniques employed. 

7.2.2 Results 

7.2.2.1 Major and Trace Metals 

Table 7.3 summarises the concentrations of the extractable CEMP metals in the sediment 

samples from an aqua regia digest. 

The mean cadmium concentration (0.02 μg/g) was lower than the AL1 (0.4 μg/g) and the ERL 

value (1.20 μg/g). Variability in cadmium values across the cable route was high (RSD 72 %). 

All pre-sweeping stations had concentrations of cadmium below the AL1 value and ERL. 

The mean chromium concentration (12.3 μg/g) was lower than the AL1 (40 μg/g). All values 

were below the AL1 and the ERL values (81.0 μg/g). Variability in chromium values across the 

cable route was low (RSD 29 %). All pre-sweeping stations had concentrations of chromium 

below the AL1 and ERL value. 

The mean copper concentration (2.1 μg/g) was lower than the AL1 value (40 μg/g). All values 

were below the AL1 and the ERL value (34.0 μg/g). Variability in copper values across the 

cable route was high (RSD 75 %). All pre-sweeping stations had concentrations of copper 

below the AL1 and ERL value. 

Mercury concentrations across the survey area were below the MRV (< 0.03 μg/g) at all 

stations. All values were below the AL1 (0.3 μg/g) and the ERL value (0.150 μg/g). All 

pre-sweeping stations had concentrations of mercury below the AL1 and ERL value. 
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The mean nickel concentration (6.0 μg/g) was below the AL1 value (20 μg/g). Variability in 

nickel values across the cable route was moderate (RSD 54 %). All pre-sweeping stations had 

concentrations of nickel below the AL1 value, except for station ST117. Station ST117 was 

analysed in-house by Fugro with a nickel concentration of 16.  μg/g (below AL1). However, it 

was also analysed as a pre-sweeping station, by SOCOTEC, with a concentration of 21.0 μg/g 

(above AL1). 

The mean lead concentration (11.4 μg/g) was below the AL1 (50 μg/g) and ERL (47.0 μg/g) 

values. Across the proposed routes, only one station (ST163) exceeded both the AL1 and ERL 

values. Variability in lead values across the cable route was high (RSD 70 %). All pre-sweeping 

stations had concentrations of lead below the AL1 and ERL value. 

The mean zinc concentration (20.6 μg/g) was lower than the AL1 (130 μg/g) and the ERL 

value (150 μg/g). All stations had concentrations below the AL1 and ERL values. Variability in 

zinc values across the cable route was moderate (RSD 61 %). All pre-sweeping stations had 

concentrations of zinc below the AL1 and ERL value. 

All metals had concentrations below their representative Cefas AL2 values.
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Table 7.3: Summary of sediment metals analysis 

Station Al As Ba Be Cd Cr Cu Fe Hg Mn Ni P Pb Sr V Zn 

ST002 3330 21.0 23.4 < 2.00 0.02 7.23 5.2 14500 < 0.03 625 7.3 389 16.4 128 23.9 36.5 

ST004 11200 9.82 76.7 < 2.00 0.05 19.0 9.6 17800 < 0.03 463 12.3 366 13.5 129 34.6 37.4 

ST006 6580 12.5 145 < 2.00 0.04 16.0 4.6 19500 < 0.03 294 9.4 390 15.6 141 40.0 39.3 

ST007 7830 9.04 100 < 2.00 0.03 14.8 4.1 15000 < 0.03 299 9.3 394 12.1 126 29.1 32.4 

ST010 6610 12.0 64.5 < 2.00 0.04 14.4 4.2 16000 < 0.03 285 10.0 433 14.8 316 26.5 36.5 

ST020 11600 18.2 73.1 < 2.00 0.04 23.1 7.0 41900 < 0.03 349 15.4 654 22.0 416 37.2 102 

ST026 3810 9.29 29.6 < 2.00 0.03 8.42 3.9 12200 < 0.03 227 8.6 424 8.9 744 23.8 24.0 

ST028 3650 7.03 49.2 < 2.00 0.02 8.38 2.1 8660 < 0.03 186 5.5 354 10.6 520 19.5 23.1 

ST030 3430 6.95 15.9 < 2.00 0.02 6.86 1.5 9450 < 0.03 223 5.0 255 8.4 606 18.1 13.5 

ST033 4370 7.30 35.0 < 2.00 0.02 11.3 2.8 12200 < 0.03 257 7.3 285 8.8 418 21.6 16.4 

ST039 3850 7.89 48.3 < 2.00 0.03 9.20 3.8 1800 < 0.03 356 9.6 401 7.9 534 28.5 29.8 

ST043 7490 10.5 87.2 < 2.00 0.03 13.9 3.0 16300 < 0.03 300 8.7 333 9.3 417 31.5 21.7 

ST047 10200 15.9 32.6 < 2.00 0.04 17.3 4.6 27500 < 0.03 429 13.8 490 12.3 395 47.4 32.6 

ST051 6180 13.5 41.9 < 2.00 0.03 15.9 4.9 16800 < 0.03 363 9.8 560 11.4 498 37.5 27.6 

ST055 6000 13.9 42.2 < 2.00 0.02 13.2 3.5 17900 < 0.03 357 9.1 489 10.9 410 38.7 25.5 

ST059 5200 14.7 15.7 < 2.00 0.04 14.4 3.2 21800 < 0.03 354 8.5 575 9.8 447 37.8 31.1 

ST063 2400 9.3 9.2 < 2.00 0.02 5.97 1.7 6930 < 0.03 177 4.3 292 6.2 614 16.4 13.1 

ST067 2780 11.7 8.9 < 2.00 0.02 6.11 1.6 10800 < 0.03 223 6.3 340 6.0 399 21.7 13.8 

ST071 9690 11.3 45.3 < 2.00 0.04 20.2 4.8 20000 < 0.03 421 13.2 439 12.2 189 39.9 29.2 

ST078 7330 28.8 27.2 < 2.00 0.04 14.9 2.7 33900 < 0.03 735 16.1 862 19.7 295 70.2 54.9 

ST081 7600 20.1 101 < 2.00 0.02 20.5 8.0 14800 < 0.03 348 8.4 731 10.7 148 32.8 22.6 

ST087 5660 10.8 15.3 < 2.00 0.03 13.6 3.7 22500 < 0.03 329 10.7 525 15.0 317 34.8 33.9 

ST088 6510 63.8 19.9 < 2.00 0.04 17.3 2.7 26600 < 0.03 1500 14.6 1280 21.6 266 81.9 43.6 

ST090 4220 21.7 23.9 < 2.00 0.02 9.64 2.0 14200 < 0.03 539 6.4 407 13.1 64.2 38.9 20.6 

ST097 4920 10.5 26.3 < 2.00 0.03 10.0 2.0 18200 < 0.03 391 7.7 463 7.2 540 35.6 21.8 

ST105 7950 9.25 48.2 < 2.00 0.03 13.4 3.6 14700 < 0.03 249 9.1 516 10.2 275 32.1 23.1 

ST111 10300 12.4 40.7 < 2.00 0.03 20.6 3.8 18800 < 0.03 332 14.1 510 10.5 177 47.8 29.9 

ST117 8150 19.0 17.5 < 2.00 0.04 14.9 4.0 26200 < 0.03 717 16.2 581 9.2 188 48.4 54.4 

ST118 7630 18.9 61.6 < 2.00 0.04 15.3 3.6 22900 < 0.03 438 12.0 562 11.3 122 47.9 31.9 
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Station Al As Ba Be Cd Cr Cu Fe Hg Mn Ni P Pb Sr V Zn 

ST121 9310 19.4 86.0 < 2.00 0.03 17.5 6.4 23000 < 0.03 316 10.7 609 12.6 80.8 49.7 30.6 

ST123 8970 13.3 59.0 < 2.00 0.02 21.4 4.3 18400 < 0.03 336 12.6 466 10.8 120 42.5 27.8 

ST125 6620 23.9 37.1 < 2.00 0.02 13.1 2.3 17400 < 0.03 347 8.8 597 12.5 146 45.8 28.2 

ST128 3880 21.3 17.5 < 2.00 0.02 9.52 2.4 13400 < 0.03 511 5.8 358 12.1 116 36.3 20.0 

ST130 3310 27.3 11.5 < 2.00 0.02 9.55 1.6 135400 < 0.03 888 6.2 402 18.4 121 42.2 22.4 

ST133 5090 46.4 13.7 < 2.00 0.02 12.0 2.0 23300 < 0.03 1320 8.5 697 26.5 110 71.0 36.4 

ST138 3340 23.5 9.1 < 2.00 0.02 9.22 1.2 13400 < 0.03 408 5.0 657 12.9 55.2 38.6 18.3 

ST139 3480 12.4 18.5 < 2.00 0.02 9.67 1.0 9700 < 0.03 187 5.0 354 9.1 36.8 25.7 18.7 

ST146 2960 13.2 8.6 < 2.00 0.01 9.39 1.1 9230 < 0.03 241 4.0 300 9.2 86.5 24.3 17.2 

ST147 2850 8.08 10.1 < 2.00 0.01 9.02 1.2 6780 < 0.03 216 4.3 234 7.9 30.8 19.1 14.9 

ST150 2520 6.59 15.1 < 2.00 < 0.01 7.68 0.7 5940 < 0.03 164 3.0 198 7.6 20.8 16.5 14.1 

ST151 2400 10.2 7.2 < 2.00 < 0.01 7.29 0.7 7070 < 0.03 161 3.1 254 7.9 32.7 20.8 13.3 

ST154 2140 7.00 9.0 < 2.00 < 0.01 10.8 1.3 6240 < 0.03 226 5.2 198 9.5 19.9 16.3 17.6 

ST158 1630 5.83 4.1 < 2.00 < 0.01 7.31 0.7 4410 < 0.03 111 3.1 152 7.4 18.5 11.5 12.7 

ST159 2130 6.08 7.6 < 2.00 < 0.01 9.49 0.8 5510 < 0.03 202 3.4 213 9.3 24.9 14.7 15.8 

ST161 2890 13.2 12.6 < 2.00 0.01 9.28 1.1 9470 < 0.03 390 4.5 266 15.9 30.9 24.2 21.7 

ST163 3460 46.2 17.4 < 2.00 0.02 11.3 1.3 21500 < 0.03 2100 6.6 669 65.0 129.0 68.3 46.4 

ST165 2410 9.72 10.4 < 2.00 < 0.01 8.22 0.8 8450 < 0.03 451 4.2 240 16.5 59.0 21.3 23.0 

ST167 3050 13.2 13.0 < 2.00 < 0.01 9.55 1.0 10400 < 0.03 475 4.2 287 20.0 48.2 28.1 26.4 

ST169 2570 9.90 11.6 < 2.00 < 0.01 11.1 0.9 8390 < 0.03 403 3.7 238 14.6 40.9 22.7 19.8 

ST171 3210 19.3 17.4 < 2.00 < 0.01 11.2 1.0 14100 < 0.03 782 5.5 481 25.5 76.0 37.7 29.5 

ST173 3890 30.6 20.4 < 2.00 < 0.01 15.2 1.4 19900 < 0.03 1620 8.0 539 45.6 112 60.5 42.5 

ST175 2850 17.2 9.7 < 2.00 < 0.01 12.6 1.1 10900 < 0.03 659 4.5 327 27.0 146 35.7 25.3 

ST177 2630 4.79 9.5 < 2.00 < 0.01 9.58 0.7 6420 < 0.03 318 3.9 181 13.0 15.7 17.0 18.8 

ST179 2390 8.07 8.4 < 2.00 < 0.01 9.35 0.9 6540 < 0.03 510 3.5 199 17.8 35.8 22.6 18.6 

ST181 2970 13.8 12.4 < 2.00 < 0.01 11.1 1.0 10500 < 0.03 424 4.7 308 20.9 33.9 33.9 21.6 

ST183 2530 8.58 7.3 < 2.00 < 0.01 11.6 0.9 9110 < 0.03 546 4.4 238 16.9 19.0 26.8 20.9 

ST185 2480 5.47 9.1 < 2.00 < 0.01 9.45 0.7 6050 < 0.03 385 4.0 166 14.1 22.2 16.6 16.5 

ST187 2960 6.69 12.0 < 2.00 < 0.01 11.6 0.8 9090 < 0.03 363 3.9 238 14.7 18.3 22.3 19.2 

ST189 3460 20.7 8.5 < 2.00 < 0.01 16.2 1.3 17000 < 0.03 662 7.7 445 24.9 23.9 52.8 31.3 

ST191 2880 12.1 10.0 < 2.00 < 0.01 13.4 0.8 12300 < 0.03 435 5.5 273 16.8 20.5 35.4 21.0 
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Station Al As Ba Be Cd Cr Cu Fe Hg Mn Ni P Pb Sr V Zn 

ST193 3110 6.32 12.2 < 2.00 < 0.01 11.7 1.0 8360 < 0.03 415 4.4 216 13.0 18.6 21.9 17.5 

ST195 2860 10.8 18.1 < 2.00 < 0.01 13.5 1.3 10300 < 0.03 515 4.2 281 16.5 20.2 29.5 21.0 

ST197 3180 8.09 14.8 < 2.00 < 0.01 14.4 1.3 8600 < 0.03 400 4.1 222 13.0 19.5 23.3 19.8 

ST199 3480 4.77 18.0 < 2.00 < 0.01 10.9 1.3 6550 < 0.03 205 3.9 192 10.2 18.8 18.3 15.5 

ST201 3780 4.27 13.6 < 2.00 < 0.01 11.1 1.3 5280 < 0.03 164 4.0 186 9.0 18.4 15.0 12.0 

ST203 4060 3.79 15.2 < 2.00 0.01 10.7 1.6 5340 < 0.03 216 4.1 177 8.6 18.7 15.0 12.1 

ST205 4400 4.55 27.8 < 2.00 < 0.01 13.1 1.5 6720 < 0.03 287 5.9 210 8.9 25.6 17.4 14.2 

ST207 4090 4.54 16.7 < 2.00 < 0.01 12.1 1.6 6380 < 0.03 158 5.2 217 8.5 20.9 15.6 12.6 

ST209 4300 4.62 22.9 < 2.00 0.01 12.9 1.8 7460 < 0.03 216 5.4 245 8.8 21.4 17.4 13.8 

ST211 4720 5.73 18.6 < 2.00 0.01 15.0 1.8 11400 < 0.03 226 6.4 286 10.2 25.6 23.5 18.3 

ST213 5090 8.73 21.8 < 2.00 0.01 19.5 1.8 13700 < 0.03 264 6.4 323 11.5 26.5 28.8 19.6 

ST215 4900 7.52 14.9 < 2.00 0.01 16.0 1.8 12700 < 0.03 316 5.9 270 12.0 28.3 26.9 19.5 

ST217 4550 10.0 17.3 < 2.00 0.02 21.5 1.7 15600 < 0.03 285 6.2 326 11.9 28.5 33.7 21.0 

ST219 4550 5.26 14.3 < 2.00 0.01 15.5 1.8 9820 < 0.03 279 5.6 263 9.5 29.2 20.5 17.3 

ST221 4940 5.36 24.7 < 2.00 0.02 15.2 1.7 10400 < 0.03 204 5.6 253 9.7 24.9 22.3 16.6 

ST223 4640 5.61 18.0 < 2.00 0.04 14.5 1.5 9230 < 0.03 249 5.2 247 9.6 28.7 21.5 16.9 

ST225 5140 6.33 15.0 < 2.00 0.02 16.7 1.8 10300 < 0.03 252 6.3 297 10.0 33.8 21.6 19.7 

ST227 3880 5.03 29.0 < 2.00 0.02 13.5 1.5 8460 < 0.03 145 5.2 234 9.0 23.9 18.0 15.3 

ST229 4200 4.90 19.0 < 2.00 0.02 14.6 1.4 7850 < 0.03 189 4.8 241 8.8 24.6 18.4 14.3 

ST231 4480 4.16 21.6 < 2.00 0.02 13.3 1.8 7820 < 0.03 154 6.0 265 9.2 32.2 18.3 15.4 

ST233 3190 4.55 10.1 < 2.00 0.02 11.3 1.1 6570 < 0.03 129 4.5 202 6.8 21.0 15.2 12.9 

ST235 3830 6.40 13.0 < 2.00 0.02 13.4 1.6 8440 < 0.03 177 5.5 257 9.0 29.2 21.1 16.3 

ST237 2590 3.80 12.2 < 2.00 0.02 8.30 1.9 5120 < 0.03 174 3.6 181 6.0 17.9 12.8 10.0 

ST239 3060 6.80 20.2 < 2.00 0.02 10.3 1.3 8370 < 0.03 153 4.2 241 7.1 30.1 20.6 13.9 

ST241 2550 4.67 10.8 < 2.00 0.01 10.6 1.0 6380 < 0.03 125 3.4 169 6.1 16.9 15.2 10.7 

ST243 2340 5.61 5.9 < 2.00 0.02 11.7 1.0 6940 < 0.03 138 3.4 191 7.0 14.9 19.0 10.8 

ST245 3900 5.02 10.9 < 2.00 0.02 15.5 1.8 8900 < 0.03 142 5.5 224 6.9 43.0 18.8 14.9 

ST249 3820 14.3 14.6 < 2.00 0.02 11.6 2.1 13900 < 0.03 181 7.4 384 9.4 38.2 49.0 17.7 

ST251 3080 5.21 8.9 < 2.00 0.01 13.3 1.3 7380 < 0.03 130 3.9 189 6.0 21.7 16.2 13.2 

ST253 4190 7.13 16.3 < 2.00 0.02 11.3 2.7 9090 < 0.03 194 7.0 362 8.0 71.0 25.3 19.5 

ST255 1940 9.02 6.3 < 2.00 < 0.01 6.85 1.4 6620 < 0.03 91.5 3.8 232 6.9 21.4 19.7 11.3 
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Station Al As Ba Be Cd Cr Cu Fe Hg Mn Ni P Pb Sr V Zn 

ST257 3540 3.76 12.0 < 2.00 0.01 12.8 1.6 6110 < 0.03 121 4.7 208 6.7 32.5 14.5 13.0 

ST259 3090 4.04 13.3 < 2.00 0.02 11.3 1.6 5370 < 0.03 206 4.8 227 6.5 34.8 12.1 11.4 

ST261 4230 3.70 18.4 < 2.00 0.02 14.5 2.1 5780 < 0.03 140 6.1 259 7.4 46.2 13.9 14.0 

ST263 1770 4.65 4.9 < 2.00 < 0.01 8.76 0.9 5220 < 0.03 83.7 2.9 161 5.4 16.5 13.7 9.3 

ST265 2530 4.32 8.2 < 2.00 < 0.01 10.4 1.2 5660 < 0.03 112 3.4 188 6.2 36.0 12.5 10.0 

ST267 3000 3.76 10.4 < 2.00 < 0.01 13.0 1.2 5930 < 0.03 121 4.1 205 5.5 26.3 13.4 10.4 

ST269 3090 3.23 11.2 < 2.00 0.02 11.7 1.5 5320 < 0.03 102 4.4 221 6.0 85.4 12.3 10.6 

ST271 3800 3.71 18.5 < 2.00 0.02 13.2 1.8 5450 < 0.03 122 5.3 284 6.7 51.8 12.6 12.6 

ST273 2380 4.63 7.2 < 2.00 < 0.01 12.0 1.1 5800 < 0.03 115 3.3 194 5.7 43.9 13.2 9.0 

ST275 3100 3.46 13.8 < 2.00 0.02 11.3 1.4 4570 < 0.03 107 4.4 210 5.4 37.1 10.7 10.1 

ST277 3220 3.11 15.3 < 2.00 < 0.01 10.9 1.4 4800 < 0.03 131 2.8 189 4.8 31.8 11.5 9.2 

ST279 3230 2.97 13.9 < 2.00 < 0.01 11.3 0.9 4870 < 0.03 139 2.5 185 4.4 25.4 11.4 8.4 

ST281 2620 2.37 9.6 < 2.00 < 0.01 10.6 1.1 4320 < 0.03 86.5 2.5 165 4.3 23.8 10.3 8.3 

ST283 1780 3.46 4.9 < 2.00 < 0.01 7.98 0.6 4470 < 0.03 98.9 1.5 155 4.1 14.0 11.9 6.8 

ST285 1440 7.41 4.1 < 2.00 < 0.01 10.9 1.8 5980 < 0.03 63.8 1.7 203 5.3 13.4 22.1 8.3 

ST287 1640 4.21 4.7 < 2.00 < 0.01 9.27 1.2 4690 < 0.03 64.7 2.3 168 4.2 13.3 14.3 9.0 

ST289 1870 2.59 5.8 < 2.00 < 0.01 9.17 1.0 3600 < 0.03 67.7 1.8 127 3.5 30.2 9.1 10.1 

ST291 1960 2.50 6.1 < 2.00 < 0.01 9.84 1.5 3520 < 0.03 87.9 1.9 134 3.5 14.0 8.8 7.5 

ST293 1550 3.69 4.4 < 2.00 < 0.01 8.84 2.3 4180 < 0.03 68.4 1.7 168 4.0 15.1 12.2 7.7 

ST295 1780 3.01 5.4 < 2.00 < 0.01 9.31 1.8 4270 < 0.03 69.8 2.1 152 3.5 17.4 11.4 7.3 

ST297 2050 2.76 6.1 < 2.00 < 0.01 10.5 1.1 4520 < 0.03 94.1 2.9 143 3.8 14.9 11.3 8.0 

ST299 2160 2.43 6.9 < 2.00 < 0.01 10.3 1.1 3840 < 0.03 65.6 2.3 143 3.7 18.2 8.8 8.1 

Minimum 1440 2.37 4.1 < 2.00 < 0.01 5.97 0.6 1800 < 0.03 63.8 1.5 127 3.5 13.3 8.8 6.8 

Maximum 11600 63.8 145 < 2.00 0.05 23.1 9.6 135000 < 0.03 2100 16.2 1280 65.0 744 81.9 102 

Mean 4150 10.6 22.5 - 0.02 12.3 2.1 12200 - 327 6.0 325 11.4 116 26.3 20.6 

SD 2200 9.38 23.2 - 0.0118 3.53 1.55 13600 - 308 3.29 178 7.95 162 14.6 12.6 

RSD [%] 53 89 104 - 72 29 75 111 - 94 54 55 70 139 55 61 

Pre-sweeping stations 

ST067 - 13.0 - - 0.08 9.0 5.2 - 0.01 - 10.8 - 7.2 - - 24.3 

ST078 - 29.8 - - 0.15 14.5 5.3 - 0.01 - 17.5 - 15.8 - - 43.3 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 159 of 356 

Station Al As Ba Be Cd Cr Cu Fe Hg Mn Ni P Pb Sr V Zn 

ST088 - 65.8 - - 0.15 12.9 3.8 - < 0.01 - 15.6 - 21.8 - - 40.7 

ST117 - 31.7 - - 0.18 18.3 6.8 - < 0.01 - 21.0 - 11.7 - - 53.3 

ST130 - 38.9 - - 0.07 9.3 3.1 - 0.03 - 8.5 - 24.0 - - 28.6 

ST138 - 51.7 - - 0.07 12.0 2.8 - 0.02 - 10.2 - 21.4 - - 34.9 

ST146 - 17.5 - - 0.05 9.2 2.8 - 0.01 - 5.9 - 10.1 - - 20.4 

ST151 - 8.6 - - 0.04 8.1 2.3 - < 0.01 - 5.9 - 8.2 - - 16.5 

ST154 - 6.1 - - < 0.04 7.6 2.7 - < 0.01 - 4.7 - 7.8 - - 17.9 

ST159 - 5.8 - - 0.04 8.5 2.8 - < 0.01 - 6.0 - 8.6 - - 17.2 

Cefas Guideline Action Levels 

AL1  - 20 - - 0.4 40 40 - 0.3 - 20 - 50 - - 130 

AL2  - 100 - - 5 400 400 - 3 - 200 - 500 - - 800 

CEMP Assessment Criteria (OSPAR, 2014) 

ERL  - - - - 1.20 81.0 34.0 - 0.150 - - - 47.0 - - 150 

Notes 

Concentrations expressed in μg/g dry sediment 

Al = Aluminium As = Arsenic Ba = Barium  Be = Beryllium Cd = Cadmium Cr = Chromium 

Cu = Copper Fe = Iron Hg = Mercury  Mn = Manganese Ni = Nickel 

P = Phosphorus Pb = Lead Sr = Strontium  V = Vanadium Zn = Zinc  

RSD = Relative standard deviation  ERL = Effects Range Low  OSPAR = Oslo and Paris Commission CEMP = Coordinated Environmental Monitoring Programme 

Cefas = Centre for Environment, Fisheries and Aquaculture Science SD = Standard deviation AL1 = Action Level 1 (mg/kg dry weight (ppm)) 

AL2 = Action Level 2 (mg/kg dry weight (ppm)) 

Key Below Cefas Guideline Action Level 1 Above Cefas Guideline Action Level 1 Above ERL 
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8. Sediment Macrofauna 

This section presents the results of the macrofaunal analysis of samples collected along the 

proposed cable route. At all stations, one 0.1 m2 samples was processed for analysis (FA). 

Appendix B provides full details of the analytical techniques employed. 

The sediment macrofauna is defined as those animals living in or on the seafloor that are 

retained on a sieve mesh of 1 mm. 

Prior to rationalisation the enumerated macrofaunal dataset comprised 622 taxa and 27 236 

individuals. Before the analysis, the raw data were rationalised (see details in Section 3.3) and 

221 taxa were excluded. These included colonial taxa, juveniles, damaged, fish (Ammodytes 

marinus and Gobiidae), pelagic or parasitic fauna. In addition, two species of Leiochone, four 

species of Cheirocratus, two species of Gnathia and two species of Astacilla were aggregated 

to their respective genera and the species Autonoe longipes and Aora gracilis were 

aggregated to their family level (Aoridae). Sessile colonial epifauna was recorded as present, 

and assessed separately from the enumerated fauna, which comprised infaunal and solitary 

epifaunal taxa. 

Juveniles comprised 68 taxa and 13 541 individuals, of which echinoderms of the order 

Spatangoida (10 772 individuals) was the most abundant along the entire proposed cable 

route. The echinoderm families Ophiuridae (793 individuals) and Amphiuridae (508 

individuals) and the order Ascidiacea (312 individuals) were also abundant along the 

proposed cable route. Juveniles of the bivalve Arctica islandica were also present along the 

proposed cable route within the survey area, with 38 individuals recorded. 

Various multivariate statistical techniques were applied to the data and the macrofauna 

(abundance) to investigate patterns of similarity in PRIMER v7 after applying a suitable 

transformation. For optimal performance of multivariate analysis, a 4th root transformation 

was applied to macrofaunal data. Further details are presented in Section 3.3. 

The results of the macrofaunal analysis are presented in the form of figures and tables; the 

main features of the communities identified are highlighted in the text. A full list of taxa 

identified, enumerated (individuals per 0.1 m2) from the survey area, along with biomass per 

Phylum and other supplementary material, are presented in Appendix GG. 

8.1 Infaunal and Solitary Epifauna 

8.1.1 Phyletic Composition 

Table 8.1 summarises the abundance of taxonomic groups identified along the proposed 

cable route and Figures 8.1 to and 8.2 illustrate the phyletic composition of taxa and 

individuals for each station (per 0.1 m2), respectively, facilitating spatial comparison. 

When rationalised data were considered, Annelida comprised most of the enumerated taxa 

composition (43.1 %), followed by Arthropoda (26.9 %) Mollusca (21.9 %), and Echinodermata 
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(4.0 %). Other phyla comprised 4.0 % of the enumerated taxa and were represented by 

Chordata (Branchiostoma lanceolatum, Perophoridae, Ascidiella scabra, Molgula manhattensis, 

Dendrodoa grossularia and Polycarpa), Cnidaria (species of the order Actiniaria, Ceriantharia 

and the family Edwardsiidae, Pennatula phosphorea and Halcampa chrysanthellum), 

Nemertea, Hemichordata (Enteropneusta), Phoronida and Platyhelminthes. 

Annelida comprised also most of the enumerated macrofaunal abundance (50.7 %), followed 

by Mollusca (25.8 %), Arthropoda (16.3 %), and Echinodermata (3.0 %), whereas other phyla 

comprised 4.3 % of the enumerated macrofaunal abundance. 

Table 8.1: Taxonomic groups 

Taxonomic Group 
Number of 

Taxa 

Composition of Taxa 

[%]* 
Abundance 

Composition of 

Individuals 

[%]* 

 Annelida 173 43.1 6822 50.7 

 Arthropoda 108 26.9 3477 25.8 

 Mollusca 88 21.9 2189 16.3 

 Echinodermata 16 4.0 398 3.0 

 Other phyla 16 4.0 575 4.3 

Total 401 100 13461 100 

Notes 

Macrofaunal samples were processed through a 1.0 mm sieve  

Other phyla include: Cnidaria, Phoronida, Platyhelminthes, Nemertea, Hemichordata and Chordata 

Total = Rationalised data along the proposed cable route 

* = Percentages expressed to 1 decimal place and, due to numerical rounding, values presented may not equate to 100 % 

When assessed on a station basis, Annelida were dominant in terms of taxa composition at 

most stations along the proposed cable route, with Arthropoda taxa recorded in higher 

numbers at station ST189. Annelida were also numerically dominant at most stations. 

However, Arthropoda had highest abundances at nine stations (ST026, ST028, ST030, ST033, 

ST039, ST043, ST051, ST067 and ST105) whilst Mollusca had highest abundances at three 

stations (ST002, ST004 and ST006a) followed by Echinodermata and other phyla. 
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Notes 

Total = Rationalised data along the proposed cable route 

Figure 8.1: Phyletic composition of taxa 
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Notes 

Total = Rationalised data along the proposed cable route 

Figure 8.2: Phyletic composition of individuals 
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8.1.2 Community Statistics 

Table 8.2 presents the number of taxa and individuals identified from each station along with 

several commonly used diversity and evenness statistics. 

Figures 8.3 to 8.11 illustrate the spatial distribution of the number of taxa and Figures 8.12 to 

8.20 illustrates the spatial distribution of the number of individuals along the proposed cable 

routes. 

The number of taxa ranged from 6 (station ST002) to 71 (station ST123) with a mean of 30, a 

median of 29, and moderate interstation variability (RSD 38 %). The number of individuals 

ranged from 24 (station ST287) to 1 137 (station ST006a) with a mean of 129, a median of 77, 

and high interstation variability (RSD 129 %). 

Values of richness reflected the number of individuals per taxa recorded, with values ranging 

from 1.50 at station ST002 to 11.73 at station ST123, with a mean of 6.31 and a median of 

6.18. 

The Shannon-Wiener Diversity, assessed in line with the (Dauvin et al., 2012, Section 3.3.3) 

was:  

◼ High (H'Log2 > 4.00) at 46 stations; 

◼ Good (H'Log2 of 3.00 to 4.00) at 46 stations; 

◼ Moderate (H'Log2 of 2.00 to 3.00) at 8 stations; 

◼ Poor (H'Log2 of 1.00 to 2.00) at 4 stations. 

The mean Shannon-Wiener diversity index (3.82) was indicative of ‘good’ diversity. The 

Shannon-Wiener diversity index demonstrated low variability (RSD 20 %) along the proposed 

cable route. At the stations falling within the MCZ, the Shannon-Weiner diversity index 

ranged from poor (one station) to high (4 stations) (Table 8.2), reflecting a similar patter to 

that observed for the proposed cable route. 

The Pielou’s evenness index (J’) is a measure of the distribution of individuals between taxa. 

The evenness ranged from 0.315 (station ST067) to 0.992 (station ST293) with a mean of 

0.800 and a median of 0.841. The low value of evenness at station ST067 was associated with 

a numerical dominance of barnacle Balanus crenatus, which comprised 311 individuals, 

representing 81 % of the faunal abundance at this station. The high value of evenness at 

station ST293 was associated with the low number of individuals, i.e. 26, in relation to the 

number of taxa, i.e. 24, where the ratio was almost even. 

In general, values of dominance were inversely related to those of evenness, so that low 

values of evenness corresponded to high values of dominance and vice-versa. 
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Table 8.2: Macrofaunal community statistics (0.1 m2) 

Station 

Numbers Richness Diversity Evenness Dominance 

Taxa Individuals 
Margalef 

[d] 

Shannon-Wiener 

(H’Log2) 

Pielou 

(J’) 

Simpson 

[] 

ST002 6 28 1.50 1.34 0.520 0.579 

ST004 13 134 2.45 1.83 0.494 0.429 

ST006a 38 1137 5.26 2.74 0.522 0.221 

ST007 42 651 6.33 3.17 0.588 0.173 

ST010 38 355 6.30 3.30 0.629 0.171 

ST020 61 504 9.64 3.50 0.590 0.288 

ST026 23 299 3.86 1.58 0.349 0.613 

ST028 61 892 8.83 2.22 0.375 0.533 

ST030 31 204 5.64 2.93 0.592 0.324 

ST033 41 381 6.73 2.79 0.520 0.326 

ST039 29 149 5.60 3.20 0.658 0.252 

ST043 41 252 7.23 3.41 0.637 0.251 

ST047 35 196 6.44 3.77 0.735 0.116 

ST051 35 258 6.12 3.04 0.593 0.250 

ST055 30 91 6.43 4.13 0.842 0.090 

ST059 45 163 8.64 4.61 0.840 0.067 

ST063 17 32 4.62 3.78 0.925 0.090 

ST067 28 385 4.54 1.51 0.315 0.655 

ST071 29 80 6.39 4.08 0.841 0.102 

ST081 36 112 7.42 4.75 0.919 0.046 

ST090 28 51 6.87 4.55 0.946 0.051 

ST097 30 91 6.43 4.05 0.824 0.111 

ST105 66 494 10.48 3.37 0.558 0.309 

ST111 37 91 7.98 4.62 0.887 0.063 

ST118 48 149 9.39 4.81 0.861 0.062 

ST121 59 249 10.51 5.01 0.851 0.053 

ST123 71 391 11.73 5.22 0.849 0.039 

ST125 41 117 8.40 4.87 0.909 0.045 

ST128 23 86 4.94 3.38 0.748 0.156 

ST133 16 56 3.73 3.10 0.774 0.180 

ST139 29 55 6.99 4.41 0.907 0.066 

ST147 26 79 5.72 3.94 0.839 0.102 

ST150 19 80 4.11 3.07 0.722 0.212 

ST154 23 69 5.20 3.41 0.754 0.192 
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Station 

Numbers Richness Diversity Evenness Dominance 

Taxa Individuals 
Margalef 

[d] 

Shannon-Wiener 

(H’Log2) 

Pielou 

(J’) 

Simpson 

[] 

ST158 21 80 4.56 3.16 0.720 0.203 

ST161 29 72 6.55 3.93 0.809 0.131 

ST163 35 132 6.96 3.84 0.748 0.154 

ST165 23 50 5.62 4.22 0.933 0.065 

ST167 42 164 8.04 4.18 0.775 0.105 

ST169 20 76 4.39 3.35 0.774 0.156 

ST171 30 77 6.68 4.09 0.833 0.106 

ST173 48 97 10.27 5.24 0.938 0.034 

ST175 38 105 7.95 4.77 0.908 0.050 

ST177 30 83 6.56 4.11 0.838 0.099 

ST179 28 74 6.27 4.26 0.885 0.080 

ST181 25 71 5.63 3.79 0.817 0.125 

ST183 20 38 5.22 3.79 0.876 0.111 

ST185 22 60 5.13 3.41 0.764 0.196 

ST187 31 110 6.38 3.71 0.750 0.161 

ST189 19 74 4.18 3.16 0.745 0.197 

ST191 22 92 4.64 2.78 0.624 0.316 

ST193 15 28 4.20 3.45 0.883 0.125 

ST195 21 102 4.32 2.75 0.627 0.327 

ST197 24 70 5.41 3.71 0.809 0.134 

ST199 26 88 5.58 3.78 0.804 0.134 

ST201 21 52 5.06 3.67 0.835 0.128 

ST203 23 67 5.23 3.84 0.848 0.109 

ST205 25 68 5.69 4.28 0.921 0.062 

ST207 27 84 5.87 3.73 0.784 0.140 

ST209 33 204 6.02 3.13 0.621 0.245 

ST211 38 148 7.40 3.65 0.695 0.196 

ST213 42 125 8.49 3.93 0.728 0.186 

ST215 35 79 7.78 4.53 0.882 0.071 

ST217 41 71 9.38 4.88 0.911 0.052 

ST219 30 54 7.27 4.67 0.952 0.046 

ST221 34 69 7.79 4.52 0.888 0.068 

ST223 47 100 9.99 4.92 0.885 0.057 

ST225 31 55 7.49 4.62 0.933 0.054 

ST227 30 60 7.08 4.48 0.913 0.060 
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Station 

Numbers Richness Diversity Evenness Dominance 

Taxa Individuals 
Margalef 

[d] 

Shannon-Wiener 

(H’Log2) 

Pielou 

(J’) 

Simpson 

[] 

ST229 33 47 8.31 4.77 0.945 0.048 

ST231 30 69 6.85 4.34 0.885 0.074 

ST233 21 32 5.77 4.14 0.943 0.068 

ST235 18 26 5.22 3.95 0.946 0.080 

ST237 32 77 7.14 4.55 0.910 0.056 

ST239 28 47 7.01 4.61 0.958 0.048 

ST241 21 30 5.88 4.15 0.945 0.069 

ST243 21 32 5.77 3.98 0.905 0.096 

ST245 20 37 5.26 3.97 0.918 0.087 

ST249 19 32 5.19 3.83 0.901 0.102 

ST251 25 31 6.99 4.54 0.978 0.047 

ST253 31 48 7.75 4.69 0.946 0.050 

ST255 15 31 4.08 3.43 0.879 0.126 

ST257 30 66 6.92 4.42 0.901 0.066 

ST259 27 78 5.97 3.80 0.799 0.132 

ST261 25 119 5.02 3.22 0.692 0.203 

ST263 24 40 6.24 4.33 0.943 0.060 

ST265 19 43 4.79 3.74 0.881 0.103 

ST267 22 44 5.55 4.26 0.956 0.059 

ST269 33 236 5.86 2.84 0.564 0.280 

ST271 30 213 5.41 2.65 0.540 0.347 

ST273 30 86 6.51 4.02 0.820 0.111 

ST275 33 70 7.53 4.36 0.864 0.079 

ST277 35 119 7.11 3.77 0.735 0.147 

ST279 26 75 5.79 3.45 0.734 0.220 

ST281 30 74 6.74 3.94 0.803 0.132 

ST283 13 27 3.64 3.12 0.843 0.169 

ST285 13 29 3.56 3.34 0.904 0.123 

ST287 16 24 4.72 3.84 0.959 0.080 

ST289 26 38 6.87 4.43 0.943 0.060 

ST291 20 38 5.22 4.02 0.930 0.076 

ST293 24 26 7.06 4.55 0.992 0.044 

ST295 23 39 6.01 4.27 0.943 0.064 

ST297 25 56 5.96 4.31 0.928 0.061 

ST299 19 42 4.82 4.01 0.943 0.071 
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Station 

Numbers Richness Diversity Evenness Dominance 

Taxa Individuals 
Margalef 

[d] 

Shannon-Wiener 

(H’Log2) 

Pielou 

(J’) 

Simpson 

[] 

Minimum 6 24 1.50 1.34 0.315 0.034 

Maximum 71 1137 11.73 5.24 0.992 0.655 

Mean 30 129 6.31 3.82 0.800 0.147 

Median  29 77 6.18 3.93 0.841 0.108 

SD 11 167 1.737 0.773 0.149 0.123 

RSD [%]  38 129 28 20 19 83 

Notes 

RSD = Relative standard deviation 

SD = Standard deviation 
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Figure 8.3: Number of macrofaunal taxa [S], station ST285 to station ST299 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 170 of 356 

 

Figure 8.4: Number of macrofaunal taxa [S], station ST265 to station ST285 
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Figure 8.5: Number of macrofaunal taxa [S], station ST245 to station ST265 
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Figure 8.6: Number of macrofaunal taxa [S], station ST223 to station ST245 
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Figure 8.7: Number of macrofaunal taxa [S], station ST201 to station ST223 
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Figure 8.8: Number of macrofaunal taxa [S], station ST179 to station ST201 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 175 of 356 

 

Figure 8.9: Number of macrofaunal taxa [S], station ST147 to station ST179 
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Figure 8.10: Number of macrofaunal taxa [S], station ST028 to station ST139 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 8.11: Number of macrofaunal taxa [S], station ST002 to station ST026 
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Figure 8.12: Number of macrofaunal individuals [N], station ST285 to station ST299 
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Figure 8.13: Number of macrofaunal individuals [N], station ST265 to station ST285 
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Figure 8.14: Number of macrofaunal individuals [N], station ST245 to station ST265 
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Figure 8.15: Number of macrofaunal individuals [N], station ST223 to station ST245 

  



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 182 of 356 

 

Figure 8.16: Number of macrofaunal individuals [N], station ST201 to station ST223 
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Figure 8.17: Number of macrofaunal individuals [N], station ST179 to station ST201 
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Figure 8.18: Number of macrofaunal individuals [N], station ST147 to station ST179 
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Figure 8.19: Number of macrofaunal individuals [N], station ST028 to station ST139 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 8.20: Number of macrofaunal individuals [N], station ST002 to station ST026 
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8.1.3 Investigation of Faunal Similarities 

The enumerated macrofaunal dataset acquired for baseline assessment was transformed 

prior to multivariate analysis. A fourth root transformation provided the best assessment, 

down weighting the numerically dominant species and allowing more detailed interrogation 

of less abundant taxa and the underlying community.  

Faunal similarities were investigated using the hierarchical clustering analysis and nMDS, 

results of which are presented in Figure 8.21 and Figure 8.22. The SIMPROF test, undertaken 

in conjunction with the cluster analysis, was interpreted in ecological terms and, where 

appropriate, coarser groups were created (details in Section 3.3.4). 

Table 8.3 summarises the physical and biological characteristics of each multivariate group. 

Figure 8.23 presents the nMDS of hierarchical clustering analysis with superimposed 

multivariate groups and circles proportional in diameter to the abundance of taxa responsible 

for the separations of the multivariate groups. 

Four clusters of samples were identified at a similarity of 20 %. The nMDS representation has 

a relatively high stress coefficient (details in Section 3.3.4); however, there is good 

correspondence between dendrogram (Figure 8.21) and nMDS, as indicated by the similarity 

level superimposed on the nMDS, and, as such, the nMDS is deemed representative of the 

stations’ two-dimensional ordination. The nMDS in Figure 8.22 presented with superimposed 

the Folk (BGS modified) sediment classification. Due to slight differences in the sediment 

composition, one of the groups was further divided for faunal assessment and biotope 

description. 
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Figure 8.21: Dendrogram of hierarchical clustering of macrofaunal station (0.1 m2) abundance data 

 

 
Figure 8.22: Non-metric multi-dimensional scaling ordination of macrofaunal station (0.1 m2) abundance data 
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The groups identified through the multivariate analysis were further assessed 

by means of the SIMPER analysis. Table 8.3 presents the top ten characterising 

taxa identified through the SIMPER analysis along with a summary of the 

physical variables characterising each multivariate group; the average 

abundance of the characterising taxa refers to untransformed data. 

Group A1 comprised 37 stations and had an average similarity of 35.8 %. 

Group A1 was characterised by poorly sorted ‘muddy sand’ (Folk BGS 

modified), with mean median sediment particle size of 209 m (fine sand), in 

mean water depth of 74.8 m BSL. Group A had 185 taxa and 2 923 individuals, 

of which the polychaetes G. oculata, A. falcata, S. armiger, S. kroyeri, S. limicola 

and the genus Terebellides were amongst the top ten characterising taxa, 

along with the echinoderm Amphiura filiformis, the bivalve P. minimum, the 

amphipod Harpinia antennaria and species of the genus Phoronis. 

Group A2 comprised 36 stations and had an average similarity of 33.4 %. 

Group A2 was characterised by very poorly sorted to moderately well sorted 

‘sand’ (Folk BGS modified), with mean median sediment particle size of 

225 m (fine sand), in mean water depth of 59.8 m BSL. Group A2 had 216 

taxa and 3 161 individuals, of which the polychaetes S. bombyx, S. armiger, 

L. conchilega, G. oculata, G. maculata and S. limicola were amongst the top ten 

characterising taxa, along with the bivalves Abra prismatica, Phaxas pellucidus 

and the amphipod Bathyporeia elegans. 

Group B comprised 17 stations and had an average similarity of 38.2 %. 

Group B was characterised by very poorly sorted ‘sandy gravel’ (Folk BGS 

modified), with mean median sediment particle size of 3 458 m (granule), in 

mean water depth of 31.7 m BSL. Group B had mean numbers of 179 taxa and 

1 207 individuals, of which the polychaetes S. garciai, Spio armata, G. lapidum, 

Notomastus, Polycirrus, M. fragilis were amongst the top ten characterising 

taxa, along with Nemertea, the bivalve T. ovata, the echinoderm E. pusillus and 

the barnacle Balanus crenatus. The stations falling within the Holderness 

Offshore MCZ were amongst the 17 stations in Group B (Figure 8.24). 

Group C comprised 8 stations and had an average similarity of 26.2 %. Group 

C was characterised by moderately sorted ‘sand’ (Folk BGS modified), with 

mean median sediment particle size of 341 m (medium sand), in mean water 

depth of 63.4 m BSL. Group C had 80 taxa and 261 individuals, of which the 

echinoderm E. pusillus was the first of the top ten characterising taxa along 
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with the polychaetes S. armiger, N. longosetosa, G. oculata and O. borealis, the 

amphipod B. elegans, scaphopods of the genus Antalis, Nemertea and 

cnidarians of the family Edwardsiidae and the order Ceriantharia. 

Group D comprised 5 stations and had an average similarity of 37.9 %. Group 

D was characterised by very poorly sorted ‘muddy sandy gravel/gravelly 

muddy sand’ (Folk BGS modified) with mean median sediment particle size of 

6 818 m (fine pebbles), in mean water depth of 15.8 m BSL. Group D had 107 

taxa and 2 781 individuals, of which the bivalves A. alba and N. nucleus were 

amongst the top ten characterising taxa, along with the polychaetes 

Spirobranchus lamarcki, L. conchilega, S. spinulosa, C. zetlandica, Notomastus, 

Pholoe inornata and L cf. cingulata, and Nemertea. 

Station ST002 separated at a similarity of 20 % and was characterised by well 

sorted ‘slightly gravelly sand’ (Folk BGS modified), with median sediment 

particle size of 408 m (medium sand), in water depth of 11.8 m BSL. Station 

ST002 had 6 taxa and 28 individuals which included the polychaete N. cirrosa 

and Ophelia borealis, the shrimps G. spinifer and Crangon crangon and the 

bivalve Ensis magnus. 
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Table 8.3: Multivariate macrofaunal groups 

Group Station Characterising Features Characterising Taxa 
Av. Abundance 

[N] 

Frequency 

[%] 

A1  

Average 

similarity: 

35.81 % 

ST203, ST205, ST207, ST209, ST211, ST213, ST215, ST217, 

ST219, ST221, ST223, ST225, ST227, ST229, ST231, ST233, 

ST235, ST237, ST239, ST241, ST245, ST249, ST251, ST253, 

ST257, ST259, ST261, ST263, ST265, ST267, ST269, ST271, 

ST273, ST275, ST277, ST279, ST281 

Taxa: 185 

Individuals: 2 923 

Depth [m]: 74.8 ± 4.4 

Gravel [%]: 0.70 ± 3.32 

Sand [%]: 85.38 ± 4.86 

Fines [%]: 13.92 ± 4.15 

Median [µm]: 209 ± 82 

Sorting [µm]: 3.02 ± 1.22 

Galathowenia oculata 21 100 

Ampharete falcata 8 94.6 

Scoloplos armiger 3 83.8 

Phoronis 2 75.7 

Amphiura filiformis 2 73.0 

Spiophanes kroyeri 3 70.3 

Terebellides 2 62.2 

Harpinia antennaria 3 59.5 

Papillicardium minimum 2 59.5 

Sthenelais limicola 2 56.8 

A2  

Average 

similarity: 

33.43 % 

ST081, ST090, ST121, ST123, ST125, ST139, ST147, ST150, 

ST154, ST158, ST161, ST163, ST165, ST167, ST171, ST173, 

ST175, ST177, ST179, ST181, ST183, ST185, ST187, ST189, 

ST191, ST193, ST195, ST197, ST199, ST201, ST289, ST291, 

ST293, ST295, ST297, ST299 

Taxa: 216 

Individuals: 3 161 

Depth [m]: 59.8 ± 10.5 

Gravel [%]: 3.35 ±6.20  

Sand [%]: 90.33 ± 7.95 

Fines [%]: 6.32 ± 2.48 

Median [µm]: 225 ± 45 

Sorting [µm]: 2.48 ± 1.40 

Spiophanes bombyx 17 97.2 

Scoloplos armiger 4 69.4 

Lanice conchilega 4 94.4 

Galathowenia oculata 7 77.8 

Bathyporeia elegans 3 22.2 

Phaxas pellucidus 2 66.7 

Goniada maculata 1 52.8 

Sthenelais limicola 2 58.3 

Abra prismatica 2 33.3 

Spiophanes kroyeri 3 47.2 

B  

Average 

similarity: 

38.19 % 

ST026, ST028, ST030, ST033, ST039, ST043, ST047, ST051, 

ST055, ST059, ST063, ST067, ST071, ST097, ST105, ST111, 

ST118 

Taxa: 179 

Individuals: 1 207 

Depth [m]: 31.7 ± 6.4 

Gravel [%]: 46.43 ± 15.17 

Sand [%]: 49.32 ± 14.23 

Fines [%]: 4.26 ± 3.43 

Median [µm]: 3 458 ± 5 451 

Sorting [µm]: 5.40 ±1.72 

Polycirrus 8 17.0 

Syllis garciai 7 17.0 

Balanus crenatus 167 13.0 

Timoclea ovata 3 16.0 

Echinocyamus pusillus 3 15.0 

Spio armata 8 14.0 

Glycera lapidum 3 14.0 

Notomastus 10 13.0 

Nemertea 2 14.0 

Mediomastus fragilis 3 13.0 
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Group Station Characterising Features Characterising Taxa 
Abundance 

[N] 

Frequency 

[%] 

C  

Average 

similarity: 

26.2 % 

ST128, ST133, ST169, ST243, ST255, ST283, ST285, ST287 

Taxa: 80 

Individuals:261 

Depth [m]: 63.4 ± 12.9 

Gravel [%]: 0.35 ± 0.57 

Sand [%]: 94.46 ± 2.80 

Fines [%]: 5.20 ± 2.93 

Median [µm]: 341 ± 123 

Sorting [µm]: 1.90 ± 0.25 

Echinocyamus pusillus 7 100 

Bathyporeia elegans 3 87.5 

Antalis 4 62.5 

Scoloplos armiger 3 62.5 

Nephtys longosetosa 1 62.5 

Nemertea 1 62.5 

Ophelia borealis 15 50.0 

Edwardsiidae 2 50.0 

CERIANTHARIA 1 50.0 

Galathowenia oculata 2 37.5 

D  

Average 

similarity 

37.9 % 

ST004, ST006a, ST007, ST010, ST020 

Taxa: 107 

Individuals:2 781 

Depth [m]: 15.8 ± 3.3 

Gravel [%]: 45.07 ± 25.49 

Sand [%]: 44.07 ± 20.87 

Fines [%]: 10.85 ± 5.57 

Median 

[µm]: 6 818 ± 12 732 

Sorting [µm]: 8.92 ± 2.13 

Abra alba 119 100 

Spirobranchus lamarcki 29 100 

Nucula nucleus 81 100 

Lanice conchilega 109 100 

Nemertea 4 100 

Sabellaria spinulosa 110 80.0 

Chaetozone zetlandica 3 100 

Notomastus 3 80.0 

Pholoe inornata 9 80.0 

Lumbrineris cf. cingulata 5 80.0 

ST002  Single station 

Taxa: 6 

Individuals: 28 

Depth [m]: 11.8 

Gravel [%]: 0.45 

Sand [%]: 99.01 

Fines [%]: 0.54 

Median [µm]: 408 

Sorting [µm]: 0.50 

Nephtys cirrosa 3 - 

Nephtys longosetosa 1 - 

Ophelia borealis 1 - 

Gastrosaccus spinifer 1 - 

Crangon crangon 1 - 

Ensis magnus 21 - 
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Notes 

Circles proportional in diameter to the abundance of Abra alba 

Notes 

Circles proportional in diameter to the abundance of Nucula nucleus 

  
Notes 

Circles proportional in diameter to the abundance of Abra prismatica 
Notes 

Circles proportional in diameter to the abundance of Bathyporeia elegans 

  
Notes 

Circles proportional in diameter to the abundance of Owenia 

Notes 

Circles proportional in diameter to the abundance of Amphiura filiformis 

Figure 8.23: nMDS of hierarchical clustering analysis with superimposed multivariate groups and circles proportional in diameter to the transformed abundance of taxa responsible for the separations of the clusters 
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Figure 8.24: Non-metric multi-dimensional scaling ordination of macrofaunal station (0.1 m2) abundance data. Holderness Offshore stations grouped in Cluster B 
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8.1.4 Relationships between Physico-chemical and Biological Parameters 

The BIOENV analysis identified ‘depth’ as the single variable which best explained the 

multivariate pattern of macrofaunal distribution, with a value of rho of 0.748 at a significant 

level of 1 %. When three variables were considered, ‘depth’, ‘percentage of mud’ and the 

metal ‘strontium’ returned the highest value of rho of 0.815 at a significance level of 1 % for 

these three variables combined. 

8.1.5 Biomass 

Table 8.4 presents the percentage contribution of phyla to the total biomass (AFDW g/0.1 m2) 

along the proposed cable route. Table 8.5 presents the biomass of major taxonomic groups 

at each station. Figure 8.25 illustrate the phyletic composition of the biomass at each station 

and Figure 8.26 shows the distribution of the biomass of the four major phyla according to 

the sediment type and water depth. Figures 8.27 to 8.35 show the distribution of the biomass 

along the proposed cable route. 

Mollusca comprised most of the macrofaunal biomass (48 %), followed by Echinodermata 

(33.3 %), Annelida (11.3 %) and Arthropoda (4.6 %), whereas other phyla comprised 2.7 %. 

Table 8.4: Taxonomic groups of macrofaunal biomass 

Phylum 
Biomass 

[AFDW g/0.1 m2] 

Biomass 

[%] 

 Annelida 7.2648 11.3 

 Arthropoda 2.9354 4.6 

 Mollusca 30.9335 48.1 

 Echinodermata 21.4164 33.3 

 Other phyla 1.7638 2.7 

Total 64.3139 100 

Notes 

Macrofaunal samples were processed through a 1 mm mesh sieve 

Other phyla include: Cnidaria, Phoronida, Platyhelminthes, Nemertea, Hemichordata and Chordata 

The total biomass ranged from 0.0122 AFDW g/0.1m2 at station ST063 to 

9.3399 AFDW g/0.1m2 at station ST257, with a mean of 0.6184 AFDW g/0.1 m2 and a median 

of 0.1326 AFDW g/0.1m2. The high value of biomass at station ST257 was associated with 

Mollusca and analysis of the species list indicated the presence of the bivalves Abra alba (292 

individuals) and Nucula nucleus (265), as well as 35 juveniles of the genus Nucula. Annelida 

biomass was highest at station ST006a, with a value of 0.6450 AFDW g/0.1 m2. At this station, 

the biomass was associated with the presence of the tubicolous polychaete L. conchilega (352 

individuals) as well as Sabellaria spinulosa (55), Lagis koreni (44) and Spirobranchus lamarki 

(33). Echinodermata biomass was highest at station ST299, with a value of 

2.5550 AFDW g/0.1 m2. At this stations it was associated with the presence of Echinocardium 

flavescens (2 individuals). Annelida biomass was higher in correspondence of coarser grounds 

and shallower depths, whilst Mollusca and Echinodermata biomass was higher in 

correspondence of finer and deeper grounds. Arthropoda biomass was higher in finer 

sediments, but it was also noticeable on coarser grounds (Figure 8.26). 
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Table 8.5: Phyletic composition of macrofaunal biomass (0.1 m2) 

Station 

Biomass 

Annelida Arthropoda Mollusca Echinodermata Other Phyla 
Total 

     

ST002 0.4023 0.0054 0.0542 - - 0.4619 

ST004 0.0137 0.0159 0.8788 0.0079 0.0774 0.9937 

ST006a 0.6450 0.0494 2.8218 0.0716 0.0642 3.6521 

ST007 0.4465 0.1304 1.7828 0.0003 0.0696 2.4296 

ST010 0.1930 0.0086 0.1083 0.0001 0.0092 0.3193 

ST020 0.4620 0.0887 0.2319 0.0013 0.0024 0.7864 

ST026 0.0087 0.0063 0.0203 - 0.0030 0.0382 

ST028 0.3066 0.0360 0.6869 0.0335 0.0021 1.0651 

ST030 0.0289 0.0054 0.0763 0.0181 0.0027 0.1314 

ST033 0.0189 - 0.0153 0.0132 0.0005 0.0479 

ST039 0.0222 - 1.5520 0.0020 0.0004 1.5766 

ST043 0.0441 0.0064 1.2778 0.0086 0.0023 1.3392 

ST047 0.1705 0.0433 0.1866 0.0035 0.0000 0.4039 

ST051 0.0316 0.0007 0.8163 0.0045 0.0031 0.8563 

ST055 0.0147 0.0002 2.5369 0.0041 0.0674 2.6232 

ST059 0.0471 0.0082 0.0833 0.0079 0.4244 0.5710 

ST063 0.0078 0.0022 0.0006 0.0014 0.0001 0.0122 

ST067 0.0462 0.0004 0.7502 0.0061 0.0486 0.8515 

ST071 0.0315 0.0050 0.0113 0.0002 0.0001 0.0480 

ST081 0.0498 0.0115 0.0704 0.0044 0.0003 0.1363 

ST090 0.0465 0.0076 0.0491 0.0261 0.0001 0.1294 

ST097 0.0146 0.0083 2.5952 - 0.0188 2.6369 

ST105 0.6263 0.0752 0.1550 0.0072 0.0084 0.8720 

ST111 0.0365 0.0222 0.0201 0.0024 0.0099 0.0912 

ST118 0.2110 0.0143 0.0064 0.0010 0.0027 0.2355 

ST121 0.1994 0.1804 0.0069 0.0009 0.0034 0.3910 

ST123 0.3555 0.5467 0.1508 0.0068 0.1317 1.1914 

ST125 0.0520 0.0058 0.4833 1.5474 0.0033 2.0918 

ST128 0.0649 0.0013 0.3218 2.3817 0.0021 2.7717 

ST133 0.0813 0.0021 0.0015 0.0002 0.0004 0.0855 

ST139 0.0170 0.0090 0.0429 0.0959 0.0013 0.1661 

ST147 0.0409 0.0090 0.0129 1.4486 0.0000 1.5114 

ST150 0.0353 0.0021 0.0285 1.8443 - 1.9102 

ST154 0.0602 0.0022 0.0128 0.0014 0.0009 0.0776 

ST158 0.0180 0.0100 0.0044 0.0060 - 0.0384 

ST161 0.0426 0.0076 0.0170 0.0021 - 0.0694 

ST163 0.0908 0.0025 0.0221 0.0008 0.0008 0.1169 

ST165 0.0170 0.0014 0.0345 0.4218 0.0010 0.4757 

ST167 0.0264 0.0116 0.0198 0.0885 0.0016 0.1479 

ST169 0.0335 1.3870 0.0035 0.0053 0.0001 1.4294 
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Station 

Biomass 

Annelida Arthropoda Mollusca Echinodermata Other Phyla 
Total 

     

ST171 0.0596 0.0045 0.0061 0.0047 0.0007 0.0756 

ST173 0.0394 0.0131 0.0443 0.0086 0.0003 0.1058 

ST175 0.0376 0.0061 0.0855 0.0246 0.0059 0.1598 

ST177 0.0204 0.0025 0.0228 0.0903 0.0007 0.1366 

ST179 0.0141 0.0062 0.0102 0.0100 - 0.0405 

ST181 0.0227 0.0029 0.0069 0.0058 0.0004 0.0388 

ST183 0.0207 0.0037 0.0049 0.0016 0.0014 0.0322 

ST185 0.0745 0.0069 0.0207 0.0015 0.0009 0.1045 

ST187 0.0187 0.0072 0.0513 0.0036 0.0010 0.0818 

ST189 0.0140 0.0025 0.0279 0.0012 - 0.0456 

ST191 0.0239 0.0021 0.0136 0.0052 0.0005 0.0453 

ST193 0.0095 0.0011 0.0044 0.1170 - 0.1320 

ST195 0.0219 0.0017 0.0058 0.0090 - 0.0384 

ST197 0.0152 0.0023 0.0291 0.0085 0.0014 0.0564 

ST199 0.0173 0.0050 0.0076 0.4489 0.0009 0.4797 

ST201 0.0153 0.0017 0.0114 0.0304 - 0.0588 

ST203 0.0151 0.0035 0.0380 0.0278 0.0003 0.0846 

ST205 0.0200 0.0019 0.1520 0.0109 0.1034 0.2882 

ST207 0.1197 0.0009 0.1332 0.6143 - 0.8680 

ST209 0.0381 0.0031 0.0095 1.6929 0.0011 1.7448 

ST211 0.0774 0.0033 0.0040 0.0259 0.0037 0.1144 

ST213 0.0507 0.0058 0.0141 0.0182 0.0046 0.0935 

ST215 0.0257 0.0026 0.0650 0.0314 0.0010 0.1257 

ST217 0.0426 0.0058 0.0581 0.0155 0.0028 0.1247 

ST219 0.0259 0.0014 0.0834 0.0198 0.0322 0.1626 

ST221 0.0861 0.0060 0.0178 0.0329 0.0646 0.2074 

ST223 0.0736 0.0043 0.0152 0.0149 0.1545 0.2625 

ST225 0.0481 0.0011 0.0028 0.0064 0.0056 0.0640 

ST227 0.0208 0.0065 0.0009 2.1609 0.0874 2.2766 

ST229 0.0278 0.0054 0.0399 0.0220 0.0072 0.1025 

ST231 0.1017 0.0020 0.0043 0.2544 0.1068 0.4692 

ST233 0.0429 0.0011 0.1387 0.0095 - 0.1922 

ST235 0.0157 0.0017 0.0131 0.0070 0.0002 0.0377 

ST237 0.0189 0.0055 0.0163 0.6731 0.0079 0.7218 

ST239 0.0608 0.0012 0.0090 0.0037 0.0012 0.0760 

ST241 0.0151 0.0024 0.0019 0.0086 0.0010 0.0290 

ST243 0.0351 0.0014 0.0228 0.0057 0.0033 0.0684 

ST245 0.0246 0.0006 0.0948 1.3636 0.0099 1.4935 

ST249 0.0060 0.0009 0.0116 0.0022 0.0071 0.0277 

ST251 0.0341 0.0040 0.1476 0.0033 0.0033 0.1923 
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Station 

Biomass 

Annelida Arthropoda Mollusca Echinodermata Other Phyla 
Total 

     

ST253 0.0264 0.0025 0.0063 0.0041 0.0383 0.0776 

ST255 0.0189 0.0017 0.0335 0.0029 - 0.0570 

ST257 0.0654 0.0017 9.2690 0.0020 0.0018 9.3399 

ST259 0.0967 0.0023 0.0107 0.0031 0.0011 0.1139 

ST261 0.0369 0.0026 0.0013 0.0924 0.0038 0.1370 

ST263 0.0089 0.0013 0.0667 0.0053 0.0040 0.0862 

ST265 0.0111 0.0014 0.0156 0.0075 0.0082 0.0438 

ST267 0.0133 0.0028 0.0083 0.0322 0.0020 0.0586 

ST269 0.0302 0.0032 0.0540 0.0192 0.0011 0.1077 

ST271 0.0264 0.0054 0.0402 0.0444 0.0008 0.1172 

ST273 0.0399 0.0056 0.0041 0.0047 0.0005 0.0548 

ST275 0.0242 0.0025 0.0928 0.0113 0.0025 0.1333 

ST277 0.0649 0.0038 0.0150 0.0353 0.0019 0.1209 

ST279 0.0345 0.0038 1.5237 0.0102 0.0817 1.6539 

ST281 0.0523 0.0035 0.2616 0.0119 0.0002 0.3295 

ST283 0.0025 0.0019 0.0085 0.0022 0.0004 0.0154 

ST285 0.0048 0.0005 0.0056 0.0017 0.0006 0.0133 

ST287 0.0366 0.0010 0.0005 0.0091 0.0026 0.0498 

ST289 0.0424 0.0005 0.0011 0.0158 0.0021 0.0619 

ST291 0.0144 0.0011 0.0092 0.1324 0.0026 0.1598 

ST293 0.0040 0.0043 0.0083 0.7617 0.0128 0.7911 

ST295 0.0449 0.0025 0.0045 0.0111 0.0041 0.0671 

ST297 0.0433 0.0044 0.0136 1.7680 0.0020 1.8313 

ST299 0.0096 0.0028 0.0820 2.5550 0.0011 2.6505 

Minimum 0.0025 0.0002 0.0005 0.0001 0.0000 0.0122 

Maximum 0.6450 1.3870 9.2690 2.5550 0.4244 9.3399 

Mean 0.0699 0.0288 0.2974 0.2120 0.0192 0.6184 

Median 0.0343 0.0035 0.0214 0.0090 0.0022 0.1326 

SD 0.1171 0.1479 1.0362 0.5479 0.0528 1.1629 

Notes 

Biomass expressed as ash free dry weight [AFDW] g/0.1 m2 grab sample 

Other phyla included: Chordata, Cnidaria 

SD = Standard deviation 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.25: Phyletic composition of macrofaunal biomass 
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 A) 
 B) 

 C)  D) 

Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.26: Distribution of Annelida (A), Arthropoda (B), Echinodermata (C) and Mollusca (D) biomass in relations to the sediment composition and depth 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.27: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST285 to station ST299 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.28: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST265 to station ST285 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.29: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST245 to station ST265 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.30: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST223 to station ST245 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.31: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST201 to station ST223 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.32: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST179 to station ST201 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.33: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST147 to station ST179 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.34: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST028 to station ST139 (inclusive of all in Holderness Offshore marine conservation 

zone) 
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Notes 

Biomass expressed as ash free dry weight in g/0.1 m2 grab sample 

Figure 8.35: Spatial distribution of macrofaunal biomass along the proposed cable route, station ST002 to station ST026 
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8.2 Epifaunal Results 

Colonial epifauna was recorded in 84 of the 104 grab samples. 

Table 8.6 presents the community structure of sessile colonial epifauna, Table 8.7 presents 

the top ten most frequently occurring colonial epifaunal taxa and Figure 8.36 illustrates the 

colonial epifaunal community in relation to water depth and sediment composition, whilst 

Figure 8.37 illustrates the phyletic composition of colonial epifauna along the proposed cable 

route. 

Table 8.6: Taxonomic groups of colonial epifauna from the grab samples 

Taxonomic Group Number of Taxa 
Composition of Taxa 

[%] 

  Porifera 3 3.6 

  Cnidaria 26 31.0 

  Bryozoa 50 59.5 

  Chordata 2 2.4 

  Other Phyla 3 3.6 

Total 84 100 

Notes 

Macrofaunal samples were processed through a 1 mm mesh sieve 

Other phyla include: Ciliophora, Entoprocta 

* = Percentages expressed to 1 decimal place and, due to numerical rounding, values presented may not equate to 100 %  

Five main phyla of colonial epifauna were recorded across the survey area; of these, Bryozoa 

comprised most of the taxa composition (59.5 %), followed by Cnidaria (31.0 %), Porifera 

(3.6 %) and Chordata (2.4 %). Other phyla comprised 3.6 % of the colonial epifauna and were 

represented by Ciliophora, including family Folliculinidae, and Entoprocta, including species 

of the genera Barentsia and Pedicellina.  

The family Fulliculinidae was also the most frequently occurring, along with the bryozoans 

Flustra foliacea and Escharella immersa and cnidarians of the order Anthoathecata as well as 

Lovenella clausa. 
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Table 8.7: Top ten most frequently occurring colonial epifaunal taxa from the grab samples 

Taxon 
Frequency 

[%] 

 Folliculinidae 50.0 

 ANTHOATHECATA 32.7 

 Flustra foliacea 22.1 

 Escharella immersa 22.1 

 Lovenella clausa 19.2 

 Cribrilinidae 18.3 

 Sertulariidae 17.3 

 Cliona 16.3 

 Alcyonidium cf. diaphanum 15.4 

 Electra pilosa 15.4 

Key to Phyla 

Porifera Cnidaria Bryozoa Other Phyla 

 

 
Figure 8.36: Colonial epifauna in relation to depth and sediment type 
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Figure 8.37: Phyletic composition of epifaunal taxa 
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9. Sediment Environmental DNA (eDNA) 

The sediment samples collected at 23 stations were analysed for eDNA taxonomic 

classification of eukaryote, bacteria and invertebrate taxa.  

NatureMetrics carried out laboratory extraction and sequencing. DNA was extracted from the 

10 cm3 sediment cores using a DNeasy Blood and Tissue Kit (Qiagen). 

The original eDNA data analyses were carried out by NatureMetrics, with additional eDNA 

visualisation and interpretation carried out by Fugro GB Limited. 

Samples and data analysis methodologies are presented in Sections 3.2.4 and 3.3.6. The 

proportions of taxa OTUs, their frequency of occurrence, and their proportional relative 

concentrations are included. These are presented in the form of bar plots and bubble plots. In 

bubble plots, the bubble size corresponds to the proportion of DNA within a sample, with 

larger bubbles indicating higher eDNA OTUs concentrations. 

The species richness and the evolutionary diversity (ED), calculated and provided by 

Naturemetrics, are presented in horizontal bar plots where the blue portion of each bar 

indicates the number of OTUs identified to species level, whilst the red portion of the bar 

indicates the number of OTUs identified to a higher taxonomic level at each station. 

A summary of the results for each taxonomic group is reported below. Appendix B provides 

full details of the laboratory techniques employed. Complete laboratory reports are presented 

in Appendix F. 

9.1 Marine Sediment Invertebrates 

9.1.1 Taxonomic Composition 

High-quality invertebrate data were successfully obtained from all 23 eDNA samples 

(Appendix F). A moderate proportion of OTUs were identified at the species level.  

Table 9.1 indicates the percentage of the target OTUs matched at each taxonomic level. A 

total of 165 OUT taxa were detected, with 45.45 % (75 taxa) matched to species level. 

Table 9.1: Proportions of invertebrate taxa OTUs in the sediment samples 

Number of 

OTUs 

Phylum 

[%] 

Class 

[%] 

Order 

[%] 

Family 

[%] 

Genus 

[%] 

Species 

[%] 

165 100 100 95.76 87.88 70.30 45.45 

Notes 

OTU = Operational Taxonomic Unit 

Figure 9.1 presents the bar plot of the relative OTU counts of the invertebrate taxa detected 

by sediment eDNA sampling, rationalised to the ‘phylum’ taxonomic level for each sample. 

Along the proposed cable route, the highest proportions of OTUs were expressed by the 

phylum Annelida (60.4 %), followed by the phylum Mollusca (15.4 %), and Echinodermata 

(10.2 %). The other phyla contributed to < 5 % to the total OTUs. 
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Figure 9.2 lists the invertebrate taxa found in each sediment sample and their relative 

proportion of DNA OTUs within each sample. From the reviewing of the taxa list, the class 

Gastropoda contributed the highest proportion of OTUs, and it was the most frequent taxon 

as it occurred at all stations. This was followed by the class Polychaeta, the order polychaete 

Amphinomida, the urchin genus Echinocardium and the polychaete family Spionidae. 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

All taxa detected were included in the figure because targeted by the eDNA analysis; however, a subset of these is not part of the macrofaunal community 

Figure 9.1: Relative OTU counts of target invertebrate taxa detected at the phylum level in the sediment samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

All taxa detected were included in the figure because targeted by the eDNA analysis; however, a subset of these is not part of the macrofaunal community 

Figure 9.2: Taxonomic composition and proportion [%] of invertebrate OTUs within the sediment eDNA samples 
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9.1.2 Community Statistics 

Figure 9.3 presents the total count of OTUs detected in each sediment sample, represented 

as species richness.  

Alpha diversity ranged from 9 (samples ST010 and ST185) to 26 (samples ST125 and ST215), 

with a mean of 17.2. Of these, the OTUs being named at species level ranged from 1 to 14.  

The ED metric is an indication of the presence of a more varied species assemblage, with 

higher values indicating a more varied community (Section 3.3.6 and Appendix B.2.6). Across 

the survey area, the ED for invertebrate eDNA results ranged from 1.78 (sample ST010) to 

4.96 (sample ST215) (Table 9.2). 
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Table 9.2: Sediment samples invertebrate OTUs eDNA community statistics 

Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST063 16 6 3.01 

ST150 13 2 2.77 

ST195 12 2 2.63 

ST010 9 3 1.78 

ST20 24 11 4.3 

ST30 15 7 2.84 

ST097 12 6 2.35 

ST111 14 6 2.43 

ST125 26 12 4.57 

ST139 24 7 4.09 

ST165 17 5 3.53 

ST175 22 8 4.15 

ST185 9 1 1.8 

ST205 13 6 2.68 

ST215 26 13 4.96 

ST225 14 5 2.75 

ST235 23 14 4.5 

ST245 24 11 4.92 

ST255 19 8 3.32 

ST265 18 7 3.46 

ST275 11 7 2.22 

ST285 15 6 2.89 

ST295 19 6 3.82 

Minimum 9 1 1.78 

Maximum 26 14 4.96 

Median 16 6 3.01 

Mean 17 7 3.29 

SD 5.44 3.44 0.963 

Notes 

OTU = Operational Taxonomic Unit 

SD = Standard deviation 

All taxa detected were included in the calculations because targeted by the eDNA analysis; however, a subset of these is not part of the 

macrofaunal community 
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A 

 

B  

Notes 

The samples are ordered nearshore to offshore from top to bottom of the chart 

OTUs = Operational Taxonomic Units 

All taxa detected were included in the calculations because targeted by the eDNA analysis; however, a subset of these is not part of the macrofaunal community 

Figure 9.3: Invertebrate Species Richness (A) and Evolutionary Diversity (B) of each sediment eDNA sample 
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9.1.3 eDNA Comparative Analysis: Marine Sediment Invertebrates Assay vs. Macrofauna Data 

As both invertebrate eDNA analysis and macrofaunal analysis identified invertebrate taxa, a 

Venn diagram was used to investigate the proportion of overlapping invertebrate taxa 

detected by both methods. Data has been rationalised to remove colonial taxa; however, 

eDNA will have captured taxa which were not retained for the macrofauna data analysis. It is 

also important to consider that macrofaunal samples were collected from 107 stations whilst 

the eDNA sediment samples were only collected from 23 stations. 

Of the target macrofauna and eDNA taxa identified, 32 species were recorded by both 

methods. An additional 31 taxa were identified through eDNA analysis that were not 

captured by macrofauna grab sampling. 

Figure 9.4 illustrates the overlap of invertebrate taxa identified by invertebrate eDNA analysis 

and macrofaunal analysis, with the number of taxa indicated at the intersection of the Venn 

diagram circles indicating the overlapping proportion of invertebrate taxa. Taxa were 

grouped to the taxonomic level ‘Species’ for comparability. 

 

Notes 

OTU = Operation Taxonomic Unit 

Arthropods, cnidarians, colonial and non-target taxa have been removed from the Venn diagram 

Figure 9.4: Venn diagram comparing macrofauna and invertebrate OTUs at the species taxonomic level in the 

sediment samples 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 221 of 356 

9.2 Marine Sediment Eukaryotes 

9.2.1 Taxonomic Composition 

High-quality eukaryotes data were successfully obtained from 23 of the 23 eDNA samples. A 

high percentage of OTUs were identified at the species level or below. 

Table 9.3 indicates the percentage of the target OTUs identified at each taxonomic level. A 

total of 986 OTU taxa were detected with only 8.62 % (85 taxa) being matched at species 

level. 

Table 9.3: Proportions of eukaryote taxa OTUs in the sediment samples 

Number of 

OTUs 

Phylum 

[%] 

Class 

[%] 

Order 

[%] 

Family 

[%] 

Genus 

[%] 

Species 

[%] 

986 98.38 86.51 72.01 59.74 27.79 8.62 

Notes 

OTU = Operational Taxonomic Unit 

Figure 9.5 presents the bar plot of the relative OTU counts of the eukaryote taxa detected by 

sediment eDNA sampling, rationalised to the ‘kingdom’ taxonomic level for each sample. 

AlonG the proposed cable route, Chromista (63.2 %) and Animalia (35.6 %) were the two 

dominating kingdoms amongst the eukaryotes from sediment eDNA samples. The remining 

kingdoms contributed to < 1 %. 

Figure 9.6 lists the eukaryote taxa found in each sediment sample and their relative 

proportion of DNA sequences within each sample. From the reviewing of the taxa list, 

amongst the Animalia, the phylum Polychaeta contributed the highest proportion of OTUs 

followed by the classes Ascidiacea, Echinoidea and Bivalvia although these taxa did not occur 

at all stations. The most frequently occurring taxa, detected at all stations were the cnidarian 

class Hydrozoa and the phylum Nematoda. 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 9.5: Relative OTU counts of target eukaryote taxa detected to order level in the sediment samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 9.6: Taxonomic composition and proportion [%] of eukaryote OTUs within the sediment eDNA samples 
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9.2.2 Community Statistics 

Figure 9.7 presents the total count of OTUs detected in each seawater sample, represented as 

species richness. The alpha diversity ranged from 46 (sample ST225) to 227 (sample ST097), 

with a mean of 161. Of these, the OTUs matched at the species level ranged from 3 to 18. The 

ED for eukaryotes eDNA ranged from 5.25 (sample ST225) to 21.84 (sample ST097) 

(Table 9.4). 

Table 9.4: Water samples, eukaryote OTUs eDNA community statistics 

Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST063 205 15 19.11 

ST150 160 16 16.18 

ST195 163 9 15.29 

ST010 136 9 13.61 

ST20 147 12 15.71 

ST30 177 11 17.88 

ST097 227 16 21.84 

ST111 199 12 18.85 

ST125 135 8 13.21 

ST139 194 16 19.06 

ST165 101 9 11.06 

ST175 124 11 12.02 

ST185 127 8 13.31 

ST205 105 6 10.51 

ST215 176 18 17.23 

ST225 46 3 5.25 

ST235 174 15 17.22 

ST245 190 11 17.96 

ST255 205 15 20.6 

ST265 182 13 17.35 

ST275 163 12 16.46 

ST285 224 11 19.92 

ST295 147 11 14.79 

Minimum 46 3 5.25 

Maximum 227 18 21.84 

Median 163 11 16.46 

Mean 161 12 15.84 

SD 43.1 3.6 3.80 

Notes 

OTU = Operational Taxonomic Unit SD = Standard deviation 
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A 

 

B 

 

Notes 

The samples are ordered nearshore to offshore from top to bottom of the chart 

OTUs = Operational Taxonomic Units 

Figure 9.7: Eukaryote Species Richness (A) and Evolutionary Diversity (B) of each sediment eDNA sample 
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9.3 Marine Sediment Bacteria 

9.3.1 Taxonomic Composition 

High-quality bacteria eDNA data were successfully obtained from 23 of the 23 sediment 

samples analysed (Appendix F). 

Table 9.5 indicates the percentage of the target OTUs identified at each taxonomic level. A 

total of 1076 OTU taxa were detected, with nine OTUs being matches at species level. 

Table 9.5: Proportions of bacterial taxa OTUs in the sediment samples 

Number of 

OTUs 

Phylum 

[%] 

Class 

[%] 

Order 

[%] 

Family 

[%] 

Genus 

[%] 

Species 

[%] 

1076 87.64 72.30 46.84 29 6.78 0.84 

Notes 

OTU = Operational Taxonomic Unit 

Figure 9.8 presents the bar plot of the relative OTU counts of the bacterial taxa detected by 

sediment eDNA sampling, rationalised to the ‘phylum’ taxonomic level for each sample. 

Along the proposed cable route, Protobacteria contributed the highest proportions of OTUs 

within each sample. 

Figure 9.9 lists the bacterial taxa found in each sediment sample and their relative proportion 

of DNA sequences within each sample. From the reviewing of the taxa list, the classes 

Gammaprotobacteria and Planctomycetes, together with the phyla Protbacteria and 

Actinobacteriata were amongst the top 5 taxa contributing the highest proportions of OTUs. 

These taxa were also detected within each eDNA sediment sample. 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 9.8: Relative OTU counts of target invertebrate taxa detected at the phylum level in the sediment samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 9.9: Taxonomic composition and proportion [%] of bacteria OTUs within the sediment eDNA samples 
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9.3.2 Community Statistics 

Figure 9.10 presents the total count of OTUs detected in each seawater sample, represented 

as species richness.  

The alpha diversity ranged from 195 (sample ST125) to 394 (sample ST20), with a mean of 

343. The number of OTUs named at the species level ranged from 0 (sample ST195 and 

ST285) to 5 (sample ST020). The ED for bacterial eDNA ranged from 11.13 (sample ST125) to 

20.77 (sample ST010) (Table 9.6). 

Table 9.6: Water samples bacterial OTUs eDNA community statistics 

Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST063 330 3 16.66 

ST150 331 4 18.33 

ST195 359 0 19.28 

ST010 369 4 20.77 

ST020 394 5 20.27 

ST30 327 3 16.85 

ST097 349 2 17.35 

ST111 361 2 18.73 

ST125 195 2 11.13 

ST139 337 4 19.03 

ST165 338 3 18 

ST175 363 4 19.26 

ST185 344 3 18.05 

ST205 378 4 19.56 

ST215 364 4 19.43 

ST225 368 4 19.33 

ST235 365 2 19.57 

ST245 331 4 18.49 

ST255 372 2 19.62 

ST265 370 4 19.6 

ST275 348 3 18.57 

ST285 302 0 16.18 

ST295 299 3 16.34 

Minimum 195 0 11.13 

Maximum 394 5 20.77 

Median 349 3 18.73 

Mean 343 3 18.28 

SD 39.9 1.3 1.991 

Notes 

OTU = Operational Taxonomic Unit SD = Standard deviation 
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 a)  b) 

Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 9.10: Bacteria Species Richness (A) and Evolutionary Diversity (B) of each sediment eDNA sample 
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10. Seawater Environmental DNA (eDNA) 

The TOP and BOT seawater samples collected at 46 stations were analysed for eDNA 

taxonomic classification of fish and vertebrate taxa. Section 10.1 presents the fish taxa and 

Section 10.2 presents the vertebrate taxa detected during the analysis of the WeDNA 

samples. 

A summary of the results for each taxonomic group is reported below. Appendix B provides 

full details of the laboratory techniques employed. Full laboratory reports are presented in 

Appendix H. 

10.1 Marine Water Fish 

10.1.1 Taxonomic Composition 

High-quality fish data were successfully obtained from 45 of the 46 eDNA samples. 

Amplification of DNA sequences was not obtained for the BOT sample ST063 WS_BOT owing 

to insufficient DNA concentration or polymerase chain reaction (PCR) inhibition; therefore, no 

results were reported for these stations (Appendix H). 

Table 10.1 indicates the percentage of the target OTUs matched at each taxonomic level. A 

total of 69 OTU taxa were detected, with 66.67 % (46 taxa) being matched at species level.  

Table 10.1: Proportions of fish taxa OTUs in the seawater samples 

Number of 

OTUs 

Phylum 

[%] 

Class 

[%] 

Order 

[%] 

Family 

[%] 

Genus 

[%] 

Species 

[%] 

69  100  100  100  98.55  86.96  66.67  

Notes 

OTU = Operational Taxonomic Unit 

Figure 10.1 presents the bar plot of the relative OTU counts of the fish taxa detected by each 

WeDNA samples and rationalised to the ‘order’ taxonomic level for the TOP (a) and the BOT 

(b) samples.  

Along the proposed cable route, the order Perciformes contributed the highest proportion of 

OTUs within all TOP samples, followed by the order Perciformes withing almost all of the BOT 

samples. Within the BOT samples the order Gadiformes contributed a high proportion of 

OTUs, particularly at the most offshore stations, whilst the proportion of Pleuronectiformes 

OTUs were high in the BOT samples. 

Figure 10.2 lists the fish taxa found in each WeDNA sample and their relative proportion of 

DNA sequences within each sample. 

From the review of the taxa list, the Atlantic Mackerel (Scomber scombrus) was the taxon 

contributing the highest OTUs in both TOP and BOT samples and was detected from all 

samples, followed by the family Ammodytidae; however, the latter was detected within the 

samples collected at the most nearshore stations. The lesser weever (Echiichthys vipera), the 

northern rockling (Ciliata septentrionalis) and the European sprat (Sprattus sprattus) were 
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amongst the top ten taxa contributing high proportions of OTUs in the TOP samples, whilst 

the haddock Melanogrammus aeglefinus, the whiting (Merlangius merlangus), the European 

sprat (S. sprattus) and the common dab (Limanda limanda) were amongst the top ten taxa 

contributing high proportions of OTUs within the BOT samples. 
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 a) 

 b) 

Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.1: Relative OTU counts of target fish taxa detected to order level in (A) TOP and (B) BOT seawater samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.2: Taxonomic composition and proportion [%] of fish OTUs within the TOP seawater eDNA samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.3: Taxonomic composition and proportion [%] of fish OTUs within the BOT seawater eDNA samples 

 



National Grid 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 236 of 356 

10.1.2 Community Statistics 

Figure 10.4 presents the total count of OTUs detected in each seawater sample, represented 

as species richness. Table 10.2 presents the results of the taxon richness for samples acquired 

within the survey area. 

The alpha diversity ranged from 2 (samples ST235_TOP and ST245_TOP) to 27 (sample 

ST111_BOT), with a mean of 15. Of these, the OTUs being matched at the species level 

ranged from 2 (sample ST235_TOP) to 19 (sample ST20_TOP).  

The ED for fish eDNA results ranged from 0.35 (sample ST245_TOP) to 2.84 (sample 

ST111_BOT). 

Table 10.2: Water samples fish OTUs eDNA community statistics 

Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST010_BOT 6 5 1.06 

ST010_TOP 15 11 2.04 

ST020_BOT 18 16 1.91 

ST020_TOP 23 19 2.55 

ST030_TOP 15 11 1.76 

ST030_BOT 18 12 2.17 

ST063_TOP 10 7 1.42 

ST097_BOT 22 18 2.53 

ST097_TOP 23 16 2.35 

ST111_BOT 27 19 2.84 

ST111_TOP 11 6 1.38 

ST125_BOT 22 13 2.04 

ST125_TOP 13 8 1.28 

ST139_BOT 17 10 1.75 

ST139_TOP 22 16 2.28 

ST150_BOT 18 12 1.85 

ST150_TOP 19 14 2.36 

ST165_BOT 18 13 2.25 

ST165_TOP 22 16 2.41 

ST175_BOT 11 10 1.4 

ST175_TOP 9 9 1.06 

ST185_BOT 19 14 1.59 

ST185_TOP 15 10 1.3 

ST195_BOT 14 9 1.4 

ST195_TOP 8 6 0.93 
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Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST205_BOT 15 10 1.3 

ST205_TOP 6 4 0.74 

ST215_BOT 20 15 1.73 

ST215_TOP 12 10 1.27 

ST225_BOT 18 13 1.51 

ST225_TOP 5 4 0.77 

ST235_TOP 4 2 0.46 

ST235_BOT 20 14 1.69 

ST245_BOT 15 11 1.36 

ST245_TOP 2 2 0.35 

ST255_TOP 9 7 1.02 

ST255_BOT 18 14 1.81 

ST265_TOP 6 4 0.8 

ST265_BOT 15 9 1.22 

ST275_BOT 17 13 1.34 

ST275_TOP 14 9 1.19 

ST285_BOT 12 9 1.35 

ST285_TOP 11 6 1.17 

ST295_TOP 10 7 1.24 

ST295_BOT 18 11 1.47 

Minimum 2 2 0.35 

Maximum 27 19 2.84 

Median 15 10 1.40 

Mean 15 11 1.55 

SD 5.83 4.37 0.575 

Notes 

OTU = Operational Taxonomic Unit 

SD = Standard deviation 
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 a) 
 b) 

Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.4: Fish Evolutionary Diversity and Species Richness of each seawater eDNA sample 
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10.2 eDNA Comparative Analysis: Habitat Fish Identification vs. Marine Seawater 

Fish Assay Data 

As both photographic data and WeDNA detected fish taxa, a Venn diagram was generated to 

determine the number of taxa identified at family level by both methods. 

Figure 10.5 illustrates the overlap between the number of fish families matched in each 

WeDNA sample and those identified by the analysis of the photographic data, with the 

number of taxa at the intersection of the Venn diagram circles indicating the number of 

families identified by both methods. Both methodologies identified 10 taxa at the family 

level, whilst 13 additional taxa were matched form the WeDNA and 4 more were recorded 

during the analysis of the photographic data. 

 

Notes 

OTU = Operation Taxonomic Unit 

Non-target taxa removed from Venn diagram  

Figure 10.5: Venn diagram comparing fish and vertebrate OTUs at genus taxonomic level in the seawater 

samples 
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10.3 Marine Water Vertebrate 

10.3.1 Taxonomic Composition 

High-quality vertebrate data were successfully obtained from 45 of the 46 eDNA samples. 

Amplification of DNA sequences could not be obtained in the BOT sample ST063 WS_BOT 

owing to insufficient DNA concentration or PCR inhibition, and, therefore, no results were 

reported for these stations. 

Table 10.3 indicates the percentage of the target OTUs identified at each taxonomic level. A 

total of 56 OTU taxa, with 53.57 % (30 taxa) was identified at species level. 

Table 10.3: Proportions of vertebrate taxa OTUs in the seawater samples 

Number of 

OTUs 

Phylum 

[%] 

Class 

[%] 

Order 

[%] 

Family 

[%] 

Genus 

[%] 

Species 

[%] 

56 100 100 100 92.86 69.64 53.57 

Notes 

OTU = Operational Taxonomic Unit 

Figure 10.6 presents the bar plot of the relative OTU counts of the vertebrate taxa detected 

by seawater eDNA sampling, rationalised to the order taxonomic level for each WeDNA 

sample. 

Along the proposed cable route, the fish order Perciformes contributed the highest 

proportions of vertebrates OTUs at most stations within TOP samples. Within the BOT 

samples, Perciformes contributed high proportions of vertebrate OTUs from WeDNA samples 

from the most nearshore stations, whilst Gadiformes contributed high proportions of 

vertebrate OTUs from WeDNA samples from the samples located further offshore. 

Figure 10.7 lists the vertebrate taxa found in each seawater sample and their relative 

proportion of DNA sequences within each sample. 

From reviewing the taxa list, among the TOP samples the fish taxa within the top five 

contributing the highest proportion of OTUs included the Atlantic mackerel (S. scombrus), the 

lesser weever (E. vipera) the genus Ammodytes and the families Clupeidae and Gadidae. OTUs 

from bird taxa were sporadic, whilst the porpoise Phocena phocena and the family 

Delphinidae contributed high proportions of vertebrate OTUs within the WeDNA samples 

located further offshore along the proposed cable route. 

Among the BOT samples, the fish taxa within the top five contributing the highest proportion 

of OTUs included the families Gadidae and Triglidae, the genus Ammodytes the dragonet 

Callionymus lyra and the lesser weever (E. vipera). OTUs from birds and marine mammals taxa 

were sporadic. 
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 a) 

 b) 

Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.6: Relative OTU counts of target vertebrate taxa detected to order level in (A) TOP and (B) BOT seawater samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.7: Taxonomic composition and proportion [%] of vertebrate OTUs within the TOP seawater eDNA samples 
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Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.8: Taxonomic composition and proportion [%] of vertebrate OTUs within the BOT seawater eDNA samples 
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10.3.2 Community Statistics 

Figure 10.9 presents the total count of OTUs detected in each seawater sample, represented 

as species richness. 

The alpha diversity ranged from 3 (sample ST010_BOT) to 22 (sample ST097_TOP), with a 

mean of 12. Of these, the OTUs being named at the species level ranged from 1 to 14 

(Table 10.4). Across the survey area, the ED for fish eDNA ranged from 0.3 (sample 

ST265_TOP) to 1.96 (sample ST139_TOP). 

Table 10.4: Water samples, vertebrate OTUs, eDNA community statistics 

Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST010_BOT 3 1 0.62 

ST010_TOP 12 5 1.34 

ST020_BOT 21 13 1.88 

ST020_TOP 15 6 1.43 

ST030_TOP 12 6 1.45 

ST030_BOT 13 6 1.44 

ST063_TOP 13 4 1.31 

ST097_BOT 18 10 1.33 

ST097_TOP 22 14 1.95 

ST111_BOT 16 10 1.63 

ST111_TOP 8 4 1.19 

ST125_BOT 17 10 1.52 

ST125_TOP 11 3 1.44 

ST139_BOT 13 6 1.51 

ST139_TOP 18 10 1.96 

ST150_BOT 13 6 1.5 

ST150_TOP 18 9 1.8 

ST165_BOT 14 7 1.55 

ST165_TOP 15 10 1.49 

ST175_BOT 13 8 1.2 

ST175_TOP 11 6 1.18 

ST185_BOT 15 7 1.5 

ST185_TOP 13 6 1.27 

ST195_BOT 13 7 1.25 

ST195_TOP 6 3 0.8 

ST205_BOT 14 7 1.41 

ST205_TOP 9 5 0.8 
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Station 
Species Richness 

(Number of OTUs) 

Number of OTUs 

(Species level) 
Evolutionary Diversity 

ST215_BOT 18 10 1.56 

ST215_TOP 9 4 0.94 

ST225_BOT 14 6 1.41 

ST235_TOP 5 2 0.58 

ST235_BOT 14 7 1.25 

ST245_BOT 9 4 0.89 

ST255_TOP 8 4 0.91 

ST255_BOT 14 6 1.44 

ST265_TOP 3 3 0.3 

ST265_BOT 10 5 1.22 

ST275_BOT 10 5 1.07 

ST275_TOP 7 5 0.73 

ST285_BOT 11 5 1.34 

ST285_TOP 10 4 0.92 

ST295_TOP 4 2 0.44 

ST295_BOT 10 6 0.96 

ST245_TOP 10 4 1.11 

ST225_TOP 9 4 0.94 

Minimum 3 1 0.3 

Maximum 22 14 1.96 

Median 13 6 1.31 

Mean 12 6 1.24 

SD 4.39 2.81 0.381 

Notes 

OTU = Operational Taxonomic Unit 

SD = Standard deviation 
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 a)  b) 

Notes 

Non-target taxa were excluded from the plot 

OTUs = Operation Taxonomic Units 

Figure 10.9: Vertebrate Species Richness (A) and Evolutionary Diversity (B) of each seawater eDNA sample 
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11. Seafloor Habitats and Biotopes 

The results of the photographic data analysis were reviewed in conjunction with the physical 

and biological characteristics of the groups identified through the multivariate analysis to 

provide a comprehensive habitat assessment. 

The seafloor photographic data provide an overview of the seafloor over a wider area and 

can identify isolated features such as cobbles and/or boulders and associated epibiota. By 

comparison, grab sampling provides detailed information of the sediment composition and 

associated fauna at a single point source and is essential for the biotope classification of 

sedimentary habitats. 

From photographic data, the seafloor observed across the survey area presented a variety of 

sediment types. Sandy gravel/gravelly sand with shell fragments was regularly noted, mainly 

with pebbles, cobbles and boulders in varying proportions. Small scale ripples were often 

observed, either of the main sediment, or as a sandier overlay over a coarser sediment. 

Within some of the coarser areas, the general appearance of the pebbles, cobbles and 

boulders suggested sediment consolidation and infrequently formed visibly raised and 

fragmented sections. Patches of boulder or soft bedrock outcrops were also observed. 

Additionally, extended areas of slightly muddy sand with small scale ripples were recorded, 

the mud fraction increasing in some areas to become a notably muddy sand seafloor. 

From the analysis of the photographic data also anthropogenic features were noted. Pieces 

of cables or ropes were observed at four stations (ST060, ST067, ST084, and ST143), whilst 

other debris were observed at three stations, comprising a possible creel (ST028), an 

unidentified, possibly plastic, object (ST164) and a possible hammer (ST265). Appendix J.1.1 

provides details and photographs of the debris found. 

The logs including the results of the seafloor photographic data analysis including the 

SACFOR scale scores are presented in Appendix J.1. These have been reviewed with the 

results of the grab multivariate analysis to describe the epifaunal and infaunal biotopes and 

biotope complexes along the proposed cable routes. Four infaunal level 5 biotopes and six 

level 4 biotope complexes were assigned and are described in the sections below. 

11.1 Habitats and Biotopes 

Table 11.1 summarises all the habitats and biotopes described along the proposed cable 

route. Table 11.2 presents biological and physical components characterising each habitat 

and biotope described by photographic data only and, for some, PSD data. Table 11.3 

describes biological and physical characteristics for those location where photographic PSD 

and macrofauna data were analysed. Figures 11.1 to 11.14 present the habitats map derived 

by the review of the geophysical data (section 5) in conjunction with the sediment, 

photographic and macrofauna data. 
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11.1.1 Faunal communities of full salinity Atlantic infralittoral sand (MB523) 

The biotope complex ‘Faunal communities of full salinity Atlantic infralittoral sand’ (MB523) is 

described as clean sand or non-cohesive muddy sand (5 % to 20 % mud) habitat that occurs 

in shallow water, either on the open coast or in tide-swept channels of marine inlets. Clean 

sands typically lack a significant seaweed component and are characterised by robust fauna, 

particularly amphipods (Bathyporeia sp.) and robust polychaetes (e.g. Nephtys cirrosa and 

Lanice conchilega). Non-cohesive muddy sands support a variety of animal-dominated 

communities, particularly polychaetes (e.g. Magelona mirabilis, Spiophanes bombyx and 

Chaetozone setosa), bivalves (e.g. Fabulina fabula and Chamelea gallina) and the urchin 

Echinocardium cordatum (EEA, 2022). 

From both the photographic and grab data analysis, this biotope complex was assigned to 

station ST002. This station was characterised by well sorted ‘slightly gravelly sand’ (Folk, 

1954), ‘medium sand’ (Wentworth, 1922). The gravel content at this station was 0.45 % and 

that of fines was 0.54 %. This station was in water depth of 11.8 m BSL. 

No epifauna was noted during the photographic data analysis. The only epifaunal taxon 

recorded from the grab sample at this station included species of the Ciliophora family 

Folliculinidae. 

The analysis of the grab samples indicated that the infaunal community at this station 

included robust polychaetes such as Nephtys cirrosa, Nephtys longosetosa, Ophelia borealis, 

the shrimps Gastrosaccus spinifer and Crangon crangon and the bivalve Ensis magnus. 

11.1.2 Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment (MC2211) 

The biotope ‘Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment’ (MC2211) is 

described by the tube-building polychaete S. spinulosa at high abundances on mixed 

sediment. The species typically appears as loose agglomerations of tubes forming a low lying 

matrix of sand, gravel, mud and tubes on the seabed. The infauna comprises typical 

sublittoral polychaete species such as Protodorvillea kefersteini, Scoloplos armiger, 

Mediomastus fragilis and L conchilega, together with the bivalve Abra alba and amphipods. 

The epifauna comprises a variety of bryozoans including Flustra foliacea and 

Alcyonidium diaphanum, in addition to calcareous tubeworms, hermit crabs and amphipods. 

The biotope is also associated with reefs formations which consolidate the sediment and 

allow the settlement of other species not found in adjacent habitats leading to a diverse 

community of epifaunal and infauna species (EEA, 2022). 

From photographic data, this biotope was assigned to station ST011, which was characterised 

by mixed sediment comprising ‘sandy gravel/gravelly sand’, with shell fragments, pebbles, 

cobbles and patches of exposed clay. No grab samples were acquired at this station. 

The fauna recorded at this location included Hydrozoa/Bryozoa turf which included Bryozoa, 

encrusting fauna, anemones, Echinodermata including starfish, Crustacea including Decapoda 
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and Paguroidea, Mollusca including Gastropoda and Bivalvia and fish Osteichthyes. The taxa 

list is presented in Appendix J.1 along with their SACFOR abundances. 

Raised Sabellaria spinulosa reef was evident at this station which was assessed for the 

presence of the protected habitat. Details are presented in Section 11.2.3 and Appendix J.3. 

11.1.3 Faunal communities of Atlantic circalittoral coarse sediment (MC321) 

The biotope complex ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321) 

is described as circalittoral ‘coarse sands’, ‘gravel’ and ‘shingle’ generally in depths of over 

15-20 m, found along exposed coasts and offshore. Robust infaunal polychaetes, mobile 

crustacea and bivalves are typically found within this habitat. 

Photographic data described this biotope complex at 89 stations (Table 11.2). At 52 of these 

stations, the photographic data analysis was integrated with PSD data. The Folk (1954) 

sediment description for grab samples acquired at these stations varied to include ‘gravelly 

muddy sand’, ‘muddy sandy gravel’, ‘sandy gravel’ and ‘gravel’. Water depths ranged from 

10.8 m BSL to 41.7 m BSL. 

From photographic data, the epifauna observed in this biotope complex included turf forms 

such as Hydrozoa/Bryozoa, low level mixed faunal turf, bryozoans F. foliacea, 

Securiflustra securifrons and Alcyonium digitatum, Porifera, anemones including Metridium 

and Octocorallia and seaweeds Rhodophyta, along with encrusting forms such as barnacles 

Cirripedia, algae Corallinaceae, gastropods Crepidula fornicata, colonial Ascidiacea including 

Dendrodoa grossularia and the polychaetes L. conchilega and S. spinulosa. The taxa list is 

presented in Appendix J.1 along with their SACFOR abundances. 

The combined analysis of video, PSD and macrofauna data, where available, confirmed the 

presence of the biotope complex ‘Faunal communities of Atlantic circalittoral coarse 

sediment’ (MC321). This biotope complex was assigned to 16 of the 17 macrofaunal grab 

stations of macrofaunal Group B (Table 8.3). These stations were characterised by very poorly 

sorted ‘sandy gravel’ (Folk, 1954), ranging from ‘coarse sand’ to ‘pebble’ (Wentworth, 1922) in 

mean water depth of 31.7 m BSL. The mean gravel content at these stations was 46.43 % and 

that of fines was 4.26 %. 

Characterising taxa included the polychaetes Syllis garciai, Spio armata, Glycera lapidum, 

Notomastus, Polycirrus, Mediomastus fragilis, along with the bivalve Timoclea. ovata, the 

echinoderm Echinocyamus pusillus and the barnacle Balanus crenatus. This biotope complex 

described the infaunal communities of the stations located along the sections of the 

proposed cable routes within the Holderness Offshore MCZ. 

Epibenthic fauna recorded from grab data analysis counted 71 taxa including Bryozoa, 

Cnidaria, Porifera and Chordata (Appendix J.1). 
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11.1.4 Faunal communities of Atlantic circalittoral mixed sediment (MC421) 

The biotope complex ‘Faunal communities of Atlantic circalittoral mixed sediment’ (MC421) is 

described as mixed (heterogeneous) sediment habitats in depths generally below 15-20 m of 

well mixed muddy gravelly sands or very poorly sorted mosaics of shell, cobbles and pebbles 

embedded in or lying upon mud, sand or gravel. A wide range of infaunal polychaetes, 

bivalves, echinoderms and burrowing anemones are often present in such habitat and the 

presence of hard substrata (shells and stones) on the surface enables epifaunal species to 

become established (EEA, 2022). 

The biotope complex was described at nine stations, three of which included PSD data 

(Table 11.2). From photographic data, the Folk (1954) sediment description at these stations 

was generally ‘sandy mud/muddy sand’ with gravel including pebbles, cobbles and boulders, 

with consolidated areas and patches of exposed clay. The Folk (1954) sediment description 

for grab samples acquired at these stations was ‘gravelly muddy sand’ or ‘muddy sand’. 

Water depths ranged from 16.5 m BSL to 58.1 m BSL. 

From photographic data, the epifauna observed in this biotope complex included 

Hydrozoa/Bryozoa turf, Echinodermata including Asteroidea, Echinoidea and Ophiuroidea, 

Crustacea including Decapoda and Paguroidea, Mollusca including Gastropoda and Bivalvia, 

anemones, colonial ascidians, encrusting fauna, and fish Osteichthyes. The taxa list is 

presented in Appendix J.1 along with their SACFOR abundances. 

11.1.5 Faunal communities in Atlantic circalittoral sand (MC521) 

The biotope complex ‘Faunal communities of Atlantic circalittoral sand’ (MC521) is described 

as non-cohesive muddy sands with a silt content of 5 % to 20 % supporting communities 

characterised by polychaetes, bivalves and echinoderms. These circalittoral habitats tend to 

be more stable than their infralittoral counterparts and as such support a richer infaunal 

community (EEA, 2022). 

The biotope complex was described at 89 stations (Table 11.2) At some stations, the grab 

data allowed to assign two level 5 biotopes (Table 11.3), which are described in the 

subsections below. From photographic data, the Folk (1954) sediment description at these 

stations was of two types, with some stations described as ‘sandy mud/muddy sand’ with 

shell fragments, small scale ripples and sparse cobbles at some stations, and ‘gravelly 

sand/sandy gravel’ with shell fragments, pebbles and sparse cobbles’ at the remaining 

stations. 

At 86 of these stations, the photographic data analysis was integrated with PSD data. The 

Folk (1954) sediment description for these stations varied. The majority of stations featured 

‘slightly gravelly sand’; however, ‘gravelly muddy sand’, ‘muddy sandy gravel’, ‘gravelly sand,’ 

‘gravel’, ‘sand’ and ‘slightly gravelly muddy sand’ were also reported. Water depths ranged 

from 32.0 m BSL to 58.3 m BSL. 
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From photographic data, the fauna recorded at these stations included anemones, 

Echinodermata including starfish Asteroidea, urchins Echinoidea, brittlestar Ophiuroidea, 

Crustacea including crabs Decapoda, Mollusca including Gastropoda, Bivalvia and Pharidae, 

worms Polychaeta and fish Osteichthyes. At some of the offshore stations where the 

sediment was finer, the sea pen Pennatula phosphorea and those of the family Virgulariidae, 

as well as small faunal burrows occurred. Where the sediment allowed, Hydrozoa/Bryozoa 

turf were observes along with the polychaete L. conchilega and encrusting fauna. The taxa list 

is presented in Appendix J.1 along with their SACFOR abundances. 

Based on bedrock outcrop observed at some stations, in some areas along the proposed 

cable route this biotope complex appears as an overlay to the habitat complex ‘Atlantic 

circalittoral rock’ (MC12). 

11.1.5.1 Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral fine sand (MC5212) 

The biotope ‘Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral fine sand’ 

(MC5212) is described as circalittoral and offshore medium to fine sands in water depth of 

25 m to 100 m, characterised by the bivalve A. prismatica, the amphipod B. elegans and 

polychaetes including S. armiger and S. bombyx. Opheliids including O. borealis and the 

brittlestar A. filiformis may also occur. This biotope has been reported in the central and 

northern North Sea (EEA, 2022). 

This biotope was assigned to the 36 stations in the macrofaunal multivariate group A2. These 

stations were characterised by very poorly sorted to moderately well sorted ‘sand’ (Folk, 

1954), largely ‘fine sand’ (Wentworth, 1922). The mean gravel content at these stations was 

3.35 % and that of fines was 6.32 %. The stations were located at the mean water depth of 

59.8 m BSL. 

Characterising taxa included the bivalve A. prismatica, the amphipod B. elegans, the 

polychaetes Spiophanes bombyx (agg.), Scoloplos armiger and L. conchilega. The opheliid 

polychaete O. borealis and the brittlestar A. filiformis were also present. The abundance of 

Abra prismatica and Bathyporeia elegans is partially responsible for separating macrofaunal 

multivariate group A2 from the other multivariate groups identified (Figure 8.23). 

Epibenthic fauna included Bryozoa and Cnidaria (Appendix G.1 and J.1). 

11.1.5.2 Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly mixed sediment’ 

(MC5214) 

The biotope ‘Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly mixed 

sediment’ (MC5214) is described as non-cohesive ‘muddy sands’ or ‘slightly shelly/gravelly 

muddy sand’ characterised by the bivalves A. alba and N. nitidosa. Other important taxa 

include Nephtys spp., Chaetozone setosa and S. bombyx. The bivalve Fabulina fabula and the 

echinoderms Ophiura albida and A. rubens may also be present (EEA, 2022). 

This biotope was assigned to the five stations in the macrofaunal multivariate group D. These 

stations were characterised by very poorly sorted ‘muddy sandy gravel/gravelly muddy sand’ 
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(Folk, 1954), ranging from ‘medium sand’ to ‘coarse sand’, ‘granule’ and ‘pebbles’ 

(Wentworth, 1922). The mean gravel content at these stations was 45.07 % and that of fines 

was 1.85 %. The stations were located at the mean water depth of 15.8 m BSL. 

Characterising taxa included the bivalves A. alba and N. nucleus, along with the polychaetes 

S. lamarcki, L. conchilega, S. spinulosa, C. zetlandica, Notomastus, Pholoe inornata and 

L. cf. cingulata. The abundance of Abra alba and Nucula nucleus is partially responsible for 

separating macrofaunal multivariate group D from the other multivariate groups identified 

(Figure 8.23). 

Epibenthic fauna counted 38 taxa including Bryozoa, Cnidaria, Porifera and Chordata 

(Appendix G.1 and J.1). 

11.1.6 Faunal communities of Atlantic circalittoral mud (MC621) 

The biotope complex ‘Faunal communities of Atlantic circalittoral mud’ (MC621) is described 

as sublittoral muds, occurring below moderate depths of 15-20 m on the open coast. 

Sea pens can characterise this habitat type together with burrowing anemones and 

ophiuroids. 

Photographic data described this biotope complex only at station ST009. No sediment 

samples for physico chemical characteristics were collected at this station. The seabed was 

described as ‘muddy sand/sandy mud’ with shell fragments and areas of soft rock with 

piddock holes. No live piddocks were observed. 

The station was impoverished of visible fauna. The epifauna observed included 

Hydrozoa/Bryozoa turf, hermit crabs Paguroidea and molluscs Gastropoda. The only fish 

observed belonged to the family Gobiidae. The taxa list is presented in Appendix J.1 along 

with their SACFOR abundances. 

The potential presence of the sensitive habitat Sea pens and burrowing megafauna in 

circalittoral fine mud’ (MC6216), assessed in section 11.2.2, also suggests that this biotope 

complex could occur around station ST231. 

11.1.7 Faunal communities in Atlantic offshore circalittoral mixed sediment (MD421) 

The biotope complex ‘Faunal communities in Atlantic offshore circalittoral mixed sediment’ 

(MD421) are described as offshore circalittoral habitats with slightly muddy mixed gravelly 

sand and stones or shell (EEA, 2022). 

Photographic data described this biotope complex at stations ST218, ST270a and ST301 

where the sediment was ‘sandy mud/muddy sand’ with shell fragments, gravel, pebbles, 

cobbles and boulders. No grab samples were acquired at these stations. 

Characterising taxa included sea pen Pennatula phosphorea, anemones Urticina sp., starfish 

Asteroidea, including C. papposus, Goniasteridae, Hippasteria phrygiana and Stichastrella 
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rosea, the urchin E. esculentus, brittlestar Ophiuroidea, crabs Decapoda and Paguroidea, the 

bivalve Pecten maximus and fish Osteichthyes. 

Epifauna observed included Hydrozoa/Bryozoa turf, including F. foliacea and encrusting 

fauna, such as Porifera. The taxa list is presented in Appendix J.1 along with their SACFOR 

abundances. 

11.1.8 Faunal communities in Atlantic offshore circalittoral sand (MD521) 

The biotope complex ‘Faunal communities in Atlantic offshore circalittoral sand’ (MD521) is 

described as offshore circalittoral habitats with coarse sands and gravel or shell. This habitat 

may cover large areas of the offshore continental shelf and is generally characterised by 

robust infaunal polychaete and bivalve species (EEA, 2022). 

The biotope complex was described by the analysis of photographic and PSD data at 72 

stations (Table 11.2). From photographic data the Folk (1954) sediment description at these 

stations was largely ‘sandy mud/muddy sand’, with small scale ripples and, at some stations, 

shell fragments, gravel, pebbles and sparse cobbles and boulders were also observed. At 66 

of these stations the photographic data analysis was integrated with PSD data. The Folk 

(1954) sediment description for grab samples acquired at these stations varied, with the 

majority reported as ‘slightly gravelly muddy sand’ or ‘slightly gravelly sand’; however, 

‘muddy sand’, ‘sand’ and ‘gravelly muddy sand’ were also reported. Water depths ranged 

from 57.7 m BSL to 71.0 m BSL. 

The sea pen P. phosphorea was often encountered on these grounds, with burrows of the 

Norway lobster Nephrops norvegicus and other megafauna, hermit crabs Paguroidea and 

flatfish of the order Pleuronectiformes reported to a lesser extent. Other taxa observed 

included anemones and starfish Asteroidea. 

Epifaunal taxa observed included Hydrozoa/Bryozoa turf, Porifera and encrusting fauna. The 

taxa list is presented in Appendix J.1 along with their SACFOR abundances. 

11.1.8.1 Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand or muddy sand 

(MD5212) 

The biotope ‘Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand or 

muddy sand’ (MD5212) is described as slightly muddy sand (generally < 20 % mud) in 

offshore waters, characterised by the tube building polychaete O. fusiformis often associated 

with the brittlestar A. filiformis. Other species often found in this community are the 

polychaetes Goniada maculata, Diplocirrus glaucus and S. kroyeri and bivalves such as 

T. ovata and Thyasira (EEA, 2022). 

This biotope was assigned to the 37 stations in the macrofaunal multivariate group A1. These 

stations were characterised by poorly sorted ‘muddy sand’ (Folk, 1954), largely ‘fine sand’ 

with ‘very fine sand’ (Wentworth, 1922). The mean gravel content at these stations was 0.70 % 
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and that of fines was 13.92 %. The stations were located at the mean water depth of 

74.8 m BSL. 

Characterising taxa included the polychaetes G. oculata, A. falcata, S. armiger, S. kroyeri, 

S. limicola and the genus Terebellides, along with the echinoderm A. filiformis, the bivalve 

P. minimum, the amphipod Harpinia antennaria and species of the genus Phoronis. The 

abundance of Owenia and Amphiura filiformis is partially responsible for separating 

macrofaunal multivariate group A1 from the other multivariate groups identified 

(Figure 8.23). 

Epibenthic fauna included Bryozoa and Cnidaria (Appendix G.1 and J.1). 
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Table 11.1: All EUNIS (EEA, 2022) habitat types described along the proposed cable route with the JNCC equivalent 

EUNIS (EEA, 2022) Habitat Classification 

Equivalent JNCC (2022) Classification Habitat Group 

Level 1 

Biological Zone and Substrate 

Level 2 

Biogeographical Marine 

Region 

Level 3 

Biotope Complex 

 

Level 4 

Biotopes 

 

Level 5 

M 

Marine benthic 

habitats 

MB5 

Infralittoral sand 

MB52 

Atlantic Infralittoral sand 

MB523 

Faunal communities in full salinity Atlantic 

infralittoral sand 

– 
SS.SSa.IFiSa  

Infralittoral fine sand 

MC1 

Circalittoral rock 

MC12 

Atlantic circalittoral rock 
– – 

CR 

Circalittoral rock 

MC2 

Circalittoral biogenic habitat 

MC22 

Atlantic circalittoral biogenic 

habitat 

MC221 

Worm reefs in the Atlantic circalittoral 

zone 

MC2211 

Sabellaria spinulosa on stable Atlantic circalittoral mixed 

sediment 

SS.SBR.PoR.SspiMx 

Sabellaria spinulosa on stable circalittoral mixed sediment 

MC3 

Circalittoral coarse sediment 

MC32 

Atlantic circalittoral coarse 

sediment 

MC321 

Faunal communities of Atlantic circalittoral 

coarse sediment 

– 
SS.SCS.CCS 

Circalittoral coarse sediment 

MC4 

Circalittoral mixed sediment 

MC42 

Atlantic circalittoral mixed 

sediment 

MC421 

Faunal communities of Atlantic circalittoral 

mixed sediment 

– 
SS.SMx.CMx 

Circalittoral mixed sediment 

MC5 

Circalittoral sand 

MC52 

Atlantic circalittoral sand 

MC521 

Faunal communities in Atlantic circalittoral 

sand 

– 
SS.SSa.CFiSa 

Circalittoral fine sand 

MC5212 

Abra prismatica, Bathyporeia elegans and polychaetes in 

circalittoral fine sand 

SS.SSa.CFiSa.ApriBatPo 

Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral 

fine sand 

MC5214 

Abra alba and Nucula nitidosa in circalittoral muddy sand 

or slightly mixed sediment’ 

S.SSa.CMuSa.AalbNuc 

Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly 

mixed sediment 

MC6 

Circalittoral mud 

MC62 

Atlantic circalittoral mud 

MC621 

Faunal communities of Atlantic 

circalittoral mud 

– 
SS.SMu.OMu 

Offshore circalittoral mud 

MD4 

Offshore circalittoral mixed sediment 

MD42 

Atlantic offshore circalittoral 

mixed sediment 

MD421 

Faunal communities in Atlantic offshore 

circalittoral mixed sediment 

– 
SS.SMx.OMx 

Offshore circalittoral mixed sediment 

MD5 

Offshore circalittoral sand 

MD52 

Atlantic Offshore cicalittoral 

sand 

MD521 

Faunal communities in Atlantic offshore 

circalittoral sand 

MD5212 

Owenia fusiformis and Amphiura filiformis in offshore 

circalittoral sand or muddy sand 

SS.SSa.OSa.OfusAfil 

Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand 

or muddy sand 

Notes 

EEA = European Environment Agency 

EUNIS = European Nature Information System 

JNCC = Joint Nature Conservation Committee 
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Table 11.2: EUNIS (EEA, 2022) Habitat types described by photographic and particle size distribution data only along the proposed cable route 

Distribution Physical Characteristics 

Depth 

[m BSL] 
Representative Photograph(s) 

EUNIS Habitat Classification (EEA, 2022) DDV Stations 
Photographic Observations Particle Size Distribution 

Folk (1954)* with Descriptors Folk (1954)* 

MC2211 

Sabellaria spinulosa on stable Atlantic circalittoral mixed 

sediment 

ST011 

Mixed sediment (sandy gravel/gravelly 

sand with shell fragments, pebbles, 

cobbles and boulders with patches of clay 

or soft sediment deposits).  

Raised Sabellaria spinulosa reef 

- 18.4 

 

269605_ST011_30 

MC321 

Faunal communities of Atlantic circalittoral coarse sediment 

ST012, ST018a, ST024, ST031, ST034, ST035, 

ST037, ST038, ST040, ST042, ST044, ST046, 

ST048, ST050, ST052, ST054, ST056, ST058, 

ST060, ST062, ST064, ST066, ST068, ST070, 

ST073, ST093, ST095, ST098, ST099, ST100, 

ST101, ST102, ST104, ST106, ST108, ST115a, 

ST122 

Mixed sediment (sandy gravel/gravelly 

sand with shell fragments, pebbles, 

cobbles, boulders) 

- 

10.8 m – 41.7 m BSL 

 

269605_ST036_06 

ST001, ST013, ST015, ST019/ST019a, 

ST21/ST021a, ST022/ST022a, ST023/ST023a, 

ST025, ST026, ST027, ST028, ST029, 

ST030/ST030b, ST032, ST033, ST036, ST039, 

ST041, ST043, ST045, ST047, ST049, ST051, 

ST053, ST055, ST057, ST059, ST061, ST063, 

ST065, ST067, ST069, ST071, ST074, ST079, 

ST082, ST087, ST094, ST096, ST097, ST103, 

ST105, ST107, ST109, ST110, ST111, ST112, 

ST113, ST114, ST118, ST119, ST126 

Gravelly sandy mud/muddy sand with shell 

fragments, pebbles and sparse cobbles 

and boulders 

Sandy gravel with shell fragments, pebbles 

and sparse cobbles and boulders 

Gravel 

Gravelly muddy sand 

Gravelly sand 

Muddy sandy gravel 

Sandy gravel 

MC421 

Faunal communities of Atlantic circalittoral mixed sediment 

ST011, ST014, ST016, ST017, ST072, ST084, 

ST157 

Gravelly sand/sandy gravel with shell 

fragments, pebbles, and sparse cobbles 

and boulders 

- 

16.5 m - 58.1 m BSL 

 

269605_ST058_06 

ST003, ST005, ST006a, ST008, ST071 

Mixed sediment (sandy mud/muddy sand 

with pebbles, cobbles, sparse boulders, 

consolidated areas and patches of 

exposed clay) 

Gravelly mud 

Gravelly muddy sand 
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Distribution Physical Characteristics 

Depth 

[m BSL] 
Representative Photograph(s) 

EUNIS Habitat Classification (EEA, 2022) DDV Stations 
Photographic Observations Particle Size Distribution 

Folk (1954)* with Descriptors Folk (1954)* 

MC521 

Faunal communities of Atlantic circalittoral sand 

ST003, ST004, ST006a, ST007, ST010, ST020, 

ST078, ST081, ST085, ST088, ST089, ST090, 

ST091, ST092, ST117, ST121, ST123, ST124, 

ST125, ST127, ST129, ST130, ST132, ST136, 

ST138, ST139, ST140, ST143, ST146, ST147, 

ST148, ST149, ST150/ST150a, ST151, ST152, 

ST154, ST156, ST158, ST159, ST160, ST161, 

ST162, ST163, ST164, ST165/ST165a, ST166, 

ST167, ST168, ST170, ST171, ST172, ST173, 

ST174a, ST175/ST175a, ST176, ST177, ST178, 

ST179, ST180, ST181, ST182, ST183, ST184, 

ST185, ST186, ST187, ST188, ST189, ST190, 

ST191, ST192, ST193/ST193a, ST194, ST195, 

ST196, ST197, ST198, ST199, ST200, ST201, 

ST289, ST291, ST293, ST295a, ST297, ST299 

Sand with shell fragments 

Sand 

Slightly gravelly sand 

Gravelly sand 

Slightly gravelly muddy sand  

Gravelly muddy sand 

Gravel, 

Muddy sandy gravel 

32.0 m – 58.3 m BSL 

 

269605_ST148_09 

MC621 

Faunal communities of Atlantic circalittoral mud 
ST009 

Muddy sand/sandy mud with shell 

fragments and areas of soft rock with 

piddock holes 

- 16.4 m BSL 

 

269605_ST009_27 

MD421 

Faunal communities in Atlantic offshore circalittoral mixed 

sediment 

ST218, ST270a, ST301 

Sandy mud/muddy sand with shell 

fragments, gravel, pebbles, cobbles and 

sparse boulders 

- 70.4 m – 76.3 m BSL 

 

269605_ST301_07 
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Distribution Physical Characteristics 

Depth 

[m BSL] 
Representative Photograph(s) 

EUNIS Habitat Classification (EEA, 2022) DDV Stations 
Photographic Observations Particle Size Distribution 

Folk (1954)* with Descriptors Folk (1954)* 

MD521 

Faunal communities in Atlantic offshore circalittoral sand 

ST218, ST228, ST247, ST258, ST280, ST290 
Sandy mud/muddy sand with shell 

fragments and small scale ripples 
- 

57.7 m 71 m BSL 

 

269605_ST264_08 

ST128, ST133, ST169, ST171, ST202, ST203, 

ST204, ST205, ST206, ST207, ST208, ST209, 

ST210, ST211, ST212, ST213, ST214, ST215, 

ST217, ST219, ST221, ST223, ST225, ST227, 

ST229, ST231, ST233, ST235, ST236, ST237, 

ST238, ST239, ST240, ST241, ST242, ST243, 

ST244, ST245, ST246a, ST248, ST249, ST250, 

ST251, ST252, ST253, ST254, ST255, ST256a, 

ST257, ST259, ST260, ST261, ST262, ST263, 

ST264, ST265, ST267, ST269, ST271, ST273, 

ST275, ST277a, ST279, ST281, ST283, ST285, 

ST287 

Sandy mud/muddy sand with shell 

fragments, sparse cobbles and boulders, 

and small scale ripples 

Slightly gravelly muddy sand 

Muddy sand 

Gravelly muddy sand 

Sand 

Slightly gravelly sand 

Notes: 

EUNIS = European Nature Information System EEA = European Environment Agency EEA = European Environment Agency 

* = Folk (1954) sediment description defined by the proportions of the gravel, sand and mud fractions 
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Table 11.3: Additional EUNIS (EEA, 2022) habitat types described from photographic, PSD and macrofaunal grab data analysis combined 

Distribution Physical Characteristics Biological Characteristics 

Representative Photograph(s) EUNIS Habitat 

Classification (EEA, 2022) 
Stations 

Photographic Observations Particle Size Distribution Depth 

[m BSL] 
Macrofauna Cluster 

Top 10  

Characterising Taxa  Folk (1954)* with Descriptors Folk (1954)* 

MB523 

Faunal communities in full 

salinity Atlantic infralittoral 

coarse sediment 

ST002 Slightly gravelly sand Slightly gravelly Sand 11.8 m BSL ST002 

 Nephtys cirrosa 

 

269605_ST002_09 

 Nephtys longosetosa 

 Ophelia borealis 

 Gastrosaccus spinifer 

 Crangon crangon 

 Ensis magnus 

 - 

 - 

 - 

 - 

MC321 

Faunal communities of 

Atlantic circalittoral coarse 

sediment 

ST026, ST028, ST030b, ST033, ST039, 

ST043, ST047, ST051, ST055, ST059, 

ST063, ST067, ST071, ST097, ST105, 

ST111, ST118 

Gravelly sand/sandy gravel 

with shell fragments, 

pebbles, cobbles and sparse 

boulders 

Sandy gravel 

Muddy sandy gravel 

Gravelly muddy sand 

Gravelly sand 

18.4 m- 49.6 m BSL Group B  

 Polycirrus 

 

269605_ST063_24 

 Syllis garciai 

 Balanus crenatus 

 Timoclea ovata 

 Echinocyamus pusillus 

 Spio armata 

 Glycera lapidum 

 Notomastus 

 Nemertea 

 Mediomastus fragilis 

MC5212 

Abra prismatica, 

Bathyporeia elegans and 

polychaetes in circalittoral 

fine sand 

ST081, ST090, ST121, ST123, ST125, 

ST139, ST147, ST150, ST154, ST158, 

ST161, ST163, ST165, ST167, ST171, 

ST173, ST175, ST177, ST179, ST181, 

ST183, ST185, ST187, ST189, ST191, 

ST193, ST195, ST197, ST199, ST201, 

ST289, ST291, ST293, ST295, ST297, 

ST299 

Sandy mud/muddy sand with 

shell fragments, sparse 

cobbles and small scale 

ripples 

Gravelly sand/sandy gravel 

with shell fragments, pebbles 

and sparse cobbles 

Gravelly muddy sand 

Gravelly sand 

Slightly gravelly sand 

Sand 

40.5 m to 75.1 m 

BSL 
Group A2  

 Spiophanes bombyx 

 

269605_ST167_05 

 Scoloplos armiger 

 Lanice conchilega 

 Galathowenia oculata 

 Bathyporeia elegans 

 Phaxas pellucidus 

 Goniada maculata 

 Sthenelais limicola 

 Abra prismatica 
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Distribution Physical Characteristics Biological Characteristics 

Representative Photograph(s) EUNIS Habitat 

Classification (EEA, 2022) 
Stations 

Photographic Observations Particle Size Distribution Depth 

[m BSL] 
Macrofauna Cluster 

Top 10  

Characterising Taxa  Folk (1954)* with Descriptors Folk (1954)* 

MC5214 

Abra alba and Nucula 

nitidosa in circalittoral 

muddy sand or slightly 

mixed sediment’ 

ST004, ST006a, ST007, ST010, ST020 

Gravelly sandy mud/muddy 

sand with shell fragments, 

pebbles and cobbles 

Sandy gravel with shell 

fragments, pebbles, cobbles 

and sparse boulders 

Muddy sandy gravel 

Gravelly muddy sand 

Gravel 

10.7 m to 19.2 m 

BSL Group D  

 Abra alba 

 

269605_ST007_12 

 Spirobranchus lamarcki 

 Nucula nucleus 

 Lanice conchilega 

 Nemertea 

 Sabellaria spinulosa 

 Chaetozone zetlandica 

 Notomastus 

 Pholoe inornata 

 Lumbrineris cf. cingulata 

MD521 

Faunal communities in 

Atlantic offshore 

circalittoral sand 

ST128, ST133, ST169, ST243, ST255, 

ST283, ST285, ST287 

Sandy mud/muddy sand with 

shell fragments and small 

scale ripples 

Slightly gravelly sand 

Sand 

44.6 m to 77.8 m 

BSL 
Group C  

 Echinocyamus pusillus 

 

269605_ST255_18 

 Bathyporeia elegans 

 Antalis 

 Scoloplos armiger 

 Nephtys longosetosa 

 Nemertea 

 Ophelia borealis 

 Edwardsiidae 

 CERIANTHARIA 

 Galathowenia oculata 

MD5212 

Owenia fusiformis and 

Amphiura filiformis in 

offshore circalittoral sand 

or muddy sand 

ST203, ST205, ST207, ST209, ST211, 

ST213, ST215, ST217, ST219, ST221, 

ST223, ST225, ST227, ST229, ST231, 

ST233, ST235, ST237, ST239, ST241, 

ST245, ST249, ST251, ST253, ST257, 

ST259, ST261, ST263, ST265, ST267, 

ST269, ST271, ST273, ST275, ST277, 

ST279, ST281 

Sandy mud/muddy sand with 

shell fragments 

Muddy sand 

Slightly gravelly muddy 

sand 

Slightly gravelly sand 

Sand 

68.2 m to 88.4 m 

BSL 
Group A1  

 Galathowenia oculata 

 

269605_ST233_06 

 Ampharete falcata 

 Scoloplos armiger 

 Phoronis 

 Amphiura filiformis 

 Spiophanes kroyeri 

 Terebellides 

 Harpinia antennaria 

 Papillicardium minimum 

 Sthenelais limicola 

EUNIS (EEA, 2022) 

Notes: 

EUNIS = European Nature Information System EEA = European Environment Agency EMODnet = European Marine Observation and Data Network  

* = Folk (1954) sediment description defined by the proportions of the gravel, sand and mud fractions 

Key to Phyla Annelida Arthropoda Mollusca Echinodermata Other phyla 
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Figure 11.1: Biotopes map along the proposed cable route, station ST289 to station ST299 
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Figure 11.2: Biotopes map along the proposed cable routes, station ST275 to station ST287 
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Figure 11.3: Biotopes map along the proposed cable route, station ST261 to station ST273 
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Figure 11.4: Biotopes map along the proposed cable route, station ST247 to station ST260 
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Figure 11.5: Biotopes map along the proposed cable route, station ST233 to station ST247 
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Figure 11.6: Biotopes map along the proposed cable route, station ST219 to station ST233 
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Figure 11.7: Biotopes map along the proposed cable route, station ST205 to station ST217 
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Figure 11.8: Biotopes map along the proposed cable route, station ST190 to station ST204 

  



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 269 of 356 

 

Figure 11.9: Biotopes map along the proposed cable route, station ST176 to station ST189 
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Figure 11.10: Habitat map along the proposed cable route, station ST156 to station ST175 
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Figure 11.11: Habitat map along the proposed cable route, station ST084 to station ST156 
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Figure 11.12: Habitat map along the proposed cable route, station ST029 to station ST123 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.13: Habitat map along the proposed cable route, station ST015 to station ST028 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.14: Habitat map along the proposed cable route, station ST001 to station ST018a 
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11.2 Potential Sensitive Habitats and Species 

Habitats and biotopes were subsequently assessed for their ecological and conservation 

importance. Photographic data were reviewed to assess the seafloor and associated faunal 

communities with regards to the definition of Annex I Stony Reef Assessment, following the 

assessment criteria in Irving (2009) and Golding et al. (2020), sea pen and burrowing 

megafauna communities, following the JNCC assessment criteria JNCC (2014) and Sabellaria 

spinulosa Reef Assessment, following Gubbay (2007). See Section 3.3.7.3 for further details on 

methods. 

11.2.1 Potential Stony Reef Assessment 

Table 11.4 shows examples of the potential stony reef assessed and Figures Figure 11.15 to 

11.17 spatially displays its occurrence along the proposed cable routes. 

The assessment was performed at 38 of the survey locations along the proposed cable 

routes. ‘Medium reef’ was assessed along the entirety of the photographic data acquired at 

stations ST013 and ST021a. At stations ST022a, ST072 and ST102 the assessment was an 

alternating ‘Medium reef’ and ‘Low reef’. At station ST074 and along sections of stations 

ST044, ST094, ST103 and ST105, due to a more established emerging epifaunal community 

observed, the assessment was ‘Possible reef with veneer’. At the remaining stations 

investigated the assessment was ‘Low reef’ or ‘Not a reef’. Details for each assessed station is 

presented in Appendix J.2. 
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Table 11.4: Examples of potential stony reef assessment 

Overall 

Assessment  
Stations Representative Images 

Resemblance to 

‘[Medium Reef’ 

ST013, ST021a*, ST022a*, 

ST072*, ST102* 

 
269605_ST013_06 

722 831.9 mE 5 928 645.9 mN 

 
269605_ST013_12 

722 832.5 mE 5 928 660.8 mN 

 
269605_ST072_06 

722 250.7 mE 5 927 759.7 mN 

 

269605__ST022a_04 

735 699.7 mE 5 938 664.3 mN 

 

269605__ST022a_11 

735 694.5 mE 5 938 644.8 mN 

 

269605_ST072_14 

722 261.8 mE 5 927 790.8 mN 

 

269605_ST21a_04 

734 441.6 mE 5 937 114.4 mN 

 

269605_ST21a_14 

734 416.5 mE 5 937 079.5 mN 

 

269605_ST102_11 

752 849.3 mE 5 951 963.6 mN 
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Overall 

Assessment  
Stations Representative Images 

Resemblance to 

‘Low Reef’ 

ST001, ST012, ST014, ST015, 

ST016, ST017, ST018a, ST019a, 

ST020, ST022a*, ST023a, 

ST024, ST025, ST044*, ST046*, 

ST072*, ST087*, ST093*, 

ST094*, ST095, ST098, ST099, 

ST100, ST101, ST102*, ST103*, 

ST104, ST105, ST106, ST198, 

ST210, ST270a, ST301 

 

269605_ST012_02 

722 045.5 mE 5 926 864.7 mN 

 

269605_ST012_13 

722 077.6 mE 5 926 853.7 mN 

 

269605_ST015_07 

726 307.6 mE 5 930 439.9 mN 

 

269605__ST022a_08 

735 693.8 mE 5 938 657.9 mN 

 

269605__ST022a_15 

735 691.9 mE5 938 633.2 mN 

 

269605_ST016_07 

728 249.0 mE 5 930 880.7 mN 

 

269605_ST270a_16 

670 496.8 mE 6 201 845.5 mN 

 

269605_ST270a_22 

670 517.7 mE 6 201 814.8 mN 

 

269605_ST020_15 

732 627.8 mE 5 935 553.2 mN 
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Overall 

Assessment  
Stations Representative Images 

Possible ‘Reef 

with veneer’ 

ST044*, ST074, ST094*, 

ST103*, ST105*, ST176 

 

269605_ST074_28 

745 452.1 mE 5 971 583.6 mN 

 

269605_ST074_47 

745 357.0 mE 5 971 592.6 mN 

 

269605_ST103_02 

753 260.9 mE 5 952 231.6 mN 

 

269605_ST105_07 

754 164.2 mE 5 952 700.2 mN 

 

269605_ST176_15 

714 280.7 mE 6 024 729.1 mN 

 

269605_ST103_28 

753 369.7 mE 5 952 122.2 mN 

‘Not a Reef’ 

ST004, ST044*, ST046*, ST070, 

ST087*, ST093*, ST094*, 

ST095*, ST098*, ST099*, 

ST100*, ST101*, ST102*, 

ST106*, ST157, ST198*, 

ST210*, ST270a*, ST301 
 

269605_ST070_08 

722 498.7 mE 5 924 925.1 mN 

 

269605_ST157_15 

714 286.1 mE 6 021 373.8 mN 

 

269605_ST210_11 

701 484.0 mE 6 088 738.4 mN 
 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 279 of 356 

 

Figure 11.15: Potential stony reef along the proposed cable routes 
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Figure 11.16: Potential stony reef along the proposed cable routes (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.17: Potential stony reef along the proposed cable routes 
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11.2.2 Sea pen and burrowing megafauna community assessment 

Results of the photographic and PSD analysis confirmed seabed sediment comprising 

predominantly muddy sand at most locations in the offshore section of the proposed cable 

route, as shown in Figures 6.1 to 6.9. At these stations, shell fragments and gravel were 

infrequently recorded and often in low proportions. 

As burrows were observed along the proposed cable route, the stations were considered for 

assessment of the presence of the OSPAR listed threatened and/or declining habitat ‘Sea pen 

and burrowing megafauna communities’. Where sediments were suitable (mud fraction 

comprised roughly 20.00 % or more; (Long, 2006) and burrows and/or mounds were present, 

the assessment was undertaken following the guidance as per Section 3.3.7.3 and 

Appendix B.2.6.3. Five stations were assessed by analysing the photographic data using the 

SACFOR methodology (Appendix B.2.6.3). 

Table 11.5 summarises the results of the assessment along the entirety of the photographic 

data acquired. Figures 11.18 to 11.20 present the location of the assessed stations along the 

proposed cable route. 

At the five stations assessed, the abundance of faunal burrows created by megafaunal taxa of 

3 cm to 15 cm in size, ranged between ‘occasional’ and ‘frequent’ at four of the five stations, 

the abundance of faunal burrows created by the Norway lobster (Nephrops norvegicus) 

ranged between ‘occasional’ and ‘common’ at three of the five stations and the abundance of 

sea pens ranged between ‘rare’ and ‘frequent’ and they were recorded at all five stations. 

Faunal mounds were recorded as ‘rare’ and ‘occasional’ at two of the five stations. 

The habitats and associated biological communities identified from the photographic data 

have the potential for the presence of the biotope ‘Sea pens and burrowing megafauna in 

circalittoral fine mud’ (MC6216; SS.SMu.CFiMu.SpnMeg) at station ST231 where faunal 

burrows (both those created by Nephrops norvegicus and those created by other megafauna)  

abundance was assessed at least as ‘frequent’. Within the survey area, the macrofaunal 

community at station ST231 was considered more representative of ‘Owenia fusiformis and 

Amphiura filiformis in offshore circalittoral sand or muddy sand’ (MD5212; Section 11.1.8.1), 

despite PSD analysis reporting a mud fraction of 24.09 %.  
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Table 11.5: SACFOR assessment for sea pens and burrowing megafauna 

Transect 

Length of 

Transect 

[m] 

Sea pens Signs of bioturbation 

F
u

n
ic

u
li

n
a

 

q
u

a
d

ra
n

g
u

la
ri

s†
 

P
e
n

n
a

tu
la

 

p
h

o
sp

h
o

re
a

* 

V
ir

g
u

la
ri

d
a
e
 

M
o

u
n

d
s*

 

N
e
p

h
ro

p
s 

n
o

rv
e
g

ic
u

s 

B
u

rr
o

w
s†

 

 O
th

e
r 

B
u

rr
o

w
s*

 

ST210 221 - O - - O - 

ST231 52 - F - - C F 

ST235 206 - F - R O O 

ST236 43 - O - - - O 

ST250 202  F R O - O 

Notes 

SACFOR Classifications: (3 cm to 15 cm) 

Superabundant = 1 - 9/0.01 m2 

Abundant = 1 - 9/0.1 m2 

Common = 1 - 9/1 m2 

Frequent = 1 - 9/10 m2 

Occasional = 1 - 9/100 m2 

Rare = 1 - 9/1000 m2 

 

SACFOR Classifications: (> 15 cm) 

Superabundant = 1 - 9/0.1 m2 

Abundant = 1 - 9/1 m2 

Common = 1 - 9/10 m2 

Frequent = 1 - 9/100 m2 

Occasional = 1 - 9/1000 m2 

Rare = 1 - 9/< 1000 m2 

SACFOR = semi-quantitative abundance scale from Superabundant, Abundant, Common, Frequent, Occasional to Rare 

* = SACFOR Classification based on the assumption that adults achieve a size of 3 cm to 15 cm 

† = SACFOR Classification based on the assumption that adults achieve a size of more than 15 cm 

‡ = Assessment carried out on the section of the video which showed presence of relevant sedimentary habitat and fauna 

# = These stations are within the Swallow Sand MCZ 

^ = The stations are within the Fulmar MCZ 

Key 
- =  

Absent 

R =  

Rare 

O =  

Occasional 

F =  

Frequent 

C =  

Common 

A =  

Abundant 

S =  

Super-

abundant 
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Figure 11.18: Pennatula phosphorea abundance along the proposed cable routes 
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Figure 11.19: Nephrops norvegicus burrows abundance along the proposed cable routes 
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Figure 11.20: Other burrows abundance along the proposed cable routes 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 287 of 356 

11.2.3 Sabellaria spinulosa reef 

Sabellaria spinulosa reefs comprise dense subtidal aggregations of this small, tube-building 

polychaete worm. They are an Annex I habitat and are protected as an OSPAR threatened 

and/or declining species or habitat.  

The reef building tube worm S. spinulosa was observed at stations ST008 and ST011, where 

an assessment was undertaken to investigate the reefiness of the aggregations observed. 

Table 11.6 summarises the reefiness classification at the stations assessed, with example 

photographs of the ‘Low reef’ and ‘Medium reef’. Appendix B.2.6.2 provides the detailed 

S. spinulosa reefiness assessment, which is spatially displayed in Figure 11.21. 

At station ST011, aggregations resembling to ‘low reef’ and ‘medium reef’ were observed. 

The reef at this station appears as a morphologically diverse S. spinulosa aggregation with 

notable fresh tube growth and associated epifauna. Small patches (< 2 m in length) do 

exceed 10 cm in height within this mosaic. However, on average, across the section, tube 

length aligns with the 5 cm to 10 cm category, classified within medium reef on a broad 

scale. 

The Sabellaria spinulosa reefs assessed at station ST011 (Section 11.1.2) is also an indication 

of the potential presence of this UK BAP habitat (BRIG, 2008b). 
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Table 11.6: Sabellaria spinulosa Reef Assessment 

Station 
Total Length 

[m] 
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ST008 49.1 0.0 49.1 (100) 0.0 0.0 0.0 0.0 

ST011 248.8 0.0 26.5 (10.6) 25.4 (10.2) 196.9 (79.2) 0.0 0.0 

 
269605_ST011_18 – Medium Reef 

 
269605_ST011_36 – Low reef 

 
269605_ST008_05 – Not a reef 

 
269605_ST008_08 – Not a reef 

Notes 

Values indicate the length of the transect for each assessment category. 

Values in brackets indicate the proportion of the transect length 

* = For the purpose of these calculations the total length of transects have been obtained by summing the lengths of all assessed 

sections. These were calculated using the real-time position of the camera. Therefore, there might be small differences with the values 

reported in the field logs, as they were derived considering a straight line from the start to the end of line 
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Figure 11.21: Spatial distribution of potential Annex I Sabellaria spinulosa reef at station ST011 
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11.2.4 Arctica islandica 

The Ocean Quahog Arctica islandica is a species listed in the OSPAR list of threatened and 

declining species. From the macrofauna identified from the grab data, one adult individual of 

A. islandica of 30 mm length was recorded at station ST257, another individual measuring 

50 mm in length was recorded at each of the stations ST287 and ST291 (Figure 11.22). One 

individual measuring 32.5 m in length was recorded at station ST261. These were measured 

in the field and returned to the sea. Two further adult individuals were identified during the 

grab samples analysis at stations ST279 and ST281. 

From the macrofauna data analysis, juvenile individuals (38 in total) of this species were 

recorded at stations ST185, ST187, ST189, ST193, ST197, ST211, ST213, ST215, ST217, ST219, 

ST225, ST233, ST239, ST259, ST261, ST267, ST271, ST275 and ST279. 

 a)  
Figure 11.22: Arctica islandica at stations ST287 (a) and ST291 (b), both measuring approximately 50 mm in 

length 

Where sediment samples for eDNA analysis were collected, Ocean Quahog A. islandica OTUs 

were recorded at stations ST195, ST193, ST215, ST225 and ST265 (Appendix F).  

None of the stations where A. islandica was recorded were located within the Holderness 

Offshore MCZ. 

11.2.5 Sandeels Preferred Grounds 

Table 6.1 and Appendix D present the details the Folk BGS modified and the Folk (1954) 

classifications alongside the Latto et al. (2013) habitat preference for each sample. 

Figures 11.23 to 11.31 spatially displays the preferred sandeel habitats along the proposed 

cable routes. 

Table 11.7 summarises the number of samples along the proposed cable routes within each 

sandeel preference category, when the Folk (1954) original sediment classification (and 

associated fractional composition) were considered. 

The sediment composition of the survey area indicated the presence of ‘Preferred’, ‘Marginal’ 

and ‘Unsuitable’ sandeel grounds. The potential presence of a ‘Preferred’ habitat was 

assessed at 104 stations for sandeels due to the high composition of coarse sand and low 
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percentage of fine sand and silt. The grounds preference was assessed as ‘Marginal’ at 22 

stations and the remaining 81 were assessed as ‘Unsuitable’. 

Where grab samples were collected on the proposed cable variation (Route C), within the 

Holderness Offshore MCZ, 3 were assessed as ‘Preferred’ grounds, 12 were assessed as 

‘Marginal’ grounds and 7 were assessed as ‘Unsuitable’ grounds. One individual of 

Ammodytes marinus was recorded at the grab station ST059 (assessed as ‘Marginal’), located 

within the Holderness Offshore MCZ, along the proposed cable variation (Route C). For the 

grab stations located on the proposed cable route (Route B) within the Holderness Offshore 

MCZ, 2 were assessed as ‘Unsuitable’ grounds and 1 was assessed as ‘Marginal’ grounds 

(Figure 11.31). A. marinus is a UK BAP species. 

Those stations assessed as ‘Unsuitable’ comprised coarser grounds (mostly located to the 

south of Holderness Offshore MCZ along the section of the proposed cable route 

approaching the coast) and grounds with higher proportions of fines (mostly located along 

the offshore segment of the proposed cable route). The ‘Preferred grounds were largely 

located along the segment of the proposed cable route located to the north of the 

Holderness Offshore MCZ. 

Table 11.7: Sandeel preference sediment categories 

Fractional 

Composition 

Folk (1954) 

Description 

Folk (BGS Modified) 

Description 

Sand Eel Preference 

(Latto et al, 2013) 

Number 

of 

Samples 

≤ 10 % mud and ≤ 30 

% gravel 

Sand (S), slightly 

gravelly sand ((g)S) 

and gravelly sand 

(gS) 

Sand (S) and gravelly 

sand (gS) 
Preferred 104 

≤ 10 % mud and 

> 30 % to < 80 % 

gravel 

Sandy gravel (sG) Sandy gravel (sG) Marginal 22 

> 10 % mud or ≥ 80 % 

gravel 

All other sediment 

types 

All other sediment 

types 
Unsuitable 81 

The family Ammodytidae was detected within the TOP and BOT eDNA water samples at 

stations ST020, ST030, ST097, ST111, ST125, ST139, ST150, ST165 and within the TOP samples 

at stations ST010, ST063 and ST185. The family Ammodytidae was also detected from the 

sediment eDNA eukaryotes samples from 33 stations (ST030, ST063, ST097, ST111 and ST125. 

From the video analysis this family was detected at stations ST036, ST037, ST038, ST043, 

ST052, ST054, ST058, ST060, ST061, ST064, ST065, ST066, ST067, ST067, ST068, ST069, ST071, 

ST073, ST074, ST082, ST088, ST089, ST097, ST110, ST122, ST126, ST127, ST128, ST129, ST143, 

ST146, ST151 and ST152). 

The genus Ammodytes was detected within the TOP and BOT eDNA water samples at stations 

ST020, ST030, ST097, ST111, ST125, ST139, ST150 and TOP water samples at stations ST165 

and ST185. 
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Figure 11.23: Spatial distribution of sandeels preferred grounds, station ST285 to station ST299 
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Figure 11.24: Spatial distribution of sandeels preferred grounds, station ST265 to station ST285 
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Figure 11.25: Spatial distribution of sandeels preferred grounds, station ST245 to station ST265 
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Figure 11.26: Spatial distribution of sandeels preferred ground, station ST223 to station ST245 
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Figure 11.27: Spatial distribution of sandeels preferred ground, station ST201 to station ST223 
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Figure 11.28: Spatial distribution of sandeels preferred ground, station ST179 to station ST201 
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Figure 11.29: Spatial distribution of sandeels preferred ground, station ST146 to station ST179 
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Figure 11.30: Spatial distribution of sandeels preferred ground, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.31: Spatial distribution of sandeels preferred grounds, station ST001 to station ST027 
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11.2.6 Herring Spawning Preferred Grounds 

The Folk 1954 original classification (Appendix D) applied to the sediment particle sizes for 

the locations was used to describe the herring preference sediment categories as indicated 

by Reach et al. (2013). Table 11.8 summarises the number of stations along the proposed 

cable routes falling under each category. Figures 11.32 to 11.40 spatially displays the 

preferred herring spawning grounds along the proposed cable routes 

The sediment composition of the survey area indicated the presence of ‘Preferred’, ‘Marginal’ 

and ‘Unsuitable’ herring spawning grounds. The potential presence of a ‘Preferred’ habitat 

was assessed at 24 stations due to the high composition of gravel. The grounds preference 

was assessed as ‘Marginal’ at 16 stations and the remaining 167 were assessed as 

‘Unsuitable’. 

Those stations assessed as ‘Unsuitable’ comprised sandy and muddy grounds, mostly located 

along the offshore section of the proposed cable route, with several to the south of the 

Holderness Offshore MCZ. The majority of the ‘Preferred’ grounds were located along the 

Route C section of the proposed cable route located within the Holderness Offshore MCZ. 

Where grab samples were collected at stations located on the proposed cable routes within 

the Holderness Offshore MCZ, 12 (Route C) and 1 (Route B) were assessed as ‘Preferred’ 

grounds, 3 (Route C) were assessed as ‘Marginal‘ grounds, with ‘Unsuitable’ herring spawning 

grounds assessed at the remaining stations (Figure 11.39). 

Table 11.8: Herring Spawning Preference Sediment Categories 

% Particle contribution Habitat preference Folk 1954 sediment description No. of stations 

< 5 % muds, > 50 % gravel Preferred Gravel (G) and part sandy Gravel (sG) 24 

< 5 % muds, > 10 % gravel Marginal 
Part sandy Gravel (sG) and part 

gravelly Sand (gS) 
16 

> 5 % muds, < 10 % gravel Unsuitable All other sediment types 167 

The UK BAP species Atlantic herring (Clupea harengus) was detected by the eDNA water 

samples within 12 samples, including TOP samples at stations ST010, ST20, ST185, ST275 and 

ST295, and BOT samples at stations ST20, ST111, ST125, ST185, ST225, ST235, and ST255. The 

video analysis did not detect this species or related higher taxa. 
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Figure 11.32: Spatial distribution of Herring spawning preferred grounds, station ST285 to station ST299 
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Figure 11.33: Spatial distribution of Herring spawning preferred grounds, station ST265 to station ST285 
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Figure 11.34: Spatial distribution of Herring spawning preferred grounds, station ST245 to station ST265 
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Figure 11.35: Spatial distribution of Herring spawning preferred grounds, station ST223 to station ST245 
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Figure 11.36: Spatial distribution of Herring spawning preferred grounds, station ST201 to station ST223 
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Figure 11.37: Spatial distribution of Herring spawning preferred grounds, station ST179 to station ST201 
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Figure 11.38: Spatial distribution of Herring spawning preferred grounds, station ST146 to station ST179 
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Figure 11.39: Spatial distribution of Herring spawning preferred grounds, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.40: Spatial distribution of Herring spawning preferred grounds, station ST001 to station ST027 
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11.2.7 Other Potentially Sensitive Habitats and Species 

Figures 11.41 to 11.49 present the distribution of the UK BAP habitats potential occurring 

along the proposed exporting cable corridor (ECC).  

The potential presence of the UK BAP habitat ‘Mud Habitats in Deep Water’ (BRIG, 2008a) 

was considered in the area of station ST231 due to the potential presence of the biotope ‘Sea 

pens and burrowing megafauna in circalittoral fine mud’ (MC6216) and associated biological 

communities was observed (Section 11.2.2). The biotope complex ‘Faunal communities of 

Atlantic circalittoral mud (MC621) was described at station ST009 and may also fall within this 

UK BAP habitat (Section 11.1.6). 

Patches of exposed clay were observed during the video analysis at stations ST005, ST006a, 

ST008, ST011, ST014, ST016, ST017 and ST072 whilst clay exposures with piddock holes were 

observed at station ST009. Piddock holes and dead shells of ?Barnea sp. were also observed 

form the grab samples at stations ST004. These observations may suggest the presence of 

the UK BAP priority habitat ‘Peat and Clay Exposures with Piddocks’ along the proposed ECC. 

However, the exposed areas observed were very small patches (< 5 m in length), below the 

minimum 25 m2 which would necessitate a more detailed habitat assessment (Appendix B).  

The habitat types described throughout much of the survey area may occur within the broad 

habitat of ‘Subtidal sands and gravels’, a UK BAP priority habitat that features sediments 

ranging from mainly sand, through various proportions of sand and gravel, to mainly gravel 

(BRIG, 2008c). The biotope complexes assigned along the proposed cable route associated 

with this UK BAP habitat include ‘Faunal communities of full salinity Atlantic infralittoral sand’ 

(MB523), ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321), ‘Faunal 

communities in Atlantic circalittoral sand’ (MC521) and ‘Faunal communities in Atlantic 

offshore circalittoral sand’ (MD521). 

From the video analysis, individuals belonging to the family Gadidae, including the UK BAP 

species Atlantic cod Gadus morhua, were recorded at three stations and the UK BAP species 

European plaice Pleuronectes platessa was recorded at three stations (Appendix J.1.1). 

UK BAP species were detected by the eDNA sampling and included sand eels (A. marinus) 

(Section 11.2.5), Atlantic herring (Clupea harengus) (Section 11.2.6), Atlantic cod (G. morhua) 

in 13 samples (plus 3 samples and 15 samples where OTUs of the genus Gadus and the family 

Gadidae, respectively, were detected), whiting (Merlangius merlangus) in 39 samples, 

common ling (Molva molva) in 1 sample, angler fish (Lophius piscatorius) in 2 samples (plus 1 

sample where OTUs of the genus Lophius where detected), mackerel (Scomber scombrus), 

European plaice (Pleuronectes platessa) in 26 samples (plus 1 and 7 samples where OTUs of 

the genus Pleuronectes and the order Pleuronectiformes, respectively, were detected), 

common sole (Solea solea) in 13 samples and Atlantic horse mackerel (Trachurus trachurus) in 

3 samples. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 312 of 356 

The Atlantic cod (G. morhua) is also listed in the OSPAR threatened and/or declining species 

list. 

Anemones of the family Edwardsiidae were recorded within the survey area by grab sampling 

at 44 stations, indicating the possible presence of the UK BAP species Edwardsia timida. 

No other Annex I habitats or Annex II species, OSPAR threatened and/or declining species 

and habitats, or UK Priority Habitats and Species were observed within the survey areas. 

The species lists generate by the different sampling methods were also compared against the 

IUCN Red List to obtain global threat status (Sections 3.3.7.3). Of the taxa detected by the 

eDNA water samples analysis (Sections 10.1.1 and 10.3.1), Atlantic cod (G. morhua), Haddock 

(M. aeglefinus), Atlantic horse mackerel (T. trachurus) and the witch flounder 

(Glyptocephalus cynoglossus) are listed as ‘vulnerable’ and the American plaice 

(Hippoglossoides platessoides) is listed as ‘endangered’. 
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Figure 11.41: Habitat map along the proposed cable route, station ST285 to station ST299 

  



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 314 of 356 

 

Figure 11.42: Habitat map along the proposed cable route, station ST265 to station ST285 
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Figure 11.43: Habitat map along the proposed cable route, station ST245 to station ST265 
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Figure 11.44: Habitat map along the proposed cable route, station ST223 to station ST245 
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Figure 11.45: Habitat map along the proposed cable route, station ST201 to station ST223 
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Figure 11.46: Habitat map along the proposed cable route, station ST179 to station ST201 
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Figure 11.47: Habitat map along the proposed cable route, station ST146 to station ST179 
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Figure 11.48: Habitat map along the proposed cable route, station ST027 to station ST146 (inclusive of all in Holderness Offshore marine conservation zone) 
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Figure 11.49: Habitat map along the proposed cable route, station ST001 to station ST027 
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11.2.8 Non-Indigenous Species (NIS) 

From the analysis of the grab samples the non-indigenous species (NIS) detected, according 

to EEA (2024), included the polychaete Goniadella gracilis (four individuals at stations ST026, 

ST039, ST043 and ST063) and the mollusc C. fornicata (four individuals at stations ST006a, 

ST010 and ST020) (Appendix G.1). From the photographic data analysis, C. fornicata was also 

recorded following the SACFOR abundance scale as ‘Present’ (stations ST008, ST012, ST013, 

ST016, ST017, ST022a, ST023a and ST072) and as ‘Rare’ (stations ST010, ST014, ST015, ST018a 

and ST019a) (Appendix J.1.2). 

No other NIS were detected within the survey area. 
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12. Discussion 

12.1 Sediment Characterisation 

Organic content was very low along the proposed cable route, with TOC values up to 1.71 %. 

Organic matter performs an important role in marine ecosystems, providing a source of food 

for suspension and deposit feeders, leading to the suggestion that variation in benthic 

communities may influenced to some extent by the availability of organic carbon (Snelgrove 

& Butman, 1994). In the current study the TOC concentrations present did not play a role in 

the observed pattern of macrofaunal distribution. 

The sediment types recorded along the proposed cable routes were typical of this region of 

the SNS, where the offshore seafloor is reported to comprise a range of sediment types from 

fine sand, coarse to very coarse sand and gravel. Natural variations of the sediment types 

include ‘slightly gravelly sand‘ and ‘muddy sand’ which typically occur offshore. In the closer 

inshore areas, the proportion of coarser sediment generally increases and the proportion of 

mud varies, resulting in areas of ‘muddy sand’, ‘gravelly muddy sand‘, and ‘muddy sandy 

gravel’ (Jones et al., 2004). 

The heterogeneity of the survey area was further investigated by multivariate analysis which 

showed the presence of four main sediment groups along the proposed cable route. Group A 

was characterised by ‘poorly sorted ‘sand‘ (Folk BGS modified), specifically ‘fine sand’ and 

‘very fine sand’, with fines content ≥ 5.00 % at most stations and mean gravel content of 

0.57 %. The stations belonging to this group where all located along the offshore section of 

the proposed cable route at water depths > 65 m BSL (offshore). Group B was characterised 

by very poorly sorted ‘sand/gravel’ (Folk BGS modified), specifically ‘very coarse sand’, with a 

mean sand content of 56.11 %, a mean gravel content of 35.98 % and mean fines content of 

7.91 %, suggesting coarser to mixed substrate. Group C was characterised by poorly sorted 

‘sand‘ (Folk BGS modified), specifically ‘coarse sand’ with gravel and fines contents up to 

18.87 % to 18.86 %, respectively. Group D was characterised by ‘very poorly sorted ‘muddy 

sandy gravel’ (Folk BGS modified), specifically ‘gravel’. Sands and fines were present at all 

stations and had mean values of 29.15 % and 4.93 %, respectively, suggesting much coarser 

grounds. The stations belonging to these groups were located at mean water depths ranging 

between 23.7 m BSL and 44 m BSL (nearshore) and encompassed those stations located 

within the Holderness Offshore MCZ, specifically those grouped within Group D. The single 

station ST063 described as ‘sandy gravel’ (Folk BGS modified), separated from the other 

stations due to a higher sediment particle size value (1 987 µm; very coarse sand) and had 

comparable proportions of gravel and sand content of 49.91 % and 49.77 %, respectively. 

The principal component analysis of the sediment fractions (% gravel, % sand, % fines) 

indicated that the gravel fraction showed the highest variability along the proposed cable 

route, followed by the proportion of mud. However, the proportion of sand also showed high 

variability, as reflected in the faunal communities supported by both coarser and finer 
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sediments dominated by the sand fraction, as presented in Section 8 and discussed in Section 

12.3. 

In this study, the nearshore stations were classified as ‘gravel’, ‘muddy sandy gravel’, ‘muddy 

gravel’ and ‘gravelly muddy sand’ (Folk BGS) depending on the gravel and mud contents. 

Particularly at the nearshore locations, a noticeable biogenic contribution to the gravel 

resulted from shell fragments as indicated by the on-site observations detailed in the grab 

log. 

12.2 Sediment Chemistry 

12.2.1 Sediment Hydrocarbons 

12.2.1.1 Total and Aliphatic Hydrocarbons 

Marine sediments contain hydrocarbons derived from many sources that enter the marine 

environment via three general processes: biosynthesis (marine and land organisms 

biosynthesise hydrocarbons), geochemical processes (submarine and coastal/terrestrial 

oil-seeps) and anthropogenic sources (from accidental or intentional discharge of fossil fuel) 

(Farrington & Meyer, 1975; Myers & Gunnerson, 1976). Anthropogenic hydrocarbon inputs to 

the marine environment include marine transportation, offshore oil production, coastal oil 

refineries, accidental shipping losses, and industrial and municipal waste (which includes 

sewage and dredged spoils). A significant contribution to the global budget enters the 

marine environment via urban and river run-off, atmospheric deposition (from combustion 

sources including PAHs) and natural seepages (Dicks et al., 1986; Johnston, 1980; North Sea 

Task Force [NSTF], 1993; OSPAR, 2000, 2010). 

Biosynthesised hydrocarbons are ubiquitous in the marine environment (Harada et al., 1995; 

Parinos et al., 2013). Odd carbon number, long-chain n-alkanes are widely distributed in the 

plant kingdom (Bush & McInerney, 2013; Douglas & Eglington, 1966; Eglinton et al., 1962) as 

components of cuticle waxes. These are common on the surfaces of leaves, stems, flowers 

and pollen and their presence in sediment is indicative of terrestrial inputs from adjacent land 

masses. Relatively high concentrations of nC29, nC31 and nC33 are therefore a common feature 

of many marine sediments (Farrington et al., 1977), particularly inshore marine sediments 

(Bouloubassi et al., 1997), but are also evident in sediments from deepwater regions like the 

Atlantic Margin/west of Shetland regions of the United Kingdom Continental Shelf 

(McDougall, 2000) and regions such as the South China Sea and West Africa (Fugro, 

unpublished data). 

The gas chromatographic profiles (Appendix E.1) obtained for sediments collected within the 

National Grid survey area showed a common underlying hydrocarbon distribution, 

comprising a homologous series of n-alkanes ranging in carbon number from nC12 to nC36. 

Evidence of terrestrial run-off was present in most of the samples, as shown by the slight 

prevalence of the odd-numbered heavier n-alkanes (nC27, nC29, nC31 and nC33), which are 

typical of plant cuticular waxes. The GC-FID profiles also contained a low-level UCM covering 
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the nC12 to nC36 range, peaking late in the profile. The UCM is composed of a wide range of 

compounds, including cyclo-alkanes, which remain after substantial weathering and 

biodegradation of petrogenic hydrocarbons (Farrington et al., 1977).  

For example, at station ST111, the presence of a high-molecular-weight UCM indicates a 

contribution to the sediment from weathered hydrocarbon material, likely originating from 

human activities (e.g. shipping). These sources are mainly linked to terrestrial runoff 

combined with diffuse fossil-fuel discharges from past or ongoing industrial operations in the 

marine environment, such as shipping or oil and gas development. A cluster of peaks around 

nC21 was present at some stations. This signature is often observed in sediments from the 

SNS and is thought to be derived from branched isoprenoids of biogenic origin (Volkman et 

al., 1992); (Volkman et al., 1994); (Damsté et al., 2005). 

The THC values present were indicative of background sediment for the wider region. This is 

further supported by comparison to the North Sea Quality Status Report (NSTF, 1993), which 

suggests that typical THC levels (i.e. ‘background’) in sediments remote from anthropogenic 

activities range from 0.2 μg/g to 5 μg/g. However, in some areas, values may be as high as 

15 μg/g. All stations, including pre-sweeping stations, measured THC concentrations below 

the Cefas Guideline Action Levels and the EET (OSPAR, 2006). Throughout the survey route, 

THC concentrations were highest in the northern sections, where sediments were finer and 

water depths were deeper, and lowest near the southern coastline. No evidence of 

exceedances or elevated levels was observed within the marine conservation zone, where 

concentrations were consistent with background levels.  

The ratio of odd- to even-numbered normal alkanes is referred to as the CPI and has been 

calculated across various chain-length ranges. Elevated ratios (i.e. those > 1.00) over the nC12 

to nC36 carbon range are due to the domination of the odd-chain length n-alkanes 

(nC27 to nC33) and are typically associated/observed with inputs from terrestrial run-off (leaf 

waxes, etc., discussed previously). All CPI (nC12 to nC36) ratios recorded were greater than 

1.00, demonstrating the influence of odd-chain length n-alkanes (nC27 and nC33) and biogenic 

material in most sediment samples. 

The isoprenoidal alkanes pristane (Pr) and phytane (Ph) were reported in low concentrations 

in each of the sediment samples analysed. These compounds are present in significant 

concentrations in crude oils (Berthou & Friocourt, 1981). They may also be biosynthesised 

(Gunkel & Gassmann, 1980), and pristane, a breakdown product of the phytol moiety of 

chlorophyll, is widespread in the marine ecosystem, probably being derived from 

zooplankton. Phytane is generally absent or present in only relatively low levels in 

uncontaminated natural systems (Blumer & Snyder, 1965). The Pr/Ph ratios reported in the 

sediments ranged from 1.22 to 90.9 (mean 11.0; Table 7.1). These values typically suggest 

that the higher pristane proportion in the sediments was derived from non-petrogenic 

sources. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 326 of 356 

12.2.1.2 Aromatic Hydrocarbons 

PAHs contain carbon and hydrogen atoms and consist of two or more fused benzene rings in 

linear, angular or cluster arrangements (Balmer et al., 2019). Other atoms (e.g. nitrogen, 

sulphur and oxygen) may be readily substituted into the benzene ring to form heterocyclic 

compounds that are present in significant concentrations in petroleum and refined products. 

Petroleum sources are rich in aromatic hydrocarbons, particularly 1 to 3 ring compounds 

(benzenes, naphthalenes and phenanthrenes); the levels of 4 to 6 ring compounds are 

relatively low. In addition, significant concentrations of organosulfur compounds 

(dibenzothiophenes) are generally present (Friocourt et al., 1982). The relative proportion of 

these compounds will vary between crude oils and refined petroleum. 

PAHs are widely spread in the environment (Butler et al., 1984) with natural sources occurring 

primarily through synthesis by plants (Neff, 1979; Sims & Overcash, 1983), related to natural 

seeps of petroleum (Kennicutt et al., 1988; National Research Council [NRC], 1983) and to 

formation during natural forest and prairie fires (Wakeham et al., 1980; Youngblood & 

Blumer, 1975). By far the highest proportion of PAHs released into the environment are 

formed during fossil fuel combustion and anthropogenic forest and agricultural fires 

(Edwards, 1983; Haritash & Kaushik, 2009; Sims & Overcash, 1983). PAHs primarily enter 

marine sediments from atmospheric and riverine inputs and tend to adsorb to suspended 

inorganic and organic particulate matter, ultimately settling on the seafloor where they 

accumulate to relatively high concentrations (Culotta et al., 2006; Latimer & Zheng, 2003). 

Monitoring of aromatic hydrocarbon type and content is important due to the particularly 

toxic nature (mutagenic/carcinogenic) of several PAHs, particularly the heavier-weight PAHs. 

The US EPA has identified 16 priority PAHs to be monitored (Keith, 2015) and the CEMP 

specifies 9 PAHs of specific concern (OSPAR, 2014), which primarily reflect inputs from 

anthropogenic combustion sources.  

The total concentrations of 2 to 6 ring PAHs showed high variability across the proposed 

cable route. Generally, the total 2- to 6-ring PAH concentrations across the survey were 

comparable to, or above, the Cefas Guideline Action Levels, with stations towards the north 

of the survey routes often exceeding the threshold.  

Total 2 to 6 ring PAH concentrations (individual and total) present in the National Grid 

sediments were assessed by comparison with their assigned ERL threshold values (OSPAR, 

2014). All individual PAH concentrations for all stations were below their respective ERL 

values (Appendix E.3.3 and E.3.6). The highest concentrations, like the THC levels, were 

observed at stations situated to the north of the survey route, while the lowest values were 

found near the shoreline. These concentrations align with the background levels commonly 

recorded throughout the region. Although exceedances were noted within the MCZ, they 

were comparable to those at stations along the entire route and are believed to reflect typical 

background conditions. 
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PAHs are lipophilic and bind strongly to organic matter in sediments (Davies, 2004), 

therefore, contaminant concentrations will be closely related to the distribution of fine 

grained and organic material (International Council for the Exploration of the Sea [ICES], 

2009, 2012). Normalisation of PAH concentrations to total organic carbon provides a basis for 

reliable assessment of temporal trends and facilitates a meaningful comparison of sediment 

substances with OSPAR BC and BAC thresholds (ICES, 2009, 2012; OSPAR, 2014). When 

normalised to 2.5 % TOC, individual US EPA 16 PAH concentrations exceeded the BAC value. 

BAC values were exceeded for naphthalene, phenanthrene, anthracene, fluoranthene, pyrene, 

benzo(a)anthracene, benzo(a)pyrene, indeno(1,2,3-cd)pyrene and benzo(ghi)perylene at most 

stations. Concentrations that exceed BAC values are considered to be ‘above background’ but 

at levels where it can be assumed that little or no risks are posed to the environment and its 

living resources at the population or community level (OSPAR, 2013). OSPAR guidance 

indicates that such exceedances reflect low-level anthropogenic influence, with little evidence 

of risk to benthic communities at both population and ecosystem scales. The normalised PAH 

profile points to moderate enrichment compared to background levels but does not suggest 

ecologically significant contamination. 

The source of the PAHs may be determined by investigation of the relative proportions of 

individual PAH concentrations (Budzinski et al., 1997; Neff, 1979; Yunker et al., 2002) as well 

as examining the overall distributions of parent and alkylated PAHs present. Pyrogenically (or 

pyrolytic) derived PAHs signatures (i.e. forest fires, etc.) are dominated by higher molecular 

weight compounds (mainly 4 to 6 ring) and are predominantly unsubstituted. In contrast, 

PAH formed during the slow geological maturation of petroleum are dominated by alkylated, 

low molecular weight (mainly 1 to 3 ring) compounds (Neff, 1979; Stogiannidis & Laane, 

2015). 

The distribution of parent 2 to 6 ring PAH compounds also reflects whether the source is 

petrogenic or pyrolytic. The trend of parent and alkylated PAHs is represented graphically in 

Appendix E E.2.4 using three-dimensional plots that represent the PAHs concentrations in 

terms of parent compound and alkyl homologue distribution of the aromatic material in the 

sediments analysed. The plots suggest that some PAHs detected along the proposed routes 

originate from both pyrolytic and petrogenic sources. Notably, samples from the northern 

section of the cable route are primarily of pyrolytic origin. 

12.2.2 Sediment Metals 

The analysis of samples for metal content can provide further corroboration, in conjunction 

with the physical characteristics and hydrocarbon content of marine sediments, to assess 

either background levels or the dispersion of discharged material around offshore 

installations. 

Metals and metalloids occur naturally in the marine environment and are widely distributed 

in both dissolved and sedimentary forms. Some are essential to marine life, while others have 

no biological function and therefore are toxic to numerous organisms at certain levels  
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(Boening, 1999; Páez-Osuna & Ruiz-Fernandez, 1995). Metals can enter the environment via 

natural methods such as riverine transport, coastal discharges, geological weathering and 

atmospheric fallout (Brady et al., 2015). Other routes into marine sediments include 

anthropogenic activities, such as direct discharges from industrial sources. A potential 

industrial source of metals is the UKCS oil and gas industry, and this is assessed in the OSPAR 

status reports (Region II, Greater North Sea; OSPAR, 2000, 2010) and the OSPAR CEMP 

Assessment Report 2013 (OSPAR, 2014). 

Trace metal contaminants in the marine environment tend to form associations with the 

non-residual phases of mineral matter, such as iron and manganese oxides and hydroxides, 

metal sulphides, clays, organics and carbonates (Dang et al., 2015; Wang et al., 2015; Warren 

& Zimmerman, 1993). Non-residual trace metals are associated with more reactive and 

available sediment components through processes such as adsorption onto mineral surfaces 

and organic complexation. Metals associated with these more reactive phases are prone to 

various environmental interactions and transformations (physical, chemical and biological), 

potentially increasing their mobility and biological availability (Tessier et al., 1979)., 1979; 

Warren & Zimmerman, 1993; (Du Laing et al., 2009). Residual trace metals are defined as 

those that are part of the crystal structure of the component minerals and are generally 

unavailable to organisms (de Orte et al., 2018). Therefore, in monitoring trace metal 

contamination of the marine environment, it is essential to distinguish the more mobile non-

residual trace metals from the residual trace metals tightly bound in the sediment lattice 

(Chester & Voutsinou, 1981) which are of comparatively lesser environmental significance 

because of their low reactivity and availability. 

In this study, an aqua regia partial digestion was employed to analyse the elemental content 

of the sediments. Aqua regia is an acid mixture that mainly dissolves the non-residual fraction 

of heavy metals—those not firmly bound within the crystalline mineral matrix. Consequently, 

it offers an estimate of the potentially bioavailable and environmentally mobile metal 

content, rather than the total metal concentration. 

12.2.2.1 Metals Available for Biological Uptake 

The bioavailable metal concentrations in the sediments showed moderate to high variability 

across the main survey array, except for chromium, which showed low variability. 

All measured CEMP metal concentrations were below the Cefas AL1 and AL2 thresholds, 

except for lead at station ST163, which exceeded the AL1 limit. Metal concentrations 

increased notably as the route progressed northward along the proposed routes. However, 

aside from lead at station ST163, all concentrations remained below their respective ERL 

values, where available. ERLs are defined as the lower tenth percentile of the sediment 

concentration data associated with observed biological effects (OSPAR, 2017). Concentrations 

below the ERL are unlikely to cause adverse effects on biota and the lead concentrations 

present did not appear to influence the composition of macrofaunal communities. 
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Arsenic concentrations exceeded the Cefas AL1 at 13 stations, including 5 pre-sweeping 

stations, along the survey route. These exceedances did not follow any clear sediment-type 

pattern, occurring in areas classified predominantly as muddy sandy gravel, gravelly sand, 

and slightly gravelly sand. The lack of a grain-size relationship suggests that arsenic 

enrichment is not driven by sediment composition, which often influences metals that bind 

preferentially to fine particles or organic fractions. The higher arsenic levels were observed 

throughout the central and southern sections of the route, indicating a widespread, rather 

than localised, distribution. This pattern suggests the source is unlikely to be a point-source 

discharge and may instead reflect natural geological variation or broad-scale anthropogenic 

influences. 

Strontium levels were generally higher toward the north along the survey route, where finer 

fractions predominated at the stations. This pattern is reinforced by regional hydrodynamics 

and the redistribution of carbonate-rich material throughout the area. The underlying 

lithology consists of extensive Upper Cretaceous chalk formations that produce 

carbonate-rich sediments that serve as important reservoirs for strontium, likely explaining 

the observed strontium levels across the region (“BGS GeoIndex (Offshore),” 2025)). Calcium 

carbonate-based shells found in gravel sediments are also known sources of strontium. These 

shells form due to the bioavailable minerals present in the water column, which are 

subsequently bioavailable to shellfish. This process results in the incorporation of strontium 

into the crystalline lattice of their shells.  

12.3 Macrofaunal Communities 

Macrofaunal communities along the proposed cable routes were represented mainly by 

Annelida which dominated in terms of taxa composition and abundance and comprised 

polychaetes such as G. oculata, L. conchilega, S. bombyx, S. spinulosa, Ampharete falcata and 

Scoloplos armiger. The polychaete S. bombyx has a short life span, high dispersal potential 

and reproductive rate, which allows this species to be an early coloniser and withstand 

habitats disturbance (Ager, 2005). Being a tube-building polychaete, S. bombyx can modify 

the sediment making it suitable for later colonization and succession (Ager, 2005). Similarly, 

S. spinulosa is a tube-building polychaete that was recorded at four stations along the cable 

sections approaching the coast, the highest abundance of 267 individuals recorded at station 

ST020. This is of relevance in relation to the habitat reef that this polychaete can build under 

a given set of environmental conditions as has been reported in areas of the North Sea 

(Limpenny et al., 2010). However, in the North Sea, S. spinulosa occurs mostly solitary or in 

small groups encrusting pebbles and shells (BRIG, 2011). In this study, both forms have been 

observed and assessed for the presence of reef structures (see Section 11.2.3). 

Arthropoda were the second most represented phylum in terms of taxa composition and the 

abundance. Arthropoda comprised cirripeds such as Balanus crenatus, Verruca stroemia, 

amphipods such as Bathyporeia elegans, B. tenuipes and Harpinia antennaria. Amphipods of 

the genus Bathyporeia are typical of sandy sediments. Specifically, B. elegans is reported to 
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prefer fine and medium sands with mud content < 20 %, whereas B. tenuipes is reported to 

prefer fine sands with mud content < 10 % (Darr et al., 2009). 

Mollusca were the third most represented phylum in terms of taxa composition and 

abundance. Molluscs comprised bivalves such as A. alba, N. nucleus, K. bidentata, particularly 

abundant in the section of the proposed cable within the coastal areas, as well as bivalves 

such as Phaxas pellucidus, Timoclea ovata, Ennucula tenuis, A. prismatica, P. minimum, 

Goodallia triangularis, Lucinoma borealis, Tellimya ferruginosa and Thyasira flexuosa more 

frequently recorded along the cable toward the offshore section. Some of these molluscs are 

opportunistic species, notably bivalves of the genus Abra, which are reported to be capable 

of exploiting newly disturbed substratum through larval recruitment, secondary settlement of 

post metamorphosis juveniles, and/or redistribution of adults (E. S. R. De-Bastos, 2016). 

Similarly, K. bidentata is reported to occur in association with burrows of brittlestar of the 

order Ophiuroidea (Gofas & Salas, 2008), which were also recorded in this study. Species of 

Nucula are reported to occur in muddy sandy habitats exposed to some wave action 

(Sabatini, M., & Ballerstedt, S., 2019). 

Echinodermata contributed less to the taxa composition and abundance and comprised 

urchins such as E. pusillus and Echinocardium cordatum and brittlestars such as A. filiformis, 

Amphipholis squamata and Ophiura albida. These taxa are reported to be typical of mixed 

coarse sediments exposed to strong tidal currents (Jackson, 2008), with species such as 

E. pusillus inhabiting the interstices of gravelly substrata (Rees et al., 2007). A. filiformis is 

instead reported to be dominant at deeper depths, where sediment disturbance is less 

(Wieking, G. & Kröncke, I., 2003) and in line with the results of the study, which recorded 

A. filiformis more frequently at stations along the offshore sections of the proposed cable 

route. 

The macrofaunal composition recorded in this study is in line with that reported to be typical 

of this region of the North Sea (Reiss et al., 2010). In general, the faunal diversity, calculated 

through the Shannon-Wiener (H’Log2) and assessed in line with the criteria of Dauvin et al. 

(2012), ranged from poor to high, with faunal abundances fairly evenly distributed across the 

taxa recorded as indicated by the Pielou’s index of evenness. An exception was highlighted at 

stations ST064 due to the numerical abundance of the Cirripedia B. crenatus in connection 

with coarser substrate and therefore available settling surface. 

Five main macrofaunal assemblages were identified through the multivariate analysis 

(Table 8.3), each group having an average similarity < 40 %, reflecting the diversity of the 

sediment. This was further confirmed by the correlation between the observed patterns of 

macrofaunal distribution and the sediment particle sizes and depth, in line with the literature 

which report granulometry and depth as the main physical variables influencing the 

macrofaunal distribution in the North Sea (Callaway et al., 2002; ICES, 2008; Künitzer et al., 

1992; Reiss et al., 2010), ICES, 2008). The correlations between the macrofaunal distribution 

also suggested that the metal strontium influenced the observed pattern. The strontium 

distribution showed a spatial pattern, with higher concentrations recorded at the coastal 
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station and decreasing along the cable route going offshore (Table 7.3). In the SNS the coast 

off East Anglia and off the Humber estuary are considered areas of intermediate strontium 

concentrations, which reflect the sediments originating by the coastal erosion and river input; 

some studies also suggest a correlation between the concentration of strontium and the 

gravel fraction which also accounts for most of the shell debris (Stevenson A.G. et al., 1995). 

Shell debris were notably present in the grab samples and frequently recorded during the 

video analysis (Appendix J.1) from the nearshore survey locations. The correlation of the 

macrofaunal distribution pattern with strontium is likely to be linked to its correlation with 

the gravel fractions and shell debris typical of the sediment composition of the nearshore 

stations of the proposed route. 

The infaunal biomass was represented mainly by Annelida, Mollusca and Echinodermata. 

Annelida biomass, particularly at some locations, was associated to the large abundance of 

some species including L. conchilega, S. spinulosa, L. koreni and S. lamarki, Mollusca biomass 

was associated to the large abundance of the bivalves A. alba and N. nucleus, whilst the 

Echinodermata biomass was associated to the presence of large abundances of the brittlestar 

A. filiformis as well as the presence of the urchins E. cordatum and E. flavescens. 

Colonial epifauna was recorded across most of the survey area and was represented mainly 

by Bryozoa, Cnidaria, Porifera and Chordata largely colonising the coarser grounds of the 

coastal area of the proposed cable route. 

12.4 Environmental DNA 

The eDNA-based techniques have a great potential for deriving biodiversity information and 

complementing traditional sampling methods. They are a promising tool particularly with 

regards to marine biosecurity programmes worldwide. The qualitative information provided 

by this technique can be effectively used for identifying new arrivals at different temporal and 

geographic scales (Danziger et al., 2022), guiding possible interventions. 

A limitation of eDNA metabarcoding techniques is that they cannot be effectively related to 

measures of abundance and/or biomass information. However, relative abundance of OTUs 

of taxa in the community can be inferred from the percentage of sequence reads obtained 

through metabarcoding (Zaiko et al., 2018). Moreover, the eDNA signal can be impacted by 

biological (e.g., biomass, life stage, activity, body condition), environmental (e.g. temperature, 

pH, salinity, conductivity), and technical factors (e.g. primer bias, PCR stochasticity) as shown 

by some studies (e.g. Danziger et al., 2022). 

Unidentified or misidentified taxa can result from incomplete reference databases, and taxa 

may be missed due to low quality DNA, environmental contaminants, or the dominance of 

other species in the sample. 

Due to the reference databases used to match the genetic sequences for the data, taxa 

identified to species level in this report are caveated by ‘There is lower support for this 

taxonomic identification as it is based on fewer than three matches to sequences in the 
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reference database, and/or limited geographic occurrence records for the taxon’. This affects 

the confidence in this taxonomic resolution and therefore the inferences made from the 

analysis. 

The taxonomic nomenclature used in this report has been compared against the Global 

Biodiversity Information Facility (GBIF) database of taxonomic nomenclature. Where 

appropriate, taxonomic nomenclature was also checked against the (WoRMS Editorial Board, 

2025) database and the IUCN Red List (IUCN, 2025). 

As the eukaryotes encompass the majority of living organisms and, given the river influence 

in the coastal areas, this analysis is likely to present non-marine taxa which are reported on as 

the genetic signal is strong enough to validate their presence. 

12.4.1 Sediment Environmental DNA (eDNA) 

In sediment, eDNA is sampled by extraction from a mini-core and subsequently analysed to 

detect the taxa present. Environmental DNA is currently considered to persist in temperate 

marine environments for approximately 48 h before degradation in aqueous form; sediment 

eDNA decay rates vary but are generally lower and can persist longer in the environment 

(Holman et al., 2022); (Sakata et al., 2020). The average half-life of eDNA varies depending on 

environmental conditions such as temperature, UV exposure and whether the eDNA is bound 

to particles (Collins et al., 2018; Strickler et al., 2015). 

Along the proposed cable route, SeDNA samples were collected to detect invertebrates, 

eukaryotes and bacteria. A moderate proportion of taxa (45.45 %) were identified to species 

level for sediment invertebrates, whilst smaller percentages of taxa were identified at species 

level for eukaryotes (8.62 %) and bacteria (0.84 %). This may be due to low eDNA 

concentrations, low data resolution in the region, or natural inhibitors affecting the analysis. 

12.4.1.1 Marine Sediment Invertebrates 

Along the proposed cable route, 165 invertebrate taxa were identified. The highest 

proportions of OTUs were expressed by the phylum Annelida, followed by the phylum 

Mollusca and Echinodermata, whilst the remaining phyla contributed a minimal proportion of 

the total OTUs. These taxa composition is consistent with the taxa composition observed by 

the macrofaunal data analysis (Section 8) and typically occurring within the North Sea. 

12.4.1.2 Marine Sediment Eukaryote 

Along the proposed cable route, 986 eukaryote taxa were detected and included Chromista, 

Animalia, Fungi, Plantae and Protozoa. Chromista and Animalia where the kingdoms 

contributing the highest proportion of OTUs. The phylum Animalia comprised primarily 

Polychaeta, Ascidiacea, Echinoidea and Bivalvia.  

Microbes dominate life in the oceans and play critical roles in ecosystem functioning and 

biogeochemical processes both on local and global scales ((Logares et al., 2014). 
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12.4.1.3 Marine Sediment Bacteria 

The microbial benthic community is a potentially powerful yet underexplored source of 

sediment-quality bioindicators, given its role in biogeochemical cycles, carbon sequestration, 

and pollutant mitigation, and its specific responses to contaminant types (Pawlowski et al., 

2018). There is increasing recognition of the value of the microbial fraction of the 

environment, and the ecosystem services it provides, such as bioremediation of pollutants 

and plastics, as well as its potential as a reservoir of novel bioprocesses. The direct link 

between sediment chemistry and microbial metabolic activity means that microbes can be 

ecosystem indicators, providing additional context for understanding potential environmental 

processes and sediment chemistry. Microorganisms in marine sediments are usually 

abundant and exhibit high metabolic diversity; therefore, they are a key factor in nutrient 

remineralisation and strongly influence the biogeochemical cycles of coastal and marine 

ecosystems (Aldeguer-Riquelme et al., 2022). 

Along the proposed cable route, the classes Gammaprotobacteria and Planctomycetes, the 

phyla Protbacteria and Actinobacteriata were amongst the top 5 taxa contributing the 

highest proportions of OTUs and were detected within each eDNA sediment sample. 

The class Gammaproteobacteria comprises numerous marine and estuarine bacteria, many of 

which can degrade hydrocarbons. They play a crucial role in bioremediation and the 

decomposition of organic matter. These bacteria are widespread in marine environments, 

including areas contaminated with oil (Gutierrez, 2017). 

12.4.2 eDNA Comparative analysis 

The comparative analysis between sediment eDNA metabarcoding and traditional 

macrofaunal sampling showed some differences in the community detected when compared 

at species level. Data were rationalised to remove colonial taxa; however, eDNA will have 

captured taxa which were not retained for the macrofauna data analysis. Moreover, 

macrofaunal samples were collected at a greater number of stations compared to the eDNA 

sediment samples. 

This pattern is consistent with recent studies showing that eDNA metabarcoding often 

detects a broader range of taxa than morphology-based methods. Hale et al. (2024) 

demonstrated that eDNA surveys of intertidal sediments identified numerous taxa—including 

nematodes, platyhelminths, and ascidians—that were overlooked in traditional assessments 

due to identification challenges.  

12.4.3 Seawater Environmental DNA (eDNA) 

Along the proposed cable route, SeDNA samples were analysed to identify fish and 

vertebrates. Considering eDNA taxonomic resolution, a moderate percentage of taxa 

(> 53 %) were detected at the species level for seawater eDNA fish and invertebrates. 
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12.4.3.1 Marine Seawater Fish (excl. Sharks and Rays) 

The eDNA analysis of bony fish identified a high proportion of OTUs corresponding to 

Atlantic Mackerel (S. scombrus). This species is abundant in cold- and temperate-water shelf 

regions, where it forms large schools near the surface. It is of significant commercial value 

(Collette et al., 2011). 

The family Ammodytidae was also detected with a high proportion of OTUs. This family 

includes sandeels, which have been detected by other sampling methods along the proposed 

cable route (e.g. Section 11.2.5). 

Whiting (M. merlangus) were detected in the survey area. It is a key piscivore in the North Sea 

and an essential part of a mixed demersal fishery (González-Irusta & Wright, 2017).  

In the TOP samples, the Lesser Weever (E. vipera) had a high proportion of OTUs. This species 

is found in the shallow waters, commonly found in the North Sea and Mediterranean, 

especially during the spring and summer months (Fezai et al., 2016). Other notable taxa with 

high OTU proportions include the European Sprat (S. sprattus). Sprat is a locally abundant, 

small pelagic clupeid fish with a nearly pan-European distribution (Limborg et al., 2012).  

Among the BOT samples, Haddock (M. aeglefinus) is widely distributed, found across the 

survey area, and is an economically important target species for the fishing industry 

(Buscaino et al., 2020). Notable taxa with relatively high proportions of OTUs include the 

Common Dab (L. limanda). This is a key species for environmental monitoring in the North 

Sea, for example, due to its benthic nature, broad geographic distribution, and relatively 

stationary behaviour. It has been widely used as a bioindicator in studies on heavy metals and 

organic pollutants, and is recognised by OSPAR CEMP as the preferred flatfish for chemical 

monitoring (Kammann et al., 2022). 

12.4.3.2 Marine Seawater Vertebrate 

The eDNA analysis for marine seawater vertebrate, the family Clupeidae was recorded with 

high proportions of OTUs. The family includes the Atlantic herring and the European sprat 

which have been recorded during the current study.  

Other notable taxa with high OTU proportions include the Five-beard Rockling (C. Mustela), 

an inshore species, frequent in tide pools and subtidal habitats (Robalo et al., 2014), the 

family Gadidae the common dragonet (C. lyra) and the Atlantic mackerel (S. scombrus).  

OTUs from bird taxa were sporadic in both TOP and BOT WeDNA samples, whilst the 

porpoise Phocena phocena and the family Delphinidae contributed to the proportions of 

vertebrate OTUs within the TOP WeDNA samples, particularly at those stations located 

further offshore along the proposed cable route. The harbour porpoise is widespread around 

the UK, commonly occurring along the west coast of Scotland, where the North Sea 

populations appear to concentrate in some areas close to the coast between June and 

September, with some individuals remaining in those regions year-round (JNCC, n.c.). Harbor 
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porpoises feed on energy-rich fish (< 30 cm in length), including sandeels (Ammodytes spp.), 

gobies (Gobiidae), gadoids, such as Atlantic cod (G. morhua) and whiting (M. merlangus), 

clupeids, such as Atlantic herring (C. harengus) and sprat (S. sprattus), and flatfish 

(Pleuronectiformes) (Nachtsheim et al., 2021). 

12.4.3.3 eDNA Comparative analysis 

The comparative analysis between fish families detected by SeDNA samples and 

photographic samples showed some differences in the fish community detected along the 

proposed cable route. Both methods identified 10 genera in common, indicating consistency 

and validating eDNA as a complementary approach to traditional habitat surveys. However, 

eDNA detected an additional 13 genera not captured by the photographic samples, 

underscoring its potentially enhanced sensitivity for detecting cryptic, transient, or 

low-abundance taxa. 

These findings align with recent studies demonstrating that eDNA often captures greater 

taxonomic richness than conventional methods. In reef ecosystems, Hayes et al. (2025) 

showed that eDNA identified 44 more tropical fish species than visual surveys across a 

latitudinal gradient. 

The discrepancy between methods can be attributed to differences in sampling principles. 

eDNA integrates genetic signals over space and time, enabling the detection of species that 

may not be visually observed due to behavioural patterns, depth preferences, or survey 

limitations. Conversely, habitat assessments provide direct observations but are constrained 

by spatial coverage and observer bias. While eDNA excels in presence/absence detection, its 

quantitative interpretation remains challenging, as read abundance does not reliably 

correlate with biomass or density (He et al., 2023). 

12.5 Seafloor Habitats and Biotopes 

Results of the seafloor photographic data analysis indicated the presence of habitats 

featuring rippled sand with shell fragments and varying amounts of gravel and mud along 

most of the proposed cable routes. Habitats with coarser and hard substrates such as 

pebbles and cobbles were recorded, particularly at stations along the nearshore section of 

proposed cable route. The presence of ripples is indicative of sediment disturbance, such as 

that associated with hydrodynamics, whilst large areas of rippled sand and other non-

cohesive sediment comprising superficial sand and silt with various amounts of gravel are 

ubiquitous throughout much of the North Sea (British Geological Society [BGS], 2002). Shell 

fragments were also a predominant feature of the sediment, particularly in in the section of 

the proposed cable approaching the coastal area. 

Characteristic epibenthic species included echinoderms, crustaceans, bivalves, low-lying and 

turf forms of hydroids and bryozoans and fish, which were observed in most of seafloor 

photographic data acquired. Sea pens and burrows were also observed in the offshore 

section of the proposed cable route. The habitat and associated epibiotic communities were 
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comparable to those reported for areas of the southern North Sea with comparable sediment 

characteristics (Callaway et al., 2002; Jennings et al., 1999). 

Four biotopes and seven biotope complexes were identified along the proposed cable route 

(Route B) and the variation (Route C). 

The biotope ‘Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral fine sand‘ 

(MC5212) was assigned to 36 stations. These station where located from the circalittoral 

(Routes B and C) to the offshore section of the proposed cable route (Route B), where the 

median sediment particle size was between 150 µm to 413 µm, with a mean of 225 µm (fine 

sand). This biotope is similar to ‘Echinocyamus pusillus, Ophelia borealis and Abra prismatica 

in circalittoral fine sand’ (MC5211) which it may grade into if finer sediment prevails (EEA, 

2022). Features suggesting the possible presence or interchange with this biotope, as the 

conditions change, were observed, although these were not characterising enough to define 

the presence of the biotope at the time of the study. 

The biotope ‘Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly mixed 

sediment’ (MC5241) was assigned to five stations along the nearshore section of the 

proposed cable route (Route B), where the sediment comprised 20.09 % to 82.51 % gravel 

and 3.26 % to 16.37 % mud. This biotope is reported to be related to the 'Abra community’ 

and part of the ‘infralittoral étage‘ described by Glemarec (1973, cited in EEA, 2022). 

The biotope ‘Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand or 

muddy sand’ (MD5212) was assigned to 37 stations, located in the offshore section of the 

proposed cable route (Route B). The species associated to this biotope live buried in muddy 

sediments and generally occur in lower abundances in offshore grounds. For this reason, 

their presence, even if not in high abundances, suggests the occurrence of this biotope. As an 

infaunal tube building polychaete, Owenia fusiformis act as good ecosystem engineers, 

providing protection from hydrodynamics and predators and therefore stability to the 

benthic community with regard to diversity, abundances and spatial distribution (E. De-

Bastos, 2023). 

The biotope complexes ‘Faunal communities in full salinity Atlantic infralittoral coarse 

sediment (MB523), ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321), 

and ‘Faunal communities of Atlantic circalittoral mixed sediment’ (MC421) where mostly 

assigned to stations located along the section of the proposed cable route (Route B) 

approaching the coast. ‘Faunal communities in Atlantic circalittoral sand’ (MC521), ‘Faunal 

communities of Atlantic circalittoral mud’ (MC621), ‘Faunal communities in Atlantic offshore 

circalittoral mixed sediment’ (MD421) and ‘Faunal communities in Atlantic offshore 

circalittoral sand’ (MD521), featuring finer sediments, were assigned to stations located along 

the offshore section of the proposed cable route (Route B). The biotope complexes are 

deemed to represent the broad habitats characterising the habitats crossed by the proposed 

cable route (Route B) and are all typical of the southern North Sea. From the geophysical 

data (see Section 5) and the video analysis, part of the proposed cable route is characterised 
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by ‘Faunal communities in Atlantic circalittoral sand’ (MC521) overlying ‘Atlantic circalittoral 

rock’ (MC12). Also, areas where coarser sediments including gravelly sands are detected by 

the geophysical data interspaced with coarser or finer sands, the latter would appear to be an 

overlay as those coarser sediments were not seen from the video analysis or the PSD data at 

the sampling locations. 

The biotope complex ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321) 

described by the grab data was assigned to the majority of the stations that fell within the 

Holderness Offshore MCZ with the exception of station ST072 along the proposed cable 

variation (Route C), which was assigned ‘Faunal communities of Atlantic circalittoral mixed 

sediment’ (MC421) due to visible patches of exposed clay in photographic data. 

The biotopes and biotope complexes identified for the description of National Grid EGL5 are 

in line with those expected to occur along the proposed cable routes (Route B and Route C). 

12.6 Potentially Sensitive Habitats and Species 

Aggregation of cobbles observed at 38 stations were assessed for resemblance to Annex I 

habitat ‘Reef’, in line with the criteria detailed in Irving (2009) for stony reefs. The overall 

assessment indicated ‘Not a reef’ and/or resemblance to ‘Low reef’ at most stations. At 

station ST074 and along sections of four additional stations, the seafloor was assessed as 

‘Possible reef with veneer’ as, despite not satisfying the composition criteria of < 10 % 

cobbles and/or boulders, an established emerging epifaunal community was observed 

indicating seafloor stability. Sections (or the entirety of) five stations were assessed as 

resemblance to ‘Medium reef’. Along the offshore section of the proposed cable route 

(Route B), aggregations were assessed as ‘Not a reef’ and/or ‘Low reef’, whilst along the 

nearshore section of the proposed cable route (Route B), and within the MCZ on both 

proposed cable routes (Route B and C), assessment also comprised ‘Possible reef with veneer’ 

and ‘Medium reef’. Within the Holderness Offshore MCZ, sections of ‘Medium reef’ were 

assessed at station ST102 on the proposed cable route (Route B) and station ST072 on the 

proposed cable variation (Route C). Cobble aggregations are a component part of the mixed 

sediment seafloor type that characterises this region of the North Sea. At the stations where 

the assessment was ‘Medium reef’, there is a potential for the presence of Annex I stony reef 

habitat. Stations of ‘Low reef’ assessment are unlikely to be considered to represent Annex I 

habitats in line with Irving (2009) guidelines whereby, if a ‘low’ is scored in composition, 

elevation, extent, or biota, then a strong justification would be required for this area to 

qualify as Annex I habitat ‘Reefs’ under the current marine nature conservation legislation. 

Sea pens and faunal burrows were observed at stations located along the offshore section of 

the proposed cable route (Route B). Where assessed, the occurrence of faunal burrows 

ranged from 'absent' to ‘common’ on the SACFOR scale and sea pen occurrences ranged 

from ‘occasional' to 'frequent'. The habitat guidelines (JNCC, 2014) state that the seafloor 

must be ‘heavily bioturbated by burrowing megafauna with faunal burrows and mounds 

forming a prominent feature of the sediment surface’ and that burrows should be at least 
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‘frequent’ on the SACFOR scale to be classified as a ‘Sea pen and burrowing megafauna 

community’. Of all the transects assessed, only one station was assessed to have an 

abundance of faunal burrows as at least ‘frequent’. 

Two transects, located along the nearshore section of the proposed cable route (Route B), 

were assessed for the presence of the Annex I habitat ‘Reef’ biogenic, Sabellaria spinulosa 

reef. Only at one station, located along the nearshore section of the proposed cable route 

(Route B), the tubes were assessed to align with characteristics of ‘low reef’ and ‘medium 

reef’. At the other station assessed for the presence of this Annex I reef habitat, the 

agglomerates were consolidated to a crust form, which could allow a rapid development of a 

reef in favourable recruitment conditions, due to the reported gregarious settlement of this 

species. Sabellaria spinulosa reefs comprise of dense subtidal aggregations of the tube 

building polychaete worm which can stabilise cobble, pebble and gravel habitats, providing a 

consolidated habitat for epibenthic species. These aggregations, despite being fragile and 

highly affected by natural disturbance, are solid and large structures, raised above the 

surrounding seabed that can persist for long time. These characteristics make these reefs 

suitable to support many other associated species to become established in areas where they 

would normally not been found, enhancing the biodiversity (BRIG, 2008a). 

There are five species of sandeel recorded in UK waters (Ellis et al., 2012), of which 

Ammodytes marinus is listed as a UK BAP priority species (BRIG, 2007). As the proportions of 

silt decreased and coarse sand and medium sand in the sediment increases, so does the 

increased selection of sandeels for the habitat (Holland et al., 2005). Along the proposed 

cable route (Route B) and the variation (Route C), most of the stations described as 

‘Unsuitable’ were along the nearshore section of the proposed cable route (Route B), where 

the coarser grounds are prevalent and along the offshore section of the cable route where 

the fines content was higher. Progressing along the proposed cable route toward the 

offshore section the stations were assessed as ‘Marginal’ habitats, mostly occurring within the 

Holderness Offshore MCZ (particularly on Route C). Those described as ‘Preferred’ were 

mostly found in the offshore sections of the proposed cable route (Route B) where a greater 

proportion of sand content and little or no mud content in the sediment were recorded. Only 

three stations located within the MCZ were assessed as ‘Preferred’ grounds (Route C). 

Herring spawn on gravel and other coarse sediments and substrate including coarse sand, 

maerl and shell where there is a low proportion of fine sediment and well-oxygenated water 

(e.g. Bowers, 1980; Aneer, 1989; Stratoudakis et al., 1998; Maravelias et al., 2000). Along the 

proposed cable route (Route B), the sediments at most stations were considered ‘Unsuitable’ 

as herring spawning ground. However, at 24 and 16 stations the sediments were assessed as 

‘Preferred’ and ‘Marginal’ herring spawning grounds, respectively. At these preferential 

spawning areas, there was a large gravel component and very little or no mud content. 

Within the Holderness Offshore MCZ, twelve stations along the proposed cable route 

(Route B) and one along the proposed cable variation (Route C) were assessed as ‘Preferred’, 

whilst three along the proposed cable variation (Route C) were assessed as ‘Marginal’. The 
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remaining stations were deemed ‘Unsuitable’ due to the mixed nature of the grounds and the 

occurrence of coarser sediments including pebbles. 

Most of the habitat types recorded along the proposed cable routes (Route B and Route C) 

fall under the BSH ‘Subtidal sands and gravelֹ’, which is a UK BAP priority habitat (JNCC, 2024) 

and a habitat of conservation importance (HOCI) in MCZs (JNCC, 2016). Subtidal sands and 

gravel sediments are the most common habitats found below the level of the lowest low tide 

around the UK coast. The sands and gravels from the North Sea are largely formed from rock 

material (Joint Nature Conservation Committee on behalf of the Four Countries’ Biodiversity 

Group [JNCC on behalf of 4CBG], 2024). 

The ocean quahog Arctica islandica, a protected feature within the Holderness Offshore MCZ, 

was recorded at 28 stations along the proposed cable routes (Route B and Route C) as adult 

and juveniles from the grab data and as OTU in the eDNA samples. None of these stations 

were located within the Holderness Offshore MCZ. 

Ammodytes marinus, Solea solea and Gadus morhua are UK BAP priority species (JNCC, 2019). 

In addition, G. morhua is also on the OSPAR list of threatened and/or declining habitats and 

species for regions II and III (OSPAR, 2025), the survey area being part of OSPAR region II. 

This species is also on the IUCN red list of threatened species as ‘vulnerable’ (IUCN, 2025). 

From the photographic data and eDNA of water samples G. morhua was recorded along the 

proposed cable route, along with OTUs for the UK BAP species Scomber scombrus, Merlangius 

merlangus, Clupea harengus, Pleuronectes platessa, Merluccius merluccius, and Trachurus 

trachurus. The latter is also listed as ‘vulnerable’ on the IUCN red list alongside (IUCN, 2025). 

Other taxa detected by the eDNA technique included the Witch Flounder (Glyptocephalus 

cynoglossus) listed as ‘vulnerable’ on the IUCN Red List (IUCN, 2025) and the American Plaice 

(Hippoglossoides platessoides) listed as ‘endangered’. 

The biotope complex ‘Faunal communities of Atlantic circalittoral mud’ (MC621) and the 

presence of sea pens and faunal burrows suggest the presence of the UK BAP ‘Mud Habitats 

in Deep Water’.  

Due to the presence of clay exposures with piddock holes at four stations along the 

proposed cable route, the UK BAP priority habitat ‘Peat and Clay Exposures with Piddocks’ 

may be present. However, the seafloor at station ST009, which featured the most extensive 

areas of exposed clay, was considered impoverished of visible fauna and no live piddocks 

were observed. Additionally, the characteristic piddock taxa of Pholas dactylus, Barnea 

candida and Barnea parva were not reported within the macrofaunal or eDNA data within the 

survey area (BRIG, 2008b). 

Anemones of the family Edwardsiidae were recorded within the survey area, indicating the 

possible presence of the UK BAP species Edwardsia timida. This burrowing anemone favours 

sheltered muddy gravel to muddy sand and may be threatened by disturbance (e.g. 

dredging).  
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12.7 Non-Indigenous and Cryptogenic Species 

Non-indigenous species are those that have reached the UK by accidental human transport, 

deliberate human introduction, or which have arrived by natural dispersion from a 

non-indigenous population in Europe (Government Digital Service [GDS], 2021). Once 

introduced, some NNSs can become established (grow and reproduce successfully) and their 

subsequent dispersal from the point of introduction can result in environmental and 

economic impact (Cottier-Cook et al., 2017). The NNS that have a negative impact on 

biodiversity, through the spread of disease, competition for resources, or by direct 

consumption, parasitism, or hybridisation, are termed ‘invasive’ (GDS, 2021). 

Cryptogenic species are those of unknown origin, as such they are not demonstrably native 

nor introduced (Eno et al., 1997). 

The NNS recorded in the grab samples included the polychaete Goniadella gracilis. This 

species was first recorded in 1970 in Liverpool Bay and had been previously reported from 

South Africa and North America, from where it was originally described. Although the 

method of introduction is unknown, this species is likely to have been introduced from the 

United States east coast through trans-Atlantic shipping. In the British Isles, this species is 

common in Liverpool Bay in sandy gravel at a depth of more than 15 m and widespread in 

the southern Irish Sea (Eno et al., 1997) and, further in Europe, it has been recorded in the Bay 

of Douarnenez in France (Institut Français de Recherche pour l'Exploitation de la Mer 

[Ifremer], 2004). In this study, one individual of G. gracilis was recorded in the grab samples 

from four stations.  

Another NIS detected was the mollusc C. fornicata. This species was first recorded in Europe 

in 1872 in Liverpool Bay but populations in this area have since reportedly died out. The 

species is known to have been introduced to Essex between 1887 and 1890 from North 

America, in association with imported American oysters Crassostrea virginica, but it can also 

be transported by ships’ hull and, as larval stages, also in ballast waters. This species is found 

in the southwest, south and southeast Britain and as far north as Pembrokeshire on the west 

coast and Yorkshire on the east coast. It generally does not occur at depths greater than 

30 m (Eno et al., 1997). In this study, four individuals were recorded at three coastal stations. 
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13. Conclusions 

The aim of this report has been to evaluate the existing physical, chemical and biological 

components in the marine environment within the survey area. A review of the environmental 

data in context with other cited studies from the region, and estimated sediment effects 

threshold values (OSPAR, 2014; United Kingdom Offshore Operators Association [UKOOA], 

2001) was also undertaken. Based on the overall assessment of the survey area, the following 

key conclusions can be stated:  

◼ The sediment along the proposed cable routes heterogeneous, comprising sand, gravel 

and fines. The sediment heterogeneity resulted in 10 sediment classes being identified 

under the Folk (BGS modified) classification and 9 sediment classes being described by 

the Wentworth (1922) classification, by five sorting categories and by the polymodal 

distribution of the sediments. The nearshore locations also presented a noticeable 

biogenic contribution to the gravel resulting from shell fragments; 

◼ Four main sediment clusters were identified by the multivariate analysis, ranging from 

poorly sorted ‘sand‘ (fine sand), to very poorly sorted ‘sand/gravel’ (very coarse sand), 

poorly sorted ‘sand‘ (coarse sand) and very poorly sorted ‘muddy sandy gravel’ (gravel); 

◼ The stations located within the Holderness Offshore MCZ all grouped within the 

sediment group describing coarser grounds (gravel); 

◼ Sediment THC values were typical of background marine sediments. All stations, 

including pre-sweeping stations, were below the Cefas Guideline Action Levels and the 

EET; 

◼ All individual US EPA 16 PAH concentrations were below their respective ERL values. 

When normalised to 2.5 % TOC, all individual US EPA 16 PAH concentrations, except for 

chrysene, exceeded their BAC values at most stations; 

◼ PAH source attribution suggests a combination of pyrolytic and petrogenic origins of the 

aromatic compounds. Typically, samples collected from stations located to the north of 

the proposed cable route aligned with pyrolytic sources; 

◼ All measured CEMP metal concentrations remained below the Cefas AL1 threshold. Lead 

exceeded both the Cefas AL1 and ERL threshold at station ST163. All metal 

concentrations were below their representative Cefas AL2 thresholds. Metal 

concentrations increased northward along the proposed routes;  

◼ Macrofauna from the grab samples comprised infaunal and epifaunal taxa. Annelida 

represented most of the community structure and composition of the enumerated fauna. 

Macrofaunal richness and diversity were generally higher at stations with coarse and 

diverse sediment; 

◼ Five main macrofaunal assemblages were identified through the multivariate analysis, 

reflecting the heterogeneity of the sediment. This was further confirmed by the 

correlation between the observed patterns of macrofaunal distribution and the sediment 

particle sizes and depth; 
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◼ The infaunal biomass was represented mainly by Mollusca and Echinodermata. Mollusca 

biomass was associated to the large abundance of some bivalves, whilst the 

Echinodermata biomass was associated to the presence of large abundances of the 

brittlestar and the presence of large urchins; 

◼ Four biotopes and seven biotope complexes were identified along the proposed cable 

route (Route B) and the variation (Route C). These were: 

• ‘Abra prismatica, Bathyporeia elegans and polychaetes in circalittoral fine sand‘ 

(MC5212), assigned to 36 stations; 

• ‘Abra alba and Nucula nitidosa in circalittoral muddy sand or slightly mixed 

sediment’ (MC5241), assigned to 6 stations; 

• ‘Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand or muddy 

sand’ (MD5212), assigned to 37 stations; 

• ‘Faunal communities in full salinity Atlantic infralittoral coarse sediment’ (MB523) 

assigned to one station; 

• ‘Faunal communities of Atlantic circalittoral coarse sediment’ (MC321) assigned to 

88 stations, including the majority of stations on the proposed cable routes (Route 

B and Route C) within the Holderness Offshore MCZ; 

• ‘Faunal communities of Atlantic circalittoral mixed sediment’ (MC421) assigned to 

12 stations; 

• ‘Faunal communities in Atlantic circalittoral sand’ (MC521), assigned to 85 stations; 

• ‘Faunal communities of Atlantic circalittoral mud’ (MC621), assigned to one 

station; 

• ‘Faunal communities in Atlantic offshore circalittoral mixed sediment’ (MD421), 

assigned to three stations, including one station on the proposed cable variation 

(Route C) within the Holderness Offshore MCZ; 

• ‘Faunal communities in Atlantic offshore circalittoral sand’ (MD521), assigned to 73 

stations; 

◼ The overall assessment for the potential presence of Annex I habitat ‘Reef’ was ‘Not a 

reef’ or ‘Low resemblance’ to a stony reef at most stations. Resemblance to ‘Medium 

reef’ with the potential to be described as Annex I habitat was assessed at five nearshore 

stations; 

◼ Five stations were assessed for the presence of the OSPAR listed threatened and/or 

declining habitat 'Sea pen and burrowing megafauna'. Both Nephrops norvegicus and 

other megafauna burrows abundance were assessed as at least ‘frequent’ at 

station ST231 only; 

◼ The potential presence of the Annex I habitat and OSPAR threatened and/or declining 

habitat ‘Sabellaria spinulosa reef’ was assessed as ‘low reef’ to ‘medium reef’ at 

station ST011 in the nearshore section of the cable; 

◼ Adult individuals of the Ocean Quahog Arctica islandica, listed in the OSPAR list of 

threatened and/or declining species, were recorded at six stations and 38 juveniles were 

recorded at 19 stations. The eDNA analysis detected OTUs for this species at further five 
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stations. None were recorded at the stations located within the MCZ Holderness 

Offshore; 

◼ The sediments assessed for the presence of sandeel preferred spawning grounds 

indicated ‘Preferred’ grounds at 104 stations, ‘Marginal’ grounds at 22 and ‘Unsuitable’ 

grounds at 81. Within the Holderness Offshore MCZ (Route B), 2 were assessed as 

‘Unsuitable’ grounds and 1 was assessed as ‘Marginal’ ground; 

◼ The sediments assessed for the presence of herring preferred spawning grounds 

indicated ‘Preferred’ grounds at 24 stations, ‘Marginal’ grounds at 16 and ‘Unsuitable’ 

grounds at 167. Within the MCZ Holderness Offshore, 12 stations along Route C and 1 

station along Route B were assessed as ‘Preferred’, whilst 3 stations along Route C were 

assessed as ‘Marginal‘ grounds; 

◼ The habitat types described throughout much of the survey area may occur within the 

broad habitat of ‘Subtidal sands and gravels’, a UK BAP habitat; 

◼ UK BAP fish species recorded during this study included Atlantic herring (C. harengus), 

Atlantic cod (G. morhua; also an OSPAR threatened and/or declining species), whiting 

(M. merlangus), common ling (M. molva), angler fish (L. piscatorius), mackerel 

(S. scombrus), European plaice (P. platessa), common sole (S. solea) and Atlantic horse 

mackerel (T. trachurus); 

◼ Anemones of the family Edwardsiidae were recorded within the survey area, indicating 

the possible presence of the UK BAP species Edwardsia timida; 

◼ The taxa detected, with the highest proportion of OTUs, were typical of those found in 

the survey area; 

◼ All detected species listed in the water fish eDNA analysis are currently Least Concern on 

the IUCN Red List, indicating a low conservation priority, except for Haddock 

(M. aeglefinus), which is designated as vulnerable; 

◼ From the analysis of the grab samples, the NIS detected included the polychaete 

Goniadella gracilis and the mollusc Crepidula fornicata. No other NIS were detected 

within the survey area. 

 

In summary, the physico-chemical and biological properties of the seafloor, including the 

habitat types identified along the proposed cable routes (Route B and Route C) are 

considered typical of varied sediments in the southern North Sea, and the distribution of 

both macrofauna and habitat type is primarily influenced by the sediment composition. 

 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 344 of 356 

 

14. References 

Ager, O. E. D. (2005). A bristleworm (Spiophanes bombyx). 

https://www.marlin.ac.uk/assets/pdf/species/marlin_species_1705_2019-03-21.pdf 

https://doi.org/10.17031/MARLINSP.1705.1 

Aldeguer-Riquelme, B., Rubio-Portillo, E., Álvarez-Rogel, J., Giménez-Casalduero, F., 

Otero, X. L., Belando, M.‑D., Bernardeau-Esteller, J., García-Muñoz, R., Forcada, A., Ruiz, J. M., 

Santos, F., & Antón, J. (2022). Factors structuring microbial communities in highly impacted 

coastal marine sediments (Mar Menor lagoon, SE Spain). Frontiers in Microbiology, 13. 

https://doi.org/10.3389/fmicb.2022.937683 

Aneer, G. (1989). Herring (Clupea harengus L.) spawning and spawning ground characteristics 

in the Baltic Sea. Fisheries Research, 8(2), 169–195. https://doi.org/10.1016/0165-

7836(89)90030-1 

Balmer, J. E., Hung, H., Yu, Y., Letcher, R. J., & Muir, D. C. G. (2019). Sources and environmental 

fate of pyrogenic polycyclic aromatic hydrocarbons (PAHs) in the Arctic. Emerging 

Contaminants, 5, 128–142. https://doi.org/10.1016/j.emcon.2019.04.002 

Berthou, F., & Friocourt, M. P. (1981). Gas chromatographic separation of diastereomeric 

isoprenoids as molecular markers of oil pollution. Journal of Chromatography, 219, 393–402. 

BGS GeoIndex (offshore) [Computer software]. (2025). British Geological Survey. 

https://mapapps2.bgs.ac.uk/geoindex_offshore/home.html 

Biodiversity Reporting and Information Group. (2008a). Mud habitats in deep water (UK BAP 

Priority Habitat description). https://data.jncc.gov.uk/data/c9721550-e422-4181-805d-

2a0b58afa9d7/UKBAP-BAPHabitats-37-MudHabitatsDeepWater.pdf  

Biodiversity Reporting and Information Group. (2008b). Sabellaria spinulosa reefs (UK BAP 

Priority Habitat description). https://data.jncc.gov.uk/data/0a9b6b43-4827-44a4-ab06-

0f94d5ad6b93/UKBAP-BAPHabitats-47-SabellariaSpinulosaReefs.pdf  

Biodiversity Reporting and Information Group. (2008c). Subtidal Sands and Gravels (UK BAP 

Priorty Habitat Description). https://data.jncc.gov.uk/data/c9721550-e422-4181-805d-

2a0b58afa9d7/UKBAP-BAPHabitats-54-SubtidalSandsGravels.pdf  

Biodiversity Reporting and Information Group. (2011). UK biodiversity action plan: Priority 

habitat descriptions. https://hub.jncc.gov.uk/assets/2728792c-c8c6-4b8c-9ccd-a908cb0f1432  

Blott. (2010). GRADISTAT version 8.0: A grain size distribution and statistics package for the 

analysis of unconsolidated sediment by sieving or laser granulometer. Kenneth Pye 

Associates.  



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 345 of 356 

Blott, S. J., & Pye, K. (2001). GRADISTAT: A grain size distribution and statistics package for 

the analysis of unconsolidated sediments. Earth Surface Processes and Landforms, 26(11), 

1237–1248. 

Blumer, M., & Snyder, W. D. (1965). Isoprenoid hydrocarbons in recent sediments: Presence of 

pristane and probable absence of phytane. Science, 150(3703), 1588–1589. 

Boening, D. W. (1999). An evaluation of bivalves as biomonitors of heavy metals pollution in 

marine waters. Environmental Monitoring and Assessment, 55, 459–470. 

Bouloubassi, I [I], Lipiatou, E., Saliot, A., Tolosa, I., Bayona, J. M., & Albaigés, J. (1997). Carbon 

sources and cycle in the western Mediterranean—the use of molecular markers to determine 

the origin of organic matter. Deep Sea Research Part II: Topical Studies in Oceanography, 

44(3), 781–799. https://doi.org/10.1016/S0967-0645(96)00094-X 

Bowers, A. B. (1980). (1980). Characteristics of herring (Clupea harengus) spawning grounds: 

(International Council for the Exploration of the Sea [ICES] Conference and Meeting 

1980/H:13). ICES. 

Brady, J. P., Ayoko, G. A., Martens, W. N., & Goonetilleke, A. (2015). Development of a hybrid 

pollution index for heavy metals in marine and estuarine sediments. Environmental 

Monitoring and Assessment, 187(5), 306. https://doi.org/10.1007/s10661-015-4563-x 

British Geological Society. (2002). Strategic Environmental Assessment – SEA 2 and 3 

(Technical Report 008 Rev1 – Geology). Department of Trade and Industry (DTI). 

https://assets.publishing.service.gov.uk/media/5a7a2a8340f0b66a2fc005f6/TR_SEA3_Geology.

pdf  

Budzinski, H., Jones, I., Bellocq, J., Pierard, C., & Garrigues, P. H. (1997). Evaluation of sediment 

contamination by polycyclic aromatic hydrocarbons in the Gironde estuary. Marine Chemistry, 

58(1-2), 85–97. 

Buscaino, G., Picciulin, M., Canale, D. E., Papale, E., Ceraulo, M., Grammauta, R., & Mazzola, S. 

(2020). Spatio-temporal distribution and acoustic characterization of haddock 

(Melanogrammus aeglefinus, Gadidae) calls in the Arctic fjord Kongsfjorden (Svalbard 

Islands). Scientific Reports, 10(1), 18297. https://doi.org/10.1038/s41598-020-75415-9 

Bush, R. T., & McInerney, F. A. (2013). Leaf wax n-alkane distributions in and across modern 

plants: Implications for paleoecology and chemotaxonomy. Geochimica Et Cosmochimica 

Acta, 117, 161–179. 

Butler, J. D., Butterworth, V., Kellow, S. C., & Robinson, H. G. (1984). Some observations on the 

polycyclic aromatic hydrocarbon (PAH) content of surface soils in urban areas. Science of the 

Total Environment, 33(1-4), 75–85. 

Callaway, R., Alsvåg J., Boois, I. de, Cotter, J., Ford, A., Hinz, H., Jennings, S., Kröncke, I., 

Lancaseter, J., Piet, G., Prince, P., & Ehrich, S. (2002). Diversity and community structure of 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 346 of 356 

epibenthic invertebrates and fish in the North Sea. ICES Journal of Marine Science(59), 1199–

1214. https://doi.org/10.1006/jmsc.2002.1288 

Chamberlain, S., Oldoni, D., & Waller, J. (2025). rgbif: Interface to the global biodiversity 

information facility API: CRAN: Contributed Packages. https://CRAN.R-

project.org/package=rgbif 

Chester, R., & Voutsinou, F. G. (1981). The initial assessment of trace metal pollution in coastal 

sediments. Marine Pollution Bulletin, 12(3), 84–91. https://doi.org/10.1016/0025-

326X(81)90198-3 

Clarke, Gorley, R. N., Somerfield, P. J., & Warwick, R. M. (2014). Change in marine 

communities: an approach to statistical analysis and interpretation. PRIMER-E.  

Collette, B., Boustany, A., Carpenter, K. E., Di Natale, A., Fox, W., Graves, J., & Juan Jorda, M. 

(2011). IUCN Red List of Threatened Species: Scomber scombrus, Atlantic Mackerel. 

https://doi.org/10.2305/IUCN.UK.2011-2.RLTS.T170354A6764313.en 

Collins, R. A., Wangensteen, O. S., O'Gorman, E. J., Mariani, S., Sims, D. W., & Genner, M. J. 

(2018). Persistence of environmental DNA in marine systems. Communications Biology, 1(1), 

185. https://doi.org/10.1038/s42003-018-0192-6 

Cottier-Cook, E. J., Beveridge, C., Bishop, J. D. D., Brodie, J., Clark, P. F., Epstein, G., 

Jenkins, S. R., Johns, D. J., Loxton, J., MacLeod, A., Maggs, C., Minchin, D., Mineur, F., Sewell, J., 

& Wood, C. A. (2017). Non-Native species. MCCIP Science Review 2017, 47–61. doi 

10.14465/2017.arc10.005-nns 

Culotta, L., Stefano, C. de, Gianguzza, A., Mannino, M. R., & Orecchio, S. (2006). The PAH 

composition of surface sediments from Stagnone coastal lagoon, Marsala (Italy). Marine 

Chemistry, 99(1-4), 117–127. 

Damsté, J. S., Baas, M., Geenevasen, J., & & Kenig, F. (2005). Structural identification of 

sedimentary C21 and C22 highly branched isoprenoid alkanes. Organic Geochemistry, 36(4), 

511–517. https://doi.org/10.1016/j.orggeochem.2004.11.005 

Dang, D. H., Lenoble, V., Durrieu, G., Omanović, D., Mullot, J.‑U., Mounier, S., & Garnier, C. 

(2015). Seasonal variations of coastal sedimentary trace metals cycling: insight on the effect 

of manganese and iron (oxy) hydroxides, sulphide and organic matter. Marine Pollution 

Bulletin, 92(1-2), 113–124. 

Danziger, A. M., Olson, Z. H., & Frederich, M. (2022). Limitations of eDNA analysis for Carcinus 

maenas abundance estimations. BMC Ecol Evol, 22(1), 14. https://doi.org/10.1186/s12862-

022-01969-z 

Darr, A., Pehlke, H., & Meißner, K. (2009). Using habitat suitability models for the prediction of 

the occurrence of benthic crustaceans - an example for Bathyporeia spp. In the German Bight 

(North Sea). Conference: Crustaceologentagung At: Rostock. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 347 of 356 

https://www.researchgate.net/publication/282323102_Using_habitat_suitability_models_for_th

e_prediction_of_the_occurrence_of_benthic_crustaceans_-

_an_example_for_Bathyporeia_spp_in_the_German_Bight_North_Sea/comments 

Dauvin, J.‑C., Alizier, S., Rolet, C., Bakalem, A., Bellan, G., Gesteira, J. G., Grimes, S., De-La-Ossa-

Carretero, J. A., & Del-Pilar-Ruso, Y. (2012). Response of different benthic indices to diverse 

human pressures. Ecological Indicators, 12(1), 143–153. 

David Roy, David Alderman, Pauline Anastasiu, Margarita Arianoutsou, Sylvie Augustin, Sven 

Bacher, Corina Başnou, Jean-Nicolas Beisel, Sandro Bertolino, Laura Bonesi, François 

Bretagnolle, Jean Louis Chapuis, Bruno Chauvel, François Chiron, Philippe Clergeau, Jonathan 

Cooper, Teresa Cunha, Pinelopi Delipetrou, Marie-Laure Desprez-Loustau, . . . Lien 

Reyserhove. (2020). Daisie - Inventory of alien invasive species in Europe. 

https://doi.org/10.15468/YBWD3X 

Davies (2004). Background/reference Concentrations (BRCS) for the UK. Fisheries Research 

Services Contract Report(05/04). 

Davies, C. E., Moss, D., & Hill, M. O. (2004). EUNIS habitat classification: Revised 2004. 

European Environment Agency (EEA).  

de Orte, M. R., Bonnail, E., Sarmiento, A. M., Bautista-Chamizo, E., Basallote, M. D., Riba, I., 

DelValls, Á., & Nieto, J. M. (2018). Metal fractionation in marine sediments acidified by 

enrichment of CO2: A risk assessment. Marine Pollution Bulletin, 131, 611–619. 

https://doi.org/10.1016/j.marpolbul.2018.04.072 

De-Bastos, E. (2023). Owenia fusiformis and Amphiura filiformis in offshore circalittoral sand 

or muddy sand. In Tyler-Walters H. (Ed.) Marine Life Information Network: Biology and 

Sensitivity Key Information Reviews. Marine Biological Association of the United Kingdom. 

https://www.marlin.ac.uk/habitat/detail/381  

De-Bastos, E. S. R. (2016). Lagis koreni and Phaxas pellucidus in circalittoral sandy mud.  

Department of Trade and Industry. (1993). Conditions for the discharge of oil contaminated 

cuttings resulting from offshore drilling. Department of Trade and Industry (DTI).  

Dicks, B., Bakke, T., & Dixon, I. M. T. (1986). Oil exploration and production: Impact on the 

North Sea. Oil and Chemical Pollution, 3(4), 289–306. https://doi.org/10.1016/S0269-

8579(86)80032-6 

Douglas, A. G., & Eglington, G. (1966). The distribution of alkanes. In T. Swain (Ed.), 

Comparative phytochemistry (pp. 57–71). Academic Press. 

Du Laing, G., Rinklebe, J., Vandecasteele, B., Meers, E., & Tack, F. M. G. (2009). Trace metal 

behaviour in estuarine and riverine floodplain soils and sediments: a review. Science of the 

Total Environment, 407(13), 3972–3985. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 348 of 356 

Edwards, N. T. (1983). Polycyclic aromatic hydrocarbons (PAH's) in the terrestrial 

environment—a review. Journal of Environmental Quality, 12(4), 427–441. 

Eglinton, G., Gonzalez, A. G., Hamilton, R. J., & Raphael, R. A. (1962). Hydrocarbon 

constituents of the wax coatings of plant leaves: a taxonomic survey. Phytochemistry, 1(2), 89–

102. 

Eleftheriou, A., & Basford, D. J. (1989). The macrobenthic infauna of the offshore Northern 

North Sea. Journal of the Marine Biological Association of the United Kingdom, 69(1), 123–143. 

https://doi.org/10.1017/S0025315400049158 

Eno, N. C., Clark, R. A., & Sanderson W. G. (1997). Non-native marine species in British waters: 

a review and directory. Joint Nature Conservation Committee (JNCC). 

European Environment Agency. (2022). The European nature information service (EUNIS). 

European Environment Agency (EEA). https://eunis.eea.europa.eu/habitats code browser 

revised.jsp 

European Environment Agency. (2024). Marine non-indigenous species in Europe's seas. EEA. 

https://sdi.eea.europa.eu/data/ad505375-15fe-4c1d-ac24-9737bf08f887 

European Marine Observation and Data Network. (2026). EMODnet Map. 

https://emodnet.ec.europa.eu/geoviewer/ 

Farrington, & Meyer, P. A. (1975). Hydrocarbons in the marine environment. In G. Eglinton 

(Ed.), Environmental chemistry (Vol. 1, pp. 109–136). The Chemical Society. 

https://doi.org/10.1039/9781847555984 

Farrington, J. W., Frew, N. M., Gschwend, P. M., & Tripp, B. W. (1977). Hydrocarbons in cores 

of northwestern Atlantic coastal and continental margin sediments. Estuarine and Coastal 

Marine Science, 5(6), 793–808. 

Fezai, M., Slaymi, C., Ben-Attia, M., Lang, F., & Jemaà, M. (2016). Purified Lesser weever fish 

venom (Trachinus vipera) induces eryptosis, apoptosis and cell cycle arrest. Scientific Reports, 

6, 39288. https://doi.org/10.1038/srep39288 

Folk, R. L. (1954). The distinction between grain size and mineral composition in sedimentary-

rock nomenclature. The Journal of Geology, 62(4), 344–359. 

Folk, R. L., & Ward, W. C. (1957). Brazos river bar; A study in the significance of grain size 

parameters. Journal of Sedimentary Research, 27(1), 3–26. https://doi.org/10.1306/74D70646-

2B21-11D7-8648000102C1865D 

Friocourt, M. P., Berthou, F., & Picart, D. (1982). Dibenzothiophene derivatives as organic 

markers of oil pollution. Toxicological & Environmental Chemistry, 5(3-4), 205–215. 

https://doi.org/10.1080/02772248209356979 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 349 of 356 

Fugro. (2025). Eastern Green Link 5. National Grid Environmental Survey (269605-REP-01 02). 

Fugro GB Limited.  

Gofas, S., & Salas, C. (2008). A review of European ‘Mysella’ species (Bivalvia, Montacutidae), 

with description of Kurtiella new genus. Journal of Molluscan Studies, 78, 119–135. 

https://doi.org/10.1093/mollus/eym053 

Golding, N., Albrecht, J., & McBreen, F. (2020). Refining the criteria for defining areas with a 

‘low resemblance’ to Annex I stony reef. (Joint Nature Conservation Committee [JNCC] Report 

No. 656). JNCC.  

González-Irusta, J. M., & Wright, P. J. (2017). Spawning grounds of whiting (Merlangius 

merlangus). Fisheries Research, 195, 141–151. https://doi.org/10.1016/j.fishres.2017.07.005 

Government Digital Service. (2021). Strategy for England’s wildlife and ecosystem services, 

biodiversity 2020 indicators Trends in pressure on biodiversity - invasive species. GDS. 

https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_da

ta/file/925441/20_Pressure_from_invasive_species_2020_accessible.pdf 

Gubbay, S. (2007). Defining and mangaing Sabellaria spinulosa reefs: report of an interagency 

workshop (JNCC Report No. 405). Joint Nature Conservation Committee (JNCC).  

Gunkel, W., & Gassmann, G. (1980). Oil, oil dispersants and related substances in the marine 

environment. Helgoländer Meeresuntersuchungen, 33, 164–181. 

Gutierrez, T. (2017). Marine, Aerobic Hydrocarbon-Degrading Gammaproteobacteria: 

Overview. In T. J. McGenity (Ed.), Taxonomy, Genomics and Ecophysiology of Hydrocarbon-

Degrading Microbes (pp. 1–10). Springer International Publishing. 

https://doi.org/10.1007/978-3-319-60053-6_22-1 

Hale, R., Crampton‐Platt, A., Bruce, K., Tang, C. Q., Maguire, M., & Marsh, M. K. (2024). Marine 

sediment infauna‐based environmental assessment using metabarcoding identifies potential 

impact indicator species. Environmental DNA, 6(3), Article e556. 

https://doi.org/10.1002/edn3.556 

Harada, N., Handa, N., Fukuchi, M., & Ishiwatari, R. (1995). Source of hydrocarbons in marine 

sediments in Lützow-Holm Bay, Antarctica. Organic Geochemistry, 23(3), 229–237. 

Haritash, A. K., & Kaushik, C. P. (2009). Biodegradation aspects of polycyclic aromatic 

hydrocarbons (PAHs): a review. Journal of Hazardous Materials, 169(1-3), 1–15. 

Harrower, C. A., Rorke, S. L., & Roy, H. E. (2021). England biodiversity indicators 2021. Pressure 

from invasive species. Technical background document. Centre for Ecology & Hydrology. 

https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_da

ta/file/1025357/20_TB_Invasive_spp.pdf 

Hayes, C., Oshima Açıkbaş, A. H., Mitchell, A., Booth, D. J., Ravasi, T., & Nagelkerken, I. (2025). 

Combining eDNA and Visual Surveys Improves Detection of Reef Fishes Across Their 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 350 of 356 

Biogeographic Ranges. Diversity and Distributions, 31(9), Article e70089. 

https://doi.org/10.1111/ddi.70089 

He, X., Jeffery, N. W., Stanley, R. R. E., Hamilton, L. C., Rubidge, E. M., & Abbott, C. L. (2023). 

eDNA metabarcoding enriches traditional trawl survey data for monitoring biodiversity in the 

marine environment. ICES Journal of Marine Science, 80(5), 1529–1538. 

https://doi.org/10.1093/icesjms/fsad083 

Hill, M. O., Beckmann, B. C., Bishop, J. D. D., Fletcher, M. R., Lear, D. B., Marchant, J. H., 

Maskell, L. C., Noble, D. G., Rehfisch, M. M., Roy, H. E., Roy, S., & Sewell, J. (2009). Developing 

an indicator of the abundance, extent and impact of invasive non-native species (Final report. 

(Defra WC0718), 49pp).  

Holland, G. J., Greenstreet, S. P., Gibb, I. M., Fraser, H. M., & Robertson, M. R. (2005). 

Identifying sandeel Ammodytes marinus sediment habitat preferences in the marine 

environment. Marine Ecology Progress Series, 303, 269–282. https://www.int-

res.com/articles/meps2005/303/m303p269.pdf 

Holman, L. E., Chng, Y., & Rius, M. (2022). How does eDNA decay affect metabarcoding 

experiments? Environmental DNA, 4(1), 108–116. https://doi.org/10.1002/edn3.201 

Howson, C. M., & Picton, B. E. (1997). The species directory of the marine fauna and flora of 

the British Isles and surrounding seas (Vol. 276). Ulster Museum.  

Institut Français de Recherche pour l'Exploitation de la Mer. (2004). Benthic subtidal 

communities in bay of Douarnenez (France). Direction de l'Environnement et de 

L'Aménagement Littoral Département d'Écologie Côtière Laboratoire Biodiversité Benthique. 

https://archimer.ifremer.fr/doc/00431/54254/56103.pdf 

International Council for the Exploration of the Sea. (2008). Greater North Sea Ecosystem 

Overview [ICES Advice 2008, Book 6]. ICES. 

International Council for the Exploration of the Sea. (2009). Report of the working group on 

marine sediments in relation to pollution (WGMS) (ICES Publication No. ICES CM 2009/MHC:02 

1-59).  

International Council for the Exploration of the Sea. (2012). Integrated marine environmental 

monitoring of chemicals and their effects (ICES Cooperative Research Report No. 315).  

International Union for Conservation of Nature. (2025). The IUCN red list of threatened species. 

https://www.iucnredlist.org/ 

Irving, R. (2009). The identification of the main characteristics of stony reef habitats under the 

Habitats Directive: summary report of an inter agency workshop. (JNCC Report No. 432). Joint 

Nature Conservation Committee. https://doi.org/10.13140/2.1.2278.5283 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 351 of 356 

Jackson, A. (2008). Ophiothrix fragilis Common brittlestar. In Tyler-Walters H. and Hiscock K. 

(eds) Marine Life Information Network: Biology and Sensitivity Key Information Reviews. 

https://www.marlin.ac.uk/species/detail/1198 

Jennings, S., Lancaster, J., Woomer, A., & Cotter, J. (1999). Distribution, diversity and 

abundance of epibenthic fauna in the North Sea. 

http://dx.doi.org/10.1017/S0025315498000502  

Johnston, C. S. (1980). Sources of hydrocarbons in the marine environment. In C. S. Johnston 

& R. J. Morris (Eds.), Oily water discharges (pp. 41–62). Applied Science Publishers Ltd. 

Joint Nature Conservation Committee. (2014). JNCC clarifications on the habitat definitions of 

two habitat Features of Conservation Importance: Mud habitats in deep water, and; Sea-pen 

and burrowing megafauna communities. https://data.jncc.gov.uk/data/91e7f80a-5693-4b8c-

8901-11f16e663a12/3-AdviceDocument-MudHabitats-Seapen-definitions-v1.0.pdf 

Joint Nature Conservation Committee. (2016). Review of the MCZ features of conservation 

importance. JNCC and Natural England. https://data.jncc.gov.uk/data/94f961af-0bfc-4787-

92d7-0c3bcf0fd083/MCZ-review-foci-201605-v7.0.pdf 

Joint Nature Conservation Committee (JNCC). (2022). The marine habitat classification for 

Britain and Ireland version 22.04. https://mhc.jncc.gov.uk/ 

Joint Nature Conservation Committee on behalf of the Four Countries’ Biodiversity Group. 

(2024). UK Biodiversity Framework. Joint Nature Conservation Committee (JNCC). 

https://hub.jncc.gov.uk/assets/19a729f6-440e-4ac6-8894-cc72e84cc3bb  

Jones, L. A., Davies, H., Coyle, M. D., Evans, D., Gilliland, P. M., Irving, R., & Murray, A. R. (2004). 

Mid North Sea Marine Natural Area: A contribution to regional planning and management of 

the seas around England. English Nature.  

Joyce, C. (2008). Venn diagrams. https://arbs.nzcer.org.nz/venn-diagrams 

Kammann, U., Nogueira, P., Siegmund, M., Schmidt, N., Schmolke, S., Kirchgeorg, T., 

Hasenbein, M., & Wysujack, K. (2022). Temporal trends of mercury levels in fish (dab, Limanda 

limanda) and sediment from the German Bight (North Sea) in the period 1995-2020. 

Environmental Monitoring and Assessment, 195(1), 73. https://doi.org/10.1007/s10661-022-

10655-y 

Keith, L. H. (2015). The source of US EPA's sixteen PAH priority pollutants. Polycyclic Aromatic 

Compounds, 35(2-4), 147–160. https://doi.org/10.1080/10406638.2014.892886 

Kennicutt, M. C., Brooks, J. M., Bidigare, R. R., & Denoux, G. J. (1988). Gulf of Mexico 

hydrocarbon seep communities—I. Regional distribution of hydrocarbon seepage and 

associated fauna. Deep Sea Research Part A. Oceanographic Research Papers, 35(9), 1639–

1651. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 352 of 356 

Künitzer, A., Basford, D., Craeymeersch, J. A., Dewarumez, J. M., Dörjes, J., Duineveld, G., 

Eleftheriou, A., Heip, C., Herman, P., Kingston, P., Niermann, U., Rachor, E., Rumohr, H., & 

Wilde, P. de (1992). The benthic infauna of the North Sea: species distribution and 

assemblages. ICES Journal of Marine Science, 49(2), 127–143. 

https://doi.org/10.1093/icesjms/49.2.127 

Latimer, J. S., & Zheng, J. (2003). The sources, transport, and fate of PAHs in the marine 

environment. In P. E. T. Douben (Ed.), PAHs: An ecotoxicological perspective (pp. 9–29). John 

Wiley & Sons. 

Latto, P. L., Reach, I. S., Alexander, D., Armstrong, S., Backstrom, J., Beagley, E., Murphy, K., 

Piper, R., & Seiderer, L. J. (2013). Screening Spatial Interactions between Marine Aggregate 

Application Areas and Sandeel Habitat. A Method Statement. British Marine Aggregates 

Producers Association.  

Limborg, M. T., Hanel, R., Debes, P. V., Ring, A. K., André, C., Tsigenopoulos, C. S., & 

Bekkevold, D. (2012). Imprints from genetic drift and mutation imply relative divergence 

times across marine transition zones in a pan-European small pelagic fish (Sprattus sprattus). 

Heredity, 109(2), 96–107. https://doi.org/10.1038/hdy.2012.18 

Limpenny, D. S., Foster-Smith, R. L., Edwards, T. M., Hendrick, V. J., Diesing, M., Eggleton, J. D., 

Meadow, W. J., Crutchfield, Z., Pfeifer, S., & Reach, I. S. (2010). Best methods for identifying and 

evaluating Sabellaria spinulosa and cobble reef (Aggregate Levy Sustainability Fund Project. 

MAL0008). Joint Nature Conservation Committee. 

Logares, R., Audic, S., Bass, D., Bittner, L., Boutte, C., Christen, R., Claverie, J.‑M., Decelle, J., 

Dolan, J. R., Dunthorn, M., Edvardsen, B., Gobet, A., Kooistra, W. H. C. F., Mahé, F., Not, F., 

Ogata, H., Pawlowski, J., Pernice, M. C., Romac, S., . . . Massana, R. (2014). Patterns of rare and 

abundant marine microbial eukaryotes. Curr Biol, 24(8), 813–821. 

https://doi.org/10.1016/j.cub.2014.02.050 

Long, D. (2006). BGS detailed explanation of seabed sediment modified Folk classification. 

British Geological Society (BGS).  

Maravelias, C. D., Reid, D. G., & Swartzman, g. (2000). Seabed substrate, water depth and 

zooplankton as determinants of the prespawning spatial aggregation of North Atlantic 

herring. https://www.int-res.com/articles/meps/195/m195p249.pdf 

Mason, C. (2022). NMBAQC's Best Practice Guidance. Particle Size Analysis (PSA) for 

Supporting Biological Analysis. v.4. National Marine Biological AQC Coordinating Committee. 

https://www.nmbaqcs.org/media/ibzlxdej/psa-guidance_update2022.pdf 

McDougall, J. (2000). The significance of hydrocarbons in the surficial sediments from Atlantic 

Margin regions. Atlantic Margin Environmental Surveys of the Seafloor, 1996 & 1998. 

Myers, E. P., & Gunnerson, C. G. (1976). Hydrocarbons in the ocean. US Department of 

Commerce, National Oceanic and Atmospheric Administration [NOAA].  



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 353 of 356 

National Biodiversity Network. (2025). NBN Atlas. NBN. http://www.nbnatlas.org 

National Research Council. (1983). Drilling discharges in the marine environment. National 

Academy Press.  

Neff, J. M. (1979). Polycyclic aromatic hydrocarbons in the aquatic environment. Biological 

Conservation, 18(1). 

Non-native Species Secretariat. (2021). GB non-native species secretariat. 

https://www.nonnativespecies.org/home/index.cfm# 

North Sea Task Force. (1993). North Sea quality status report 1993.  

Oslo and Paris Commission. (2000). Quality status reports 2000. Region II: Greater North Sea. 

Oslo and Paris Commission (OSPAR).  

Oslo and Paris Commission. (2006). Harmonised reporting format to compile environmental 

monitoring data and information related to offshore oil and gas activities (Reference number: 

2006-07). OSPAR Convention for the Protection of the Marine Environment of the North-East 

Atlantic.  

Oslo and Paris Commission. (2008). OSPAR list of threatened and/or declining species and 

habitats (2008-06). https://www.ospar.org/work-areas/bdc/species-habitats  

Oslo and Paris Commission. (2009). Background document on CEMP assessment criteria for 

QSR 2010 (No. 461).  

Oslo and Paris Commission. (2010). Quality status report (OSPAR Publication No. 497/2010 

176).  

Oslo and Paris Commission (2013). Background document and technical annexes for 

biological effects monitoring, Update 2013. 

Oslo and Paris Commission. (2014). Levels and trends in marine contaminants and their 

biological effects – CEMP assessment report 2013. Monitoring and Assessment Series (OSPAR 

Publication No. 631/2014).  

Oslo and Paris Commission. (2015). JAMP Guidelines for Monitoring Contaminants in 

Sediments. Oslo and Paris Commission (OSPAR).  

Oslo and Paris Commission. (2017). Status and Trend for Heavy Metals (Cadmium, Mercury 

and Lead) in Sediment, Intermediate Assessment 2017: D8 - Concentrations of Contaminants. 

https://oap.ospar.org/en/ospar-assessments/intermediate-assessment-2017/pressures-

human-activities/contaminants/metals-sediment/ 

Páez-Osuna, F., & Ruiz-Fernandez, C. (1995). Comparative bioaccumulation of trace metals in 

Penaeus stylirostris in estuarine and coastal environments. Estuarine, Coastal and Shelf 

Science, 40(1), 35–44. 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 354 of 356 

Parinos, C., Gogou, A., Bouloubassi, I [I.], Pedrosa-Pàmies, R., Hatzianestis, I., Sanchez-Vidal, A., 

Rousakis, G., Velaoras, D., Krokos, G., & Lykousis, V. (2013). Occurrence, sources and transport 

pathways of natural and anthropogenic hydrocarbons in deep-sea sediments of the eastern 

Mediterranean Sea. Biogeosciences, 10(9), 6069–6089. https://doi.org/10.5194/bg-10-6069-

2013 

Parry, M. E. V. (2019). Guidance on assigning benthic biotopes using EUNIS or the marine 

habitat classification of Britain and Ireland (Revised 2019): (JNCC Report No. 546). Joint 

Nature Conservation Committee (JNCC). https://hub.jncc.gov.uk/assets/f23a26d7-07ad-4291-

a42d-b422dad82351  

Pawlowski, J., Kelly-Quinn, M., Altermatt, F., Apothéloz-Perret-Gentil, L., Beja, P., Boggero, A., 

Borja, A., Bouchez, A., Cordier, T., Domaizon, I., Maria Joao Feio, Ana Filipa Filipe, Riccardo 

Fornaroli, Wolfram Graf, Jelger Herder, Berry van der Hoorn, J. Iwan Jones, Marketa Sagova-

Mareckova, Christian Moritz, . . . Maria Kahlert (2018). The future of biotic indices in the 

ecogenomic era: Integrating (e)DNA metabarcoding in biological assessment of aquatic 

ecosystems. Science of the Total Environment, 637-638, 1295–1310. 

https://doi.org/10.1016/j.scitotenv.2018.05.002 

Rees, H. L., Eggleton, J. D., Rachor, E., & Vanden Berghe, E. (2007). Structure and Dynamics of 

the North Sea Benthos (ICES Cooperative Research report no. 288, 258pp.).  

Reiss, H., Degrarer, S., Duineveld, G., Kröncke, I., Aldridge, J., Craeymeersch, J. A., 

Eggleton, J. D., Hillewaert, H., Lavaleye, M., Moll, A., Pohlmann, T., Rachor, E., Robertson, M., 

Vanden Berhe, E., van Hoey, G., & Rees, H. L. (2010). Spatial Pattern of Infauna, Epifauna, and 

Demersal Fish Communities in the North Sea. ICES Journal of Marine Science, 67, 278–293. 

Robalo, J. I., Lima, C., Francisco, S. M., Almada, V. C., Almada, F., Banõn, R., & Villegas-Ríos, D. 

(2014). Monitoring Climate Change Impact on the Genetic Population Structure: The Case of 

the Fivebeard Rockling (Ciliata Mustela, Linnaeus, 1758) In Its Southern Limit of Distribution. 

Journal of Phylogenetics & Evolutionary Biology, 02(01). https://doi.org/10.4172/2329-

9002.1000123 

Roy, H. E., Bacon, J., Beckmann, B., Harrower, C. A., Hill, M. O., Isaac N. J. B., Preston, C. D., 

Rathod, B., Rorke, S. L., Marchant, J. H., Musgrove, A., Noble, D., Sewell, J., Seeley, B., 

Sweet, N., Adams, L., Bishop, J., Jukes, A. R., Walker, K. J., & Pearman, D. (2012). Non-native 

species in Great Britain: establishment, detection and reporting to inform effective decision 

making. Department for Environment Food and Rural Affairs (Defra).  

Sabatini, M., & Ballerstedt, S. (2019). Corbula gibba. Basket shell. Marine Biological Association 

of the United Kingdom.  

Sakata, M. K., Yamamoto, S., Gotoh, R. O., Miya, M., Yamanaka, H., & Minamoto, T. (2020). 

Sedimentary eDNA provides different information on timescale and fish species composition 

compared with aqueous eDNA. Environmental DNA, 2(4), 505–518. 

https://doi.org/10.1002/edn3.75 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 355 of 356 

Sims, R. C., & Overcash (1983). Fate of polynuclear aromatic compounds (PNAs) in soil-plant 

systems. In F. A. Gunther (Ed.), Residue reviews: Residues of pesticides and other contaminants 

in the total environment (pp. 1–68). Springer. https://doi.org/10.1007/978-1-4612-5569 

Stevenson A.G., Tait B.A.R., Richardson A.E., Smith R.T., Nicholson R.A., & Stewart H.R. (1995). 

The geochemistry of seabed sediments of the United Kingdom Continental Shelf, the North 

Sea, Hebrides and west Shetland shelves, and the main-Hebrides sea area. (British Geological 

Survey Technical Report WB/95/28C). British Geological Survey. 

https://nora.nerc.ac.uk/id/eprint/507899/1/WB95028Vol1.pdf  

Stogiannidis, E., & Laane, R. (2015). Source characterization of polycyclic aromatic 

hydrocarbons by using their molecular indices: an overview of possibilities. In D. Whitacre 

(Ed.), Reviews of environmental contamination and toxicology (Vol. 234, pp. 49–133). 

Stratoudakis, Y., Gallego, A., & Morrison, J. A. (1998). Spatial distribution of developmental 

egg ages within a herring Clupea harengus spawining ground. https://www.int-

res.com/articles/meps/174/m174p027.pdf 

Strickler, K. M., Fremier, A. K., & Goldberg, C. S. (2015). Quantifying effects of UV-B, 

temperature, and pH on eDNA degradation in aquatic microcosms. Biological Conservation, 

183, 85–92. https://doi.org/10.1016/j.biocon.2014.11.038 

Tessier, A., Campbell, P. G. C., & Bisson, M. (1979). Sequential extraction procedure for the 

speciation of particulate trace metals. Analytical Chemistry, 51(7), 844–851. 

https://doi.org/10.1021/ac50043a017 

United Kingdom Offshore Operators Association. (2001). An analysis of UK offshore oil and 

gas environmental surveys 1975-95.  

Volkman, J. K., Barrett, S. M., & Dunstan, G. A. (1994). C25 and C30 highly branched 

isoprenoid alkenes in laboratory cultures of two marine diatoms. Organic Geochemistry, 

21(3/4), 407–413. http://hdl.handle.net/102.100.100/237147?index=1 

Volkman, J. K., Holdsworth, D. G., Neill, G. P., & Bavor Jr., H. J. (1992). Identification of natural, 

anthropogenic and petroleum hydrocarbons in aquatic sediments. Science of the Total 

Environment, 112(2-3), 203–219. https://doi.org/10.1016/0048-9697(92)90188-X 

Wakeham, S. G., Schaffner, C., & Giger, W. (1980). Polycyclic aromatic hydrocarbons in Recent 

lake sediments—I. Compounds having anthropogenic origins. Geochimica Et Cosmochimica 

Acta, 44(3), 403–413. https://doi.org/10.1016/0016-7037(80)90040-X 

Wang, Z., Wang, Y., Zhao, P., Chen, L., Yan, C., Yan, Y., & Chi, Q. (2015). Metal release from 

contaminated coastal sediments under changing pH conditions: Implications for metal 

mobilization in acidified oceans. Marine Pollution Bulletin, 101(2), 707–715. 

https://doi.org/10.1016/j.marpolbul.2015.10.026 



National Grid 

 

269605-REP-02 03 | National Grid EGL5 Environmental Survey 

Page 356 of 356 

Warren, L. A., & Zimmerman, A. P. (1993). Trace metal-suspended particulate matter 

associations in a fluvial system: Physical and chemical influences. Particulate and matter and 

aquatic contaminants. Lewis Publishers.  

Wentworth, C. K. (1922). A scale of grade and class terms for clastic sediments. The Journal of 

Geology, 30(5), 377–392. 

Wieking, G. & Kröncke, I. (2003). Macrofauna communities of the Dogger Bank (central North 

Sea) in the late 1990s: spatial distribution, species composition and trophic structure. 

Helgoland Marine Research, 57, 34–36. 

https://hmr.biomedcentral.com/articles/10.1007/s10152-002-0130-2 

World Register of Marine Species Editorial Board. (2025). World register of marine Species 

(WoRMS). https://www.marinespecies.org/ 

Worsfold, T. M., Hall, D. J., & O’Reilly, M. (2010). Guidelines for processing marine 

macrobenthic invertebrate samples: a Processing Requirements Protocol: Version 1.0 (Report 

to the NMBAQC Committee).  

XOCEAN. (2025). Survey Results Report National Grid - Eastern Green Link 5 (EGL5). (XOCEAN 

01142-NAT-UKX-FRMW). XOCEAN.  

Youngblood, W. W., & Blumer, M. (1975). Polycyclic aromatic hydrocarbons in the 

environment: homologous series in soils and recent marine sediments. Geochimica Et 

Cosmochimica Acta, 39(9), 1303–1314. https://doi.org/10.1016/0016-7037(75)90137-4 

Yunker, M. B., Macdonald, R. W., Vingarzan, R., Mitchell, R. H., Goyette, D., & Sylvestre, S. 

(2002). PAHs in the Fraser River basin: a critical appraisal of PAH ratios as indicators of PAH 

source and composition. Organic Geochemistry, 33(4), 489–515. 

https://doi.org/10.1016/S0146-6380(02)00002-5 

Zaiko, A., Pochon, X., Garcia-Vazquez, E., Olenin, S., & Wood, S. A. (2018). Advantages and 

limitations of environmental DNA/RNA tools for marine biosecurity: Management and 

surveillance of non-indigenous species. Frontiers in Marine Science, 5. 

https://doi.org/10.3389/fmars.2018.00322 

 

 



National Grid 
 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendices 

Appendices 

Appendix A Guidelines on Use of Report 

Appendix B Methodologies 

B.1 Laboratory Analysis for Sediment Samples 

B.2 Data Analysis and Habitat Assessment Methodologies 

Appendix C Logs 

C.1 Survey Log 

C.2 Grab Log 

C.3 Photographic Log 

Appendix D  Sediment Particle Size and Grab Sample Photographs 

D.1 Sediment Particle Size Data 

D.2 Sediment Particle Size Certificates 

D.3 Sediment Particle Size 

D.4 Sediment Grab Sample Photographs 

Appendix E Hydrocarbon Analysis 

E.1 Sediment Gas Chromatography Traces 

E.2 Sediment n-alkane Concentrations 

E.3 Sediment Aromatic Hydrocarbon Concentrations 

E.4 Distribution of Aromatic Hydrocarbons 

Appendix F Sediment Environmental DNA (eDNA) 

F.1 Marine Sediment Sample eDNA – Eukaryotes 

F.2 Marine Sediment Sample eDNA – Bacteria 

Appendix G Macrofaunal Analysis 

G.1 Macrofaunal Abundance Data 

G.2 Macrofaunal Abundance Analysis Certificate 

G.3 Macrofaunal Biomass 

G.4 Macrofaunal Biomass Analysis Certificate 

Appendix H Seawater Environmental DNA (eDNA) 

H.1 Marine Water Sample eDNA – Vertebrates 

H.2 Marine Water Sample eDNA – Fish 

H.3 Marine Water Sample eDNA – Invertebrates 

Appendix I Example Seafloor Photographs 

Appendix J Habitat Assessments 

J.1 Habitats 

J.2 Stony Reef Assessment 

J.3 Sabellaria spinulosa Reef Assessment 



National Grid 
 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendix A | Page 0 

 

Appendix A  

 

Appendix A  

Guidelines on Use of Report 

  



National Grid 
 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendix A | Page 1 

This report (the “Report”) was prepared as part of the services (the “Services”) provided by 

Fugro GB Limited (“Fugro”) for its client (the “Client”) under terms of the relevant contract between 

the two parties (the “Contract”). The Services were performed by Fugro based on requirements of the 

Client set out in the Contract or otherwise made known by the Client to Fugro at the time. 

Fugro’s obligations and liabilities to the Client or any other party in respect of the Services and this 

Report are limited in time and value as defined in Contract (or in the absence of any express provision 

in the Contract as implied by the law of the Contract) and Fugro provides no other representation or 

warranty whether express or implied, in relation to the Services or for the use of this Report for any 

other purpose. Furthermore, Fugro has no obligation to update or revise this Report based on 

changes in conditions or information which emerge following issue of this Report unless expressly 

required by the Contract. 

The Services were performed by Fugro exclusively for the Client and any other party identified in the 

Contract for the purpose set out therein. Any use and/or reliance on the Report or the Services for 

purposes not expressly stated in the Contract, by the Client or any other party is that party’s risk and 

Fugro accepts no liability whatsoever for any such use and/or reliance. 
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B.1 Laboratory Analysis for Sediment Samples 

Click on icon to open the laboratory analysis methods for the sediment samples. 

 
Appendix B.1 Laboratory Analysis for 

Sediment Samples 

B.2 Data Analysis and Habitat Assessment Methodologies 

Click on icon to open the Data Analysis and Habitat Assessment Methodologies. 

 
Appendix B.2 Data Analysis and Habitat 

Assessment Methodologies 
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B.1 Laboratory Analysis for Sediment Samples 


B.1.1 Particle Size Analysis 


Particle size distribution (PSD) analysis was undertaken in accordance with FGBML in-house 


methods based on the National Marine Biological Association Quality Control scheme’s 


(NMBAQC) best practice guidance document – Particle Size Analysis (PSA) for Supporting 


Biological Analysis: 2016, and BS1377: Parts 1: 2016 and 2: 1990. 


B.1.1.1 Dry Sieve Analysis 


Representative material > 1 mm was split from the bulk subsample and oven dried before 


sieving through a series of sieves with apertures corresponding to 0.5 phi intervals between 


63 mm and 1 mm as described by the Wentworth scale (Wentworth, 1922)1. The weight of 


the sediment fraction retained on each mesh was subsequently measured and recorded. 


B.1.1.2 Laser Diffraction 


Particle size distribution analysis was undertaken in accordance with FGBML in-house 


methods based on the NMBAQC best practice guidance document – Particle Size Analysis 


(PSA) for Supporting Biological Analysis: 2016, and BS ISO 13320: 2009.  


Representative material < 1 mm was removed from the bulk subsample for laser analysis, 


with a minimum of three triplicate analyses performed using the laser sizer at 0.5 phi intervals 


between < 1 mm to < 0.98 µm. Laser diffraction was carried out using a Malvern Mastersizer 


2000 with a Hydro 2000G dispersion unit. 


B.1.1.3 Sample Analysis Outputs and Deliverables 


Sieve and laser data are merged and entered into GRADISTAT to derive statistics including 


mass and percentage retained within each size fraction, mean and median grain size, bulk 


sediment classes (percentage gravel, sand and silt/clay), skewness, sorting coefficients and 


Folk classification. 


PSD analysis followed MMO requirements, presenting more detailed data from 63,000 down 


to less than 0.04 µm 


B.1.2 Total Organic Carbon (TOC) 


Sediment samples were analysed for total organic carbon (TOC) by Element Materials 


Technology. The dry, homogenised sample was treated with hydrochloric acid, then rinsed 


with deionised water to remove mineral carbon. The sample was then combusted in an Eltra 


TOC furnace/analyser in the presence of oxygen. Organic carbon was oxidised to CO2 and 


measured by non-dispersive infra-red analysis. This method does not quantify volatile 


 
1 Wentworth, C. K. (1922). A scale of grade and class terms for clastic sediments. The Journal of Geology, 30(5), 377–392. 
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organic carbon, which should be determined by another technique. The limit of detection for 


this method was < 0.02 % w/w. 


B.1.3 Hydrocarbon Analysis in Sediments 


B.1.4 General Precautions 


To effectively eliminate all possible sources of hydrocarbon contamination from the analysis 


the following precautionary measures were taken prior to sample work-up: 


◼ All solvents were purchased as high purity grade. Each batch was checked for purity by 


concentrating approximately 400 mL down to a small volume (< 1 mL) and analysing by 


gas chromatography (GC); 


◼ All glassware was cleaned using an acid/base machine wash. The glassware was rinsed 


with acetone prior to use; 


◼ Procedural blanks and a laboratory reference material were run with each batch. Certified 


reference materials and replicate analyses were run within the project. 


B.1.4.1 Ultrasonication Extraction for Hydrocarbons in Sediment 


Sediment samples were thawed, homogenised and accurately weighed into a 250 mL conical 


flask. A solution containing an appropriate amount of the following internal standards was 


added to each sample using a microsyringe. 


Aliphatic Standards Aromatic Standards 


Heptamethylnonane D8 Naphthalene 


D34 Hexadecane D10 Acenaphthene 


D42 Eicosane D10 Phenanthrene 


Squalane  D10 Pyrene 


 D12 Chrysene 


 D12 Perylene 


Methanol (50 mL) and solvent were mixed with the sediment. Dichloromethane (DCM) 


(60 mL) was then added and the sample mixed again. The flasks were then capped with 


solvent cleaned aluminium foil and ultrasonicated for 30 minutes. 


After being allowed to settle the solvent was decanted through a GF-C filter paper into a 


1 litre separating funnel. The extract was then partitioned with 100 mL of DCM extracted 


distilled water and the DCM layer run-off into a clean 500 mL round-bottomed flask. The 


ultrasonic extraction was repeated a further two times using 50 mL DCM and 15 minutes of 


ultrasonication. Each time the filtered extract was partitioned with the remaining 


methanol/water in the separating funnel. The DCM extracts were bulked and reduced in 


volume to approximately 2 mL using a rotary evaporator, then further reduced to 


approximately 1 mL under a gentle stream of nitrogen prior to clean-up. 
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Correction factors for wet/dry sediments were obtained by drying a subsample of the 


homogenised sediment to constant weight at 105 °C. 


B.1.4.2 Clean-Up of Extracts by Column Chromatography 


Removal of polar material, including lipids was carried out using a silica gel column. The silica 


gel used was 70 to 230 mesh which was heated at 400 °C for at least 4 hours to remove 


impurities and residual moisture and then stored at 200 °C prior to use. The sample extract 


was added to the silica gel column, containing 5 g of adsorbent and eluted with 35 mL of 


DCM/pentane (1:2). The eluant was reduced in volume using the evaporator to approximately 


2 mL, with activated copper powder (for removal of free sulphur), before being further 


reduced under a gentle stream of nitrogen to an appropriate volume and analysed by both 


gas chromatography (GC) and gas chromatography-mass spectrometry (GC-MS). 


 Gas Chromatography [GC] 
Gas Chromatography-Mass 


Spectrometry [GC-MS] 


Instrument 
HP 6890 Series GC with 


7673 autoinjector 


HP 7890 Series GC with 


autoinjector and 5977A MSD 


Column 


100 %-dimethylpolysiloxane 


bonded fused silica, 60 m, 0.25 µm 


film thickness, 0.32 mm internal 


diameter 


(5 %phenyl)-methylpolysiloxane 


bonded fused silica, 60 m, 0.32 µm 


film thickness 0.25 mm internal 


diameter 


Carrier Gas 
Hydrogen (constant flow 


3.5 mL/min) 


Hydrogen (constant flow 


1.4 mL/min) 


Injector On–column (2 µL injection) 


Splitless, 280 °C, split flow 


40 mL/min, vent time 1.5 min 


(1 µL injection) 


Oven Temperature Programme 


80 °C – 2 min 


80 °C to 320 °C at 18 °C/min 


320 °C – 13 min 


320 °C to 350 °C at 30 °C/min 


60 °C – 1 min 


60 °C to 180 °C at 11 °C/min 


180 °C to 260 °C at 6 °C/min 


260 °C to 320 °C at 6 °C/min 


330 °C – 7 min 


Source/Detector Temperature 350 °C (FID) 230 °C 


Electron Energy - 70 eV 


Selected Ion Monitoring (SIM) - 9 groups - 6 ions per group 


Dwell Time (per ion) - 0.035 second 


B.1.4.3 Total Hydrocarbons by Gas Chromatography – Flame Ionisation Detection (GC-FID) 


The total hydrocarbon material present was quantified using response factors calculated from 


the analysis of mixed oil standard solutions over an appropriate range. The unresolved 


complex mixture (UCM) was determined by subtracting the area of all the resolved peaks 


from the total hydrocarbon area and applying the total hydrocarbon response factor. The 


minimum reporting value (MRV) is 0.5 µg/g dry weight. 
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SOCOTEC analysed the pre-sweeping stations using the following methodology. Anhydrous 


sodium sulphate, sodium chloride and dichloromethane (DCM) were added to a portion of 


the as received sample and were vigorously agitated. The sample was placed in an ultrasonic 


bath and then centrifuged. The extract was then analysed by UV fluorescence screening and 


quantified by comparing the results against a Forties Oil calibration curve.  


B.1.4.4 n-alkanes, Pristane and Phytane 


Calibration was undertaken using a range of n-alkane standard solutions containing the even 


carbon number compounds between nC12 and nC36, and a range of suitable internal 


standards. Individual response factors were calculated for each of the n-alkanes present in 


the calibration solution. Response factors for the non-calibrated n-alkanes (and pristane and 


phytane) were taken to be equivalent to closely eluting compounds. The MRV of individual 


n-alkanes is 0.1 ng/g dry weight.  


The n-alkanes between nC12 and nC36 were reported, as were the ranges between nC12 and 


nC20 and nC21 and nC36. Carbon preference index (CPI) values (the ratio of odd to even carbon 


numbered compounds) for the same ranges were also calculated. Pristane and phytane (and 


associated ratio) were also determined. 


B.1.4.5 Polycyclic Aromatic Hydrocarbons 


A full range of polycyclic aromatic hydrocarbon (PAH) and alkylated PAH were quantified as 


specified by DTI regulations (1993)2. 


Calibration was undertaken using a range of PAH standard solutions, a number of alkylated 


PAH, dibenzothiophene and a range of suitable internal standards. Individual response 


factors were calculated for each of the compounds present in the calibration solution. 


Response factors for the non-calibrated alkylated PAH were taken to be equivalent to closely 


related compounds. The MRV of individual and alkylated PAHs is 0.1 ng/g. 


SOCOTEC analysed the pre-sweeping stations using the following methodology. Methanol 


and dichloromethane (DCM) were added to a portion of the as received sample and mixed 


on a magnetic stirring plate. The solvent extract was then water partitioned and concentrated 


to a low volume. A double clean-up stage was employed to remove contaminants that may 


interfere with the analysis. The extract was analysed by GC-MS and quantified by comparing 


the results to a calibration curve for each target analyte.  


B.1.5 Heavy and Trace Metals in Sediments 


Sediment samples were analysed by Fugro and RPS using the methods highlighted below. 


Sediment samples were dried at 40 °C and then sieved to the required size fraction (2000 


µm). Samples were subjected to microwave digestion in aqua regia. This acid mixture allows a 


 
2 Department of Trade and Industry [DTI]. (1993). Conditions for the discharge of oil contaminated cuttings resulting from offshore drilling. 


Department of Trade and Industry [DTI].  
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partial dissolution of metals and does not release those associated with the alumino-silicate 


matrix of the sediment. The resulting digests were then analysed by inductively coupled 


plasma – mass spectrometry (ICP MS) for As, Cr, Cu, Fe, Hg, Mn, Ni, P, Pb, Sr, V and Zn. 


RPS analysed the sediment samples for Be. Samples were dried at 40 °C and then sieved to 


the required size fraction (2000 µm). Samples were subjected to a microwave digestion using 


aqua regia with the resulting digests analysed by inductively coupled plasma – mass 


spectrometry (ICP-MS) and/or inductively coupled plasma – optical emission spectrometry 


(ICP-OES). 


SOCOTEC analysed the pre-sweeping stations using the following methodology. A portion of 


the air-dried and ground sample was digested with aqua regia. Once cooled, the extract was 


filtered and pre-diluted before being analysed. Analysis was performed by inductively 


coupled plasma – mass spectrometry (ICP MS) or inductively coupled plasma – optical 


emission spectrometry (ICP OES) and quantified by comparing the results against a 


calibration curve for each of the target analytes.  


B.1.6 eDNA 


Water samples collected near-surface (TOP) and near-seafloor (BOT) by filtration were 


analysed for eDNA taxonomic classification of bony fish taxa and vertebrates. Sediment 


samples were analysed for eukaryotes, bacteria and invertebrates. 


The DNA collected was purified to remove polymerase chain reaction (PCR) inhibitors and 


amplified with PCR for a hypervariable region of the 12S r-ribonucleic acid (ribosomial RNA) 


gene to target fish (excluding sharks and rays). NatureMetrics carried out laboratory 


extraction and sequencing. Fugro GB Limited carried out additional data analysis and 


interpretation.  


DNA was extracted from the 0.8 μm PES filters using a DNeasy Blood and Tissue Kit (Qiagen). 


A negative control, consisting of molecular-grade water, was processed with each batch of 


samples to monitor for exogenous DNA contamination. Replicate polymerase chain reactions 


(PCRs) were performed for each sample and extraction blank, using a two-step PCR protocol. 


Positive and negative controls, consisting of proprietary synthetic sequences (that do not 


match known biological records) and PCR-grade water, respectively, were included with every 


PCR plate to verify amplification performance. Amplification was performed with 


commercially available Hot Start DNA polymerases targeting the mitochondrially encoded 


Cytochrome c oxidase subunit I (mt-COI) gene for the target taxa, and the resulting products 


were sequenced on an Illumina MiSeq system using a V3 600-cycle reagent kit. Initial DNA 


sequences from different samples were separated and prepared using specialised software. 


 






File Attachment
B.1 Laboratory Analysis for Sediment Samples.pdf
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B.2 Data Analysis and Habitat Assessment Methodologies 


B.2.1 Sediment Particle Size Distribution Statistics 


Sediment samples were analysed for their PSD using a combination of two techniques: sieve 


analysis for all material retained by a 1.0 mm sieve followed by laser diffraction analysis of the 


finer material. The PSD parameters include the descriptive statistics derived in Gradistat (Blott 


& Pye, 20013; Blott, 20104) and based on the Folk & Ward (1957)5 method. The sediment 


descriptions are based on the Wentworth (1922)6 scale, Folk (1954)7 and the British 


Geological Survey (BGS) modified Folk classification (Long, 20068). These data were included 


in the analysis of the sediment data.  


Table B.1 summarises the sediment PSD statistics. 


Table B.1: Sediment particle size distribution statistics 


Statistic Definition and Descriptive Terminology 


Folk 


The Folk (British Geological Survey (BGS) modified) classification (Long, 2006)8 is based on 


percentages of main sediment fractions (fines, sand and gravel). Results are reported in micron 


(μm) and phi (ϕ) measurement units 


Wentworth The Wentworth (1922)1 sediment classification is based on mean sediment particle size 


Phi 
Phi is a logarithmic scale which allows particle size data to be expressed in unit of equal value 


for graphical plotting and statistical calculations; the scale is based on the relationship 


Mean 
A measure of central tendency: the arithmetic mean of all the sediment particles in a sample, 


expressed in metric and phi units 


Median 
A measure of central tendency: the midpoint of the grain size distribution where half of the 


sediment grains resides above this point and half below 


Mode 
A measure of central tendency: the particle size (or size range), most commonly found in the 


distribution 


Modality A measure of the number of peaks in the frequency distribution 


Sorting 
A measure of the grain size range and magnitude of their spread around the mean, presented 


as a coefficient and descriptor (as a range of values) 


Skewness 
A measure of the degree of symmetry, presented as a coefficient and descriptor (as a range of 


values) 


  


 
3 Blott, S. J., & Pye, K. (2001). GRADISTAT: A grain size distribution and statistics package for the analysis of unconsolidated sediments. Earth 


Surface Processes and Landforms, 26(11), 1237–1248. 
4 Blott. (2010). GRADISTAT version 8.0: A grain size distribution and statistics package for the analysis of unconsolidated sediment by sieving or 


laser granulometer. Kenneth Pye Associates.  
5 Folk, R. L., & Ward, W. C. (1957). Brazos river bar; A study in the significance of grain size parameters. Journal of Sedimentary Research, 


27(1), 3–26. https://doi.org/10.1306/74D70646-2B21-11D7-8648000102C1865D 
6 Wentworth, C. K. (1922). A scale of grade and class terms for clastic sediments. The Journal of Geology, 30(5), 377–392. 
7 Folk, R. L. (1954). The distinction between grain size and mineral composition in sedimentary-rock nomenclature. The Journal of Geology, 


62(4), 344–359. 
8 Long, D. (2006). BGS detailed explanation of seabed sediment modified Folk classification. British Geological Society [BGS].  
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B.2.2 Sediment Macrofauna Data Rationalisation 


Prior to analysis, the macrofaunal dataset was rationalised. To avoid spurious enhancement of 


the species list, damaged taxa were removed whereas some taxa were merged with a higher 


corresponding taxon identified (e.g. Gnathia, Gnathia dentata and Gnathia oxyuraea were 


merged as Gnathia). Juveniles were also removed as they represent an ephemeral stage of 


the macrofaunal community and are, therefore, not representative of prevailing benthic 


conditions. Sessile colonial epifauna recorded as P was also removed prior to analysis and 


assessed separately from the enumerated data set. 


B.2.3 Biomass Analysis 


The macrofaunal blotted wet weight biomass dataset was converted to ash free dry weight 


(AFDW) by applying the appropriate standard corrections, as outlined in Eleftheriou and 


Basford (1989)9.Table B.4 summarises the corrections applied. 


Table B.2: Macrofaunal standard biomass corrections by phyla 


Phyla 
Standard Biomass Correction 


[%] 


Annelida 15.5 


Arthropoda 22.5 


Mollusca 8.5 


Echinodermata 8.0 


Other phyla 15.5 


Notes 


Standard biomass corrections to convert blotted wet weight to ash free dry weight, from Eleftheriou and Basford (1989)Error! 


Bookmark not defined. 


B.2.4 Environmental DNA Analysis 


NatureMetrics carried out the original data analysis for the sediments and water samples. 


Table B.5 presents the details of the community statistics used by Naturemetrics for the 


analysis. 


Table B.3: Environmental DNA Community Statistics 


Statistic Definition 


Species Richness  


A biodiversity metric that is consistently reported for biodiversity monitoring, for eDNA 


analysis refers to the total count of OTUs detected in each sample and it is reported 


both for each sample (alpha diversity) and for the total number of OTUs from all 


samples taken (gamma diversity). It is called ‘Species Richness’ because an OTU is a 


hypothesised species based upon clusters of similar DNA sequences. This metric is not 


the sum of OTUs identified to species-level. Although some OTUs cannot be assigned 


to a species, these are approximately equivalent to species. Higher ‘Species Richness’ is 


a broad indication of a healthier functioning ecosystem  


 
9 Eleftheriou, A., & Basford, D. J. (1989). The macrobenthic infauna of the offshore Northern North Sea. Journal of the Marine Biological 


Association of the United Kingdom, 69(1), 123–143. https://doi.org/10.1017/S0025315400049158 
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Statistic Definition 


Evolutionary 


Diversity  


A biodiversity metric calculated for each sample, is a measure of the variety of the 


diversity of species detected, based on how distantly-related those species are. 


Evolutionary Diversity is a strong complementary indicator of biodiversity status 


alongside Species Richness. An increase in Evolutionary Diversity indicates a more 


varied species assemblage, which is generally associated with a better functioning 


ecosystem and more ecological niches available. We calculate the Evolutionary Diversity 


of samples by arranging all OTUs in a family tree based on the similarity of the DNA 


sequences. The overall size of the family tree (including lengths of all family tree 


branches) gives the value for Evolutionary Diversity. The metric used is ‘Faith’s 


Phylogenetic Diversity’ which is commonly used in ecological science and biodiversity 


monitoring  
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B.2.5 Seafloor Habitats and Biotopes 


B.2.5.1 Seafloor Photographic Data Analysis 


To assess the habitats present within the survey area, detailed analysis of video and still 


photographic data was undertaken, noting the locations of any observed changes in 


sediment type and/or associated faunal community. 


Taxa were recorded to the lowest possible taxonomic level. It should be noted that many 


species cannot be identified from photographic data alone and, as such, higher taxonomic 


levels were used. 


Descriptions of the substrate composition, corresponding to sediment changes, were 


undertaken or each video segment. As detailed in Kaskela et al. (2019)10, these descriptions 


follow the European Marine Observation Data Network (EMODnet) sediment classification 


which is based on a reclassification of the Folk (1954)7 sediment classes and was developed 


to support the European Nature Information System (EUNIS) habitat identification (Long, 


20068; EEA, 202211) in conjunction with the Wentworth (1922)1 classification, also considered 


as the latter differentiates between pebbles, cobbles and boulders. The Folk (1954) sediment 


classification was reclassified into four categories, namely ‘coarse sediment’, ‘mixed 


sediment’, ‘mud and sandy mud’ and ‘sand and muddy sand’ (Long, 2006)8. Further sub-


categories, namely ‘mud’, sandy mud’ and ‘muddy sand’ are utilised to further account for 


differences in sediment in the ‘mud to sandy mud’ fraction (Kaskela et al., 2019)10. These 


categories are defined by the proportions of mud (the ‘fines’ fraction), sand and gravel. For 


example, a description of ‘muddy sand’ defines sediments that have sand as the principal 


component (50 % to 90 %) with a secondary component of mud (10 % to 50 %) and < 5 % 


gravel (Kaskela et al., 2019)10. The European Marine Observation and Data Network 


(EMODnet) Geology Consortium further revised these categories to include an additional 


category ‘Rock and Boulders’ (Kaskela et al., 2019), which includes the Wentworth (1922)1 


categories ‘boulders’ and ‘cobbles’. The presence of shell fragments and evident 


anthropogenic features were also noted. 


Table B.5 presents a summary of the sediment particle sizes and corresponding 


classifications. 


 
10 Kaskela, A. M., Kotilainen, A. T., Alanen, U., Cooper, R., Green, S., Guinan, J., van Heteren, S., Kihlman, S., van Lancker, V., & Stevenson, A. 


(2019). Picking up the pieces—harmonising and collating seabed substrate data for European maritime areas. Geosciences, 9(2), 84. 
11 European Environment Agency [EEA]. (2022). The European nature information service (EUNIS). European Environment Agency [EEA]. 


https://eunis.eea.europa.eu/habitats code browser revised.jsp 
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Table B.4: Sediment particle size and classification terms 


Particle Size 
Wentworth 


(1922)1 


Folk 


(1954)7 
Folk, 5 classes (Kaskela et al., 2019)10  


> 256 mm Boulder 


Gravel 


Rock and boulders 
64 mm to 256 mm Cobble 


32 mm to < 64 mm 


Pebbles 


Coarse 


sediment: 


(Gravel 


≥ 80 %,  


or 


Gravel ≥ 5 % 


and Sand 


≥ 90 %) 


Mixed 


sediment: 


(Mud 


≥ 10 % - 95 % 


Sand < 90 % 


Gravel ≥ 5%) 


Mud to 


muddy sand*: 


(Mud 10 % -


100 % 


Sand < 90 % 


Gravel < 5 %) 


Sand: 


(Mud < 10 % 


Sand ≥ 90 % 


Gravel < 5%) 


16 mm to < 32 mm 


8 mm to < 16 mm 


4 mm to < 8 mm 


2 mm to < 4 mm Granules 


1 mm to < 2 mm 
Very coarse 


sand 


Sand 


0.5 mm to < 1 mm Coarse sand 


0.25 mm to 


< 0.5 mm 


Medium sand 


0.125 mm to 


< 0.25 mm 


Fine sand 


62.5 µm to 


0.125 mm 


Very fine sand 


> 4 µm to 62.5 µm Silt 
Mud - 


> 1 µm to 4 µm Clay 


Notes 


* = Mud to muddy sand includes: 


• Mud (Mud ≥ 90 %, Sand <10 %, Gravel < 5%); 


• Sandy mud (Mud 50 % to 90 %, Sand 10 % to 50 %, Gravel < 5%); 


• Muddy sand (Mud 10 % to 50 %, Sand 50 % to 90 %, Gravel < 5%) (Kaskela et al., 2019)10 
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B.2.5.3 SACFOR Scale 


Abundance and density of epifaunal taxa were assessed by reviewing video data at half speed 


to real-time, with visible taxa enumerated. Counts were then converted to the 


superabundant, abundant, common, frequent, occasional, rare (SACFOR) abundance scale 


used by Marine Nature Conservation Review (MNCR) and JNCC to semi-quantitatively record 


the abundance and density of marine benthic flora and fauna (Hiscock, 1996)12. When 


assessing density, the SACFOR scale converts ‘numbers per m2’ to an abundance category 


with consideration of the size class of the species. Where species recommendations are 


given, these take precedence over their actual size in deciding which scale to use (D. W. 


Connor et al., 2004)13. Table B.6 presents the SACFOR scale conversion used. 


Table B.5: The SACFOR scale used for epifaunal taxa abundances and densities estimate from video analysis 


SACFOR Scale 
3 cm to 15 cm* > 15 cm† 


Individuals per m2 Density Individuals per m2 Density 


Superabundant 100 – 1000 
1 – 9/0.01 m2 


(10 × 10 cm) 
10 – 99 1 – 9/0.1 m2 


Abundant 10 – 99 1 – 9/0.1 m2 1 – 9 1 – 9/m2 


Common 1 – 9 1 – 9/ m2 0.1 – 0.99 
1 – 9/10 m2 


(3.16 × 3.16 m) 


Frequent 0.1 – 1.0 
1 – 9/10 m2 


(3.16 × 3.16 m) 
0.01 – 0.09 


1 – 9/100 m2 


(10 × 10 m) 


Occasional 0.01 – 0.09 
1 – 9/100 m2 


(10 × 10 m) 
0.001 – 0.009 


1 – 9/1000 m2 


(31.6 × 31.6 m) 


Rare 0.001 – 0.009 
1 – 9/1000 m2 


(31.6 × 31.6 m) 
0.0001 – 0.0009 < 1/1000 m2 


Notes 


* = 3 cm to 15 cm: Pennatula phosphorea, Virgulariidae, mounds and megafaunal burrows, with the exception of those 


created by taxa that reach more than 15 cm in length (e.g. Nephrops norvegicus) 


† = > 15 cm: Funiculina quadrangularis, Nephrops norvegicus burrows 


B.2.6 Sensitive Habitats and Species 


Following an initial review of photographic data the presence of any sensitive habitat and 


species were assessed using the methods outlined below. 


B.2.6.1 Stony Reef 


When considering the potential of an area as the Annex I habitat ‘Stony reef’, the 


composition of the substrate is an important characteristic. Stony reef is defined as 


comprising coarse sediments with a diameter more than 64 mm (cobbles and boulders) that 


provide a hard substratum. The relationship between the coarse material and sediment in 


which it lies is integral in determining ‘reefiness’. Matrix (soft sediment) supported material is 


 
12 Hiscock, K. (Ed.). (1996). Marine Nature Conservation Review: Rationale and methods: (Summary Report). Joint Nature Conservation 


Committee [JNCC].  
13 Connor, W. D., Allen, J. H., Golding, N., Howell, K. L., Lieberknecht, L. M., Northern, K. O., & Reker, J. B. (2004). The marine habitat 


classification for Britain and Ireland version 04.05. Joint Nature Conservation Committee [JNCC]. 
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likely to have a patchier distribution than clast (coarse sediment) supported and so have 


lower ‘reefiness’; additionally, matrix supported material is likely to have a larger infaunal 


component which again reduces its ‘reefiness’ (Irving, 2009)14. Reefs are also defined as 


having relief from the seafloor, and as such relief is used as another criterion for assessment. 


The epifaunal community of potential reef habitat is also a key determinant of its ‘reefiness’ 


and proportion of epifauna species to infaunal species is therefore included as an assessment 


criterion. Within the Irving (2009)14 scheme, areas of potential stony reef habitat must have an 


area of more than 25 m2 to be classified as reef; this report also adopts this minimum area, 


with area of features of interest taken into account during initial selection of the transect 


locations. Table B.8 presents the Irving (2009)14 criteria of ‘reefiness’ for stony reef habitat 


assessments. Table B.9 presents the stony reef matrix used to assess the overall ‘reefiness’ of 


an area. 


Table B.6: Measures of ‘reefiness’ for stony reef habitat (Irving, 2009)14 


Characteristic 
Resemblance to a ‘Stony Reef’ 


Not a reef Low Medium High 


Composition 


Diameter of cobbles/boulders 


being greater than 64 mm.  


Percentage cover relates to a 


minimum area of 25 m2. 


The ‘composition’ characteristic 


also includes ‘patchiness’. 


< 10 % 10 % - 40 % 40 % - 95 % > 95 % 


Elevation 


Minimum height (64 mm) relates 


to minimum size constituent 


cobbles. 


This characteristic could also 


include ‘distinctness’ from the 


surrounding seafloor. 


Note that two units (mm and m) 


are used 


Flat seafloor < 64 mm 64 mm – 5 m > 5 m 


Extent < 25 m2 > 25 m2 


Biota 
Dominated by 


infaunal species 
- - 


> 80 % of species 


present composed of 


epifaunal species 


Notes 


When determining whether an area of the seafloor should be considered as Annex I stony reef, if a ‘low’ is scored in any of 


the four characteristics (composition, elevation, extent, or biota), then a strong justification would be required for this area to 


be considered as contributing to the Marine Natura site network of qualifying reefs in terms of the EU Habitats Directive. 


Adapted from Irving (2009)14 


 
14 Irving, R. (2009). The identification of the main characteristics of stony reef habitats under the Habitats Directive: summary report of an inter 


agency workshop. (JNCC Report No. 432). Joint Nature Conservation Committee. https://doi.org/10.13140/2.1.2278.5283 
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Table B.7: Stony reef matrix 


Reef Structure Composition (% of Seafloor Comprised of Cobbles/Boulders) 
Biota 


Elevation < 10 10 – 40 40 – 95 > 95 


Flat seafloor Not a reef Not a reef Not a reef Not a reef 
Infauna 


dominated 


< 64 mm Not a reef Low Low Low – 


64 mm – 5 m Not a reef Low Medium Medium – 


> 5 m Not a reef Low Medium High > 80 % 


Notes 


Full reef assessment not applicable of areas of cobble and/or boulders with an extent of < 25 m², which would be classified as 


‘Not a Reef’ 


Golding et al. (2020)15 recognised that there were difficulties in defining areas with a ‘low’ 


resemblance to stony reef. It was acknowledged that where a hard substrate is covered by a 


veneer of sediment it would be classed as a non-reef habitat under Irving (2009)14; however, 


the European Commission 2007 interpretation manual states that ‘such hard substrata… 


covered by a thin and mobile veneer of sediment are classed as reefs if the associated biota 


are dependent on the hard substratum rather than the overlying sediment”. Similarly areas 


may not necessarily fulfil the composition requirements of the Annex I stony reef criteria (i.e. 


not having the required percentage of cobble and boulders), yet stability allows a diverse and 


‘reef-like’ epifaunal community to develop.  


Golding et al. (2020)15 considered that the species assemblage can be treated as a proxy for 


stability. Therefore, the epifaunal community was further considered within areas assessed 


under Irving (2009)14 as Not a Reef, paying particular attention to relative density and 


diversity. In areas where the composition was < 10 % cobbles and boulders, but a relatively 


dense and diverse erect epifaunal community was present, the seafloor was considered as a 


‘Possible reef with veneer’.  


 
15 Golding, N., Albrecht, J., & McBreen, F. (2020). Refining the criteria for defining areas with a ‘low resemblance’ to Annex I stony reef. (Joint 


Nature Conservation Committee [JNCC] Report No. 656). JNCC.  
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B.2.6.2 Sabellaria spinulosa Reef 


Areas where Sabellaria spinulosa was observed were analysed in detail for potential 


classification as a biogenic reef. Video and geophysical data were reviewed according to 


JNCC guidelines that propose criteria for assessment of ‘reefiness’ of S. spinulosa 


aggregations (Table B.10; Gubbay, 2007)16. Within this report, it was decided that the simplest 


definition of a S. spinulosa reef was an area of S. spinulosa that is elevated from the seafloor 


and has a large spatial extent (> 25 m2). Colonies may be patchy within an area defined as 


reef and represent a range of elevations. It should be noted that these criteria are not fully 


accepted/agreed thresholds for S. spinulosa reef identification and should be used as a guide 


only. 


TableB.8: Measures of ‘Reefiness’ of Sabellaria spinulosa aggregations 


Measure of ‘Reefiness’ (Gubbay, 


2007)16 
Not a Reef Low Medium High 


Elevation [cm] (mean tube height) < 2 2 - 5 5 - 10 > 10 


Area [m2] < 25 25 - 10000 10000 - 1000000 > 1000000 


Patchiness [% cover] < 10 % 10 – 20 % 20 – 30 % > 30 % 


Reefiness Key 


Not a Reef Low Medium High 


The JNCC guidelines (Gubbay, 2007)16 do not provide a method for combining the three 


S. spinulosa reefiness measures in Table B.10 to provide a single overall reefiness of a 


potential reef. As such, the method used in the JNCC/Cefas report (Jenkins et al., 2018)17 has 


been utilised to create a measure of reef structure. As summarised in Table B.11, elevation 


and patchiness have been combined to categorise ‘reefiness’. 


Table B.9: Sabellaria spinulosa reef structure matrix 


Reef Structure (Jenkins et al., 2018)17 


Elevation 


[cm] 


< 2 2 - 5 5 - 10 > 10 


Not a Reef Low Medium High 


< 10 % Not a Reef     


10 – 20 % Low     


20 – 30 % Medium     


> 30 % High     


Reefiness Key 


Not a Reef Low ‘Reefiness’ Medium ‘Reefiness’ High ‘Reefiness’ 


 
16 Gubbay, S. (2007). Defining and mangaing Sabellaria spinulosa reefs: report of an interagency workshop (JNCC Report No. 405). Joint Nature 


Conservation Committee [JNCC].  
17 Jenkins, C., Eggleton, J., Barry, J., & O'Connor, J. (2018). Advances in assessing Sabellaria spinulosa reefs for ongoing monitoring. Ecology 


and Evolution, 8(15), 7673–7687. https://doi.org/10.1002/ece3.4292 
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The percentage cover of S. spinulosa was estimated with the aid of a grid overlay on the 


video. Figure B.1 presents an example of the grid overlain on the video data. 


 


Figure B.1: Example picture of a video frame with overlaid grid 


B.2.6.3 Sea pen and Burrowing Megafauna Communities 


To assess the abundance and density of sea pens and burrowing megafauna, the seafloor 


video was reviewed at half speed to real-time, with visible sea pen taxa, burrows and mounds 


enumerated. Counts were then converted to the superabundant, abundant, common, 


frequent, occasional, rare (SACFOR) abundance scale used by the Marine Nature 


Conservation Review and Joint Nature Conservation Committee (JNCC) to semi-quantitatively 


record the abundance and density of marine benthic flora and fauna (JNCC, 2015)18. When 


assessing density, the SACFOR scale converts ‘numbers per m²’ to an abundance category 


with consideration of the size class of the species. Table B.12 presents the SACFOR scale 


conversion used and Table B.13 outlines the size classes used to assess taxa and cryptic 


bioturbation signs. 


  


 
18 Joint Nature Conservation Committee [JNCC]. (2015). SACFOR abundance scale used for both littoral and sublittoral taxa from 1990 


onwards. http://www.jncc.defra.gov.uk/page-2684  
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Table B.10: The SACFOR scale used for sea pen, mound and burrow density assessment 


SACFOR Scale 


3 cm to 15 cm* > 15 cm† 


Individuals per m2 Density Individuals per m2 Density 


Superabundant 100 – 1000 
1 – 9/0.01 m2 


(10 × 10 cm) 
10 – 99 1 – 9/0.1 m2 


Abundant 10 – 99 1 – 9/0.1 m2 1 – 9 1 – 9/m2 


Common 1 – 9 1 – 9/ m2 0.1 – 0.99 
1 – 9/10 m2 


(3.16 × 3.16 m) 


Frequent 0.1 – 1.0 
1 – 9/10 m2 


(3.16 × 3.16 m) 
0.01 – 0.09 


1 – 9/100 m2 


(10 × 10 m) 


Occasional 0.01 – 0.09 
1 – 9/100 m2 


(10 × 10 m) 
0.001 – 0.009 


1 – 9/1000 m2 


(31.6 × 31.6 m) 


Rare 0.001 – 0.009 
1 – 9/1000 m2 


(31.6 × 31.6 m) 
0.0001 – 0.0009 < 1/1000 m2 


Notes 


* = 3 cm to 15 cm: Pennatula phosphorea, Virgulariidae, mounds and megafaunal burrows, with the exception of those 


created by taxa that reach more than 15 cm in length (e.g., Nephrops norvegicus) 


† = > 15 cm: Funiculina quadrangularis, Nephrops norvegicus burrows 


 


Table B.11: Summary of sea pen, mound and burrows enumeration methodology 


Feature 
SACFOR  


size class 
Additional information 


Pennatula phosphorea 3 cm to 15 cm - 


Virgulariidae 3 cm to 15 cm 
Includes Virgularia tuberculata, Virgularia mirabilis and 


Stylatula elegans 


Funiculina quadrangularis > 15 cm 
Only live specimens were counted; structures covered 


by soft coral (Alcyonacea) were not considered 


Mounds 3 cm to 15 cm 
Include distinctive mounds, particularly those created 


by the mud volcano worm, Maxmuelleria lankesteri 


Nephrops norvegicus 


burrows 
> 15 cm 


N. norvegicus burrows identification features: shape 


and angle of opening, evidence of scrapes 


Other visible burrows 3 cm to 15 cm 


Burrows other than N. norvegicus burrows (e.g., mud 


shrimps Callianassa subterranea and Calocaris 


macandreae) 
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B.2.6.4 Sandeels Preferred Grounds 


PSD data can be used to determine sediment type preferences of sand eels (Ammodytidae) 


in relation to particle size. An increase of the percentage of fine sand, coarse silt, medium silt, 


and fine silt (sediments with a diameter less than 0.25 mm) is associated with sand eels 


increasingly avoiding the habitat, while an increase of the percentage of medium sand and 


coarse sand (sediments with a diameter ranging from 0.25 mm to 2.0 mm) is associated with 


sand eels increasingly preferring the habitat (Holland et al., 200519; (Greenstreet et al., 


2010)20). 


Latto et al. (2013)21 reviewed the interpretations of Holland et al. (2005)19 and Greenstreet et 


al. (2010)20 for preferred sediments for sand eels, aligned with the Folk (1954) classification. 


Table B.12 summarises the resultant sediment type preferences of sand eel (Ammodytidae). 


Following the recommendation of Holland et al. (2005)19  a mud content of less than or equal 


to 10 % was considered as ‘Unsuitable’ sand eel habitat, with ‘sand’, ‘slightly gravelly sand’ 


and ‘gravelly sand’ representing ‘Preferred’ sand eel habitat. 


Both Holland et al. (2005)19and Greenstreet et al. (2010)20 concluded that suitable sand eel 


habitat can include a gravel component. However, there were discrepancies between the 


proportions of gravel considered. Greenstreet et al. (2010)20 identified ‘Prime’ habitat as less 


than 30 % gravel and ‘Sub-prime’ habitat as less than 50 %, with the boundary between 


‘Suitable’ and ‘Unsuitable’ at 80 %. Holland et al. (2005)19 identified the boundary for 


‘Sub-prime’ as 25 % or less gravel and for ‘Unsuitable’ as more than 35 %. The Folk (1954)7 


sediment classification considers gravel contents of between 30 % and 80 %. Therefore, using 


this classification, there is an inability to divide at the 35 % or 50 % level. Inclusion of sandy 


gravel may overrepresent sand eel habitat. However, a precautionary approach was adopted 


by Latto et al., (2013)21 with sandy gravel considered to be ‘Marginal’ habitat with adequate 


sediment structure to support low numbers of sand eels. 


Table B.12: Sediment classifications indicating ‘preferred’ sand eel ground 


Fractional Composition Folk (1954)7 Description 
Sand Eel Preference 


Latto et al., (2013)21 


≤ 10 % mud and ≤ 30 % gravel 
Sand (S), slightly gravelly sand ((g)S) and 


gravelly sand (gS) 
Preferred 


≤ 10 % mud and > 30 % to < 80 % 


gravel 
Sandy gravel (sG) Marginal 


> 10 % mud or ≥ 80 % gravel All other sediment types* Unsuitable 


 
19 Holland, G. J., Greenstreet, S. P., Gibb, I. M., Fraser, H. M., & Robertson, M. R. (2005). Identifying sandeel Ammodytes marinus sediment 


habitat preferences in the marine environment. Marine Ecology Progress Series, 303, 269–282. https://www.int-


res.com/articles/meps2005/303/m303p269.pdf 
20 Greenstreet, S. P., Holland, G. J., Guirey, E. J., Armstrong, E., Fraser, H. M., & Gibb, I. M. (2010). Combining hydroacoustic seabed survey and 


grab sampling techniques to assess “local” sandeel population abundance. ICES Journal of Marine Science, 67(5), 971–984. 


https://doi.org/10.1093/icesjms/fsp292 
21 Latto, P. L., Reach, I. S., Alexander, D., Armstrong, S., Backstrom, J., Beagley, E., Murphy, K., Piper, R., & Seiderer, L. J. (2013). Screening 


Spatial Interactions between Marine Aggregate Application Areas and Sandeel Habitat. A Method Statement. British Marine Aggregates 


Producers Association.  
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Fractional Composition Folk (1954)7 Description 
Sand Eel Preference 


Latto et al., (2013)21 


Notes 


* = Other sediment types include mud (M), sandy mud (sM), muddy sand (mS), slightly gravelly mud ((g)M), slightly gravelly 


sandy mud ((g)sM), slightly gravelly sandy mud (g)mS, gravelly mud (gM), gravelly muddy sand ((g)mS), muddy gravel (mG), 


muddy sandy gravel (msG) and gravel (G) 


B.2.6.5 Herring Spawning Suitable Grounds 


The presence of preferable grounds for herring spawning was assessed using the distribution 


of sediment particle sizes detailed in the Folk sediment triangle Folk (1954)7 . The sediments 


were classified according to the ‘preference’ reported by herring, documented in Reach et al. 


(2013)22, based on similar work on sand eel habitat preference. Table B.13 presents the 


herring spawning categories defined by MarineSpace Ltd et al. (2013)23 and Reach et al. 


(2013)22. The methodology outlined by MarineSpace et al. (2013)23 considers the 


recommendations of Reach et al. (2013)22 , aligned with the Folk (1954)Error! Bookmark not 


defined. sediment classification. The herring spawning preference classifications of 


MarineSpace Ltd et al. (2013)23 range from ‘Preferred’ (sediment structure with highest 


percentage of gravel and very little mud content) through ‘Marginal’ (adequate sediment 


structure with reduced gravel content) to ‘Unsuitable’ (inadequate sediment structure with 


lowest gravel content and/or higher percentage of muds). 


Reach et al. (2013)22) considered herring to favour sediments comprising < 5 % mud and 


> 10 % gravel. The Folk (1954)7 sediment classification considers mud contents of more than 


10 % and 10 % or less, and gravel contents of between 5 % and 30 %. Therefore, using this 


classification, there is an inability to divide mud at the 5 % level and gravel at the 10 % level. 


The Folk (1954)7 classes therefore overestimate the sediment habitat utilised by herring for 


spawning events. 


Table B.13: Sediment types indicating ‘preferred’ spawning habitat 


Reach et al. (2013)22 MarineSpace Ltd et al. (2013)23 


Fractional 


Composition 


Folk (1954)7 


Description 


Herring 


Preference 


Fractional 


Composition 


Folk (1954)7 


Description 


Herring 


Preference 


< 5 % muds 


and > 50 % 


gravel 


Gravel (G) and part 


of sandy gravel (sG) 
Prime 


≤ 10 % muds and 


> 30 % gravel 


Gravel (G) and 


sandy gravel (sG) 
Preferred 


< 5 % muds 


and > 25 % 


gravel 


Part of sandy gravel 


(sG) and part of 


gravelly sand (gS) 


Sub‐prime 


< 5 % muds 


and > 10 % 


gravel 


Part of gravelly sand 


(gS) 
Suitable 


≤ 10 % muds and 


5 % to 30 % 


gravel 


Gravelly sand Marginal 


 
22 Reach, I. S., Latto, P., Alexander, D., Armstrong, S., Backstrom, J., Beagley, E., Murphy, K., Piper, R., & Seiderer, L. J. (2013). Screening Spatial 


Interactions between Marine Aggregate Application Areas and Atlantic Herring Potential Spawning Areas: A Method Statement produced for 


BMAPA.  
23 MarineSpace Ltd, A. L., ERM Ltd, Fugro EMU Ltd, & Marine Ecological Surveys LTD. (2013). Environmental Effect Pathways between Marine 


Aggregate Application Areas and Atlantic Herring Potential Spawning Habitat: Regional Cumulative Impact Assessments. (A report for the 


British Marine Aggregates Producers Association [BMAPA].).  







National Grid 


F269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix B | Page 19 


Reach et al. (2013)22 MarineSpace Ltd et al. (2013)23 


Fractional 


Composition 


Folk (1954)7 


Description 


Herring 


Preference 


Fractional 


Composition 


Folk (1954)7 


Description 


Herring 


Preference 


> 5 % muds or 


< 10 % gravel 


All other sediment 


types* 
Unsuitable 


> 10 % muds or 


≤ 10 % gravel 


All other sediment 


types* 
Unsuitable 


Notes 


Adapted from MarineSpace Ltd et al. (2013)23 


* = Other sediment types include mud (M), sandy mud (sM), muddy sand (mS), sand (S), slightly gravelly mud ((g)M), slightly 


gravelly sandy mud ((g)sM), slightly gravelly sandy mud ((g)mS), gravelly mud (gM), gravelly muddy sand ((g)mS), muddy 


gravel (mG) and muddy sandy gravel (msG) (and for Reach et al., 2013 part of sand gravel (sG) and gravelly sand (gS)) 


B.2.6.6 Environmental DNA Analysis 


The original data analysis, as provided in the NatureMetrics report (Appendix B), was carried 


out by NatureMetrics. Additional data analysis and the interpretation was carried out by 


Fugro GB Limited.  


Data Rationalisation 


Identifications were sense-checked against GBIF occurrence records for presence in the 


sampling country and elevated to higher taxonomic levels where required (rgbif; Chamberlain 


et al., 202424). 


Zero-radius operational taxonomic units (zOTUs) were clustered at 97 % similarity with 


USEARCH to obtain OTUs. An OTU-by-sample table was generated by mapping all 


dereplicated reads for each sample to the OTU representative sequences with USEARCH at an 


identity threshold of 97 %. 


The OTU table was filtered to remove low abundance OTUs from each sample (< 0.02 % or 


< 10 % reads, whichever is the greater threshold for the sample). Unassigned OTUs, and 


OTUs identified to human and domesticated mammals, were removed from the dataset for 


subsequent analyses. Any non-marine taxa were included in subsequent analyses due to their 


genetic signature being detected, and the metrics being provided with the inclusion of all 


target taxa per each assay; however, these were not considered further for discussion as they 


are not part of the marine water community. 


Individuals within a species can have slight differences in the target DNA sequences and 


small changes can occur during sequencing. Minimum similarity thresholds of 98 %, 95 % 


and 92 % were used for species, genus, and high-level assignments respectively, allowing for 


a 2 % to 8 % tolerance for dissimilarity between DNA sequences. Consequently, certain 


instances yielded multiple OTUs for the same taxa. To mitigate potential data inflation during 


statistical analyses, these redundant OTUs were consolidated by merging the respective taxa. 


Bioinformatics 


 
24 Chamberlain, S., Barve, V., Mcglinn, D. Oldoni, D. Desmet, P., Geffert, L., & Ram, K. (2024). rgbif: Interface to the Global Biodiversity 


Information Facility API. R Package Version 3.7.9. 







National Grid 


F269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix B | Page 20 


Sequences were demultiplexed with bcl2fastq and processed via a custom NatureMetrics 


eDNA analysis pipeline. Demultiplexing involves reorganizing the FASTQ files based on the 


index information and generating the statistics and reporting files. FASTQ format is a 


text-based format for storing both a biological sequence (usually nucleotide sequence) and 


its corresponding quality scores. Paired-end FASTQ reads for each sample were merged with 


USEARCH (Edgar, 2010)25. Forward and reverse primers were trimmed from the merged 


sequences using cutadapt (Martin, 2011)26. Sequences were quality filtered with USEARCH to 


retain only those with an expected error rate per base of 0.01 or below and dereplicated by 


sample, retaining singletons to obtain zOTUs. Unique sequences from all samples were 


denoised in a single analysis with UNOISE (Edgar, 2016)27. Consensus taxonomic assignments 


were made for each zOTU using sequence similarity searches against National Centre for 


Biotechnology Information nucleotide (NCBI nt). Searches against databases were made 


using BLASTn (Altschul et al., 199028; Camacho et al., 200929) and required hits to have a 


minimum e-score of 1e-20 and cover at least 90 % of the query sequence. The taxonomic 


identification associated with all hits was converted to match the GBIF taxonomic backbone. 


Assignments were made to the lowest possible taxonomic level where there was consistency 


in the matches, with minimum similarity thresholds of 99 %, 97 % and 95 % for species, 


genus, and higher-level assignments respectively. 


 


 
25 Edgar, R. C. (2010). Search and clustering orders of magnitude faster than BLAST. Bioinformatics, 26(19), 2460–2461. 


https://doi.org/10.1093/bioinformatics/btq461 
26 Martin, M. (2011). Cutadapt removes adapter sequences from high-throughput sequencing reads. 2011, 17(1), 3. 


https://doi.org/10.14806/ej.17.1.200 
27 Edgar, R. C. (2016). UNOISE2: improved error-correction for Illumina 16S and ITS amplicon sequencing. BioRxiv. 


https://doi.org/10.1101/081257 
28 Altschul, S. F., Gish, W., Miller, W., Myers, E. W., & Lipman, D. J. (1990). Basic local alignment search tool. Journal of Molecular Biology, 


215(3), 403–410. https://doi.org/10.1016/S0022-2836(05)80360-2 
29 Camacho, C., Coulouris, G., Avagyan, V., Ma, N., Papadopoulos, J., Bealer, K., & Madden, T. L. (2009). BLAST+: Architecture and applications. 


BMC Bioinformatics, 10(1), 421. https://doi.org/10.1186/1471-2105-10-421 
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C.1 Survey Log 

Click on icon to open the survey log. 

 
Appendix C.1 Survey Log 

C.2 Grab Log 

Click on icon to open the grab log. 

 
Appendix C.2 Grab Log 

C.3 Photographic Log 

Click on icon to open the photographic log. 

 
Appendix C.3 Photographic Log 


Survey Log

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Date		Time
[UTC]		Station		Type		Event		Fix No.		Proposed Location				Actual Location				Depth        [m BSL]		Offset		Notes

														Easting		Northing		Easting		Northing

		5/30/25		11:32:27 AM		ST028		Video		SOL		3		742529.4 		5 948874.2 		742526.1 		5 948911.0 		26.4		37.0

		5/30/25		11:34:18 AM		ST028		Still		269605_ST028_01		No fix		742529.4 		5 948874.2 		742528.9 		5 948886.6 		26.7		12.4		Data taken from video

		5/30/25		11:34:28 AM		ST028		Still		269605_ST028_02		4		742529.4 		5 948874.2 		742531.5 		5 948883.8 		27.0		9.9

		5/30/25		11:35:02 AM		ST028		Still		269605_ST028_03		5		742529.4 		5 948874.2 		742540.6 		5 948872.2 		27.1		11.4

		5/30/25		11:35:26 AM		ST028		Still		269605_ST028_04		6		742529.4 		5 948874.2 		742544.5 		5 948866.4 		27.3		17.0

		5/30/25		11:35:45 AM		ST028		Still		269605_ST028_05		7		742529.4 		5 948874.2 		742545.8 		5 948860.4 		27.9		21.4

		5/30/25		11:36:06 AM		ST028		Still		269605_ST028_06		8		742529.4 		5 948874.2 		742545.7 		5 948853.4 		26.8		26.4

		5/30/25		11:36:14 AM		ST028		Video		EOL		9		742529.4 		5 948874.2 		742546.0 		5 948851.5 		26.9		28.1

		5/30/25		12:37:00 PM		ST028		DVV		NS		10		742529.4 		5 948874.2 		742523.1 		5 948879.5 		27.3		8.3

		5/30/25		1:17:02 PM		ST028		HG		PC		11		742529.4 		5 948874.2 		742525.9 		5 948894.7 		26.9		20.8

		5/30/25		1:26:01 PM		ST028		HG		FA		12		742529.4 		5 948874.2 		742523.8 		5 948875.7 		26.9		5.8

		5/30/25		1:31:55 PM		ST028		HG		NS1		13		742529.4 		5 948874.2 		742528.7 		5 948876.3 		26.6		2.3

		5/30/25		1:35:51 PM		ST028		HG		NS2		14		742529.4 		5 948874.2 		742519.6 		5 948873.4 		27.0		9.9

		5/30/25		1:40:04 PM		ST028		HG		FB		15		742529.4 		5 948874.2 		742530.2 		5 948897.4 		27.0		23.2

		5/30/25		2:39:19 PM		ST027		Video		SOL		16		741436.8 		5 946400.0 		741433.2 		5 946427.6 		17.9		27.8

		5/30/25		2:39:43 PM		ST027		Still		269605_ST027_01		17		741436.8 		5 946400.0 		741433.4 		5 946419.1 		20.8		19.4

		5/30/25		2:40:00 PM		ST027		Still		269605_ST027_02		18		741436.8 		5 946400.0 		741433.4 		5 946415.3 		18.3		15.6

		5/30/25		2:40:09 PM		ST027		Still		269605_ST027_03		19		741436.8 		5 946400.0 		741433.5 		5 946412.7 		18.7		13.1

		5/30/25		2:40:31 PM		ST027		Still		269605_ST027_04		20		741436.8 		5 946400.0 		741433.2 		5 946406.7 		19.1		7.6

		5/30/25		2:41:00 PM		ST027		Still		269605_ST027_05		21		741436.8 		5 946400.0 		741432.2 		5 946402.0 		18.5		5.1

		5/30/25		2:41:17 PM		ST027		Still		269605_ST027_06		22		741436.8 		5 946400.0 		741431.1 		5 946397.5 		18.3		6.3

		5/30/25		2:42:04 PM		ST027		Still		269605_ST027_07		23		741436.8 		5 946400.0 		741426.8 		5 946382.3 		18.4		20.4

		5/30/25		2:42:18 PM		ST027		Still		269605_ST027_08		24		741436.8 		5 946400.0 		741425.6 		5 946376.8 		18.7		25.9

		5/30/25		2:42:23 PM		ST027		Video		EOL		25		741436.8 		5 946400.0 		741424.6 		5 946375.7 		18.7		27.3

		5/30/25		2:52:42 PM		ST027		HG		NS1		26		741436.8 		5 946400.0 		741445.5 		5 946407.0 		18.6		11.2

		5/30/25		2:59:06 PM		ST027		HG		PSD		27		741436.8 		5 946400.0 		741449.7 		5 946397.2 		19.9		13.1

		5/30/25		3:33:27 PM		ST026		Video		SOL		28		740529.2 		5 944968.3 		740512.8 		5 945034.2 		17.5		67.9

		5/30/25		3:34:18 PM		ST026		Still		No Photo		29		740529.2 		5 944968.3 		740531.7 		5 945008.8 		17.2		40.6

		5/30/25		3:34:41 PM		ST026		Still		269605_ST026_01		30		740529.2 		5 944968.3 		740536.1 		5 944991.1 		17.7		23.8

		5/30/25		3:34:52 PM		ST026		Still		269605_ST026_02		31		740529.2 		5 944968.3 		740537.2 		5 944986.7 		17.5		20.1

		5/30/25		3:35:17 PM		ST026		Still		269605_ST026_03		32		740529.2 		5 944968.3 		740538.9 		5 944971.9 		18.9		10.3

		5/30/25		3:35:26 PM		ST026		Still		269605_ST026_04		33		740529.2 		5 944968.3 		740539.6 		5 944966.8 		17.5		10.5

		5/30/25		3:35:44 PM		ST026		Still		269605_ST026_05		34		740529.2 		5 944968.3 		740540.3 		5 944955.7 		19.6		16.8

		5/30/25		3:35:55 PM		ST026		Still		269605_ST026_06		35		740529.2 		5 944968.3 		740540.5 		5 944951.5 		17.4		20.3

		5/30/25		3:36:13 PM		ST026		Video		EOL		36		740529.2 		5 944968.3 		740540.8 		5 944942.2 		17.4		28.6

		5/30/25		3:49:41 PM		ST026		HG		PC		37		740529.2 		5 944968.3 		740537.7 		5 944963.6 		18.4		9.8

		5/30/25		3:53:20 PM		ST026		HG		FA		38		740529.2 		5 944968.3 		740543.2 		5 944966.6 		18.3		14.2

		5/30/25		3:56:50 PM		ST026		HG		FB		39		740529.2 		5 944968.3 		740543.0 		5 944964.0 		15.3		14.5

		5/30/25		5:39:15 PM		ST025		Still		269605_ST025_01		No fix		739408.7 		5 943311.3 		739440.9 		5 943191.5 		17.8		124.1		Accidental photo on the way to sea bed

		5/30/25		5:39:43 PM		ST025		Video		SOL		41		739408.7 		5 943311.3 		739438.9 		5 943200.0 		20.6		115.3

		5/30/25		5:39:45 PM		ST025		Still		269605_ST025_02		No fix		739408.7 		5 943311.3 		739438.9 		5 943200.0 		20.5		115.3		Data taken from video

		5/30/25		5:39:47 PM		ST025		Still		269605_ST025_02		42		739408.7 		5 943311.3 		739438.8 		5 943201.5 		20.2		113.9

		5/30/25		5:40:03 PM		ST025		Still		269605_ST025_04		43		739408.7 		5 943311.3 		739436.6 		5 943206.4 		20.7		108.5

		5/30/25		5:40:07 PM		ST025		Still		269605_ST025_05		44		739408.7 		5 943311.3 		739435.8 		5 943207.7 		21.0		107.0

		5/30/25		5:40:15 PM		ST025		Still		269605_ST025_06		45		739408.7 		5 943311.3 		739435.6 		5 943210.4 		21.3		104.5

		5/30/25		5:40:33 PM		ST025		Still		269605_ST025_07		46		739408.7 		5 943311.3 		739434.0 		5 943217.5 		20.9		97.1

		5/30/25		5:40:42 PM		ST025		Still		269605_ST025_08		47		739408.7 		5 943311.3 		739433.7 		5 943221.2 		21.1		93.5

		5/30/25		5:40:54 PM		ST025		Still		269605_ST025_09		48		739408.7 		5 943311.3 		739431.9 		5 943226.2 		20.3		88.2

		5/30/25		5:41:08 PM		ST025		Still		269605_ST025_10		49		739408.7 		5 943311.3 		739430.8 		5 943230.9 		20.2		83.4

		5/30/25		5:41:13 PM		ST025		Still		269605_ST025_11		50		739408.7 		5 943311.3 		739430.3 		5 943233.1 		20.6		81.1

		5/30/25		5:41:20 PM		ST025		Still		269605_ST025_12		51		739408.7 		5 943311.3 		739430.1 		5 943235.0 		20.5		79.2

		5/30/25		5:41:36 PM		ST025		Still		269605_ST025_13		52		739408.7 		5 943311.3 		739426.3 		5 943242.6 		21.3		71.0

		5/30/25		5:41:47 PM		ST025		Still		269605_ST025_14		53		739408.7 		5 943311.3 		739425.4 		5 943245.3 		21.0		68.1

		5/30/25		5:41:54 PM		ST025		Still		269605_ST025_15		54		739408.7 		5 943311.3 		739423.8 		5 943248.7 		20.9		64.4

		5/30/25		5:42:00 PM		ST025		Still		269605_ST025_16		55		739408.7 		5 943311.3 		739423.0 		5 943251.1 		20.6		61.9

		5/30/25		5:42:10 PM		ST025		Still		269605_ST025_17		56		739408.7 		5 943311.3 		739422.1 		5 943253.8 		20.5		59.0

		5/30/25		5:43:17 PM		ST025		Still		269605_ST025_18		57		739408.7 		5 943311.3 		739413.1 		5 943285.1 		20.6		26.6

		5/30/25		5:43:23 PM		ST025		Still		269605_ST025_19		58		739408.7 		5 943311.3 		739412.8 		5 943287.1 		20.9		24.5

		5/30/25		5:43:38 PM		ST025		Still		269605_ST025_20		59		739408.7 		5 943311.3 		739411.3 		5 943294.7 		20.8		16.8

		5/30/25		5:43:40 PM		ST025		Still		269605_ST025_21		60		739408.7 		5 943311.3 		739411.0 		5 943295.6 		20.9		15.8

		5/30/25		5:43:45 PM		ST025		Still		269605_ST025_22		61		739408.7 		5 943311.3 		739410.8 		5 943297.3 		21.2		14.2

		5/30/25		5:43:49 PM		ST025		Still		269605_ST025_23		62		739408.7 		5 943311.3 		739410.7 		5 943298.9 		21.1		12.6

		5/30/25		5:43:53 PM		ST025		Still		269605_ST025_24		63		739408.7 		5 943311.3 		739410.3 		5 943300.2 		20.9		11.2

		5/30/25		5:43:58 PM		ST025		Still		269605_ST025_25		64		739408.7 		5 943311.3 		739410.0 		5 943302.6 		20.8		8.8

		5/30/25		5:44:03 PM		ST025		Still		269605_ST025_26		65		739408.7 		5 943311.3 		739409.1 		5 943305.8 		20.7		5.5

		5/30/25		5:44:12 PM		ST025		Still		269605_ST025_27		66		739408.7 		5 943311.3 		739408.2 		5 943309.6 		20.9		1.8

		5/30/25		5:44:17 PM		ST025		Still		269605_ST025_28		67		739408.7 		5 943311.3 		739407.8 		5 943312.3 		20.9		1.3

		5/30/25		5:44:21 PM		ST025		Still		269605_ST025_29		68		739408.7 		5 943311.3 		739407.6 		5 943314.7 		21.0		3.6

		5/30/25		5:44:26 PM		ST025		Still		269605_ST025_30		69		739408.7 		5 943311.3 		739406.9 		5 943317.4 		21.0		6.3

		5/30/25		5:44:30 PM		ST025		Still		269605_ST025_31		70		739408.7 		5 943311.3 		739406.4 		5 943320.0 		20.5		9.0

		5/30/25		5:44:34 PM		ST025		Still		269605_ST025_32		71		739408.7 		5 943311.3 		739406.2 		5 943321.4 		20.7		10.4

		5/30/25		5:44:51 PM		ST025		Still		269605_ST025_33		72		739408.7 		5 943311.3 		739403.1 		5 943329.4 		20.8		18.9

		5/30/25		5:44:54 PM		ST025		Still		269605_ST025_34		73		739408.7 		5 943311.3 		739403.0 		5 943330.2 		20.6		19.8

		5/30/25		5:44:58 PM		ST025		Still		269605_ST025_35		74		739408.7 		5 943311.3 		739402.4 		5 943331.8 		20.8		21.4

		5/30/25		5:45:01 PM		ST025		Still		269605_ST025_36		75		739408.7 		5 943311.3 		739402.1 		5 943332.1 		20.5		21.8

		5/30/25		5:45:09 PM		ST025		Still		269605_ST025_37		76		739408.7 		5 943311.3 		739401.2 		5 943334.9 		20.9		24.8

		5/30/25		5:45:15 PM		ST025		Still		269605_ST025_38		77		739408.7 		5 943311.3 		739400.5 		5 943337.9 		20.4		27.8

		5/30/25		5:47:34 PM		ST025		Still		269605_ST025_39		78		739408.7 		5 943311.3 		739383.1 		5 943393.7 		21.1		86.3

		5/30/25		5:47:51 PM		ST025		Still		269605_ST025_40		79		739408.7 		5 943311.3 		739381.0 		5 943401.5 		21.6		94.4

		5/30/25		5:47:57 PM		ST025		Still		269605_ST025_41		80		739408.7 		5 943311.3 		739380.2 		5 943404.4 		21.0		97.3

		5/30/25		5:48:17 PM		ST025		Still		269605_ST025_42		81		739408.7 		5 943311.3 		739378.2 		5 943413.0 		21.3		106.1

		5/30/25		5:48:23 PM		ST025		Video		EOL		82		739408.7 		5 943311.3 		739377.5 		5 943416.2 		21.5		109.5

		5/30/25		6:09:33 PM		ST025		HG		PSD		83		739408.7 		5 943311.3 		739412.9 		5 943292.8 		22.6		18.9

		5/30/25		6:53:50 PM		ST024		Video		SOL		84		738087.3 		5 941842.7 		738087.7 		5 941814.2 		20.4		28.5

		5/30/25		6:53:56 PM		ST024		Still		269605_ST024_01		85		738087.3 		5 941842.7 		738087.4 		5 941816.3 		21.2		26.4

		5/30/25		6:54:01 PM		ST024		Still		269605_ST024_02		86		738087.3 		5 941842.7 		738086.3 		5 941818.7 		21.3		24.0

		5/30/25		6:54:05 PM		ST024		Still		269605_ST024_03		87		738087.3 		5 941842.7 		738086.0 		5 941819.6 		21.1		23.2

		5/30/25		6:54:07 PM		ST024		Still		269605_ST024_04		88		738087.3 		5 941842.7 		738085.9 		5 941821.4 		21.7		21.4

		5/30/25		6:54:10 PM		ST024		Still		269605_ST024_05		89		738087.3 		5 941842.7 		738085.7 		5 941821.8 		21.7		21.0

		5/30/25		6:54:15 PM		ST024		Still		269605_ST024_06		90		738087.3 		5 941842.7 		738085.9 		5 941823.5 		21.4		19.3

		5/30/25		6:54:21 PM		ST024		Still		269605_ST024_07		91		738087.3 		5 941842.7 		738086.3 		5 941826.1 		21.0		16.7

		5/30/25		6:54:26 PM		ST024		Still		269605_ST024_08		92		738087.3 		5 941842.7 		738086.2 		5 941828.7 		21.8		14.1

		5/30/25		6:54:48 PM		ST024		Still		269605_ST024_09		93		738087.3 		5 941842.7 		738087.8 		5 941837.9 		21.4		4.8

		5/30/25		6:55:04 PM		ST024		Still		269605_ST024_10		94		738087.3 		5 941842.7 		738089.5 		5 941845.9 		21.6		3.9

		5/30/25		6:55:20 PM		ST024		Still		269605_ST024_11		95		738087.3 		5 941842.7 		738093.5 		5 941854.1 		21.7		12.9

		5/30/25		6:55:40 PM		ST024		Video		EOL		96		738087.3 		5 941842.7 		738097.4 		5 941863.1 		22.2		22.7

		5/30/25		7:05:49 PM		ST024		HG		NS1		97		738087.3 		5 941842.7 		738091.8 		5 941826.8 		23.2		16.6

		5/30/25		7:09:17 PM		ST024		HG		NS2		98		738087.3 		5 941842.7 		738092.7 		5 941824.9 		23.6		18.6

		5/30/25		7:14:11 PM		ST024		HG		NS3		100		738087.3 		5 941842.7 		738091.9 		5 941828.4 		23.3		15.1

		5/30/25		7:37:39 PM		ST023		Video		SOL		102		737146.0 		5 940153.6 		737160.3 		5 940118.6 		20.5		37.8

		5/30/25		7:37:48 PM		ST023		Still		269605_ST023_01		103		737146.0 		5 940153.6 		737158.6 		5 940125.6 		20.5		30.7

		5/30/25		7:37:56 PM		ST023		Still		269605_ST023_02		104		737146.0 		5 940153.6 		737157.1 		5 940130.5 		20.2		25.6

		5/30/25		7:38:05 PM		ST023		Still		269605_ST023_03		105		737146.0 		5 940153.6 		737155.6 		5 940135.3 		20.1		20.6

		5/30/25		7:38:17 PM		ST023		Still		269605_ST023_04		106		737146.0 		5 940153.6 		737152.1 		5 940143.0 		20.4		12.2

		5/30/25		7:38:35 PM		ST023		Still		269605_ST023_05		107		737146.0 		5 940153.6 		737150.0 		5 940151.4 		19.7		4.6

		5/30/25		7:38:50 PM		ST023		Still		269605_ST023_06		108		737146.0 		5 940153.6 		737147.2 		5 940159.7 		20.2		6.2

		5/30/25		7:39:03 PM		ST023		Still		269605_ST023_07		109		737146.0 		5 940153.6 		737145.6 		5 940165.8 		20.2		12.2

		5/30/25		7:39:13 PM		ST023		Still		269605_ST023_08		110		737146.0 		5 940153.6 		737143.7 		5 940170.5 		20.4		17.1

		5/30/25		7:39:26 PM		ST023		Still		269605_ST023_09		111		737146.0 		5 940153.6 		737140.5 		5 940177.3 		20.5		24.4

		5/30/25		7:39:29 PM		ST023		Video		EOL		112		737146.0 		5 940153.6 		737140.3 		5 940178.2 		20.4		25.2

		5/30/25		7:48:14 PM		ST023		HG		NS1		113		737146.0 		5 940153.6 		737157.0 		5 940141.5 		22.0		16.4

		5/30/25		7:52:50 PM		ST023		HG		NS2		114		737146.0 		5 940153.6 		737153.5 		5 940145.2 		22.2		11.2

		5/30/25		7:58:33 PM		ST023		HG		PSD		115		737146.0 		5 940153.6 		737143.0 		5 940142.4 		22.0		11.6		Undersize sample

		5/30/25		8:20:47 PM		ST022		Video		SOL		116		735699.8 		5 938647.5 		735710.3 		5 938613.2 		18.4		35.9

		5/30/25		8:21:05 PM		ST022		Still		269605_ST022_01		117		735699.8 		5 938647.5 		735706.0 		5 938621.7 		20.2		26.5

		5/30/25		8:21:08 PM		ST022		Still		269605_ST022_02		118		735699.8 		5 938647.5 		735705.0 		5 938623.5 		19.8		24.6

		5/30/25		8:21:22 PM		ST022		Still		269605_ST022_03		119		735699.8 		5 938647.5 		735701.1 		5 938631.3 		20.0		16.3

		5/30/25		8:21:29 PM		ST022		Still		269605_ST022_04		120		735699.8 		5 938647.5 		735699.9 		5 938634.4 		20.5		13.1

		5/30/25		8:21:35 PM		ST022		Still		269605_ST022_05		121		735699.8 		5 938647.5 		735698.5 		5 938637.3 		20.8		10.3

		5/30/25		8:21:38 PM		ST022		Still		269605_ST022_06		122		735699.8 		5 938647.5 		735698.0 		5 938638.8 		20.7		8.9

		5/30/25		8:21:41 PM		ST022		Still		269605_ST022_07		123		735699.8 		5 938647.5 		735697.4 		5 938640.4 		20.3		7.5

		5/30/25		8:21:46 PM		ST022		Still		269605_ST022_08		124		735699.8 		5 938647.5 		735696.4 		5 938641.9 		20.1		6.5

		5/30/25		8:21:59 PM		ST022		Still		269605_ST022_09		125		735699.8 		5 938647.5 		735692.8 		5 938649.2 		20.3		7.2

		5/30/25		8:22:04 PM		ST022		Still		269605_ST022_10		126		735699.8 		5 938647.5 		735691.6 		5 938651.0 		20.3		9.0

		5/30/25		8:22:12 PM		ST022		Still		269605_ST022_11		127		735699.8 		5 938647.5 		735689.0 		5 938656.0 		20.6		13.8

		5/30/25		8:22:16 PM		ST022		Still		269605_ST022_12		128		735699.8 		5 938647.5 		735688.0 		5 938657.9 		20.4		15.7

		5/30/25		8:22:23 PM		ST022		Still		269605_ST022_13		129		735699.8 		5 938647.5 		735685.8 		5 938661.9 		20.4		20.1

		5/30/25		8:22:26 PM		ST022		Video		EOL		130		735699.8 		5 938647.5 		735684.7 		5 938664.1 		20.4		22.4

		5/30/25		8:29:38 PM		ST022		HG		NS1		131		735699.8 		5 938647.5 		735695.4 		5 938643.9 		21.8		5.7

		5/30/25		8:32:41 PM		ST022		HG		PSD		132		735699.8 		5 938647.5 		735694.1 		5 938632.3 		21.4		16.2

		5/30/25		8:36:17 PM		ST022		HG		NS2		133		735699.8 		5 938647.5 		735694.1 		5 938635.2 		22.2		13.5

		5/30/25		8:57:48 PM		ST021		Video		SOL		134		734434.9 		5 937097.6 		734444.3 		5 937069.2 		19.1		29.9

		5/30/25		8:57:56 PM		ST021		Still		269605_ST021_01		135		734434.9 		5 937097.6 		734443.7 		5 937071.1 		18.2		27.9

		5/30/25		8:58:09 PM		ST021		Still		269605_ST021_02		136		734434.9 		5 937097.6 		734442.5 		5 937076.6 		18.2		22.4

		5/30/25		8:58:11 PM		ST021		Still		269605_ST021_03		137		734434.9 		5 937097.6 		734442.0 		5 937077.3 		18.6		21.5

		5/30/25		8:58:14 PM		ST021		Still		269605_ST021_04		138		734434.9 		5 937097.6 		734441.8 		5 937078.3 		18.7		20.5

		5/30/25		8:58:17 PM		ST021		Still		269605_ST021_05		139		734434.9 		5 937097.6 		734441.2 		5 937080.1 		18.5		18.6

		5/30/25		8:58:26 PM		ST021		Still		269605_ST021_06		140		734434.9 		5 937097.6 		734439.1 		5 937084.0 		17.9		14.2

		5/30/25		8:58:30 PM		ST021		Still		269605_ST021_07		141		734434.9 		5 937097.6 		734438.1 		5 937086.3 		18.6		11.8

		5/30/25		8:58:32 PM		ST021		Still		269605_ST021_08		142		734434.9 		5 937097.6 		734438.1 		5 937086.3 		18.6		11.8

		5/30/25		8:58:42 PM		ST021		Still		269605_ST021_09		143		734434.9 		5 937097.6 		734435.3 		5 937091.2 		18.5		6.4

		5/30/25		8:58:57 PM		ST021		Still		269605_ST021_10		144		734434.9 		5 937097.6 		734429.4 		5 937099.0 		18.5		5.6

		5/30/25		8:59:04 PM		ST021		Still		269605_ST021_11		145		734434.9 		5 937097.6 		734425.9 		5 937103.0 		19.1		10.5

		5/30/25		8:59:07 PM		ST021		Still		269605_ST021_12		146		734434.9 		5 937097.6 		734425.4 		5 937103.8 		18.6		11.2

		5/30/25		8:59:19 PM		ST021		Still		269605_ST021_13		147		734434.9 		5 937097.6 		734420.0 		5 937110.5 		17.7		19.7

		5/30/25		8:59:24 PM		ST021		Video		EOL		148		734434.9 		5 937097.6 		734417.6 		5 937113.6 		18.2		23.6

		5/30/25		9:06:39 PM		ST021		HG		NS1		149		734434.9 		5 937097.6 		734433.0 		5 937088.4 		19.6		9.4

		5/30/25		9:10:13 PM		ST021		HG		PSD		150		734434.9 		5 937097.6 		734431.5 		5 937089.8 		19.5		8.5

		5/30/25		9:34:53 PM		ST020		Video		SOL		No Fix		732619.4 		5 935553.7 		732674.3 		5 935466.3 		18.9		103.2		Data taken from video

		5/30/25		9:35:19 PM		ST020		Still		269605_ST020_01		No Fix		732619.4 		5 935553.7 		732659.8 		5 935481.0 		18.3		83.1		Data taken from video

		5/30/25		9:35:23 PM		ST020		Still		269605_ST020_02		No Fix		732619.4 		5 935553.7 		732657.2 		5 935484.3 		18.3		79.0		Data taken from video

		5/30/25		9:35:27 PM		ST020		Still		269605_ST020_03		No Fix		732619.4 		5 935553.7 		732655.8 		5 935486.6 		18.4		76.3		Data taken from video

		5/30/25		9:35:38 PM		ST020		Other 1		No photo		151		732619.4 		5 935553.7 		732651.6 		5 935494.0 		18.8		67.8

		5/30/25		9:35:45 PM		ST020		Still		269605_ST020_04		152		732619.4 		5 935553.7 		732649.9 		5 935497.1 		18.7		64.3

		5/30/25		9:35:51 PM		ST020		Still		269605_ST020_05		153		732619.4 		5 935553.7 		732647.8 		5 935501.5 		18.6		59.4

		5/30/25		9:35:57 PM		ST020		Still		269605_ST020_06		154		732619.4 		5 935553.7 		732646.7 		5 935504.6 		18.4		56.2

		5/30/25		9:36:01 PM		ST020		Still		269605_ST020_07		155		732619.4 		5 935553.7 		732645.8 		5 935506.4 		18.3		54.2

		5/30/25		9:36:06 PM		ST020		Still		269605_ST020_08		156		732619.4 		5 935553.7 		732644.0 		5 935510.5 		18.7		49.7

		5/30/25		9:36:13 PM		ST020		Still		269605_ST020_09		157		732619.4 		5 935553.7 		732643.0 		5 935513.7 		18.1		46.4

		5/30/25		9:36:17 PM		ST020		Still		269605_ST020_10		158		732619.4 		5 935553.7 		732642.0 		5 935517.6 		18.5		42.6

		5/30/25		9:36:27 PM		ST020		Still		269605_ST020_11		159		732619.4 		5 935553.7 		732640.5 		5 935523.8 		18.1		36.6

		5/30/25		9:36:32 PM		ST020		Still		269605_ST020_12		160		732619.4 		5 935553.7 		732640.3 		5 935528.4 		18.3		32.8

		5/30/25		9:36:37 PM		ST020		Still		269605_ST020_13		161		732619.4 		5 935553.7 		732640.0 		5 935530.9 		18.4		30.8

		5/30/25		9:36:58 PM		ST020		Still		269605_ST020_14		162		732619.4 		5 935553.7 		732634.1 		5 935545.7 		18.1		16.7

		5/30/25		9:37:09 PM		ST020		Still		269605_ST020_15		163		732619.4 		5 935553.7 		732627.8 		5 935553.2 		18.3		8.4

		5/30/25		9:37:32 PM		ST020		Still		269605_ST020_16		164		732619.4 		5 935553.7 		732615.2 		5 935566.6 		18.2		13.6

		5/30/25		9:37:40 PM		ST020		Still		269605_ST020_17		165		732619.4 		5 935553.7 		732612.2 		5 935570.0 		18.4		17.8

		5/30/25		9:37:44 PM		ST020		Still		269605_ST020_18		166		732619.4 		5 935553.7 		732610.7 		5 935571.8 		18.1		20.0

		5/30/25		9:38:15 PM		ST020		Still		269605_ST020_19		167		732619.4 		5 935553.7 		732598.4 		5 935584.6 		18.4		37.3

		5/30/25		9:38:20 PM		ST020		Still		269605_ST020_20		168		732619.4 		5 935553.7 		732596.1 		5 935588.0 		18.7		41.5

		5/30/25		9:38:29 PM		ST020		Still		269605_ST020_21		169		732619.4 		5 935553.7 		732592.8 		5 935592.2 		18.5		46.8

		5/30/25		9:38:43 PM		ST020		Still		269605_ST020_22		170		732619.4 		5 935553.7 		732588.4 		5 935599.8 		18.4		55.6

		5/30/25		9:38:48 PM		ST020		Still		269605_ST020_23		171		732619.4 		5 935553.7 		732587.4 		5 935602.9 		18.4		58.7

		5/30/25		9:39:00 PM		ST020		Still		269605_ST020_24		172		732619.4 		5 935553.7 		732584.6 		5 935609.8 		18.3		66.0

		5/30/25		9:39:14 PM		ST020		Still		269605_ST020_25		173		732619.4 		5 935553.7 		732580.7 		5 935619.8 		18.7		76.6

		5/30/25		9:39:23 PM		ST020		Still		269605_ST020_26		174		732619.4 		5 935553.7 		732578.1 		5 935626.9 		18.6		84.1

		5/30/25		9:39:27 PM		ST020		Still		269605_ST020_27		175		732619.4 		5 935553.7 		732577.4 		5 935629.3 		18.5		86.5

		5/30/25		9:39:39 PM		ST020		Video		EOL		176		732619.4 		5 935553.7 		732574.9 		5 935637.3 		18.4		94.7

		5/30/25		9:47:02 PM		ST020		HG		PSD/eDNA		177		732619.4 		5 935553.7 		732621.2 		5 935550.2 		19.2		4.0

		5/30/25		9:51:16 PM		ST020		HG		NS1		178		732619.4 		5 935553.7 		732610.0 		5 935560.2 		19.0		11.4

		5/30/25		9:55:44 PM		ST020		HG		NS2		179		732619.4 		5 935553.7 		732629.4 		5 935566.8 		19.2		16.5

		5/30/25		11:07:18 PM		ST020		WS		BOT		180		732619.4 		5 935553.7 		732635.2 		5 935579.0 		8.1		29.9

		5/30/25		11:20:03 PM		ST020		WS		TOP		181		732619.4 		5 935553.7 		732625.8 		5 935580.9 				28.0		vessel fix

		5/31/25		1:11:37 AM		ST029		Video		SOL		183		743769.0 		5 951301.8 		743754.8 		5 951345.2 		26.2		45.7

		5/31/25		1:11:43 AM		ST029		Still		269605_ST029_01		184		743769.0 		5 951301.8 		743754.8 		5 951343.8 		25.9		44.3

		5/31/25		1:11:48 AM		ST029		Still		269605_ST029_02		185		743769.0 		5 951301.8 		743753.4 		5 951341.6 		25.6		42.7

		5/31/25		1:11:55 AM		ST029		Still		269605_ST029_03		186		743769.0 		5 951301.8 		743753.9 		5 951339.8 		26.0		40.9

		5/31/25		1:12:35 AM		ST029		Still		269605_ST029_04		187		743769.0 		5 951301.8 		743754.5 		5 951326.8 		25.7		28.9

		5/31/25		1:12:49 AM		ST029		Still		269605_ST029_05		188		743769.0 		5 951301.8 		743756.8 		5 951321.2 		25.7		22.9

		5/31/25		1:12:58 AM		ST029		Still		269605_ST029_06		189		743769.0 		5 951301.8 		743758.9 		5 951317.5 		26.0		18.7

		5/31/25		1:13:31 AM		ST029		Still		269605_ST029_07		190		743769.0 		5 951301.8 		743767.5 		5 951303.5 		26.3		2.3

		5/31/25		1:13:47 AM		ST029		Still		269605_ST029_08		191		743769.0 		5 951301.8 		743771.4 		5 951296.9 		25.5		5.4

		5/31/25		1:14:15 AM		ST029		Still		269605_ST029_09		192		743769.0 		5 951301.8 		743778.2 		5 951284.1 		26.1		19.9

		5/31/25		1:14:18 AM		ST029		Video		EOL		193		743769.0 		5 951301.8 		743778.6 		5 951282.9 		26.7		21.2

		5/31/25		1:39:13 AM		ST029		HG		PSD		194		743769.0 		5 951301.8 		743763.5 		5 951321.8 		26.7		20.7

		5/31/25		2:00:18 AM		ST030		Video		SOL		195		744206.5 		5 952436.8 		744178.1 		5 952527.4 		26.3		94.9

		5/31/25		2:00:41 AM		ST030		Still		269605_ST030_01		196		744206.5 		5 952436.8 		744180.7 		5 952516.1 		25.0		83.3

		5/31/25		2:01:03 AM		ST030		Still		269605_ST030_02		197		744206.5 		5 952436.8 		744184.1 		5 952506.3 		25.5		72.9

		5/31/25		2:01:20 AM		ST030		Still		269605_ST030_03		198		744206.5 		5 952436.8 		744186.0 		5 952498.7 		24.6		65.2

		5/31/25		2:02:07 AM		ST030		Still		269605_ST030_04		199		744206.5 		5 952436.8 		744195.5 		5 952474.1 		24.5		38.8

		5/31/25		2:02:22 AM		ST030		Still		269605_ST030_05		200		744206.5 		5 952436.8 		744199.9 		5 952464.7 		24.1		28.6

		5/31/25		2:02:26 AM		ST030		Still		269605_ST030_06		201		744206.5 		5 952436.8 		744200.9 		5 952461.9 		25.9		25.7

		5/31/25		2:02:30 AM		ST030		Still		269605_ST030_07		202		744206.5 		5 952436.8 		744201.9 		5 952460.3 		25.7		23.9

		5/31/25		2:02:48 AM		ST030		Still		269605_ST030_08		203		744206.5 		5 952436.8 		744206.1 		5 952449.4 		26.0		12.5

		5/31/25		2:03:03 AM		ST030		Still		269605_ST030_09		204		744206.5 		5 952436.8 		744208.7 		5 952440.7 		25.4		4.5

		5/31/25		2:03:13 AM		ST030		Still		269605_ST030_10		205		744206.5 		5 952436.8 		744211.1 		5 952433.8 		25.6		5.6

		5/31/25		2:03:16 AM		ST030		Still		269605_ST030_11		206		744206.5 		5 952436.8 		744212.0 		5 952431.5 		25.4		7.7

		5/31/25		2:03:21 AM		ST030		Still		269605_ST030_12		207		744206.5 		5 952436.8 		744212.3 		5 952429.3 		25.6		9.5

		5/31/25		2:03:38 AM		ST030		Still		269605_ST030_13		208		744206.5 		5 952436.8 		744214.6 		5 952420.0 		25.3		18.7

		5/31/25		2:03:41 AM		ST030		Still		269605_ST030_14		209		744206.5 		5 952436.8 		744215.4 		5 952417.2 		25.9		21.5

		5/31/25		2:04:21 AM		ST030		Still		269605_ST030_15		210		744206.5 		5 952436.8 		744220.8 		5 952394.5 		25.7		44.7

		5/31/25		2:04:40 AM		ST030		Still		269605_ST030_16		211		744206.5 		5 952436.8 		744223.3 		5 952381.3 		24.7		58.0

		5/31/25		2:04:53 AM		ST030		Still		269605_ST030_17		212		744206.5 		5 952436.8 		744225.6 		5 952373.1 		25.2		66.5

		5/31/25		2:04:56 AM		ST030		Still		269605_ST030_18		213		744206.5 		5 952436.8 		744226.0 		5 952370.7 		25.6		69.0

		5/31/25		2:04:59 AM		ST030		Still		269605_ST030_19		214		744206.5 		5 952436.8 		744226.4 		5 952369.8 		25.9		69.9

		5/31/25		2:05:20 AM		ST030		Still		269605_ST030_20		215		744206.5 		5 952436.8 		744230.2 		5 952356.9 		25.5		83.4

		5/31/25		2:06:13 AM		ST030		Video		EOL		216		744206.5 		5 952436.8 		744238.5 		5 952320.8 		25.3		120.3

		5/31/25		3:00:50 AM		ST030		DVV		PC/PSD		217		744206.5 		5 952436.8 		744198.3 		5 952458.9 		17.3		23.5

		5/31/25		3:35:31 AM		ST030		DVV		FA/FC		218		744206.5 		5 952436.8 		744212.5 		5 952445.8 		27.0		10.8

		5/31/25		3:55:31 AM		ST030		DVV		NS1		219		744206.5 		5 952436.8 		744205.6 		5 952424.6 		26.1		12.3

		5/31/25		3:59:36 AM		ST030		DVV		FB		220		744206.5 		5 952436.8 		744212.1 		5 952435.1 		27.6		5.9

		5/31/25		6:44:54 AM		ST031		Video		SOL		221		744389.7 		5 952870.9 		744414.4 		5 952751.4 		28.3		122.0

		5/31/25		6:45:39 AM		ST031		Still		269605_ST031_01		222		744389.7 		5 952870.9 		744416.0 		5 952768.8 		27.8		105.4

		5/31/25		6:45:47 AM		ST031		Still		269605_ST031_02		223		744389.7 		5 952870.9 		744415.5 		5 952771.2 		28.4		102.9

		5/31/25		6:46:09 AM		ST031		Still		269605_ST031_03		224		744389.7 		5 952870.9 		744413.8 		5 952778.6 		28.1		95.4

		5/31/25		6:46:18 AM		ST031		Still		269605_ST031_04		225		744389.7 		5 952870.9 		744413.3 		5 952781.5 		28.7		92.5

		5/31/25		6:46:25 AM		ST031		Still		269605_ST031_05		226		744389.7 		5 952870.9 		744412.8 		5 952783.1 		29.1		90.8

		5/31/25		6:46:31 AM		ST031		Still		269605_ST031_06		227		744389.7 		5 952870.9 		744412.4 		5 952784.9 		29.6		89.0

		5/31/25		6:46:39 AM		ST031		Still		269605_ST031_07		228		744389.7 		5 952870.9 		744411.8 		5 952787.2 		29.3		86.5

		5/31/25		6:46:50 AM		ST031		Still		269605_ST031_08		229		744389.7 		5 952870.9 		744411.7 		5 952790.9 		29.2		83.0

		5/31/25		6:47:02 AM		ST031		Still		269605_ST031_09		230		744389.7 		5 952870.9 		744411.8 		5 952795.1 		29.3		78.9

		5/31/25		6:47:36 AM		ST031		Still		269605_ST031_10		231		744389.7 		5 952870.9 		744409.6 		5 952809.2 		28.4		64.9

		5/31/25		6:47:58 AM		ST031		Still		269605_ST031_11		232		744389.7 		5 952870.9 		744407.0 		5 952817.3 		31.1		56.3

		5/31/25		6:48:35 AM		ST031		Still		269605_ST031_12		233		744389.7 		5 952870.9 		744402.1 		5 952832.5 		28.3		40.4

		5/31/25		6:48:53 AM		ST031		Still		269605_ST031_13		234		744389.7 		5 952870.9 		744400.6 		5 952842.0 		28.3		30.9

		5/31/25		6:49:24 AM		ST031		Still		269605_ST031_14		235		744389.7 		5 952870.9 		744399.0 		5 952856.2 		27.5		17.4

		5/31/25		6:49:40 AM		ST031		Still		269605_ST031_15		236		744389.7 		5 952870.9 		744397.1 		5 952864.7 		28.3		9.7

		5/31/25		6:49:49 AM		ST031		Still		269605_ST031_16		237		744389.7 		5 952870.9 		744396.2 		5 952869.0 		28.8		6.8

		5/31/25		6:50:14 AM		ST031		Still		269605_ST031_17		238		744389.7 		5 952870.9 		744393.3 		5 952883.7 		28.5		13.3

		5/31/25		6:50:20 AM		ST031		Still		269605_ST031_18		239		744389.7 		5 952870.9 		744392.3 		5 952887.6 		29.2		16.9

		5/31/25		6:50:54 AM		ST031		Still		269605_ST031_19		240		744389.7 		5 952870.9 		744390.9 		5 952902.6 		29.0		31.7

		5/31/25		6:51:56 AM		ST031		Still		269605_ST031_20		241		744389.7 		5 952870.9 		744390.8 		5 952926.9 		29.2		56.0

		5/31/25		6:52:30 AM		ST031		Still		269605_ST031_21		242		744389.7 		5 952870.9 		744392.1 		5 952938.6 		28.6		67.7

		5/31/25		6:52:51 AM		ST031		Still		269605_ST031_22		243		744389.7 		5 952870.9 		744392.1 		5 952944.7 		29.6		73.8

		5/31/25		6:53:15 AM		ST031		Still		269605_ST031_23		244		744389.7 		5 952870.9 		744392.4 		5 952950.6 		29.0		79.7

		5/31/25		6:53:28 AM		ST031		Still		269605_ST031_24		245		744389.7 		5 952870.9 		744392.3 		5 952953.8 		28.7		82.9

		5/31/25		6:53:46 AM		ST031		Still		269605_ST031_25		246		744389.7 		5 952870.9 		744391.1 		5 952958.1 		29.3		87.2

		5/31/25		6:54:18 AM		ST031		Still		269605_ST031_26		247		744389.7 		5 952870.9 		744387.8 		5 952965.3 		29.3		94.4

		5/31/25		6:54:21 AM		ST031		Video		EOL		248		744389.7 		5 952870.9 		744387.8 		5 952966.1 		30.1		95.2

		5/31/25		7:04:59 AM		ST032		Video		SOL		250		744502.4 		5 953355.7 		744528.0 		5 953252.8 		26.1		106.0

		5/31/25		7:05:04 AM		ST032		Still		269605_ST032_01		251		744502.4 		5 953355.7 		744527.3 		5 953254.4 		27.7		104.3

		5/31/25		7:05:16 AM		ST032		Still		269605_ST032_02		252		744502.4 		5 953355.7 		744526.6 		5 953259.0 		28.3		99.6

		5/31/25		7:05:27 AM		ST032		Still		269605_ST032_03		253		744502.4 		5 953355.7 		744525.5 		5 953263.3 		30.0		95.2

		5/31/25		7:05:39 AM		ST032		Still		269605_ST032_04		254		744502.4 		5 953355.7 		744524.1 		5 953269.1 		28.2		89.2

		5/31/25		7:05:44 AM		ST032		Still		269605_ST032_05		255		744502.4 		5 953355.7 		744523.6 		5 953272.1 		28.2		86.3

		5/31/25		7:05:48 AM		ST032		Still		269605_ST032_06		256		744502.4 		5 953355.7 		744523.5 		5 953273.9 		28.3		84.5

		5/31/25		7:05:56 AM		ST032		Still		269605_ST032_07		257		744502.4 		5 953355.7 		744523.0 		5 953276.1 		28.6		82.2

		5/31/25		7:06:01 AM		ST032		Still		269605_ST032_08		258		744502.4 		5 953355.7 		744523.0 		5 953278.1 		28.3		80.3

		5/31/25		7:06:24 AM		ST032		Still		269605_ST032_09		259		744502.4 		5 953355.7 		744520.2 		5 953288.9 		28.6		69.1

		5/31/25		7:06:32 AM		ST032		Still		269605_ST032_10		260		744502.4 		5 953355.7 		744519.1 		5 953291.4 		28.0		66.4

		5/31/25		7:06:46 AM		ST032		Still		269605_ST032_11		261		744502.4 		5 953355.7 		744517.2 		5 953299.1 		27.7		58.5

		5/31/25		7:06:51 AM		ST032		Still		269605_ST032_12		262		744502.4 		5 953355.7 		744516.4 		5 953301.5 		28.3		55.9

		5/31/25		7:06:58 AM		ST032		Still		269605_ST032_13		263		744502.4 		5 953355.7 		744515.6 		5 953305.2 		28.9		52.2

		5/31/25		7:07:03 AM		ST032		Still		269605_ST032_14		264		744502.4 		5 953355.7 		744515.1 		5 953307.4 		28.6		50.0

		5/31/25		7:07:22 AM		ST032		Still		269605_ST032_15		265		744502.4 		5 953355.7 		744513.8 		5 953315.5 		27.1		41.8

		5/31/25		7:07:38 AM		ST032		Still		269605_ST032_16		266		744502.4 		5 953355.7 		744513.3 		5 953322.3 		29.7		35.1

		5/31/25		7:07:48 AM		ST032		Still		269605_ST032_17		267		744502.4 		5 953355.7 		744512.5 		5 953328.9 		28.6		28.6

		5/31/25		7:07:52 AM		ST032		Still		269605_ST032_18		268		744502.4 		5 953355.7 		744512.0 		5 953331.1 		28.5		26.4

		5/31/25		7:07:54 AM		ST032		Still		269605_ST032_19		269		744502.4 		5 953355.7 		744511.9 		5 953332.1 		28.2		25.4

		5/31/25		7:08:04 AM		ST032		Still		269605_ST032_20		270		744502.4 		5 953355.7 		744511.8 		5 953336.1 		28.5		21.7

		5/31/25		7:08:23 AM		ST032		Still		269605_ST032_21		271		744502.4 		5 953355.7 		744509.9 		5 953345.8 		29.9		12.4

		5/31/25		7:08:32 AM		ST032		Still		269605_ST032_22		272		744502.4 		5 953355.7 		744509.1 		5 953349.6 		28.9		9.0

		5/31/25		7:08:53 AM		ST032		Still		269605_ST032_23		273		744502.4 		5 953355.7 		744505.9 		5 953358.6 		29.3		4.6

		5/31/25		7:09:12 AM		ST032		Still		269605_ST032_24		274		744502.4 		5 953355.7 		744504.8 		5 953363.3 		28.6		8.0

		5/31/25		7:09:51 AM		ST032		Still		269605_ST032_25		275		744502.4 		5 953355.7 		744505.9 		5 953379.0 		28.0		23.6

		5/31/25		7:10:18 AM		ST032		Still		269605_ST032_26		276		744502.4 		5 953355.7 		744507.2 		5 953387.2 		28.5		31.9

		5/31/25		7:10:33 AM		ST032		Still		269605_ST032_27		277		744502.4 		5 953355.7 		744508.1 		5 953390.7 		28.8		35.5

		5/31/25		7:10:55 AM		ST032		Still		269605_ST032_28		278		744502.4 		5 953355.7 		744509.3 		5 953397.9 		28.5		42.7

		5/31/25		7:11:27 AM		ST032		Still		269605_ST032_29		279		744502.4 		5 953355.7 		744514.7 		5 953411.0 		28.4		56.7

		5/31/25		7:12:09 AM		ST032		Still		269605_ST032_30		280		744502.4 		5 953355.7 		744521.9 		5 953430.0 		28.4		76.8

		5/31/25		7:12:13 AM		ST032		Still		269605_ST032_31		281		744502.4 		5 953355.7 		744522.4 		5 953431.4 		28.7		78.3

		5/31/25		7:12:21 AM		ST032		Still		269605_ST032_32		282		744502.4 		5 953355.7 		744524.2 		5 953435.0 		28.3		82.2

		5/31/25		7:12:51 AM		ST032		Still		269605_ST032_33		283		744502.4 		5 953355.7 		744528.1 		5 953445.4 		28.4		93.3

		5/31/25		7:13:10 AM		ST032		Still		269605_ST032_34		284		744502.4 		5 953355.7 		744531.2 		5 953452.2 		28.4		100.8

		5/31/25		7:13:17 AM		ST032		Video		EOL		285		744502.4 		5 953355.7 		744531.9 		5 953454.3 		28.4		102.9

		5/31/25		7:20:35 AM		ST034		Video		SOL		286		744615.1 		5 953837.7 		744624.8 		5 953712.8 		27.6		125.3

		5/31/25		7:20:48 AM		ST034		Still		269605_ST034_01		287		744615.1 		5 953837.7 		744625.5 		5 953717.2 		27.4		120.9

		5/31/25		7:20:51 AM		ST034		Still		269605_ST034_02		288		744615.1 		5 953837.7 		744625.9 		5 953718.8 		27.7		119.4

		5/31/25		7:20:56 AM		ST034		Still		269605_ST034_03		289		744615.1 		5 953837.7 		744626.4 		5 953719.9 		27.5		118.3

		5/31/25		7:21:00 AM		ST034		Still		269605_ST034_04		290		744615.1 		5 953837.7 		744626.8 		5 953721.1 		27.4		117.1

		5/31/25		7:21:10 AM		ST034		Still		269605_ST034_05		291		744615.1 		5 953837.7 		744627.5 		5 953724.4 		27.6		114.0

		5/31/25		7:21:16 AM		ST034		Still		269605_ST034_06		292		744615.1 		5 953837.7 		744627.5 		5 953725.4 		27.4		112.9

		5/31/25		7:21:20 AM		ST034		Still		269605_ST034_07		293		744615.1 		5 953837.7 		744627.9 		5 953726.3 		27.5		112.1

		5/31/25		7:21:25 AM		ST034		Other 1		No photo		294		744615.1 		5 953837.7 		744628.3 		5 953727.4 		27.1		111.0

		5/31/25		7:21:46 AM		ST034		Still		269605_ST034_08		295		744615.1 		5 953837.7 		744629.3 		5 953733.2 		27.5		105.4

		5/31/25		7:22:13 AM		ST034		Still		269605_ST034_09		296		744615.1 		5 953837.7 		744631.2 		5 953741.4 		27.4		97.6

		5/31/25		7:22:31 AM		ST034		Still		269605_ST034_10		297		744615.1 		5 953837.7 		744632.7 		5 953748.9 		26.7		90.5

		5/31/25		7:23:04 AM		ST034		Still		269605_ST034_11		298		744615.1 		5 953837.7 		744632.6 		5 953760.0 		26.8		79.6

		5/31/25		7:23:19 AM		ST034		Still		269605_ST034_12		299		744615.1 		5 953837.7 		744631.4 		5 953765.4 		28.7		74.1

		5/31/25		7:23:50 AM		ST034		Still		269605_ST034_13		300		744615.1 		5 953837.7 		744627.6 		5 953779.1 		27.4		59.9

		5/31/25		7:24:37 AM		ST034		Still		269605_ST034_14		301		744615.1 		5 953837.7 		744620.1 		5 953798.9 		27.2		39.1

		5/31/25		7:24:46 AM		ST034		Still		269605_ST034_15		302		744615.1 		5 953837.7 		744619.6 		5 953803.3 		27.0		34.7

		5/31/25		7:24:50 AM		ST034		Still		269605_ST034_16		303		744615.1 		5 953837.7 		744619.6 		5 953804.0 		27.1		34.0

		5/31/25		7:25:02 AM		ST034		Still		269605_ST034_17		304		744615.1 		5 953837.7 		744620.0 		5 953810.4 		27.7		27.7

		5/31/25		7:25:16 AM		ST034		Still		269605_ST034_18		305		744615.1 		5 953837.7 		744620.3 		5 953816.7 		27.4		21.6

		5/31/25		7:25:24 AM		ST034		Still		269605_ST034_19		306		744615.1 		5 953837.7 		744620.7 		5 953820.8 		27.3		17.7

		5/31/25		7:25:39 AM		ST034		Still		269605_ST034_20		307		744615.1 		5 953837.7 		744620.9 		5 953826.0 		27.1		13.0

		5/31/25		7:25:43 AM		ST034		Still		269605_ST034_21		308		744615.1 		5 953837.7 		744620.8 		5 953827.7 		27.4		11.4

		5/31/25		7:26:00 AM		ST034		Still		269605_ST034_22		309		744615.1 		5 953837.7 		744621.1 		5 953834.0 		27.1		7.0

		5/31/25		7:26:12 AM		ST034		Still		269605_ST034_23		310		744615.1 		5 953837.7 		744620.6 		5 953838.0 		27.3		5.4

		5/31/25		7:26:43 AM		ST034		Still		269605_ST034_24		311		744615.1 		5 953837.7 		744617.4 		5 953846.7 		27.7		9.3

		5/31/25		7:26:58 AM		ST034		Still		269605_ST034_25		312		744615.1 		5 953837.7 		744616.6 		5 953850.4 		27.8		12.8

		5/31/25		7:27:05 AM		ST034		Still		269605_ST034_26		313		744615.1 		5 953837.7 		744616.7 		5 953851.1 		27.5		13.5

		5/31/25		7:27:19 AM		ST034		Still		269605_ST034_27		314		744615.1 		5 953837.7 		744616.7 		5 953850.5 		29.7		12.9

		5/31/25		7:28:23 AM		ST034		Still		269605_ST034_28		315		744615.1 		5 953837.7 		744624.3 		5 953867.3 		27.6		31.0

		5/31/25		7:29:00 AM		ST034		Still		269605_ST034_29		316		744615.1 		5 953837.7 		744625.3 		5 953880.5 		28.2		44.0

		5/31/25		7:29:33 AM		ST034		Still		269605_ST034_30		317		744615.1 		5 953837.7 		744624.9 		5 953887.9 		27.8		51.1

		5/31/25		7:30:13 AM		ST034		Still		269605_ST034_31		318		744615.1 		5 953837.7 		744623.5 		5 953898.2 		28.6		61.1

		5/31/25		7:30:29 AM		ST034		Still		269605_ST034_32		319		744615.1 		5 953837.7 		744622.4 		5 953902.2 		27.7		65.0

		5/31/25		7:30:31 AM		ST034		Still		269605_ST034_33		320		744615.1 		5 953837.7 		744622.3 		5 953902.6 		27.6		65.4

		5/31/25		7:30:59 AM		ST034		Still		269605_ST034_34		321		744615.1 		5 953837.7 		744618.3 		5 953911.1 		26.7		73.5

		5/31/25		7:31:11 AM		ST034		Still		269605_ST034_35		322		744615.1 		5 953837.7 		744616.2 		5 953914.6 		27.7		76.9

		5/31/25		7:31:17 AM		ST034		Still		269605_ST034_36		323		744615.1 		5 953837.7 		744614.9 		5 953917.0 		27.8		79.3

		5/31/25		7:32:05 AM		ST034		Video		EOL		324		744615.1 		5 953837.7 		744604.8 		5 953931.2 		26.5		94.1

		5/31/25		7:40:04 AM		ST033		Video		SOL		325		744747.6 		5 954229.4 		744782.0 		5 954117.9 		27.3		116.7

		5/31/25		7:40:15 AM		ST033		Still		269605_ST033_01		326		744747.6 		5 954229.4 		744779.4 		5 954120.4 		28.3		113.6

		5/31/25		7:40:25 AM		ST033		Still		269605_ST033_02		327		744747.6 		5 954229.4 		744778.8 		5 954121.2 		29.6		112.6

		5/31/25		7:40:35 AM		ST033		Still		269605_ST033_03		328		744747.6 		5 954229.4 		744777.4 		5 954122.3 		28.2		111.2

		5/31/25		7:40:48 AM		ST033		Still		269605_ST033_04		329		744747.6 		5 954229.4 		744776.9 		5 954123.5 		28.2		109.9

		5/31/25		7:40:55 AM		ST033		Other 1		No photo		330		744747.6 		5 954229.4 		744776.7 		5 954124.2 		28.1		109.2

		5/31/25		7:41:26 AM		ST033		Still		269605_ST033_05		331		744747.6 		5 954229.4 		744775.1 		5 954127.9 		28.3		105.2

		5/31/25		7:42:06 AM		ST033		Still		269605_ST033_06		332		744747.6 		5 954229.4 		744771.4 		5 954133.8 		27.2		98.5

		5/31/25		7:42:16 AM		ST033		Still		269605_ST033_07		333		744747.6 		5 954229.4 		744770.0 		5 954136.0 		27.9		96.0

		5/31/25		7:42:34 AM		ST033		Still		269605_ST033_08		334		744747.6 		5 954229.4 		744767.0 		5 954140.5 		28.2		91.0

		5/31/25		7:43:08 AM		ST033		Still		269605_ST033_09		335		744747.6 		5 954229.4 		744765.5 		5 954149.6 		28.1		81.8

		5/31/25		7:43:19 AM		ST033		Still		269605_ST033_10		336		744747.6 		5 954229.4 		744764.8 		5 954153.7 		28.0		77.7

		5/31/25		7:43:34 AM		ST033		Still		269605_ST033_11		337		744747.6 		5 954229.4 		744763.3 		5 954159.1 		28.1		72.0

		5/31/25		7:44:08 AM		ST033		Still		269605_ST033_12		338		744747.6 		5 954229.4 		744760.8 		5 954169.3 		28.0		61.6

		5/31/25		7:44:41 AM		ST033		Still		269605_ST033_13		339		744747.6 		5 954229.4 		744759.7 		5 954180.1 		27.5		50.8

		5/31/25		7:44:53 AM		ST033		Still		269605_ST033_14		340		744747.6 		5 954229.4 		744758.9 		5 954185.7 		28.8		45.2

		5/31/25		7:45:27 AM		ST033		Still		269605_ST033_15		341		744747.6 		5 954229.4 		744759.1 		5 954198.5 		27.7		33.0

		5/31/25		7:46:04 AM		ST033		Still		269605_ST033_16		342		744747.6 		5 954229.4 		744756.7 		5 954213.1 		29.4		18.7

		5/31/25		7:46:41 AM		ST033		Still		269605_ST033_17		343		744747.6 		5 954229.4 		744752.6 		5 954223.2 		29.5		8.0

		5/31/25		7:47:17 AM		ST033		Still		269605_ST033_18		344		744747.6 		5 954229.4 		744749.5 		5 954236.3 		29.5		7.1

		5/31/25		7:48:10 AM		ST033		Still		269605_ST033_19		345		744747.6 		5 954229.4 		744754.4 		5 954260.3 		28.0		31.6

		5/31/25		7:48:59 AM		ST033		Still		269605_ST033_20		346		744747.6 		5 954229.4 		744759.7 		5 954273.9 		27.8		46.1

		5/31/25		7:49:39 AM		ST033		Still		269605_ST033_21		347		744747.6 		5 954229.4 		744762.7 		5 954283.3 		28.4		56.0

		5/31/25		7:49:40 AM		ST033		Still		269605_ST033_22		348		744747.6 		5 954229.4 		744762.8 		5 954283.5 		28.2		56.2

		5/31/25		7:50:04 AM		ST033		Still		269605_ST033_23		349		744747.6 		5 954229.4 		744764.2 		5 954291.1 		27.5		63.8

		5/31/25		7:50:53 AM		ST033		Still		269605_ST033_24		350		744747.6 		5 954229.4 		744765.0 		5 954307.6 		28.1		80.1

		5/31/25		7:51:25 AM		ST033		Still		269605_ST033_25		351		744747.6 		5 954229.4 		744763.8 		5 954316.8 		28.3		88.8

		5/31/25		7:51:56 AM		ST033		Still		269605_ST033_26		352		744747.6 		5 954229.4 		744759.9 		5 954325.1 		28.6		96.4

		5/31/25		7:52:12 AM		ST033		Video		EOL		353		744747.6 		5 954229.4 		744756.2 		5 954329.8 		28.8		100.7

		5/31/25		8:01:58 AM		ST035		Video		SOL		354		745088.7 		5 954677.6 		745125.1 		5 954568.6 		28.4		114.9

		5/31/25		8:02:27 AM		ST035		Still		269605_ST035_01		355		745088.7 		5 954677.6 		745121.3 		5 954575.6 		28.6		107.1

		5/31/25		8:03:06 AM		ST035		Still		269605_ST035_02		356		745088.7 		5 954677.6 		745119.4 		5 954583.8 		29.0		98.7

		5/31/25		8:03:24 AM		ST035		Still		269605_ST035_03		357		745088.7 		5 954677.6 		745118.5 		5 954586.5 		28.9		95.9

		5/31/25		8:04:17 AM		ST035		Still		269605_ST035_04		358		745088.7 		5 954677.6 		745116.6 		5 954595.3 		28.7		86.9

		5/31/25		8:05:19 AM		ST035		Still		269605_ST035_05		359		745088.7 		5 954677.6 		745113.1 		5 954607.5 		28.2		74.2

		5/31/25		8:05:33 AM		ST035		Still		269605_ST035_06		360		745088.7 		5 954677.6 		745112.4 		5 954612.2 		28.8		69.6

		5/31/25		8:06:02 AM		ST035		Still		269605_ST035_07		361		745088.7 		5 954677.6 		745111.6 		5 954619.2 		29.0		62.7

		5/31/25		8:06:06 AM		ST035		Still		269605_ST035_08		362		745088.7 		5 954677.6 		745111.4 		5 954619.8 		29.1		62.2

		5/31/25		8:06:34 AM		ST035		Still		269605_ST035_09		363		745088.7 		5 954677.6 		745110.1 		5 954626.2 		29.2		55.7

		5/31/25		8:06:50 AM		ST035		Still		269605_ST035_10		364		745088.7 		5 954677.6 		745108.9 		5 954629.8 		29.1		51.9

		5/31/25		8:07:09 AM		ST035		Still		269605_ST035_11		365		745088.7 		5 954677.6 		745107.2 		5 954634.8 		29.0		46.7

		5/31/25		8:07:41 AM		ST035		Still		269605_ST035_12		366		745088.7 		5 954677.6 		745103.4 		5 954642.1 		28.5		38.4

		5/31/25		8:07:51 AM		ST035		Still		269605_ST035_13		367		745088.7 		5 954677.6 		745102.5 		5 954644.9 		29.2		35.5

		5/31/25		8:08:46 AM		ST035		Still		269605_ST035_14		368		745088.7 		5 954677.6 		745098.7 		5 954654.3 		29.1		25.4

		5/31/25		8:09:10 AM		ST035		Still		269605_ST035_15		369		745088.7 		5 954677.6 		745095.7 		5 954658.5 		29.4		20.4

		5/31/25		8:09:44 AM		ST035		Still		269605_ST035_16		370		745088.7 		5 954677.6 		745090.2 		5 954664.8 		28.3		12.9

		5/31/25		8:10:18 AM		ST035		Still		269605_ST035_17		371		745088.7 		5 954677.6 		745090.2 		5 954676.1 		28.7		2.1

		5/31/25		8:10:28 AM		ST035		Still		269605_ST035_18		372		745088.7 		5 954677.6 		745091.8 		5 954679.8 		28.5		3.8

		5/31/25		8:11:27 AM		ST035		Still		269605_ST035_19		373		745088.7 		5 954677.6 		745100.9 		5 954703.2 		29.2		28.4

		5/31/25		8:12:13 AM		ST035		Still		269605_ST035_20		374		745088.7 		5 954677.6 		745108.8 		5 954713.3 		29.0		41.0

		5/31/25		8:13:14 AM		ST035		Still		269605_ST035_21		375		745088.7 		5 954677.6 		745119.4 		5 954724.6 		28.8		56.2

		5/31/25		8:14:09 AM		ST035		Still		269605_ST035_22		376		745088.7 		5 954677.6 		745122.3 		5 954737.7 		28.6		68.9

		5/31/25		8:14:33 AM		ST035		Still		269605_ST035_23		377		745088.7 		5 954677.6 		745121.1 		5 954744.6 		29.0		74.4

		5/31/25		8:15:17 AM		ST035		Still		269605_ST035_24		378		745088.7 		5 954677.6 		745117.4 		5 954754.1 		28.5		81.7

		5/31/25		8:15:27 AM		ST035		Still		269605_ST035_25		379		745088.7 		5 954677.6 		745115.7 		5 954756.4 		28.9		83.3

		5/31/25		8:15:49 AM		ST035		Still		269605_ST035_26		380		745088.7 		5 954677.6 		745112.5 		5 954760.6 		28.8		86.3

		5/31/25		8:16:37 AM		ST035		Still		269605_ST035_27		381		745088.7 		5 954677.6 		745101.7 		5 954764.9 		28.4		88.3

		5/31/25		8:17:15 AM		ST035		Still		269605_ST035_28		382		745088.7 		5 954677.6 		745091.6 		5 954772.2 		27.9		94.7

		5/31/25		8:17:36 AM		ST035		Still		269605_ST035_29		383		745088.7 		5 954677.6 		745086.1 		5 954778.7 		28.3		101.2

		5/31/25		8:17:43 AM		ST035		Video		EOL		384		745088.7 		5 954677.6 		745084.5 		5 954780.5 		28.6		103.0

		5/31/25		8:50:27 AM		ST033		DVV		FA/NS1		385		744747.6 		5 954229.4 		744762.2 		5 954211.4 		28.2		23.2

		5/31/25		-		ST033		DVV		FB/NS2		No fix		744747.6 		5 954229.4 		-		-				-		No fix - use data from FA

		5/31/25		9:04:14 AM		ST033		DVV		FC/NS3		386		744747.6 		5 954229.4 		744752.1 		5 954221.3 		28.6		9.3

		5/31/25		9:10:05 AM		ST033		DVV		NS4/NS5		387		744747.6 		5 954229.4 		744747.8 		5 954224.2 		28.3		5.2

		5/31/25		9:16:09 AM		ST033		DVV		PC/NS6		388		744747.6 		5 954229.4 		744753.5 		5 954221.2 		28.0		10.1

		5/31/25		9:33:48 AM		ST033		DVV		PSD		389		744747.6 		5 954229.4 		744752.2 		5 954219.3 		28.2		11.1

		5/31/25		10:27:44 AM		ST032		DVV		NS1/NS2		390		744502.4 		5 953355.7 		744496.2 		5 953351.3 		28.1		7.5

		5/31/25		10:33:00 AM		ST032		DVV		PSD		391		744502.4 		5 953355.7 		744505.0 		5 953358.6 		28.1		3.9

		5/31/25		11:43:02 AM		ST039		Video		SOL		392		745556.5 		5 956092.5 		745561.3 		5 956210.4 		27.6		118.0

		5/31/25		11:43:51 AM		ST039		Still		269605_ST039_01		No fix		745556.5 		5 956092.5 		745557.5 		5 956205.8 		27.6		113.3		Data taken from video

		5/31/25		11:44:03 AM		ST039		Still		269605_ST039_02		No fix		745556.5 		5 956092.5 		745556.0 		5 956203.6 		27.6		111.1		Data taken from video

		5/31/25		11:43:19 AM		ST039		Still		269605_ST039_03		393		745556.5 		5 956092.5 		745558.1 		5 956206.4 		27.5		113.9

		5/31/25		11:43:31 AM		ST039		Still		269605_ST039_04		394		745556.5 		5 956092.5 		745556.0 		5 956203.6 		27.6		111.1

		5/31/25		11:43:37 AM		ST039		Still		269605_ST039_05		395		745556.5 		5 956092.5 		745555.1 		5 956203.0 		27.6		110.5

		5/31/25		11:43:44 AM		ST039		Still		269605_ST039_06		396		745556.5 		5 956092.5 		745554.4 		5 956202.4 		27.4		109.9

		5/31/25		11:43:52 AM		ST039		Still		269605_ST039_07		397		745556.5 		5 956092.5 		745552.8 		5 956200.4 		27.5		108.0

		5/31/25		11:44:04 AM		ST039		Still		269605_ST039_08		398		745556.5 		5 956092.5 		745552.3 		5 956198.8 		27.5		106.4

		5/31/25		11:44:19 AM		ST039		Still		269605_ST039_09		399		745556.5 		5 956092.5 		745551.2 		5 956195.7 		27.2		103.3

		5/31/25		11:44:49 AM		ST039		Still		269605_ST039_10		400		745556.5 		5 956092.5 		745550.1 		5 956188.6 		27.3		96.3

		5/31/25		11:45:02 AM		ST039		Still		269605_ST039_11		401		745556.5 		5 956092.5 		745547.6 		5 956185.6 		27.6		93.5

		5/31/25		11:45:18 AM		ST039		Still		269605_ST039_12		402		745556.5 		5 956092.5 		745545.5 		5 956182.5 		27.4		90.6

		5/31/25		11:45:39 AM		ST039		Still		269605_ST039_13		403		745556.5 		5 956092.5 		745546.4 		5 956177.3 		27.4		85.4

		5/31/25		11:46:00 AM		ST039		Still		269605_ST039_14		404		745556.5 		5 956092.5 		745548.4 		5 956173.8 		27.6		81.7

		5/31/25		11:46:14 AM		ST039		Still		269605_ST039_15		405		745556.5 		5 956092.5 		745550.7 		5 956171.3 		27.6		79.0

		5/31/25		11:46:33 AM		ST039		Still		269605_ST039_16		406		745556.5 		5 956092.5 		745554.4 		5 956167.2 		27.5		74.7

		5/31/25		11:47:13 AM		ST039		Still		269605_ST039_17		407		745556.5 		5 956092.5 		745562.0 		5 956156.8 		27.5		64.5

		5/31/25		11:47:22 AM		ST039		Still		269605_ST039_18		408		745556.5 		5 956092.5 		745563.0 		5 956155.5 		27.7		63.3

		5/31/25		11:48:11 AM		ST039		Still		269605_ST039_19		409		745556.5 		5 956092.5 		745563.7 		5 956145.7 		27.5		53.7

		5/31/25		11:48:40 AM		ST039		Still		269605_ST039_20		410		745556.5 		5 956092.5 		745561.1 		5 956139.6 		27.4		47.3

		5/31/25		11:49:00 AM		ST039		Still		269605_ST039_21		411		745556.5 		5 956092.5 		745559.6 		5 956134.3 		27.6		41.9

		5/31/25		11:49:37 AM		ST039		Still		269605_ST039_22		412		745556.5 		5 956092.5 		745556.5 		5 956125.0 		27.8		32.5

		5/31/25		11:50:19 AM		ST039		Still		269605_ST039_23		413		745556.5 		5 956092.5 		745550.8 		5 956116.1 		27.3		24.3

		5/31/25		11:50:38 AM		ST039		Still		269605_ST039_24		414		745556.5 		5 956092.5 		745548.8 		5 956111.2 		27.2		20.3

		5/31/25		11:51:06 AM		ST039		Still		269605_ST039_25		415		745556.5 		5 956092.5 		745547.3 		5 956105.9 		27.2		16.3

		5/31/25		11:51:26 AM		ST039		Still		269605_ST039_26		416		745556.5 		5 956092.5 		745547.8 		5 956101.2 		27.1		12.4

		5/31/25		11:52:17 AM		ST039		Still		269605_ST039_27		417		745556.5 		5 956092.5 		745558.8 		5 956092.8 		27.3		2.3

		5/31/25		11:52:40 AM		ST039		Still		269605_ST039_28		418		745556.5 		5 956092.5 		745564.0 		5 956089.9 		27.2		7.9

		5/31/25		11:53:18 AM		ST039		Still		269605_ST039_29		419		745556.5 		5 956092.5 		745571.0 		5 956081.1 		27.3		18.5

		5/31/25		11:53:42 AM		ST039		Still		269605_ST039_30		420		745556.5 		5 956092.5 		745573.1 		5 956074.9 		27.5		24.2

		5/31/25		11:54:23 AM		ST039		Still		269605_ST039_31		421		745556.5 		5 956092.5 		745572.8 		5 956066.9 		28.0		30.3

		5/31/25		11:54:55 AM		ST039		Still		269605_ST039_32		422		745556.5 		5 956092.5 		745569.0 		5 956060.7 		26.9		34.2

		5/31/25		11:55:20 AM		ST039		Still		269605_ST039_33		423		745556.5 		5 956092.5 		745563.8 		5 956054.9 		26.8		38.3

		5/31/25		11:55:28 AM		ST039		Still		269605_ST039_34		424		745556.5 		5 956092.5 		745561.4 		5 956052.8 		27.2		40.0

		5/31/25		11:56:19 AM		ST039		Still		269605_ST039_35		425		745556.5 		5 956092.5 		745553.6 		5 956039.7 		27.2		52.9

		5/31/25		11:56:26 AM		ST039		Still		269605_ST039_36		426		745556.5 		5 956092.5 		745553.2 		5 956038.3 		27.0		54.3

		5/31/25		11:56:53 AM		ST039		Still		269605_ST039_37		427		745556.5 		5 956092.5 		745551.4 		5 956031.4 		27.1		61.3

		5/31/25		11:57:17 AM		ST039		Still		269605_ST039_38		428		745556.5 		5 956092.5 		745551.8 		5 956026.1 		27.2		66.6

		5/31/25		11:57:48 AM		ST039		Still		269605_ST039_39		429		745556.5 		5 956092.5 		745552.6 		5 956020.9 		27.0		71.7

		5/31/25		11:58:05 AM		ST039		Still		269605_ST039_40		430		745556.5 		5 956092.5 		745553.7 		5 956017.8 		26.9		74.7

		5/31/25		11:58:40 AM		ST039		Still		269605_ST039_41		431		745556.5 		5 956092.5 		745558.9 		5 956012.5 		27.2		80.1

		5/31/25		11:59:23 AM		ST039		Still		269605_ST039_42		432		745556.5 		5 956092.5 		745549.9 		5 956006.1 		26.7		86.7

		5/31/25		11:59:51 AM		ST039		Still		269605_ST039_43		433		745556.5 		5 956092.5 		745540.9 		5 956002.6 		27.0		91.3

		5/31/25		12:00:10 PM		ST039		Still		269605_ST039_44		434		745556.5 		5 956092.5 		745535.6 		5 956000.7 		27.1		94.2

		5/31/25		12:00:18 PM		ST039		Still		269605_ST039_45		435		745556.5 		5 956092.5 		745533.1 		5 955998.8 		27.1		96.6

		5/31/25		12:00:35 PM		ST039		Still		269605_ST039_46		436		745556.5 		5 956092.5 		745530.3 		5 955995.9 		27.1		100.1

		5/31/25		12:00:40 PM		ST039		Video		EOL		437		745556.5 		5 956092.5 		745530.1 		5 955995.6 		27.1		100.4

		5/31/25		12:09:22 PM		ST038		Video		SOL		438		745384.6 		5 955610.5 		745380.0 		5 955726.7 		26.4		116.3

		5/31/25		12:09:31 PM		ST038		Still		No photo		439		745384.6 		5 955610.5 		745380.2 		5 955726.5 		26.6		116.0

		5/31/25		12:10:16 PM		ST038		Still		269605_ST038_01		440		745384.6 		5 955610.5 		745380.5 		5 955722.7 		26.3		112.3

		5/31/25		12:10:42 PM		ST038		Still		269605_ST038_02		441		745384.6 		5 955610.5 		745382.2 		5 955720.0 		26.5		109.5

		5/31/25		12:11:27 PM		ST038		Still		269605_ST038_03		442		745384.6 		5 955610.5 		745380.9 		5 955714.8 		26.4		104.4

		5/31/25		12:12:16 PM		ST038		Still		269605_ST038_04		443		745384.6 		5 955610.5 		745378.4 		5 955708.9 		25.9		98.6

		5/31/25		12:13:12 PM		ST038		Still		269605_ST038_05		444		745384.6 		5 955610.5 		745378.2 		5 955706.0 		26.2		95.7

		5/31/25		12:14:09 PM		ST038		Still		269605_ST038_06		445		745384.6 		5 955610.5 		745378.5 		5 955698.6 		25.8		88.2

		5/31/25		12:15:06 PM		ST038		Still		269605_ST038_07		446		745384.6 		5 955610.5 		745379.4 		5 955691.1 		26.2		80.7

		5/31/25		12:15:34 PM		ST038		Still		269605_ST038_08		447		745384.6 		5 955610.5 		745383.7 		5 955687.5 		26.4		77.0

		5/31/25		12:16:00 PM		ST038		Still		269605_ST038_09		448		745384.6 		5 955610.5 		745386.0 		5 955683.8 		26.0		73.3

		5/31/25		12:16:27 PM		ST038		Still		269605_ST038_10		449		745384.6 		5 955610.5 		745383.5 		5 955677.6 		25.7		67.1

		5/31/25		12:17:02 PM		ST038		Still		269605_ST038_11		450		745384.6 		5 955610.5 		745381.1 		5 955669.5 		26.1		59.1

		5/31/25		12:17:50 PM		ST038		Still		269605_ST038_12		451		745384.6 		5 955610.5 		745382.0 		5 955661.1 		25.8		50.7

		5/31/25		12:19:23 PM		ST038		Still		269605_ST038_13		452		745384.6 		5 955610.5 		745387.5 		5 955648.1 		26.2		37.7

		5/31/25		12:19:58 PM		ST038		Still		269605_ST038_14		453		745384.6 		5 955610.5 		745386.5 		5 955639.0 		26.3		28.6

		5/31/25		12:21:14 PM		ST038		Still		269605_ST038_15		454		745384.6 		5 955610.5 		745369.5 		5 955626.2 		26.0		21.8

		5/31/25		12:22:10 PM		ST038		Still		269605_ST038_16		455		745384.6 		5 955610.5 		745368.2 		5 955615.5 		26.3		17.2

		5/31/25		12:23:37 PM		ST038		Still		269605_ST038_17		456		745384.6 		5 955610.5 		745388.4 		5 955606.4 		25.9		5.6

		5/31/25		12:24:14 PM		ST038		Still		269605_ST038_18		457		745384.6 		5 955610.5 		745393.3 		5 955605.2 		26.0		10.2

		5/31/25		12:25:23 PM		ST038		Still		269605_ST038_19		458		745384.6 		5 955610.5 		745395.4 		5 955593.7 		25.9		19.9

		5/31/25		12:25:58 PM		ST038		Still		269605_ST038_20		459		745384.6 		5 955610.5 		745398.1 		5 955588.1 		25.8		26.2

		5/31/25		12:26:12 PM		ST038		Still		269605_ST038_21		460		745384.6 		5 955610.5 		745399.9 		5 955585.3 		25.9		29.5

		5/31/25		12:26:50 PM		ST038		Still		269605_ST038_22		461		745384.6 		5 955610.5 		745403.1 		5 955576.9 		26.0		38.4

		5/31/25		12:27:16 PM		ST038		Still		269605_ST038_23		462		745384.6 		5 955610.5 		745405.6 		5 955572.7 		26.2		43.3

		5/31/25		12:28:02 PM		ST038		Still		269605_ST038_24		463		745384.6 		5 955610.5 		745411.5 		5 955566.1 		26.0		51.9

		5/31/25		12:28:55 PM		ST038		Still		269605_ST038_25		464		745384.6 		5 955610.5 		745421.0 		5 955560.5 		26.2		61.9

		5/31/25		12:29:57 PM		ST038		Still		269605_ST038_26		465		745384.6 		5 955610.5 		745444.8 		5 955560.5 		25.7		78.2

		5/31/25		12:30:43 PM		ST038		Still		269605_ST038_27		466		745384.6 		5 955610.5 		745455.0 		5 955555.8 		25.5		89.2

		5/31/25		12:31:11 PM		ST038		Still		269605_ST038_28		467		745384.6 		5 955610.5 		745458.3 		5 955551.2 		26.1		94.6

		5/31/25		12:31:28 PM		ST038		Video		EOL		468		745384.6 		5 955610.5 		745462.0 		5 955549.5 		26.2		98.6

		5/31/25		12:41:29 PM		ST037		Video		SOL		469		745083.0 		5 955323.0 		745071.6 		5 955433.9 		25.8		111.5

		5/31/25		12:42:30 PM		ST037		Still		269605_ST037_01		470		745083.0 		5 955323.0 		745068.4 		5 955433.7 		25.5		111.6

		5/31/25		12:44:39 PM		ST037		Still		269605_ST037_02		471		745083.0 		5 955323.0 		745074.4 		5 955423.5 		25.5		100.8

		5/31/25		12:45:58 PM		ST037		Still		269605_ST037_03		472		745083.0 		5 955323.0 		745076.9 		5 955411.8 		25.4		89.0

		5/31/25		12:47:28 PM		ST037		Still		269605_ST037_04		473		745083.0 		5 955323.0 		745057.2 		5 955404.6 		25.3		85.5

		5/31/25		12:49:44 PM		ST037		Still		269605_ST037_05		474		745083.0 		5 955323.0 		745079.5 		5 955395.4 		25.0		72.5

		5/31/25		12:51:10 PM		ST037		Still		269605_ST037_06		475		745083.0 		5 955323.0 		745063.5 		5 955382.4 		25.3		62.5

		5/31/25		12:51:55 PM		ST037		Still		269605_ST037_07		476		745083.0 		5 955323.0 		745062.7 		5 955374.0 		25.1		54.9

		5/31/25		12:53:00 PM		ST037		Still		269605_ST037_08		477		745083.0 		5 955323.0 		745072.3 		5 955364.1 		26.8		42.5

		5/31/25		12:54:15 PM		ST037		Still		269605_ST037_09		478		745083.0 		5 955323.0 		745086.6 		5 955355.2 		25.6		32.4

		5/31/25		12:55:47 PM		ST037		Still		269605_ST037_10		479		745083.0 		5 955323.0 		745069.4 		5 955339.2 		24.6		21.1

		5/31/25		12:57:12 PM		ST037		Still		269605_ST037_11		480		745083.0 		5 955323.0 		745056.2 		5 955323.7 		25.0		26.8

		5/31/25		12:58:37 PM		ST037		Still		269605_ST037_12		481		745083.0 		5 955323.0 		745050.5 		5 955309.6 		24.5		35.2

		5/31/25		1:00:10 PM		ST037		Still		269605_ST037_13		482		745083.0 		5 955323.0 		745069.9 		5 955301.1 		26.7		25.5

		5/31/25		1:01:11 PM		ST037		Still		269605_ST037_14		483		745083.0 		5 955323.0 		745072.9 		5 955296.1 		24.7		28.8

		5/31/25		1:02:18 PM		ST037		Still		269605_ST037_15		484		745083.0 		5 955323.0 		745047.8 		5 955288.1 		25.3		49.6

		5/31/25		1:03:52 PM		ST037		Still		269605_ST037_16		485		745083.0 		5 955323.0 		745052.3 		5 955287.5 		24.7		47.0

		5/31/25		1:04:46 PM		ST037		Still		269605_ST037_17		486		745083.0 		5 955323.0 		745062.3 		5 955284.3 		26.4		43.9

		5/31/25		1:05:57 PM		ST037		Still		269605_ST037_18		487		745083.0 		5 955323.0 		745068.9 		5 955275.3 		24.9		49.8

		5/31/25		1:06:28 PM		ST037		Still		269605_ST037_19		488		745083.0 		5 955323.0 		745070.3 		5 955269.2 		25.3		55.3

		5/31/25		1:08:05 PM		ST037		Still		269605_ST037_20		489		745083.0 		5 955323.0 		745061.8 		5 955257.6 		24.7		68.8

		5/31/25		1:10:26 PM		ST037		Still		269605_ST037_21		490		745083.0 		5 955323.0 		745057.6 		5 955240.5 		25.0		86.3

		5/31/25		1:11:01 PM		ST037		Still		269605_ST037_22		491		745083.0 		5 955323.0 		745048.7 		5 955237.8 		24.8		91.9

		5/31/25		1:11:41 PM		ST037		Still		269605_ST037_23		492		745083.0 		5 955323.0 		745051.0 		5 955234.0 		25.0		94.6

		5/31/25		1:12:13 PM		ST037		Video		EOL		493		745083.0 		5 955323.0 		745056.5 		5 955233.8 		24.3		93.1

		5/31/25		1:18:22 PM		ST036		Video		SOL		494		745083.0 		5 955077.8 		745059.4 		5 955186.9 		24.6		111.6		False start, vessel too fast, SOL closer to station at fix number 496

		5/31/25		1:19:59 PM		ST036		Still		269605_ST036_01		495		745083.0 		5 955077.8 		745055.2 		5 955189.7 		24.4		115.3

		5/31/25		1:23:01 PM		ST036		Still		SOL		496		745083.0 		5 955077.8 		745065.2 		5 955182.9 		23.2		106.6

		5/31/25		1:24:06 PM		ST036		Still		269605_ST036_02		497		745083.0 		5 955077.8 		745071.3 		5 955181.4 		23.6		104.2

		5/31/25		1:26:24 PM		ST036		Still		269605_ST036_03		498		745083.0 		5 955077.8 		745049.5 		5 955167.2 		24.1		95.4

		5/31/25		1:29:09 PM		ST036		Still		269605_ST036_04		499		745083.0 		5 955077.8 		745071.0 		5 955158.1 		24.1		81.2

		5/31/25		1:30:31 PM		ST036		Other 1		269605_ST036_05		500		745083.0 		5 955077.8 		745061.7 		5 955149.1 		23.8		74.4

		5/31/25		1:30:32 PM		ST036		Other 1		No photo		501		745083.0 		5 955077.8 		745061.4 		5 955148.6 		24.2		74.0

		5/31/25		1:31:29 PM		ST036		Other 1		No photo		502		745083.0 		5 955077.8 		745059.6 		5 955140.2 		23.8		66.6

		5/31/25		1:32:43 PM		ST036		Still		269605_ST036_06		503		745083.0 		5 955077.8 		745071.7 		5 955134.9 		25.5		58.2

		5/31/25		1:33:05 PM		ST036		Still		269605_ST036_07		504		745083.0 		5 955077.8 		745075.7 		5 955134.9 		23.8		57.6

		5/31/25		1:33:54 PM		ST036		Still		269605_ST036_08		505		745083.0 		5 955077.8 		745078.7 		5 955129.9 		23.9		52.3

		5/31/25		1:35:00 PM		ST036		Still		269605_ST036_09		506		745083.0 		5 955077.8 		745075.0 		5 955116.5 		23.9		39.5

		5/31/25		1:36:20 PM		ST036		Still		269605_ST036_10		507		745083.0 		5 955077.8 		745071.8 		5 955105.0 		23.9		29.3

		5/31/25		1:37:51 PM		ST036		Still		269605_ST036_11		508		745083.0 		5 955077.8 		745067.5 		5 955089.8 		23.8		19.6

		5/31/25		1:39:06 PM		ST036		Still		269605_ST036_12		509		745083.0 		5 955077.8 		745067.9 		5 955081.9 		23.9		15.6

		5/31/25		1:40:37 PM		ST036		Still		269605_ST036_13		510		745083.0 		5 955077.8 		745084.0 		5 955078.0 		23.8		1.0

		5/31/25		1:41:21 PM		ST036		Still		269605_ST036_14		511		745083.0 		5 955077.8 		745091.9 		5 955075.3 		26.2		9.3

		5/31/25		1:42:40 PM		ST036		Still		269605_ST036_15		512		745083.0 		5 955077.8 		745103.8 		5 955073.7 		23.7		21.2

		5/31/25		1:44:04 PM		ST036		Still		269605_ST036_16		513		745083.0 		5 955077.8 		745078.5 		5 955066.4 		25.7		12.3

		5/31/25		1:45:00 PM		ST036		Still		269605_ST036_17		514		745083.0 		5 955077.8 		745047.4 		5 955068.2 		23.8		36.9

		5/31/25		1:45:43 PM		ST036		Still		269605_ST036_18		515		745083.0 		5 955077.8 		745033.6 		5 955067.8 		24.2		50.4

		5/31/25		1:47:21 PM		ST036		Still		269605_ST036_19		516		745083.0 		5 955077.8 		745050.9 		5 955071.2 		24.1		32.8

		5/31/25		1:48:17 PM		ST036		Still		269605_ST036_20		517		745083.0 		5 955077.8 		745053.8 		5 955065.6 		24.1		31.7

		5/31/25		1:49:24 PM		ST036		Still		269605_ST036_21		518		745083.0 		5 955077.8 		745056.9 		5 955061.3 		23.6		30.9

		5/31/25		1:50:23 PM		ST036		Still		269605_ST036_22		519		745083.0 		5 955077.8 		745061.0 		5 955055.7 		23.3		31.2

		5/31/25		1:51:14 PM		ST036		Still		269605_ST036_23		520		745083.0 		5 955077.8 		745068.5 		5 955046.0 		23.9		35.0

		5/31/25		1:52:17 PM		ST036		Still		269605_ST036_24		521		745083.0 		5 955077.8 		745075.2 		5 955034.8 		25.2		43.7

		5/31/25		1:53:57 PM		ST036		Still		269605_ST036_25		522		745083.0 		5 955077.8 		745072.9 		5 955023.5 		25.1		55.3

		5/31/25		1:54:32 PM		ST036		Still		269605_ST036_26		523		745083.0 		5 955077.8 		745069.7 		5 955017.9 		23.2		61.4

		5/31/25		1:55:07 PM		ST036		Still		269605_ST036_27		524		745083.0 		5 955077.8 		745068.8 		5 955013.0 		23.7		66.3

		5/31/25		1:55:36 PM		ST036		Still		269605_ST036_28		525		745083.0 		5 955077.8 		745072.6 		5 955009.0 		25.2		69.6

		5/31/25		1:56:34 PM		ST036		Still		269605_ST036_29		526		745083.0 		5 955077.8 		745082.0 		5 955003.3 		23.6		74.6

		5/31/25		1:59:21 PM		ST036		Still		269605_ST036_30		527		745083.0 		5 955077.8 		745130.8 		5 955013.3 		24.2		80.3

		5/31/25		1:59:37 PM		ST036		Still		269605_ST036_31		528		745083.0 		5 955077.8 		745135.7 		5 955013.9 		22.5		82.9

		5/31/25		2:00:07 PM		ST036		Still		269605_ST036_32		529		745083.0 		5 955077.8 		745137.3 		5 955013.3 		23.5		84.3

		5/31/25		2:00:43 PM		ST036		Still		269605_ST036_33		530		745083.0 		5 955077.8 		745139.4 		5 955008.6 		23.6		89.3

		5/31/25		2:01:11 PM		ST036		Still		269605_ST036_34		531		745083.0 		5 955077.8 		745145.5 		5 955005.1 		23.6		95.8

		5/31/25		2:01:28 PM		ST036		Still		269605_ST036_35		532		745083.0 		5 955077.8 		745151.6 		5 955004.3 		23.6		100.5

		5/31/25		2:01:31 PM		ST036		Video		EOL		533		745083.0 		5 955077.8 		745152.0 		5 955003.5 		23.7		101.4

		5/31/25		2:23:48 PM		ST036		DVV		PSD		534		745083.0 		5 955077.8 		745073.2 		5 955093.2 		24.0		18.2

		5/31/25		2:33:26 PM		ST037		DVV		NS1/NS2		535		745083.0 		5 955323.0 		745063.6 		5 955329.7 		24.6		20.6		Cannot use HG at this station

		5/31/25		2:37:55 PM		ST037		DVV		NS3/NS4		536		745083.0 		5 955323.0 		745070.0 		5 955336.0 		19.3		18.4		Cannot use HG at this station

		5/31/25		2:38:02 PM		ST037		DVV		NS5/NS6		537		745083.0 		5 955323.0 		745068.2 		5 955337.0 		23.3		20.4		Cannot use HG at this station

		5/31/25		2:41:42 PM		ST037		DVV		NS7/NS8		538		745083.0 		5 955323.0 		745091.0 		5 955345.0 		24.7		23.3		Cannot use HG at this station

		5/31/25		2:54:24 PM		ST037		DVV		NS9/NS10		541		745083.0 		5 955323.0 		745077.1 		5 955338.0 		24.8		16.1		Cannot use HG at this station

		5/31/25		3:08:16 PM		ST039		DVV		NS1/NS2		542		745556.5 		5 956092.5 		745572.4 		5 956105.2 		25.5		20.3

		5/31/25		3:18:14 PM		ST039		DVV		NS3/NS4		543		745556.5 		5 956092.5 		745548.4 		5 956091.7 		25.8		8.2

		5/31/25		3:41:37 PM		ST039		HG		FA		544		745556.5 		5 956092.5 		745557.6 		5 956102.8 		26.3		10.4

		5/31/25		3:47:22 PM		ST039		HG		FB		545		745556.5 		5 956092.5 		745554.5 		5 956099.4 		26.2		7.2

		5/31/25		3:52:31 PM		ST039		HG		FC		546		745556.5 		5 956092.5 		745575.0 		5 956097.2 		26.3		19.0

		5/31/25		4:00:16 PM		ST039		HG		NS1		547		745556.5 		5 956092.5 		745550.0 		5 956075.7 		26.1		18.0

		5/31/25		4:04:13 PM		ST039		HG		PC		548		745556.5 		5 956092.5 		745550.6 		5 956101.8 		26.1		11.1

		5/31/25		5:26:59 PM		ST040		Video		SOL		549		745691.8 		5 956529.4 		745685.5 		5 956452.3 		20.3		77.3

		5/31/25		5:27:14 PM		ST040		Other 1		No Photo		550		745691.8 		5 956529.4 		745686.7 		5 956457.3 		24.8		72.3

		5/31/25		5:27:19 PM		ST040		Still		269605_ST040_01		551		745691.8 		5 956529.4 		745687.4 		5 956458.6 		25.5		71.0

		5/31/25		5:27:26 PM		ST040		Still		269605_ST040_02		552		745691.8 		5 956529.4 		745688.2 		5 956460.5 		25.8		69.0

		5/31/25		5:27:36 PM		ST040		Still		269605_ST040_03		553		745691.8 		5 956529.4 		745689.7 		5 956465.1 		26.3		64.3

		5/31/25		5:27:48 PM		ST040		Still		269605_ST040_04		554		745691.8 		5 956529.4 		745691.1 		5 956469.4 		26.2		60.0

		5/31/25		5:27:52 PM		ST040		Still		269605_ST040_05		555		745691.8 		5 956529.4 		745691.3 		5 956470.9 		26.3		58.5

		5/31/25		5:27:58 PM		ST040		Still		269605_ST040_06		556		745691.8 		5 956529.4 		745691.9 		5 956472.9 		26.1		56.4

		5/31/25		5:28:03 PM		ST040		Still		269605_ST040_07		557		745691.8 		5 956529.4 		745691.9 		5 956475.9 		26.1		53.5

		5/31/25		5:28:26 PM		ST040		Still		269605_ST040_08		558		745691.8 		5 956529.4 		745691.4 		5 956487.5 		27.8		41.9

		5/31/25		5:28:51 PM		ST040		Still		269605_ST040_09		559		745691.8 		5 956529.4 		745692.7 		5 956502.1 		27.8		27.3

		5/31/25		5:28:55 PM		ST040		Still		269605_ST040_10		560		745691.8 		5 956529.4 		745692.8 		5 956505.0 		27.6		24.4

		5/31/25		5:28:59 PM		ST040		Still		269605_ST040_11		561		745691.8 		5 956529.4 		745692.8 		5 956507.2 		27.5		22.2

		5/31/25		5:29:05 PM		ST040		Still		269605_ST040_12		562		745691.8 		5 956529.4 		745693.1 		5 956510.2 		27.9		19.2

		5/31/25		5:29:11 PM		ST040		Still		269605_ST040_13		563		745691.8 		5 956529.4 		745693.1 		5 956511.8 		27.7		17.6

		5/31/25		5:29:15 PM		ST040		Still		269605_ST040_14		564		745691.8 		5 956529.4 		745693.4 		5 956514.8 		27.5		14.6

		5/31/25		5:29:20 PM		ST040		Still		269605_ST040_15		565		745691.8 		5 956529.4 		745693.6 		5 956517.4 		27.4		12.1

		5/31/25		5:29:24 PM		ST040		Still		269605_ST040_16		566		745691.8 		5 956529.4 		745693.8 		5 956518.6 		27.9		11.0

		5/31/25		5:29:33 PM		ST040		Still		269605_ST040_17		567		745691.8 		5 956529.4 		745694.6 		5 956523.5 		27.6		6.5

		5/31/25		5:29:42 PM		ST040		Still		269605_ST040_18		568		745691.8 		5 956529.4 		745695.6 		5 956528.8 		27.9		3.8

		5/31/25		5:29:48 PM		ST040		Still		269605_ST040_19		569		745691.8 		5 956529.4 		745696.1 		5 956531.2 		27.7		4.6

		5/31/25		5:30:04 PM		ST040		Still		269605_ST040_20		570		745691.8 		5 956529.4 		745697.2 		5 956536.9 		27.9		9.2

		5/31/25		5:30:08 PM		ST040		Still		269605_ST040_21		571		745691.8 		5 956529.4 		745697.5 		5 956538.8 		27.8		11.0

		5/31/25		5:30:13 PM		ST040		Still		269605_ST040_22		572		745691.8 		5 956529.4 		745697.5 		5 956539.5 		27.7		11.6

		5/31/25		5:30:18 PM		ST040		Still		269605_ST040_23		573		745691.8 		5 956529.4 		745697.9 		5 956541.9 		28.0		13.9

		5/31/25		5:30:24 PM		ST040		Still		269605_ST040_24		574		745691.8 		5 956529.4 		745698.0 		5 956543.1 		27.9		15.1

		5/31/25		5:30:29 PM		ST040		Still		269605_ST040_25		575		745691.8 		5 956529.4 		745698.7 		5 956544.8 		27.8		16.9

		5/31/25		5:30:34 PM		ST040		Still		269605_ST040_26		576		745691.8 		5 956529.4 		745699.1 		5 956545.8 		27.7		18.0

		5/31/25		5:30:40 PM		ST040		Still		269605_ST040_27		577		745691.8 		5 956529.4 		745699.7 		5 956547.4 		27.8		19.6

		5/31/25		5:30:54 PM		ST040		Still		269605_ST040_28		578		745691.8 		5 956529.4 		745702.1 		5 956552.2 		27.9		25.0

		5/31/25		5:31:49 PM		ST040		Still		269605_ST040_29		579		745691.8 		5 956529.4 		745706.4 		5 956568.2 		27.4		41.5

		5/31/25		5:31:56 PM		ST040		Still		269605_ST040_30		580		745691.8 		5 956529.4 		745706.7 		5 956570.9 		27.9		44.1

		5/31/25		5:32:02 PM		ST040		Still		269605_ST040_31		581		745691.8 		5 956529.4 		745706.7 		5 956572.5 		27.5		45.6

		5/31/25		5:32:21 PM		ST040		Still		269605_ST040_32		582		745691.8 		5 956529.4 		745708.1 		5 956579.7 		27.9		52.9

		5/31/25		5:32:26 PM		ST040		Still		269605_ST040_33		583		745691.8 		5 956529.4 		745709.3 		5 956581.7 		27.8		55.2

		5/31/25		5:32:33 PM		ST040		Still		269605_ST040_34		584		745691.8 		5 956529.4 		745710.3 		5 956583.8 		27.9		57.5

		5/31/25		5:33:15 PM		ST040		Still		269605_ST040_35		585		745691.8 		5 956529.4 		745715.0 		5 956600.0 		27.7		74.3

		5/31/25		5:33:26 PM		ST040		Still		269605_ST040_36		586		745691.8 		5 956529.4 		745716.2 		5 956603.9 		27.8		78.4

		5/31/25		5:33:39 PM		ST040		Still		269605_ST040_37		587		745691.8 		5 956529.4 		745718.1 		5 956609.9 		29.1		84.6

		5/31/25		5:34:17 PM		ST040		Still		269605_ST040_38		588		745691.8 		5 956529.4 		745725.5 		5 956626.9 		27.7		103.1

		5/31/25		5:34:47 PM		ST040		Video		EOL		589		745691.8 		5 956529.4 		745731.2 		5 956640.3 		27.7		117.7

		5/31/25		5:40:36 PM		ST041		Video		SOL		590		745886.3 		5 957014.2 		745885.3 		5 956898.2 		27.5		116.0

		5/31/25		5:40:50 PM		ST041		Still		269605_ST041_01		591		745886.3 		5 957014.2 		745888.1 		5 956905.7 		28.1		108.5

		5/31/25		5:40:55 PM		ST041		Still		269605_ST041_02		592		745886.3 		5 957014.2 		745889.0 		5 956908.4 		28.0		105.8

		5/31/25		5:40:58 PM		ST041		Still		269605_ST041_03		593		745886.3 		5 957014.2 		745889.3 		5 956909.3 		27.9		105.0

		5/31/25		5:41:01 PM		ST041		Still		269605_ST041_04		594		745886.3 		5 957014.2 		745889.4 		5 956911.1 		28.0		103.1

		5/31/25		5:41:06 PM		ST041		Still		269605_ST041_05		595		745886.3 		5 957014.2 		745889.8 		5 956912.9 		27.8		101.3

		5/31/25		5:41:10 PM		ST041		Still		269605_ST041_06		596		745886.3 		5 957014.2 		745890.4 		5 956915.5 		27.9		98.8

		5/31/25		5:41:16 PM		ST041		Still		269605_ST041_07		597		745886.3 		5 957014.2 		745890.8 		5 956917.7 		28.2		96.6

		5/31/25		5:41:22 PM		ST041		Still		269605_ST041_08		598		745886.3 		5 957014.2 		745891.3 		5 956920.5 		27.9		93.8

		5/31/25		5:41:25 PM		ST041		Still		269605_ST041_09		599		745886.3 		5 957014.2 		745891.9 		5 956922.2 		28.3		92.1

		5/31/25		5:41:29 PM		ST041		Still		269605_ST041_10		600		745886.3 		5 957014.2 		745892.3 		5 956924.5 		28.4		89.9

		5/31/25		5:41:33 PM		ST041		Still		269605_ST041_11		601		745886.3 		5 957014.2 		745892.5 		5 956926.0 		28.5		88.4

		5/31/25		5:41:39 PM		ST041		Still		269605_ST041_12		602		745886.3 		5 957014.2 		745893.1 		5 956928.6 		28.4		85.9

		5/31/25		5:41:50 PM		ST041		Still		269605_ST041_13		603		745886.3 		5 957014.2 		745894.5 		5 956934.6 		28.4		80.0

		5/31/25		5:41:55 PM		ST041		Still		269605_ST041_14		604		745886.3 		5 957014.2 		745895.5 		5 956937.3 		28.5		77.4

		5/31/25		5:42:01 PM		ST041		Still		269605_ST041_15		605		745886.3 		5 957014.2 		745896.8 		5 956940.3 		28.5		74.6

		5/31/25		5:42:15 PM		ST041		Still		269605_ST041_16		606		745886.3 		5 957014.2 		745898.0 		5 956946.3 		28.4		68.8

		5/31/25		5:42:20 PM		ST041		Still		269605_ST041_17		607		745886.3 		5 957014.2 		745897.8 		5 956948.9 		28.4		66.3

		5/31/25		5:42:36 PM		ST041		Still		269605_ST041_18		608		745886.3 		5 957014.2 		745897.6 		5 956956.7 		28.4		58.6

		5/31/25		5:42:40 PM		ST041		Still		269605_ST041_19		609		745886.3 		5 957014.2 		745897.5 		5 956958.0 		28.5		57.3

		5/31/25		5:43:10 PM		ST041		Still		269605_ST041_20		610		745886.3 		5 957014.2 		745897.4 		5 956973.3 		28.5		42.3

		5/31/25		5:43:17 PM		ST041		Still		269605_ST041_21		611		745886.3 		5 957014.2 		745897.5 		5 956976.4 		28.5		39.4

		5/31/25		5:43:37 PM		ST041		Still		269605_ST041_22		612		745886.3 		5 957014.2 		745897.1 		5 956987.7 		28.4		28.6

		5/31/25		5:43:41 PM		ST041		Still		269605_ST041_23		613		745886.3 		5 957014.2 		745896.9 		5 956989.4 		28.2		26.9

		5/31/25		5:43:45 PM		ST041		Still		269605_ST041_24		614		745886.3 		5 957014.2 		745896.8 		5 956991.0 		28.5		25.4

		5/31/25		5:43:53 PM		ST041		Still		269605_ST041_25		615		745886.3 		5 957014.2 		745896.6 		5 956995.5 		28.6		21.4

		5/31/25		5:44:03 PM		ST041		Still		269605_ST041_26		616		745886.3 		5 957014.2 		745896.4 		5 956998.7 		28.8		18.5

		5/31/25		5:44:08 PM		ST041		Still		269605_ST041_27		617		745886.3 		5 957014.2 		745896.4 		5 956999.7 		28.8		17.6

		5/31/25		5:44:16 PM		ST041		Still		269605_ST041_28		618		745886.3 		5 957014.2 		745895.9 		5 957003.7 		28.5		14.3

		5/31/25		5:44:27 PM		ST041		Still		269605_ST041_29		619		745886.3 		5 957014.2 		745895.9 		5 957008.3 		28.5		11.2

		5/31/25		5:44:41 PM		ST041		Still		269605_ST041_30		620		745886.3 		5 957014.2 		745896.0 		5 957014.5 		28.8		9.7

		5/31/25		5:45:02 PM		ST041		Still		269605_ST041_31		621		745886.3 		5 957014.2 		745896.7 		5 957020.3 		28.6		12.1

		5/31/25		5:45:06 PM		ST041		Still		269605_ST041_32		622		745886.3 		5 957014.2 		745896.8 		5 957021.4 		28.9		12.7

		5/31/25		5:45:16 PM		ST041		Still		269605_ST041_33		623		745886.3 		5 957014.2 		745897.1 		5 957025.6 		28.6		15.8

		5/31/25		5:45:20 PM		ST041		Still		269605_ST041_34		624		745886.3 		5 957014.2 		745897.9 		5 957028.3 		28.9		18.3

		5/31/25		5:45:25 PM		ST041		Still		269605_ST041_35		625		745886.3 		5 957014.2 		745898.2 		5 957030.1 		28.7		19.8

		5/31/25		5:45:29 PM		ST041		Still		269605_ST041_36		626		745886.3 		5 957014.2 		745898.7 		5 957032.1 		28.6		21.8

		5/31/25		5:45:44 PM		ST041		Still		269605_ST041_37		627		745886.3 		5 957014.2 		745900.4 		5 957039.4 		28.5		28.9

		5/31/25		5:45:59 PM		ST041		Still		269605_ST041_38		628		745886.3 		5 957014.2 		745901.9 		5 957046.5 		28.7		35.9

		5/31/25		5:46:05 PM		ST041		Still		269605_ST041_39		629		745886.3 		5 957014.2 		745902.3 		5 957048.5 		28.9		37.9

		5/31/25		5:46:17 PM		ST041		Still		269605_ST041_40		630		745886.3 		5 957014.2 		745903.1 		5 957052.7 		29.0		42.0

		5/31/25		5:46:28 PM		ST041		Still		269605_ST041_41		631		745886.3 		5 957014.2 		745904.8 		5 957058.9 		28.7		48.4

		5/31/25		5:46:32 PM		ST041		Still		269605_ST041_42		632		745886.3 		5 957014.2 		745905.1 		5 957060.2 		28.6		49.7

		5/31/25		5:46:37 PM		ST041		Still		269605_ST041_43		633		745886.3 		5 957014.2 		745906.0 		5 957062.3 		28.6		52.0

		5/31/25		5:46:56 PM		ST041		Still		269605_ST041_44		634		745886.3 		5 957014.2 		745909.7 		5 957070.9 		28.7		61.4

		5/31/25		5:47:09 PM		ST041		Still		269605_ST041_45		635		745886.3 		5 957014.2 		745911.8 		5 957076.0 		28.6		66.9

		5/31/25		5:47:29 PM		ST041		Still		269605_ST041_46		636		745886.3 		5 957014.2 		745914.6 		5 957083.0 		28.8		74.4

		5/31/25		5:47:40 PM		ST041		Still		269605_ST041_47		637		745886.3 		5 957014.2 		745917.5 		5 957088.0 		28.9		80.2

		5/31/25		5:47:51 PM		ST041		Still		269605_ST041_48		638		745886.3 		5 957014.2 		745920.3 		5 957092.6 		28.6		85.5

		5/31/25		5:47:59 PM		ST041		Still		269605_ST041_49		639		745886.3 		5 957014.2 		745922.0 		5 957096.0 		28.4		89.3

		5/31/25		5:48:09 PM		ST041		Video		EOL		640		745886.3 		5 957014.2 		745923.5 		5 957098.5 		28.9		92.2

		5/31/25		5:54:28 PM		ST042		Video		SOL		641		746235.8 		5 957473.6 		746256.2 		5 957367.3 		28.8		108.2

		5/31/25		5:54:38 PM		ST042		Still		269605_ST042_01		642		746235.8 		5 957473.6 		746256.4 		5 957372.3 		28.7		103.3

		5/31/25		5:54:42 PM		ST042		Still		269605_ST042_02		643		746235.8 		5 957473.6 		746256.8 		5 957374.0 		28.8		101.8

		5/31/25		5:54:47 PM		ST042		Still		269605_ST042_03		644		746235.8 		5 957473.6 		746257.3 		5 957375.9 		28.7		100.0

		5/31/25		5:54:49 PM		ST042		Still		269605_ST042_04		No Fix		746235.8 		5 957473.6 		746257.3 		5 957376.8 		29.8		99.1		Data taken from video

		5/31/25		5:54:49 PM		ST042		Still		269605_ST042_05		No Fix		746235.8 		5 957473.6 		746257.3 		5 957376.8 		29.8		99.1		Data taken from video

		5/31/25		5:55:04 PM		ST042		Still		269605_ST042_06		645		746235.8 		5 957473.6 		746258.7 		5 957384.4 		28.7		92.0

		5/31/25		5:55:09 PM		ST042		Still		269605_ST042_07		646		746235.8 		5 957473.6 		746259.0 		5 957386.5 		28.8		90.2

		5/31/25		5:55:15 PM		ST042		Still		269605_ST042_08		647		746235.8 		5 957473.6 		746259.4 		5 957389.4 		28.9		87.4

		5/31/25		5:55:33 PM		ST042		Still		269605_ST042_09		648		746235.8 		5 957473.6 		746260.0 		5 957398.4 		29.0		79.0

		5/31/25		5:55:41 PM		ST042		Still		269605_ST042_10		649		746235.8 		5 957473.6 		746260.1 		5 957401.8 		28.8		75.8

		5/31/25		5:56:06 PM		ST042		Still		269605_ST042_11		650		746235.8 		5 957473.6 		746258.8 		5 957416.4 		29.5		61.7

		5/31/25		5:56:28 PM		ST042		Still		269605_ST042_12		651		746235.8 		5 957473.6 		746257.2 		5 957427.9 		29.6		50.4

		5/31/25		5:56:32 PM		ST042		Still		269605_ST042_13		652		746235.8 		5 957473.6 		746257.1 		5 957429.8 		29.5		48.7

		5/31/25		5:56:36 PM		ST042		Still		269605_ST042_14		653		746235.8 		5 957473.6 		746256.7 		5 957432.7 		29.7		45.9

		5/31/25		5:56:48 PM		ST042		Still		269605_ST042_15		654		746235.8 		5 957473.6 		746256.1 		5 957440.7 		29.7		38.7

		5/31/25		5:56:55 PM		ST042		Still		269605_ST042_16		655		746235.8 		5 957473.6 		746256.2 		5 957443.6 		29.5		36.3

		5/31/25		5:57:25 PM		ST042		Still		269605_ST042_17		656		746235.8 		5 957473.6 		746256.5 		5 957462.9 		29.7		23.3

		5/31/25		5:57:50 PM		ST042		Still		269605_ST042_18		657		746235.8 		5 957473.6 		746254.0 		5 957479.8 		29.7		19.2

		5/31/25		5:57:55 PM		ST042		Still		269605_ST042_19		658		746235.8 		5 957473.6 		746253.6 		5 957481.8 		29.5		19.6

		5/31/25		5:58:02 PM		ST042		Still		269605_ST042_20		659		746235.8 		5 957473.6 		746252.6 		5 957485.5 		29.9		20.6

		5/31/25		5:58:05 PM		ST042		Still		269605_ST042_21		660		746235.8 		5 957473.6 		746252.4 		5 957486.4 		28.7		21.0

		5/31/25		5:58:18 PM		ST042		Still		269605_ST042_22		661		746235.8 		5 957473.6 		746250.7 		5 957492.3 		31.1		23.9

		5/31/25		5:58:22 PM		ST042		Still		269605_ST042_23		662		746235.8 		5 957473.6 		746249.8 		5 957494.7 		29.7		25.3

		5/31/25		5:58:33 PM		ST042		Still		269605_ST042_24		663		746235.8 		5 957473.6 		746247.8 		5 957500.6 		29.8		29.6

		5/31/25		5:58:36 PM		ST042		Still		269605_ST042_25		664		746235.8 		5 957473.6 		746247.7 		5 957501.2 		29.4		30.1

		5/31/25		5:58:43 PM		ST042		Still		269605_ST042_26		665		746235.8 		5 957473.6 		746246.5 		5 957504.7 		29.5		32.9

		5/31/25		5:58:47 PM		ST042		Still		269605_ST042_27		666		746235.8 		5 957473.6 		746245.7 		5 957506.6 		29.5		34.5

		5/31/25		5:58:51 PM		ST042		Still		269605_ST042_28		667		746235.8 		5 957473.6 		746244.9 		5 957508.6 		29.2		36.1

		5/31/25		5:58:58 PM		ST042		Still		269605_ST042_29		668		746235.8 		5 957473.6 		746244.0 		5 957510.8 		29.6		38.1

		5/31/25		5:59:01 PM		ST042		Still		269605_ST042_30		669		746235.8 		5 957473.6 		746243.4 		5 957512.1 		29.5		39.3

		5/31/25		5:59:10 PM		ST042		Still		269605_ST042_31		670		746235.8 		5 957473.6 		746242.2 		5 957515.3 		29.5		42.2

		5/31/25		5:59:24 PM		ST042		Still		269605_ST042_32		671		746235.8 		5 957473.6 		746239.9 		5 957522.2 		29.5		48.8

		5/31/25		5:59:29 PM		ST042		Still		269605_ST042_33		672		746235.8 		5 957473.6 		746239.2 		5 957524.3 		29.6		50.8

		5/31/25		5:59:36 PM		ST042		Still		269605_ST042_34		673		746235.8 		5 957473.6 		746238.1 		5 957527.4 		29.6		53.8

		5/31/25		5:59:44 PM		ST042		Still		269605_ST042_35		674		746235.8 		5 957473.6 		746237.4 		5 957529.7 		29.7		56.1

		5/31/25		6:00:04 PM		ST042		Still		269605_ST042_36		675		746235.8 		5 957473.6 		746235.0 		5 957539.6 		29.9		66.1

		5/31/25		6:00:09 PM		ST042		Still		269605_ST042_37		676		746235.8 		5 957473.6 		746234.9 		5 957540.8 		29.7		67.2

		5/31/25		6:00:17 PM		ST042		Still		269605_ST042_38		677		746235.8 		5 957473.6 		746234.4 		5 957544.7 		29.7		71.1

		5/31/25		6:00:42 PM		ST042		Still		269605_ST042_39		678		746235.8 		5 957473.6 		746234.1 		5 957557.1 		29.9		83.5

		5/31/25		6:01:11 PM		ST042		Still		269605_ST042_40		679		746235.8 		5 957473.6 		746234.7 		5 957572.3 		30.0		98.7

		5/31/25		6:01:16 PM		ST042		Still		269605_ST042_41		680		746235.8 		5 957473.6 		746234.8 		5 957575.0 		29.9		101.4

		5/31/25		6:01:49 PM		ST042		Still		269605_ST042_42		681		746235.8 		5 957473.6 		746235.6 		5 957593.3 		29.9		119.7

		5/31/25		6:01:55 PM		ST042		Video		EOL		682		746235.8 		5 957473.6 		746235.6 		5 957595.0 		30.2		121.4

		5/31/25		6:06:54 PM		ST043		Video		SOL		683		746323.2 		5 957958.4 		746319.4 		5 957852.7 		30.0		105.8

		5/31/25		6:06:58 PM		ST043		Video		269605_ST043_01		684		746323.2 		5 957958.4 		746319.7 		5 957854.3 		30.0		104.2

		5/31/25		6:07:02 PM		ST043		Video		269605_ST043_02		685		746323.2 		5 957958.4 		746320.1 		5 957856.1 		29.7		102.3

		5/31/25		6:07:19 PM		ST043		Still		269605_ST043_03		686		746323.2 		5 957958.4 		746321.0 		5 957867.5 		30.0		91.0

		5/31/25		6:07:24 PM		ST043		Still		269605_ST043_04		687		746323.2 		5 957958.4 		746321.1 		5 957869.2 		29.9		89.2

		5/31/25		6:07:29 PM		ST043		Still		269605_ST043_05		688		746323.2 		5 957958.4 		746321.2 		5 957872.5 		29.7		85.9

		5/31/25		6:07:33 PM		ST043		Still		269605_ST043_06		689		746323.2 		5 957958.4 		746321.4 		5 957874.1 		29.7		84.3

		5/31/25		6:07:51 PM		ST043		Still		269605_ST043_07		690		746323.2 		5 957958.4 		746322.3 		5 957884.7 		29.9		73.7

		5/31/25		6:07:57 PM		ST043		Still		269605_ST043_08		691		746323.2 		5 957958.4 		746322.5 		5 957889.1 		29.9		69.3

		5/31/25		6:08:02 PM		ST043		Still		269605_ST043_09		692		746323.2 		5 957958.4 		746322.7 		5 957890.6 		29.7		67.8

		5/31/25		6:08:05 PM		ST043		Still		269605_ST043_10		693		746323.2 		5 957958.4 		746323.1 		5 957892.7 		29.9		65.7

		5/31/25		6:08:13 PM		ST043		Still		269605_ST043_11		694		746323.2 		5 957958.4 		746323.3 		5 957895.7 		29.9		62.7

		5/31/25		6:08:20 PM		ST043		Still		269605_ST043_12		695		746323.2 		5 957958.4 		746323.6 		5 957899.2 		29.8		59.2

		5/31/25		6:08:32 PM		ST043		Still		269605_ST043_13		696		746323.2 		5 957958.4 		746323.6 		5 957906.0 		29.6		52.4

		5/31/25		6:08:39 PM		ST043		Still		269605_ST043_14		697		746323.2 		5 957958.4 		746323.6 		5 957909.6 		29.9		48.8

		5/31/25		6:08:48 PM		ST043		Still		269605_ST043_15		698		746323.2 		5 957958.4 		746324.4 		5 957915.7 		29.9		42.7

		5/31/25		6:09:01 PM		ST043		Still		269605_ST043_16		699		746323.2 		5 957958.4 		746325.4 		5 957922.7 		29.9		35.8

		5/31/25		6:09:05 PM		ST043		Still		269605_ST043_17		700		746323.2 		5 957958.4 		746325.6 		5 957925.0 		30.1		33.5

		5/31/25		6:09:24 PM		ST043		Still		269605_ST043_18		701		746323.2 		5 957958.4 		746327.6 		5 957936.8 		29.9		22.1

		5/31/25		6:09:31 PM		ST043		Still		269605_ST043_19		702		746323.2 		5 957958.4 		746328.6 		5 957940.2 		30.0		19.0

		5/31/25		6:09:35 PM		ST043		Still		269605_ST043_20		703		746323.2 		5 957958.4 		746328.9 		5 957942.2 		29.9		17.2

		5/31/25		6:09:49 PM		ST043		Still		269605_ST043_21		704		746323.2 		5 957958.4 		746330.3 		5 957950.2 		29.8		10.8

		5/31/25		6:09:55 PM		ST043		Still		269605_ST043_22		705		746323.2 		5 957958.4 		746330.5 		5 957953.5 		30.0		8.8

		5/31/25		6:10:01 PM		ST043		Still		269605_ST043_23		706		746323.2 		5 957958.4 		746330.8 		5 957956.1 		30.1		8.0

		5/31/25		6:10:48 PM		ST043		Still		269605_ST043_24		707		746323.2 		5 957958.4 		746333.4 		5 957985.7 		30.0		29.2

		5/31/25		6:10:58 PM		ST043		Still		269605_ST043_25		708		746323.2 		5 957958.4 		746334.0 		5 957992.8 		29.6		36.1

		5/31/25		6:11:06 PM		ST043		Still		269605_ST043_26		709		746323.2 		5 957958.4 		746334.7 		5 957996.8 		30.2		40.1

		5/31/25		6:11:09 PM		ST043		Still		269605_ST043_27		710		746323.2 		5 957958.4 		746334.8 		5 957998.9 		30.1		42.2

		5/31/25		6:11:14 PM		ST043		Still		269605_ST043_28		711		746323.2 		5 957958.4 		746334.9 		5 958000.6 		29.8		43.8

		5/31/25		6:11:21 PM		ST043		Still		269605_ST043_29		712		746323.2 		5 957958.4 		746334.9 		5 958003.1 		29.9		46.2

		5/31/25		6:11:25 PM		ST043		Still		269605_ST043_30		713		746323.2 		5 957958.4 		746335.1 		5 958004.7 		30.0		47.8

		5/31/25		6:11:31 PM		ST043		Still		269605_ST043_31		714		746323.2 		5 957958.4 		746335.2 		5 958008.0 		30.0		51.0

		5/31/25		6:11:41 PM		ST043		Still		269605_ST043_32		715		746323.2 		5 957958.4 		746335.7 		5 958013.0 		30.0		56.0

		5/31/25		6:11:50 PM		ST043		Still		269605_ST043_33		716		746323.2 		5 957958.4 		746335.8 		5 958016.1 		29.4		59.1

		5/31/25		6:11:56 PM		ST043		Still		269605_ST043_34		717		746323.2 		5 957958.4 		746335.9 		5 958019.2 		30.1		62.1

		5/31/25		6:12:00 PM		ST043		Still		269605_ST043_35		718		746323.2 		5 957958.4 		746336.1 		5 958020.2 		29.8		63.2

		5/31/25		6:12:04 PM		ST043		Still		269605_ST043_36		719		746323.2 		5 957958.4 		746336.2 		5 958021.7 		30.1		64.6

		5/31/25		6:12:15 PM		ST043		Still		269605_ST043_37		720		746323.2 		5 957958.4 		746337.1 		5 958026.9 		30.2		69.9

		5/31/25		6:12:29 PM		ST043		Still		269605_ST043_38		721		746323.2 		5 957958.4 		746338.7 		5 958031.8 		29.9		75.0

		5/31/25		6:12:51 PM		ST043		Still		269605_ST043_39		722		746323.2 		5 957958.4 		746342.1 		5 958038.5 		29.8		82.3

		5/31/25		6:12:58 PM		ST043		Still		269605_ST043_40		723		746323.2 		5 957958.4 		746342.6 		5 958039.7 		29.8		83.6

		5/31/25		6:13:03 PM		ST043		Still		269605_ST043_41		724		746323.2 		5 957958.4 		746343.0 		5 958040.7 		30.1		84.6

		5/31/25		6:13:23 PM		ST043		Still		269605_ST043_42		725		746323.2 		5 957958.4 		746347.0 		5 958047.7 		29.8		92.4

		5/31/25		6:13:51 PM		ST043		Still		269605_ST043_43		726		746323.2 		5 957958.4 		746351.2 		5 958058.3 		30.1		103.7

		5/31/25		6:13:55 PM		ST043		Still		269605_ST043_44		727		746323.2 		5 957958.4 		746351.6 		5 958059.2 		30.6		104.8

		5/31/25		6:13:59 PM		ST043		Video		EOL		728		746323.2 		5 957958.4 		746351.9 		5 958059.9 		30.0		105.5

		5/31/25		6:54:49 PM		ST043		DVV		NS1/NS2		729		746323.2 		5 957958.4 		746334.1 		5 957940.6 		30.9		20.9

		5/31/25		6:58:52 PM		ST043		DVV		NS3/NS4		730		746323.2 		5 957958.4 		746329.7 		5 957941.7 		31.2		17.9

		5/31/25		7:03:31 PM		ST043		DVV		NS5/NS6		731		746323.2 		5 957958.4 		746320.6 		5 957940.2 		31.0		18.3

		5/31/25		7:33:34 PM		ST043		HG		FC		732		746323.2 		5 957958.4 		746328.7 		5 957935.4 		3.7		23.6

		5/31/25		7:38:31 PM		ST043		HG		FA		733		746323.2 		5 957958.4 		746327.6 		5 957935.5 		19.0		23.3

		5/31/25		7:42:51 PM		ST043		HG		PC/PSD		734		746323.2 		5 957958.4 		746330.3 		5 957937.4 		31.5		22.1

		5/31/25		7:46:46 PM		ST043		HG		FB		735		746323.2 		5 957958.4 		746336.1 		5 957938.3 		31.7		23.9

		5/31/25		8:51:44 PM		ST041		HG		NS		736		745886.3 		5 957014.2 		745885.4 		5 956992.5 		32.4		21.7

		5/31/25		8:56:19 PM		ST041		HG		PSD		737		745886.3 		5 957014.2 		745887.0 		5 956993.0 		30.9		21.2

		5/31/25		9:00:30 PM		ST041		HG		NS		738		745886.3 		5 957014.2 		745885.5 		5 956991.6 		18.2		22.6

		5/31/25		10:53:21 PM		ST044		Video		SOL		741		746693.8 		5 958420.4 		746786.0 		5 958378.6 		31.4		101.2

		5/31/25		10:53:27 PM		ST044		Still		269605_ST044_01		742		746693.8 		5 958420.4 		746783.1 		5 958380.6 		31.3		97.8

		5/31/25		10:53:32 PM		ST044		Still		269605_ST044_02		743		746693.8 		5 958420.4 		746781.6 		5 958381.8 		31.2		96.0

		5/31/25		10:53:38 PM		ST044		Still		269605_ST044_03		744		746693.8 		5 958420.4 		746779.4 		5 958382.8 		31.2		93.5

		5/31/25		10:53:42 PM		ST044		Still		269605_ST044_04		745		746693.8 		5 958420.4 		746777.3 		5 958383.9 		31.4		91.1

		5/31/25		10:53:47 PM		ST044		Still		269605_ST044_05		746		746693.8 		5 958420.4 		746776.3 		5 958384.6 		31.4		90.0

		5/31/25		10:53:52 PM		ST044		Still		269605_ST044_06		747		746693.8 		5 958420.4 		746774.3 		5 958386.0 		31.3		87.6

		5/31/25		10:53:56 PM		ST044		Still		269605_ST044_07		748		746693.8 		5 958420.4 		746773.1 		5 958386.9 		31.5		86.1

		5/31/25		10:54:08 PM		ST044		Still		269605_ST044_08		749		746693.8 		5 958420.4 		746768.5 		5 958389.8 		31.5		80.8

		5/31/25		10:54:12 PM		ST044		Still		269605_ST044_09		750		746693.8 		5 958420.4 		746767.2 		5 958390.6 		31.4		79.2

		5/31/25		10:54:15 PM		ST044		Still		269605_ST044_10		751		746693.8 		5 958420.4 		746766.0 		5 958391.4 		31.5		77.9

		5/31/25		10:54:23 PM		ST044		Still		269605_ST044_11		752		746693.8 		5 958420.4 		746763.5 		5 958393.2 		31.4		74.8

		5/31/25		10:54:41 PM		ST044		Still		269605_ST044_12		753		746693.8 		5 958420.4 		746756.7 		5 958398.1 		31.5		66.7

		5/31/25		10:54:45 PM		ST044		Still		269605_ST044_13		754		746693.8 		5 958420.4 		746755.2 		5 958399.1 		31.4		65.0

		5/31/25		10:55:06 PM		ST044		Still		269605_ST044_14		755		746693.8 		5 958420.4 		746748.3 		5 958406.3 		31.4		56.3

		5/31/25		10:55:10 PM		ST044		Still		269605_ST044_15		756		746693.8 		5 958420.4 		746747.4 		5 958407.4 		31.4		55.2

		5/31/25		10:55:26 PM		ST044		Still		269605_ST044_16		757		746693.8 		5 958420.4 		746741.9 		5 958413.4 		31.3		48.6

		5/31/25		10:55:34 PM		ST044		Still		269605_ST044_17		758		746693.8 		5 958420.4 		746739.4 		5 958416.0 		31.5		45.8

		5/31/25		10:55:40 PM		ST044		Still		269605_ST044_18		759		746693.8 		5 958420.4 		746737.7 		5 958417.3 		31.3		44.0

		5/31/25		10:55:44 PM		ST044		Still		269605_ST044_19		760		746693.8 		5 958420.4 		746736.5 		5 958418.2 		31.5		42.8

		5/31/25		10:55:56 PM		ST044		Still		269605_ST044_20		761		746693.8 		5 958420.4 		746731.4 		5 958422.1 		31.6		37.7

		5/31/25		10:56:01 PM		ST044		Still		269605_ST044_21		762		746693.8 		5 958420.4 		746730.3 		5 958422.8 		31.5		36.5

		5/31/25		10:56:30 PM		ST044		Still		269605_ST044_22		763		746693.8 		5 958420.4 		746715.8 		5 958430.5 		31.6		24.2

		5/31/25		10:56:36 PM		ST044		Still		269605_ST044_23		764		746693.8 		5 958420.4 		746713.5 		5 958431.7 		31.4		22.7

		5/31/25		10:56:40 PM		ST044		Still		269605_ST044_24		765		746693.8 		5 958420.4 		746712.0 		5 958432.4 		31.4		21.8

		5/31/25		10:56:44 PM		ST044		Still		269605_ST044_25		766		746693.8 		5 958420.4 		746710.5 		5 958433.2 		31.5		21.0

		5/31/25		10:56:56 PM		ST044		Still		269605_ST044_26		767		746693.8 		5 958420.4 		746706.3 		5 958435.4 		31.5		19.5

		5/31/25		10:57:04 PM		ST044		Still		269605_ST044_27		768		746693.8 		5 958420.4 		746702.4 		5 958436.9 		31.4		18.6

		5/31/25		10:57:08 PM		ST044		Still		269605_ST044_28		769		746693.8 		5 958420.4 		746701.6 		5 958437.3 		31.5		18.6

		5/31/25		10:57:27 PM		ST044		Still		269605_ST044_29		770		746693.8 		5 958420.4 		746693.5 		5 958440.8 		31.5		20.4

		5/31/25		10:57:31 PM		ST044		Still		269605_ST044_30		771		746693.8 		5 958420.4 		746692.3 		5 958441.2 		31.5		20.8

		5/31/25		10:57:36 PM		ST044		Still		269605_ST044_31		772		746693.8 		5 958420.4 		746690.7 		5 958441.9 		31.3		21.7

		5/31/25		10:57:38 PM		ST044		Still		269605_ST044_32		773		746693.8 		5 958420.4 		746690.0 		5 958442.3 		31.4		22.2

		5/31/25		10:58:05 PM		ST044		Still		269605_ST044_33		774		746693.8 		5 958420.4 		746680.3 		5 958446.3 		31.4		29.2

		5/31/25		10:58:08 PM		ST044		Still		269605_ST044_34		775		746693.8 		5 958420.4 		746679.0 		5 958447.2 		31.5		30.6

		5/31/25		10:58:16 PM		ST044		Still		269605_ST044_35		776		746693.8 		5 958420.4 		746676.6 		5 958448.5 		31.3		33.0

		5/31/25		10:58:34 PM		ST044		Still		269605_ST044_36		777		746693.8 		5 958420.4 		746669.7 		5 958452.0 		31.4		39.7

		5/31/25		10:58:46 PM		ST044		Still		269605_ST044_37		778		746693.8 		5 958420.4 		746666.2 		5 958453.9 		31.3		43.4

		5/31/25		10:58:49 PM		ST044		Still		269605_ST044_38		779		746693.8 		5 958420.4 		746664.9 		5 958454.6 		31.4		44.8

		5/31/25		10:59:03 PM		ST044		Still		269605_ST044_39		780		746693.8 		5 958420.4 		746661.0 		5 958456.4 		31.3		48.7

		5/31/25		10:59:08 PM		ST044		Still		269605_ST044_40		781		746693.8 		5 958420.4 		746659.8 		5 958457.2 		31.2		50.1

		5/31/25		10:59:13 PM		ST044		Still		269605_ST044_41		782		746693.8 		5 958420.4 		746659.0 		5 958457.7 		31.3		51.0

		5/31/25		10:59:19 PM		ST044		Still		269605_ST044_42		783		746693.8 		5 958420.4 		746657.0 		5 958459.1 		31.1		53.4

		5/31/25		10:59:38 PM		ST044		Still		269605_ST044_43		784		746693.8 		5 958420.4 		746651.9 		5 958462.8 		31.2		59.6

		5/31/25		10:59:41 PM		ST044		Still		269605_ST044_44		785		746693.8 		5 958420.4 		746651.5 		5 958463.2 		31.3		60.2

		5/31/25		10:59:43 PM		ST044		Still		269605_ST044_45		786		746693.8 		5 958420.4 		746651.2 		5 958463.3 		31.3		60.5

		5/31/25		10:59:53 PM		ST044		Still		269605_ST044_46		787		746693.8 		5 958420.4 		746649.9 		5 958464.6 		31.1		62.3

		5/31/25		11:00:01 PM		ST044		Still		269605_ST044_47		788		746693.8 		5 958420.4 		746649.1 		5 958466.1 		31.2		63.9

		5/31/25		11:00:10 PM		ST044		Still		269605_ST044_48		789		746693.8 		5 958420.4 		746648.8 		5 958467.2 		31.1		65.0

		5/31/25		11:00:16 PM		ST044		Still		269605_ST044_49		790		746693.8 		5 958420.4 		746648.6 		5 958468.2 		31.1		65.8

		5/31/25		11:00:36 PM		ST044		Still		269605_ST044_50		791		746693.8 		5 958420.4 		746649.1 		5 958473.0 		31.1		69.0

		5/31/25		11:00:54 PM		ST044		Still		269605_ST044_51		792		746693.8 		5 958420.4 		746648.1 		5 958476.2 		31.1		72.1

		5/31/25		11:00:59 PM		ST044		Still		269605_ST044_52		793		746693.8 		5 958420.4 		746647.9 		5 958477.1 		31.1		72.9

		5/31/25		11:01:32 PM		ST044		Still		269605_ST044_53		794		746693.8 		5 958420.4 		746644.4 		5 958487.4 		31.2		83.2

		5/31/25		11:01:46 PM		ST044		Still		269605_ST044_54		795		746693.8 		5 958420.4 		746641.1 		5 958491.8 		31.3		88.7

		5/31/25		11:01:50 PM		ST044		Video		EOL		796		746693.8 		5 958420.4 		746640.3 		5 958492.7 		31.2		90.0

		5/31/25		11:13:57 PM		ST045		Video		SOL		797		746809.1 		5 958907.1 		746913.2 		5 958926.6 		31.5		106.0

		5/31/25		11:14:10 PM		ST045		Still		269605_ST045_01		798		746809.1 		5 958907.1 		746906.6 		5 958925.3 		31.5		99.2

		5/31/25		11:14:18 PM		ST045		Still		269605_ST045_02		799		746809.1 		5 958907.1 		746904.0 		5 958924.8 		31.5		96.6

		5/31/25		11:14:24 PM		ST045		Still		269605_ST045_03		800		746809.1 		5 958907.1 		746902.0 		5 958924.1 		31.4		94.5

		5/31/25		11:14:33 PM		ST045		Still		269605_ST045_04		801		746809.1 		5 958907.1 		746898.5 		5 958923.2 		31.5		90.9

		5/31/25		11:14:40 PM		ST045		Still		269605_ST045_05		802		746809.1 		5 958907.1 		746896.5 		5 958923.1 		31.2		88.9

		5/31/25		11:14:47 PM		ST045		Still		269605_ST045_06		803		746809.1 		5 958907.1 		746893.5 		5 958922.6 		31.5		85.8

		5/31/25		11:14:52 PM		ST045		Still		269605_ST045_07		804		746809.1 		5 958907.1 		746891.7 		5 958922.1 		31.4		83.9

		5/31/25		11:14:57 PM		ST045		Still		269605_ST045_08		805		746809.1 		5 958907.1 		746889.2 		5 958921.7 		31.4		81.4

		5/31/25		11:15:10 PM		ST045		Still		269605_ST045_09		806		746809.1 		5 958907.1 		746884.2 		5 958921.7 		31.5		76.5

		5/31/25		11:15:58 PM		ST045		Still		269605_ST045_10		807		746809.1 		5 958907.1 		746861.2 		5 958923.8 		31.3		54.8

		5/31/25		11:16:10 PM		ST045		Still		269605_ST045_11		808		746809.1 		5 958907.1 		746853.9 		5 958924.5 		31.2		48.0

		5/31/25		11:16:20 PM		ST045		Still		269605_ST045_12		809		746809.1 		5 958907.1 		746849.3 		5 958924.1 		31.3		43.7

		5/31/25		11:16:24 PM		ST045		Still		269605_ST045_13		810		746809.1 		5 958907.1 		746847.4 		5 958924.2 		31.3		42.0

		5/31/25		11:16:33 PM		ST045		Still		269605_ST045_14		811		746809.1 		5 958907.1 		746843.5 		5 958923.6 		31.4		38.1

		5/31/25		11:16:54 PM		ST045		Still		269605_ST045_15		812		746809.1 		5 958907.1 		746832.3 		5 958919.8 		31.2		26.5

		5/31/25		11:17:04 PM		ST045		Still		269605_ST045_16		813		746809.1 		5 958907.1 		746828.2 		5 958918.3 		31.1		22.1

		5/31/25		11:17:28 PM		ST045		Still		269605_ST045_17		814		746809.1 		5 958907.1 		746815.7 		5 958913.9 		31.4		9.5

		5/31/25		11:18:12 PM		ST045		Still		269605_ST045_18		815		746809.1 		5 958907.1 		746789.8 		5 958903.3 		31.4		19.6

		5/31/25		11:18:43 PM		ST045		Still		269605_ST045_19		816		746809.1 		5 958907.1 		746773.9 		5 958898.1 		31.4		36.4

		5/31/25		11:18:45 PM		ST045		Still		269605_ST045_20		817		746809.1 		5 958907.1 		746773.2 		5 958897.8 		31.3		37.1

		5/31/25		11:18:49 PM		ST045		Still		269605_ST045_21		818		746809.1 		5 958907.1 		746771.8 		5 958897.6 		31.4		38.5

		5/31/25		11:19:04 PM		ST045		Still		269605_ST045_22		819		746809.1 		5 958907.1 		746764.7 		5 958896.4 		31.3		45.6

		5/31/25		11:19:38 PM		ST045		Still		269605_ST045_23		820		746809.1 		5 958907.1 		746749.8 		5 958897.6 		31.3		60.1

		5/31/25		11:19:47 PM		ST045		Still		269605_ST045_24		821		746809.1 		5 958907.1 		746747.4 		5 958898.0 		31.2		62.3

		5/31/25		11:20:33 PM		ST045		Still		269605_ST045_25		822		746809.1 		5 958907.1 		746729.8 		5 958898.4 		31.2		79.7

		5/31/25		11:20:44 PM		ST045		Still		269605_ST045_26		823		746809.1 		5 958907.1 		746726.2 		5 958898.7 		31.3		83.3

		5/31/25		11:21:15 PM		ST045		Still		269605_ST045_27		824		746809.1 		5 958907.1 		746713.7 		5 958898.4 		31.1		95.8

		5/31/25		11:21:51 PM		ST045		Video		EOL		825		746809.1 		5 958907.1 		746702.5 		5 958895.6 		30.9		107.2

		5/31/25		11:32:20 PM		ST046		Video		SOL		826		746924.4 		5 959393.8 		747024.1 		5 959456.4 		31.6		117.7

		5/31/25		11:32:27 PM		ST046		Still		269605_ST046_01		827		746924.4 		5 959393.8 		747020.9 		5 959454.4 		31.4		113.9

		5/31/25		11:32:33 PM		ST046		Still		269605_ST046_02		828		746924.4 		5 959393.8 		747017.5 		5 959453.0 		31.3		110.3

		5/31/25		11:32:48 PM		ST046		Still		269605_ST046_03		829		746924.4 		5 959393.8 		747012.9 		5 959449.6 		31.5		104.6

		5/31/25		11:32:57 PM		ST046		Still		269605_ST046_04		830		746924.4 		5 959393.8 		747010.8 		5 959448.3 		31.5		102.1

		5/31/25		11:33:01 PM		ST046		Still		269605_ST046_05		831		746924.4 		5 959393.8 		747009.7 		5 959447.1 		31.5		100.6

		5/31/25		11:33:08 PM		ST046		Still		269605_ST046_06		832		746924.4 		5 959393.8 		747008.3 		5 959445.5 		31.4		98.6

		5/31/25		11:33:15 PM		ST046		Still		269605_ST046_07		833		746924.4 		5 959393.8 		747006.9 		5 959443.3 		31.5		96.3

		5/31/25		11:33:30 PM		ST046		Still		269605_ST046_08		834		746924.4 		5 959393.8 		747003.9 		5 959436.1 		31.5		90.1

		5/31/25		11:33:35 PM		ST046		Still		269605_ST046_09		835		746924.4 		5 959393.8 		747003.3 		5 959434.6 		31.4		88.9

		5/31/25		11:33:40 PM		ST046		Still		269605_ST046_10		836		746924.4 		5 959393.8 		747002.9 		5 959433.3 		31.4		87.9

		5/31/25		11:33:47 PM		ST046		Still		269605_ST046_11		837		746924.4 		5 959393.8 		747002.2 		5 959431.0 		31.4		86.2

		5/31/25		11:34:33 PM		ST046		Still		269605_ST046_12		838		746924.4 		5 959393.8 		746996.6 		5 959412.4 		31.4		74.5

		5/31/25		11:34:57 PM		ST046		Still		269605_ST046_13		839		746924.4 		5 959393.8 		746989.0 		5 959405.2 		31.3		65.7

		5/31/25		11:35:11 PM		ST046		Still		269605_ST046_14		840		746924.4 		5 959393.8 		746982.2 		5 959402.3 		31.4		58.4

		5/31/25		11:35:20 PM		ST046		Still		269605_ST046_15		841		746924.4 		5 959393.8 		746977.4 		5 959400.7 		31.4		53.5

		5/31/25		11:35:44 PM		ST046		Still		269605_ST046_16		842		746924.4 		5 959393.8 		746964.1 		5 959399.8 		31.4		40.2

		5/31/25		11:35:56 PM		ST046		Still		269605_ST046_17		843		746924.4 		5 959393.8 		746957.9 		5 959401.1 		31.3		34.3

		5/31/25		11:36:00 PM		ST046		Still		269605_ST046_18		844		746924.4 		5 959393.8 		746957.2 		5 959401.3 		31.4		33.7

		5/31/25		11:36:04 PM		ST046		Still		269605_ST046_19		845		746924.4 		5 959393.8 		746954.1 		5 959401.8 		31.4		30.8

		5/31/25		11:36:09 PM		ST046		Still		269605_ST046_20		846		746924.4 		5 959393.8 		746951.7 		5 959402.8 		31.3		28.8

		5/31/25		11:36:20 PM		ST046		Still		269605_ST046_21		847		746924.4 		5 959393.8 		746945.7 		5 959406.2 		31.4		24.6

		5/31/25		11:36:29 PM		ST046		Still		269605_ST046_22		848		746924.4 		5 959393.8 		746942.2 		5 959408.6 		31.2		23.1

		5/31/25		11:36:54 PM		ST046		Still		269605_ST046_23		849		746924.4 		5 959393.8 		746929.1 		5 959417.9 		31.2		24.5

		5/31/25		11:37:14 PM		ST046		Still		269605_ST046_24		850		746924.4 		5 959393.8 		746919.5 		5 959423.5 		31.1		30.0

		5/31/25		11:37:21 PM		ST046		Still		269605_ST046_25		851		746924.4 		5 959393.8 		746915.8 		5 959425.2 		31.3		32.6

		5/31/25		11:37:26 PM		ST046		Still		269605_ST046_26		852		746924.4 		5 959393.8 		746913.6 		5 959426.2 		31.3		34.1

		5/31/25		11:37:33 PM		ST046		Still		269605_ST046_27		853		746924.4 		5 959393.8 		746911.5 		5 959427.0 		31.1		35.6

		5/31/25		11:37:45 PM		ST046		Still		269605_ST046_28		854		746924.4 		5 959393.8 		746905.6 		5 959429.1 		31.2		40.0

		5/31/25		11:37:47 PM		ST046		Still		269605_ST046_29		855		746924.4 		5 959393.8 		746904.5 		5 959429.5 		31.3		40.8

		5/31/25		11:38:34 PM		ST046		Still		269605_ST046_30		856		746924.4 		5 959393.8 		746884.7 		5 959438.6 		31.2		59.9

		5/31/25		11:38:54 PM		ST046		Still		269605_ST046_31		857		746924.4 		5 959393.8 		746876.1 		5 959441.0 		31.1		67.5

		5/31/25		11:39:20 PM		ST046		Still		269605_ST046_32		858		746924.4 		5 959393.8 		746863.5 		5 959440.9 		31.1		77.0

		5/31/25		11:40:05 PM		ST046		Still		269605_ST046_33		859		746924.4 		5 959393.8 		746841.1 		5 959438.1 		31.2		94.3

		5/31/25		11:40:24 PM		ST046		Still		269605_ST046_34		860		746924.4 		5 959393.8 		746832.0 		5 959437.1 		31.0		102.0

		5/31/25		11:40:39 PM		ST046		Still		269605_ST046_35		861		746924.4 		5 959393.8 		746825.5 		5 959437.5 		30.9		108.1

		5/31/25		11:40:40 PM		ST046		Video		EOL		862		746924.4 		5 959393.8 		746824.7 		5 959437.8 		31.0		108.9

		5/31/25		11:49:36 PM		ST047		Video		SOL		863		747039.7 		5 959880.5 		747060.3 		5 960007.2 		31.4		128.4

		5/31/25		11:49:46 PM		ST047		Still		269605_ST047_01		864		747039.7 		5 959880.5 		747064.9 		5 960002.9 		31.5		125.0

		5/31/25		11:49:57 PM		ST047		Still		269605_ST047_02		865		747039.7 		5 959880.5 		747069.2 		5 959999.0 		31.4		122.1

		5/31/25		11:50:02 PM		ST047		Still		269605_ST047_03		866		747039.7 		5 959880.5 		747070.4 		5 959998.1 		31.4		121.5

		5/31/25		11:50:08 PM		ST047		Still		269605_ST047_04		867		747039.7 		5 959880.5 		747072.5 		5 959996.2 		31.3		120.2

		5/31/25		11:50:14 PM		ST047		Still		269605_ST047_05		868		747039.7 		5 959880.5 		747074.4 		5 959994.0 		31.4		118.7

		5/31/25		11:50:20 PM		ST047		Still		269605_ST047_06		869		747039.7 		5 959880.5 		747076.5 		5 959991.8 		31.4		117.2

		5/31/25		11:50:47 PM		ST047		Still		269605_ST047_07		870		747039.7 		5 959880.5 		747086.7 		5 959981.5 		31.5		111.4

		5/31/25		11:51:07 PM		ST047		Still		269605_ST047_08		871		747039.7 		5 959880.5 		747095.3 		5 959972.2 		31.4		107.2

		5/31/25		11:51:12 PM		ST047		Still		269605_ST047_09		872		747039.7 		5 959880.5 		747096.3 		5 959970.9 		31.5		106.6

		5/31/25		11:51:29 PM		ST047		Still		269605_ST047_10		873		747039.7 		5 959880.5 		747101.9 		5 959962.8 		31.4		103.2

		5/31/25		11:51:35 PM		ST047		Still		269605_ST047_11		874		747039.7 		5 959880.5 		747102.9 		5 959960.4 		31.5		101.9

		5/31/25		11:51:56 PM		ST047		Still		269605_ST047_12		875		747039.7 		5 959880.5 		747103.1 		5 959952.8 		31.5		96.2

		5/31/25		11:52:09 PM		ST047		Still		269605_ST047_13		876		747039.7 		5 959880.5 		747101.3 		5 959947.5 		31.6		91.0

		5/31/25		11:52:38 PM		ST047		Still		269605_ST047_14		877		747039.7 		5 959880.5 		747093.8 		5 959936.4 		31.6		77.8

		5/31/25		11:52:45 PM		ST047		Still		269605_ST047_15		878		747039.7 		5 959880.5 		747092.9 		5 959935.3 		31.4		76.4

		5/31/25		11:52:52 PM		ST047		Still		269605_ST047_16		879		747039.7 		5 959880.5 		747090.9 		5 959932.5 		31.5		72.9

		5/31/25		11:53:02 PM		ST047		Still		269605_ST047_17		880		747039.7 		5 959880.5 		747089.1 		5 959929.1 		31.6		69.3

		5/31/25		11:53:09 PM		ST047		Still		269605_ST047_18		881		747039.7 		5 959880.5 		747088.7 		5 959927.5 		31.4		67.9

		5/31/25		11:53:57 PM		ST047		Still		269605_ST047_19		882		747039.7 		5 959880.5 		747080.7 		5 959908.4 		31.6		49.6

		5/31/25		11:54:03 PM		ST047		Still		269605_ST047_20		883		747039.7 		5 959880.5 		747079.6 		5 959907.0 		31.5		47.9

		5/31/25		11:54:33 PM		ST047		Still		269605_ST047_21		884		747039.7 		5 959880.5 		747071.0 		5 959899.8 		31.6		36.8

		5/31/25		11:54:40 PM		ST047		Still		269605_ST047_22		885		747039.7 		5 959880.5 		747068.9 		5 959898.5 		31.6		34.3

		5/31/25		11:54:54 PM		ST047		Still		269605_ST047_23		886		747039.7 		5 959880.5 		747063.0 		5 959896.4 		31.5		28.2

		5/31/25		11:56:08 PM		ST047		Still		269605_ST047_24		887		747039.7 		5 959880.5 		747022.4 		5 959896.6 		31.4		23.6

		5/31/25		11:56:47 PM		ST047		Still		269605_ST047_25		888		747039.7 		5 959880.5 		747000.1 		5 959909.5 		31.3		49.1

		5/31/25		11:57:22 PM		ST047		Still		269605_ST047_26		889		747039.7 		5 959880.5 		746982.1 		5 959913.8 		31.4		66.5

		5/31/25		11:58:41 PM		ST047		Still		269605_ST047_27		890		747039.7 		5 959880.5 		746957.6 		5 959882.2 		31.3		82.1

		5/31/25		11:58:46 PM		ST047		Still		269605_ST047_28		891		747039.7 		5 959880.5 		746956.6 		5 959880.8 		31.3		83.1

		5/31/25		11:59:24 PM		ST047		Still		269605_ST047_29		892		747039.7 		5 959880.5 		746946.6 		5 959869.8 		31.3		93.7

		5/31/25		11:59:32 PM		ST047		Still		269605_ST047_30		893		747039.7 		5 959880.5 		746943.1 		5 959867.3 		31.3		97.5

		5/31/25		11:59:38 PM		ST047		Video		EOL		894		747039.7 		5 959880.5 		746941.8 		5 959866.6 		31.2		98.9

		6/1/25		1:00:20 AM		ST047		HG		PC/PSD		895		747039.7 		5 959880.5 		747054.0 		5 959898.5 		22.0		23.0

		6/1/25		1:05:31 AM		ST047		HG		FC		896		747039.7 		5 959880.5 		747050.8 		5 959896.9 		30.6		19.8

		6/1/25		1:09:32 AM		ST047		HG		FA		897		747039.7 		5 959880.5 		747051.6 		5 959899.0 		30.6		22.0

		6/1/25		1:13:29 AM		ST047		HG		FB		898		747039.7 		5 959880.5 		747050.1 		5 959898.2 		30.5		20.5

		6/1/25		2:13:09 AM		ST045		HG		NS1		899		746809.1 		5 958907.1 		746803.9 		5 958925.3 		29.3		18.9

		6/1/25		2:17:03 AM		ST045		HG		PSD		900		746809.1 		5 958907.1 		746810.0 		5 958918.5 		29.3		11.4

		6/1/25		2:52:22 AM		ST051		Video		SOL		901		747469.9 		5 961831.5 		747443.2 		5 961947.8 		29.6		119.4

		6/1/25		2:52:23 AM		ST051		Still		269605_ST051_01		902		747469.9 		5 961831.5 		747443.2 		5 961947.8 		29.6		119.4

		6/1/25		2:52:43 AM		ST051		Still		269605_ST051_02		903		747469.9 		5 961831.5 		747443.8 		5 961939.1 		29.4		110.8

		6/1/25		2:52:57 AM		ST051		Still		269605_ST051_03		904		747469.9 		5 961831.5 		747444.7 		5 961934.1 		29.4		105.6

		6/1/25		2:53:01 AM		ST051		Still		269605_ST051_04		905		747469.9 		5 961831.5 		747445.0 		5 961931.9 		29.3		103.4

		6/1/25		2:53:04 AM		ST051		Still		269605_ST051_05		906		747469.9 		5 961831.5 		747445.2 		5 961931.3 		29.1		102.9

		6/1/25		2:53:24 AM		ST051		Still		269605_ST051_06		907		747469.9 		5 961831.5 		747445.9 		5 961922.0 		29.6		93.6

		6/1/25		2:53:27 AM		ST051		Still		269605_ST051_07		908		747469.9 		5 961831.5 		747446.0 		5 961921.5 		29.5		93.2

		6/1/25		2:53:53 AM		ST051		Still		269605_ST051_08		909		747469.9 		5 961831.5 		747447.2 		5 961911.1 		29.7		82.8

		6/1/25		2:54:10 AM		ST051		Still		269605_ST051_09		910		747469.9 		5 961831.5 		747447.9 		5 961904.2 		29.8		76.0

		6/1/25		2:54:29 AM		ST051		Still		269605_ST051_10		911		747469.9 		5 961831.5 		747449.6 		5 961897.2 		29.7		68.8

		6/1/25		2:55:04 AM		ST051		Still		269605_ST051_11		912		747469.9 		5 961831.5 		747451.8 		5 961885.9 		29.4		57.4

		6/1/25		2:55:17 AM		ST051		Still		269605_ST051_12		913		747469.9 		5 961831.5 		747452.2 		5 961879.8 		29.6		51.5

		6/1/25		2:55:43 AM		ST051		Still		269605_ST051_13		914		747469.9 		5 961831.5 		747453.7 		5 961869.8 		29.2		41.6

		6/1/25		2:56:00 AM		ST051		Still		269605_ST051_14		915		747469.9 		5 961831.5 		747455.4 		5 961860.8 		31.2		32.7

		6/1/25		2:56:07 AM		ST051		Still		269605_ST051_15		916		747469.9 		5 961831.5 		747455.9 		5 961858.2 		29.3		30.2

		6/1/25		2:57:02 AM		ST051		Still		269605_ST051_16		917		747469.9 		5 961831.5 		747463.5 		5 961832.5 		29.2		6.5

		6/1/25		2:57:19 AM		ST051		Still		269605_ST051_17		918		747469.9 		5 961831.5 		747465.9 		5 961823.8 		29.2		8.7

		6/1/25		2:57:23 AM		ST051		Still		269605_ST051_18		919		747469.9 		5 961831.5 		747466.2 		5 961822.2 		29.1		10.0

		6/1/25		2:57:35 AM		ST051		Still		269605_ST051_19		920		747469.9 		5 961831.5 		747467.0 		5 961817.7 		30.7		14.1

		6/1/25		2:57:56 AM		ST051		Still		269605_ST051_20		921		747469.9 		5 961831.5 		747469.8 		5 961809.1 		29.3		22.4

		6/1/25		2:58:01 AM		ST051		Still		269605_ST051_21		922		747469.9 		5 961831.5 		747470.2 		5 961807.2 		29.2		24.2

		6/1/25		2:58:08 AM		ST051		Still		269605_ST051_22		923		747469.9 		5 961831.5 		747470.9 		5 961804.7 		29.3		26.8

		6/1/25		2:58:30 AM		ST051		Still		269605_ST051_23		924		747469.9 		5 961831.5 		747472.4 		5 961797.3 		29.1		34.3

		6/1/25		2:59:20 AM		ST051		Still		269605_ST051_24		925		747469.9 		5 961831.5 		747478.1 		5 961775.7 		29.2		56.4

		6/1/25		2:59:38 AM		ST051		Still		269605_ST051_25		926		747469.9 		5 961831.5 		747480.6 		5 961768.2 		28.9		64.2

		6/1/25		2:59:44 AM		ST051		Still		269605_ST051_26		927		747469.9 		5 961831.5 		747481.4 		5 961765.7 		29.2		66.8

		6/1/25		3:00:03 AM		ST051		Still		269605_ST051_27		928		747469.9 		5 961831.5 		747483.8 		5 961757.6 		29.5		75.2

		6/1/25		3:00:20 AM		ST051		Other 1		No Photo		929		747469.9 		5 961831.5 		747486.3 		5 961749.7 		29.4		83.4

		6/1/25		3:00:33 AM		ST051		Video		EOL		930		747469.9 		5 961831.5 		747488.4 		5 961743.4 		29.3		90.0

		6/1/25		3:05:52 AM		ST050		Video		SOL		931		747385.5 		5 961340.6 		747367.5 		5 961494.8 		29.5		155.2

		6/1/25		3:06:04 AM		ST050		Still		269605_ST050_01		932		747385.5 		5 961340.6 		747367.5 		5 961488.6 		29.5		149.1

		6/1/25		3:06:26 AM		ST050		Still		269605_ST050_02		933		747385.5 		5 961340.6 		747366.7 		5 961478.0 		29.7		138.6

		6/1/25		3:06:48 AM		ST050		Still		269605_ST050_03		934		747385.5 		5 961340.6 		747366.5 		5 961468.5 		29.7		129.3

		6/1/25		3:07:06 AM		ST050		Still		269605_ST050_04		935		747385.5 		5 961340.6 		747366.2 		5 961460.1 		29.6		121.1

		6/1/25		3:07:10 AM		ST050		Still		269605_ST050_05		936		747385.5 		5 961340.6 		747366.1 		5 961457.9 		29.8		118.8

		6/1/25		3:07:12 AM		ST050		Still		269605_ST050_06		937		747385.5 		5 961340.6 		747366.0 		5 961457.3 		29.7		118.2

		6/1/25		3:07:36 AM		ST050		Still		269605_ST050_07		938		747385.5 		5 961340.6 		747366.0 		5 961446.7 		29.8		107.8

		6/1/25		3:07:51 AM		ST050		Still		269605_ST050_08		939		747385.5 		5 961340.6 		747366.2 		5 961440.4 		29.7		101.7

		6/1/25		3:07:57 AM		ST050		Still		269605_ST050_09		940		747385.5 		5 961340.6 		747366.5 		5 961438.5 		29.9		99.7

		6/1/25		3:08:07 AM		ST050		Still		269605_ST050_10		941		747385.5 		5 961340.6 		747367.1 		5 961434.8 		29.8		96.0

		6/1/25		3:08:40 AM		ST050		Still		269605_ST050_11		942		747385.5 		5 961340.6 		747368.1 		5 961421.6 		29.7		82.8

		6/1/25		3:09:05 AM		ST050		Still		269605_ST050_12		943		747385.5 		5 961340.6 		747368.6 		5 961413.2 		29.6		74.5

		6/1/25		3:09:11 AM		ST050		Still		269605_ST050_13		944		747385.5 		5 961340.6 		747368.4 		5 961412.3 		29.7		73.7

		6/1/25		3:09:31 AM		ST050		Still		269605_ST050_14		945		747385.5 		5 961340.6 		747368.6 		5 961404.9 		29.8		66.4

		6/1/25		3:10:23 AM		ST050		Still		269605_ST050_15		946		747385.5 		5 961340.6 		747370.7 		5 961382.0 		29.7		43.9

		6/1/25		3:10:42 AM		ST050		Still		269605_ST050_16		947		747385.5 		5 961340.6 		747371.9 		5 961374.0 		29.9		36.0

		6/1/25		3:11:06 AM		ST050		Still		269605_ST050_17		948		747385.5 		5 961340.6 		747374.0 		5 961363.4 		29.8		25.6

		6/1/25		3:11:19 AM		ST050		Still		269605_ST050_18		949		747385.5 		5 961340.6 		747375.5 		5 961358.7 		30.0		20.7

		6/1/25		3:11:34 AM		ST050		Still		269605_ST050_19		950		747385.5 		5 961340.6 		747377.3 		5 961352.0 		29.8		14.0

		6/1/25		3:12:01 AM		ST050		Still		269605_ST050_20		951		747385.5 		5 961340.6 		747379.8 		5 961341.0 		29.6		5.7

		6/1/25		3:12:27 AM		ST050		Still		269605_ST050_21		952		747385.5 		5 961340.6 		747381.7 		5 961329.9 		29.7		11.4

		6/1/25		3:12:43 AM		ST050		Still		269605_ST050_22		953		747385.5 		5 961340.6 		747383.4 		5 961323.9 		29.9		16.9

		6/1/25		3:13:18 AM		ST050		Still		269605_ST050_23		954		747385.5 		5 961340.6 		747386.6 		5 961308.7 		30.0		32.0

		6/1/25		3:13:46 AM		ST050		Still		269605_ST050_24		955		747385.5 		5 961340.6 		747388.7 		5 961297.7 		29.8		43.0

		6/1/25		3:13:57 AM		ST050		Still		269605_ST050_25		956		747385.5 		5 961340.6 		747389.1 		5 961293.6 		29.8		47.2

		6/1/25		3:14:01 AM		ST050		Still		269605_ST050_26		957		747385.5 		5 961340.6 		747389.3 		5 961292.0 		29.8		48.8

		6/1/25		3:15:25 AM		ST050		Video		EOL		958		747385.5 		5 961340.6 		747394.9 		5 961260.7 		29.9		80.5

		6/1/25		3:21:35 AM		ST049		Video		SOL		959		747270.2 		5 960853.9 		747240.1 		5 960962.0 		30.2		112.2

		6/1/25		3:22:04 AM		ST049		Still		269605_ST049_01		960		747270.2 		5 960853.9 		747243.1 		5 960947.4 		30.7		97.3

		6/1/25		3:22:40 AM		ST049		Still		269605_ST049_02		961		747270.2 		5 960853.9 		747250.4 		5 960930.7 		30.5		79.3

		6/1/25		3:22:51 AM		ST049		Still		269605_ST049_03		962		747270.2 		5 960853.9 		747252.9 		5 960925.5 		30.2		73.6

		6/1/25		3:22:56 AM		ST049		Still		269605_ST049_04		963		747270.2 		5 960853.9 		747253.6 		5 960922.8 		30.4		70.8

		6/1/25		3:23:02 AM		ST049		Still		269605_ST049_05		964		747270.2 		5 960853.9 		747254.4 		5 960920.7 		30.3		68.7

		6/1/25		3:23:10 AM		ST049		Still		269605_ST049_06		965		747270.2 		5 960853.9 		747255.4 		5 960918.4 		30.2		66.2

		6/1/25		3:23:25 AM		ST049		Still		269605_ST049_07		966		747270.2 		5 960853.9 		747257.7 		5 960910.9 		30.5		58.3

		6/1/25		3:23:46 AM		ST049		Still		269605_ST049_08		967		747270.2 		5 960853.9 		747258.4 		5 960901.3 		30.5		48.8

		6/1/25		3:23:49 AM		ST049		Still		269605_ST049_09		968		747270.2 		5 960853.9 		747258.3 		5 960900.3 		30.5		47.8

		6/1/25		3:23:59 AM		ST049		Still		269605_ST049_10		969		747270.2 		5 960853.9 		747258.0 		5 960896.8 		30.5		44.6

		6/1/25		3:25:04 AM		ST049		Still		269605_ST049_11		970		747270.2 		5 960853.9 		747264.8 		5 960865.1 		30.2		12.4

		6/1/25		3:25:07 AM		ST049		Still		269605_ST049_12		971		747270.2 		5 960853.9 		747265.2 		5 960864.2 		30.2		11.4

		6/1/25		3:25:39 AM		ST049		Still		269605_ST049_13		972		747270.2 		5 960853.9 		747268.9 		5 960851.8 		30.5		2.5

		6/1/25		3:25:48 AM		ST049		Still		269605_ST049_14		973		747270.2 		5 960853.9 		747270.5 		5 960848.6 		30.1		5.3

		6/1/25		3:26:07 AM		ST049		Still		269605_ST049_15		974		747270.2 		5 960853.9 		747273.8 		5 960840.3 		30.6		14.1

		6/1/25		3:26:13 AM		ST049		Still		269605_ST049_16		975		747270.2 		5 960853.9 		747274.8 		5 960837.7 		30.1		16.9

		6/1/25		3:26:35 AM		ST049		Still		269605_ST049_17		976		747270.2 		5 960853.9 		747277.5 		5 960827.5 		30.4		27.4

		6/1/25		3:26:43 AM		ST049		Still		269605_ST049_18		977		747270.2 		5 960853.9 		747278.3 		5 960825.1 		30.1		30.0

		6/1/25		3:27:09 AM		ST049		Still		269605_ST049_19		978		747270.2 		5 960853.9 		747283.0 		5 960815.1 		30.3		40.8

		6/1/25		3:27:19 AM		ST049		Still		269605_ST049_20		979		747270.2 		5 960853.9 		747284.1 		5 960812.7 		30.1		43.5

		6/1/25		3:27:47 AM		ST049		Still		269605_ST049_21		980		747270.2 		5 960853.9 		747288.6 		5 960801.1 		30.0		55.9

		6/1/25		3:28:03 AM		ST049		Still		269605_ST049_22		981		747270.2 		5 960853.9 		747291.1 		5 960792.2 		30.1		65.1

		6/1/25		3:28:12 AM		ST049		Still		269605_ST049_23		982		747270.2 		5 960853.9 		747292.0 		5 960788.2 		30.0		69.3

		6/1/25		3:28:17 AM		ST049		Still		269605_ST049_24		983		747270.2 		5 960853.9 		747292.4 		5 960786.8 		30.2		70.7

		6/1/25		3:29:02 AM		ST049		Still		269605_ST049_25		984		747270.2 		5 960853.9 		747297.2 		5 960769.6 		30.4		88.6

		6/1/25		3:29:25 AM		ST049		Still		269605_ST049_26		985		747270.2 		5 960853.9 		747299.2 		5 960762.1 		30.0		96.3

		6/1/25		3:29:33 AM		ST049		Video		EOL		986		747270.2 		5 960853.9 		747300.2 		5 960758.2 		30.3		100.3

		6/1/25		3:34:21 AM		ST048		Video		SOL		987		747155.0 		5 960367.2 		747128.1 		5 960499.0 		30.2		134.4

		6/1/25		3:34:41 AM		ST048		Still		269605_ST048_01		988		747155.0 		5 960367.2 		747130.7 		5 960490.3 		30.1		125.4

		6/1/25		3:34:45 AM		ST048		Still		269605_ST048_02		989		747155.0 		5 960367.2 		747131.0 		5 960489.0 		30.1		124.1

		6/1/25		3:34:53 AM		ST048		Still		269605_ST048_03		990		747155.0 		5 960367.2 		747131.4 		5 960486.7 		30.2		121.8

		6/1/25		3:35:02 AM		ST048		Still		269605_ST048_04		991		747155.0 		5 960367.2 		747132.4 		5 960482.1 		30.3		117.1

		6/1/25		3:35:26 AM		ST048		Still		269605_ST048_05		992		747155.0 		5 960367.2 		747135.3 		5 960471.2 		30.3		105.9

		6/1/25		3:35:40 AM		ST048		Still		269605_ST048_06		993		747155.0 		5 960367.2 		747137.7 		5 960463.9 		30.3		98.2

		6/1/25		3:36:02 AM		ST048		Still		269605_ST048_07		994		747155.0 		5 960367.2 		747142.2 		5 960454.7 		30.2		88.4

		6/1/25		3:36:13 AM		ST048		Still		269605_ST048_08		995		747155.0 		5 960367.2 		747145.0 		5 960448.9 		30.3		82.2

		6/1/25		3:36:33 AM		ST048		Still		269605_ST048_09		996		747155.0 		5 960367.2 		747147.7 		5 960441.0 		30.2		74.1

		6/1/25		3:36:37 AM		ST048		Still		269605_ST048_10		997		747155.0 		5 960367.2 		747148.5 		5 960438.5 		30.1		71.6

		6/1/25		3:36:43 AM		ST048		Still		269605_ST048_11		998		747155.0 		5 960367.2 		747148.7 		5 960437.0 		30.3		70.1

		6/1/25		3:37:01 AM		ST048		Still		269605_ST048_12		999		747155.0 		5 960367.2 		747150.7 		5 960429.4 		30.3		62.3

		6/1/25		3:37:04 AM		ST048		Still		269605_ST048_13		1000		747155.0 		5 960367.2 		747151.3 		5 960427.9 		30.1		60.8

		6/1/25		3:37:11 AM		ST048		Still		269605_ST048_14		1001		747155.0 		5 960367.2 		747151.9 		5 960424.7 		30.2		57.6

		6/1/25		3:37:19 AM		ST048		Still		269605_ST048_15		1002		747155.0 		5 960367.2 		747152.1 		5 960422.2 		30.1		55.0

		6/1/25		3:37:25 AM		ST048		Still		269605_ST048_16		1003		747155.0 		5 960367.2 		747152.3 		5 960420.7 		30.2		53.5

		6/1/25		3:37:34 AM		ST048		Still		269605_ST048_17		1004		747155.0 		5 960367.2 		747152.8 		5 960418.5 		30.4		51.3

		6/1/25		3:37:48 AM		ST048		Still		269605_ST048_18		1005		747155.0 		5 960367.2 		747153.3 		5 960415.2 		30.4		48.0

		6/1/25		3:38:21 AM		ST048		Still		269605_ST048_19		1006		747155.0 		5 960367.2 		747156.2 		5 960404.1 		30.3		36.8

		6/1/25		3:38:36 AM		ST048		Still		269605_ST048_20		1007		747155.0 		5 960367.2 		747158.1 		5 960398.7 		30.3		31.7

		6/1/25		3:38:41 AM		ST048		Still		269605_ST048_21		1008		747155.0 		5 960367.2 		747158.6 		5 960396.9 		30.3		29.9

		6/1/25		3:39:02 AM		ST048		Still		269605_ST048_22		1009		747155.0 		5 960367.2 		747160.8 		5 960388.8 		30.1		22.4

		6/1/25		3:39:08 AM		ST048		Still		269605_ST048_23		1010		747155.0 		5 960367.2 		747161.4 		5 960385.9 		30.0		19.8

		6/1/25		3:39:22 AM		ST048		Still		269605_ST048_24		1011		747155.0 		5 960367.2 		747162.5 		5 960380.1 		30.2		15.0

		6/1/25		3:39:34 AM		ST048		Still		269605_ST048_25		No fix		747155.0 		5 960367.2 		747163.7 		5 960376.4 		30.2		12.7		Data taken from video

		6/1/25		3:39:40 AM		ST048		Still		269605_ST048_26		1012		747155.0 		5 960367.2 		747164.2 		5 960373.7 		30.1		11.3

		6/1/25		3:40:11 AM		ST048		Still		269605_ST048_27		1013		747155.0 		5 960367.2 		747167.3 		5 960362.8 		30.2		13.1

		6/1/25		3:40:38 AM		ST048		Still		269605_ST048_28		1014		747155.0 		5 960367.2 		747170.5 		5 960353.8 		30.3		20.5

		6/1/25		3:40:47 AM		ST048		Still		269605_ST048_29		1015		747155.0 		5 960367.2 		747171.6 		5 960350.8 		30.2		23.4

		6/1/25		3:40:58 AM		ST048		Still		269605_ST048_30		1016		747155.0 		5 960367.2 		747173.2 		5 960347.4 		30.3		26.9

		6/1/25		3:41:15 AM		ST048		Still		269605_ST048_31		1017		747155.0 		5 960367.2 		747176.4 		5 960340.5 		30.4		34.3

		6/1/25		3:41:18 AM		ST048		Still		269605_ST048_32		1018		747155.0 		5 960367.2 		747176.6 		5 960340.0 		30.4		34.8

		6/1/25		3:41:26 AM		ST048		Still		269605_ST048_33		1019		747155.0 		5 960367.2 		747177.7 		5 960337.0 		30.5		37.8

		6/1/25		3:41:33 AM		ST048		Still		269605_ST048_34		1020		747155.0 		5 960367.2 		747178.6 		5 960335.3 		30.1		39.7

		6/1/25		3:41:49 AM		ST048		Still		269605_ST048_35		1021		747155.0 		5 960367.2 		747180.7 		5 960330.3 		30.2		45.0

		6/1/25		3:42:19 AM		ST048		Still		269605_ST048_36		1022		747155.0 		5 960367.2 		747184.4 		5 960318.9 		30.3		56.6

		6/1/25		3:42:25 AM		ST048		Still		269605_ST048_37		1023		747155.0 		5 960367.2 		747185.1 		5 960316.5 		30.3		59.0

		6/1/25		3:42:50 AM		ST048		Still		269605_ST048_38		1024		747155.0 		5 960367.2 		747188.9 		5 960307.2 		30.5		69.0

		6/1/25		3:42:55 AM		ST048		Still		269605_ST048_39		1025		747155.0 		5 960367.2 		747189.5 		5 960305.9 		30.1		70.4

		6/1/25		3:44:01 AM		ST048		Video		EOL		1026		747155.0 		5 960367.2 		747197.2 		5 960282.6 		30.4		94.6

		6/1/25		4:00:07 AM		ST049		HG		PSD		1027		747270.2 		5 960853.9 		747282.4 		5 960872.7 		30.9		22.4

		6/1/25		5:38:51 AM		ST051		HG		PC		1028		747469.9 		5 961831.5 		747472.1 		5 961824.2 		31.3		7.6

		6/1/25		5:44:26 AM		ST051		HG		NS1		1030		747469.9 		5 961831.5 		747479.9 		5 961819.3 		31.2		15.8		Too small

		6/1/25		5:48:51 AM		ST051		HG		NS2		1031		747469.9 		5 961831.5 		747476.6 		5 961810.5 		31.0		22.0

		6/1/25		5:52:22 AM		ST051		HG		NS3		1032		747469.9 		5 961831.5 		747471.4 		5 961824.9 		31.6		6.7		Too small

		6/1/25		5:58:01 AM		ST051		HG		FA		1033		747469.9 		5 961831.5 		747482.3 		5 961822.8 		33.0		15.1

		6/1/25		6:01:28 AM		ST051		HG		NS4		1034		747469.9 		5 961831.5 		747478.5 		5 961815.2 		31.6		18.4

		6/1/25		6:51:36 AM		ST052		Video		SOL		1035		747442.2 		5 962326.9 		747471.2 		5 962221.6 		31.7		109.3

		6/1/25		6:51:47 AM		ST052		Still		269605_ST052_01		1036		747442.2 		5 962326.9 		747471.8 		5 962226.0 		31.3		105.3

		6/1/25		6:51:55 AM		ST052		Still		269605_ST052_02		1037		747442.2 		5 962326.9 		747472.0 		5 962228.3 		31.6		103.1

		6/1/25		6:52:14 AM		ST052		Still		269605_ST052_03		1038		747442.2 		5 962326.9 		747472.1 		5 962236.1 		31.7		95.7

		6/1/25		6:52:19 AM		ST052		Still		269605_ST052_04		1039		747442.2 		5 962326.9 		747472.1 		5 962237.5 		31.6		94.3

		6/1/25		6:52:26 AM		ST052		Still		269605_ST052_05		1040		747442.2 		5 962326.9 		747472.5 		5 962239.1 		31.1		92.9

		6/1/25		6:52:32 AM		ST052		Still		269605_ST052_06		1041		747442.2 		5 962326.9 		747472.2 		5 962242.6 		32.0		89.5

		6/1/25		6:53:04 AM		ST052		Still		269605_ST052_07		1042		747442.2 		5 962326.9 		747470.5 		5 962253.1 		31.8		79.1

		6/1/25		6:53:08 AM		ST052		Still		269605_ST052_08		1043		747442.2 		5 962326.9 		747469.8 		5 962254.0 		31.6		78.0

		6/1/25		6:53:23 AM		ST052		Still		269605_ST052_09		1044		747442.2 		5 962326.9 		747467.7 		5 962258.5 		31.4		73.0

		6/1/25		6:53:44 AM		ST052		Still		269605_ST052_10		1045		747442.2 		5 962326.9 		747465.7 		5 962264.9 		31.5		66.4

		6/1/25		6:54:22 AM		ST052		Still		269605_ST052_11		1046		747442.2 		5 962326.9 		747462.6 		5 962277.8 		31.2		53.2

		6/1/25		6:54:51 AM		ST052		Still		269605_ST052_12		1047		747442.2 		5 962326.9 		747461.4 		5 962287.4 		31.6		44.0

		6/1/25		6:55:40 AM		ST052		Still		269605_ST052_13		1048		747442.2 		5 962326.9 		747457.9 		5 962302.9 		31.7		28.8

		6/1/25		6:56:04 AM		ST052		Still		269605_ST052_14		1049		747442.2 		5 962326.9 		747456.1 		5 962307.8 		31.9		23.7

		6/1/25		6:56:35 AM		ST052		Still		269605_ST052_15		1050		747442.2 		5 962326.9 		747449.3 		5 962317.3 		31.7		12.0

		6/1/25		6:57:05 AM		ST052		Still		269605_ST052_16		1051		747442.2 		5 962326.9 		747446.8 		5 962327.4 		31.7		4.7

		6/1/25		6:57:20 AM		ST052		Still		269605_ST052_17		1052		747442.2 		5 962326.9 		747444.3 		5 962333.0 		31.6		6.4

		6/1/25		6:57:40 AM		ST052		Still		269605_ST052_18		1053		747442.2 		5 962326.9 		747443.6 		5 962338.2 		31.7		11.4

		6/1/25		6:57:46 AM		ST052		Still		269605_ST052_19		1054		747442.2 		5 962326.9 		747443.0 		5 962339.9 		31.8		12.9

		6/1/25		6:58:20 AM		ST052		Still		269605_ST052_20		1055		747442.2 		5 962326.9 		747440.9 		5 962349.5 		31.6		22.6

		6/1/25		6:58:48 AM		ST052		Still		269605_ST052_21		1056		747442.2 		5 962326.9 		747439.5 		5 962357.8 		31.8		30.9

		6/1/25		6:59:41 AM		ST052		Still		269605_ST052_22		1057		747442.2 		5 962326.9 		747442.5 		5 962376.2 		31.9		49.3

		6/1/25		7:00:30 AM		ST052		Still		269605_ST052_23		1058		747442.2 		5 962326.9 		747443.2 		5 962390.8 		31.6		63.8

		6/1/25		7:00:37 AM		ST052		Still		269605_ST052_24		1059		747442.2 		5 962326.9 		747443.4 		5 962393.0 		31.6		66.0

		6/1/25		7:01:00 AM		ST052		Still		269605_ST052_25		1060		747442.2 		5 962326.9 		747445.3 		5 962399.9 		31.6		73.0

		6/1/25		7:01:41 AM		ST052		Still		269605_ST052_26		1061		747442.2 		5 962326.9 		747448.0 		5 962410.6 		31.7		83.8

		6/1/25		7:01:52 AM		ST052		Still		269605_ST052_27		1062		747442.2 		5 962326.9 		747448.0 		5 962414.0 		31.7		87.3

		6/1/25		7:02:11 AM		ST052		Still		269605_ST052_28		1063		747442.2 		5 962326.9 		747447.9 		5 962417.1 		31.8		90.3

		6/1/25		7:02:23 AM		ST052		Still		269605_ST052_29		1064		747442.2 		5 962326.9 		747448.2 		5 962419.3 		31.5		92.6

		6/1/25		7:02:54 AM		ST052		Still		269605_ST052_30		1065		747442.2 		5 962326.9 		747448.9 		5 962424.1 		31.6		97.4

		6/1/25		7:03:13 AM		ST052		Video		EOL		1066		747442.2 		5 962326.9 		747450.9 		5 962427.5 		31.4		100.9

		6/1/25		7:15:51 AM		ST053		Video		SOL		1067		746698.8 		5 962758.3 		746740.2 		5 962656.0 		33.1		110.4

		6/1/25		7:16:14 AM		ST053		Still		269605_ST053_01		1068		746698.8 		5 962758.3 		746738.9 		5 962659.8 		33.5		106.4

		6/1/25		7:16:25 AM		ST053		Still		269605_ST053_02		1069		746698.8 		5 962758.3 		746739.0 		5 962662.8 		33.3		103.7

		6/1/25		7:16:45 AM		ST053		Still		269605_ST053_03		1070		746698.8 		5 962758.3 		746738.7 		5 962666.7 		33.5		100.0

		6/1/25		7:16:57 AM		ST053		Still		269605_ST053_04		1071		746698.8 		5 962758.3 		746738.8 		5 962669.4 		33.4		97.5

		6/1/25		7:17:19 AM		ST053		Still		269605_ST053_05		1072		746698.8 		5 962758.3 		746737.9 		5 962671.5 		33.6		95.2

		6/1/25		7:17:29 AM		ST053		Still		269605_ST053_06		1073		746698.8 		5 962758.3 		746737.5 		5 962674.7 		33.5		92.2

		6/1/25		7:17:58 AM		ST053		Still		269605_ST053_07		1074		746698.8 		5 962758.3 		746735.6 		5 962680.9 		33.3		85.8

		6/1/25		7:18:18 AM		ST053		Still		269605_ST053_08		1075		746698.8 		5 962758.3 		746733.8 		5 962684.6 		33.2		81.6

		6/1/25		7:19:07 AM		ST053		Still		269605_ST053_09		1076		746698.8 		5 962758.3 		746731.2 		5 962695.2 		33.4		71.0

		6/1/25		7:19:13 AM		ST053		Still		269605_ST053_10		1077		746698.8 		5 962758.3 		746731.3 		5 962696.9 		33.6		69.5

		6/1/25		7:19:47 AM		ST053		Still		269605_ST053_11		1078		746698.8 		5 962758.3 		746731.2 		5 962702.2 		33.3		64.9

		6/1/25		7:20:06 AM		ST053		Still		269605_ST053_12		1079		746698.8 		5 962758.3 		746731.0 		5 962706.6 		33.1		61.0

		6/1/25		7:20:29 AM		ST053		Still		269605_ST053_13		1080		746698.8 		5 962758.3 		746729.2 		5 962711.8 		33.4		55.6

		6/1/25		7:20:39 AM		ST053		Still		269605_ST053_14		1081		746698.8 		5 962758.3 		746727.8 		5 962714.1 		33.5		52.9

		6/1/25		7:21:09 AM		ST053		Still		269605_ST053_15		1082		746698.8 		5 962758.3 		746722.4 		5 962719.8 		33.6		45.2

		6/1/25		7:21:13 AM		ST053		Still		269605_ST053_16		1083		746698.8 		5 962758.3 		746720.8 		5 962721.2 		33.8		43.2

		6/1/25		7:21:38 AM		ST053		Still		269605_ST053_17		1084		746698.8 		5 962758.3 		746716.3 		5 962725.9 		33.5		36.8

		6/1/25		7:22:08 AM		ST053		Still		269605_ST053_18		1085		746698.8 		5 962758.3 		746712.6 		5 962733.0 		33.7		28.9

		6/1/25		7:22:48 AM		ST053		Still		269605_ST053_19		1086		746698.8 		5 962758.3 		746708.6 		5 962741.6 		33.2		19.4

		6/1/25		7:22:59 AM		ST053		Still		269605_ST053_20		1087		746698.8 		5 962758.3 		746708.1 		5 962744.6 		33.8		16.5

		6/1/25		7:24:17 AM		ST053		Still		269605_ST053_21		1088		746698.8 		5 962758.3 		746703.9 		5 962763.1 		32.9		6.9

		6/1/25		7:24:42 AM		ST053		Still		269605_ST053_22		1089		746698.8 		5 962758.3 		746703.2 		5 962768.5 		33.6		11.1

		6/1/25		7:25:03 AM		ST053		Still		269605_ST053_23		1090		746698.8 		5 962758.3 		746703.5 		5 962775.6 		33.1		17.9

		6/1/25		7:25:40 AM		ST053		Still		269605_ST053_24		1091		746698.8 		5 962758.3 		746703.4 		5 962788.5 		33.6		30.5

		6/1/25		7:25:49 AM		ST053		Still		269605_ST053_25		1092		746698.8 		5 962758.3 		746702.8 		5 962790.2 		33.7		32.1

		6/1/25		7:26:17 AM		ST053		Still		269605_ST053_26		1093		746698.8 		5 962758.3 		746701.1 		5 962793.2 		33.7		35.0

		6/1/25		7:27:44 AM		ST053		Still		269605_ST053_27		1094		746698.8 		5 962758.3 		746708.4 		5 962807.4 		33.5		50.0

		6/1/25		7:27:47 AM		ST053		Still		269605_ST053_28		1095		746698.8 		5 962758.3 		746708.9 		5 962807.4 		33.4		50.1

		6/1/25		7:28:11 AM		ST053		Still		269605_ST053_29		1096		746698.8 		5 962758.3 		746713.9 		5 962813.9 		33.5		57.6

		6/1/25		7:28:25 AM		ST053		Still		269605_ST053_30		1097		746698.8 		5 962758.3 		746715.3 		5 962817.2 		33.5		61.1

		6/1/25		7:28:34 AM		ST053		Still		269605_ST053_31		1098		746698.8 		5 962758.3 		746716.2 		5 962819.4 		33.6		63.5

		6/1/25		7:29:31 AM		ST053		Still		269605_ST053_32		1099		746698.8 		5 962758.3 		746719.9 		5 962831.0 		33.6		75.6

		6/1/25		7:29:42 AM		ST053		Still		269605_ST053_33		1100		746698.8 		5 962758.3 		746719.4 		5 962833.1 		33.9		77.5

		6/1/25		7:30:29 AM		ST053		Still		269605_ST053_34		1101		746698.8 		5 962758.3 		746713.3 		5 962841.4 		33.1		84.3

		6/1/25		7:31:06 AM		ST053		Still		269605_ST053_35		1102		746698.8 		5 962758.3 		746722.5 		5 962853.5 		33.4		98.1

		6/1/25		7:31:18 AM		ST053		Video		EOL		1103		746698.8 		5 962758.3 		746726.3 		5 962856.8 		33.2		102.2

		6/1/25		7:38:50 AM		ST054		Video		SOL		1104		746744.5 		5 963285.2 		746789.9 		5 963186.7 		33.0		108.5

		6/1/25		7:39:13 AM		ST054		Still		269605_ST054_01		1105		746744.5 		5 963285.2 		746788.1 		5 963190.7 		33.0		104.1

		6/1/25		7:39:23 AM		ST054		Still		269605_ST054_02		1106		746744.5 		5 963285.2 		746787.3 		5 963192.6 		33.2		102.1

		6/1/25		7:39:49 AM		ST054		Still		269605_ST054_03		1107		746744.5 		5 963285.2 		746783.0 		5 963196.7 		32.7		96.5

		6/1/25		7:39:55 AM		ST054		Still		269605_ST054_04		1108		746744.5 		5 963285.2 		746781.4 		5 963197.8 		33.5		95.0

		6/1/25		7:40:11 AM		ST054		Still		269605_ST054_05		1109		746744.5 		5 963285.2 		746778.0 		5 963201.3 		33.5		90.4

		6/1/25		7:40:36 AM		ST054		Still		269605_ST054_06		1110		746744.5 		5 963285.2 		746773.7 		5 963206.9 		33.6		83.6

		6/1/25		7:40:57 AM		ST054		Still		269605_ST054_07		1111		746744.5 		5 963285.2 		746772.9 		5 963213.8 		33.2		76.9

		6/1/25		7:41:25 AM		ST054		Still		269605_ST054_08		1112		746744.5 		5 963285.2 		746771.8 		5 963221.9 		33.4		69.0

		6/1/25		7:41:51 AM		ST054		Still		269605_ST054_09		1113		746744.5 		5 963285.2 		746768.8 		5 963229.4 		33.5		60.9

		6/1/25		7:41:23 AM		ST054		Still		269605_ST054_10		No fix		746744.5 		5 963285.2 		746764.8 		5 963234.5 		33.1		54.6		Data taken from video

		6/1/25		7:42:42 AM		ST054		Still		269605_ST054_11		No fix		746744.5 		5 963285.2 		746761.7 		5 963240.4 		33.4		48.0		Data taken from video

		6/1/25		8:43:05 AM		ST054		Still		269605_ST054_12		No fix		746744.5 		5 963285.2 		746756.5 		5 963247.2 		33.7		39.9		Data taken from video

		6/1/25		8:43:27 AM		ST054		Still		269605_ST054_13		No fix		746744.5 		5 963285.2 		746753.3 		5 963250.2 		33.7		36.1		Data taken from video

		6/1/25		8:43:53 AM		ST054		Still		269605_ST054_14		No fix		746744.5 		5 963285.2 		746749.7 		5 963257.6 		33.4		28.2		Data taken from video

		6/1/25		7:44:33 AM		ST054		Still		269605_ST054_15		1114		746744.5 		5 963285.2 		746748.6 		5 963265.8 		33.6		19.8

		6/1/25		7:44:58 AM		ST054		Still		269605_ST054_16		1115		746744.5 		5 963285.2 		746747.0 		5 963269.6 		33.6		15.8

		6/1/25		7:45:26 AM		ST054		Still		269605_ST054_17		1116		746744.5 		5 963285.2 		746747.6 		5 963273.7 		33.6		11.9

		6/1/25		7:46:03 AM		ST054		Still		269605_ST054_18		1117		746744.5 		5 963285.2 		746752.0 		5 963281.8 		33.4		8.2

		6/1/25		7:46:40 AM		ST054		Still		269605_ST054_19		1118		746744.5 		5 963285.2 		746755.0 		5 963288.3 		33.3		10.9

		6/1/25		7:47:04 AM		ST054		Still		269605_ST054_20		1119		746744.5 		5 963285.2 		746753.8 		5 963292.0 		33.6		11.5

		6/1/25		7:47:29 AM		ST054		Still		269605_ST054_21		1120		746744.5 		5 963285.2 		746750.8 		5 963300.3 		33.4		16.3

		6/1/25		7:47:54 AM		ST054		Still		269605_ST054_22		1121		746744.5 		5 963285.2 		746751.1 		5 963308.3 		33.4		24.0

		6/1/25		7:48:38 AM		ST054		Still		269605_ST054_23		1122		746744.5 		5 963285.2 		746752.8 		5 963323.5 		33.4		39.1

		6/1/25		7:49:16 AM		ST054		Still		269605_ST054_24		1123		746744.5 		5 963285.2 		746755.1 		5 963334.0 		33.3		49.9

		6/1/25		7:49:42 AM		ST054		Still		269605_ST054_25		1124		746744.5 		5 963285.2 		746757.4 		5 963340.8 		33.3		57.0

		6/1/25		7:50:03 AM		ST054		Still		269605_ST054_26		1125		746744.5 		5 963285.2 		746759.9 		5 963347.5 		33.3		64.1

		6/1/25		7:50:25 AM		ST054		Still		269605_ST054_27		1126		746744.5 		5 963285.2 		746760.9 		5 963349.8 		33.3		66.6

		6/1/25		7:51:02 AM		ST054		Still		269605_ST054_28		1127		746744.5 		5 963285.2 		746762.4 		5 963361.6 		32.8		78.5

		6/1/25		7:51:23 AM		ST054		Still		269605_ST054_29		1128		746744.5 		5 963285.2 		746762.8 		5 963368.8 		32.7		85.5

		6/1/25		7:51:48 AM		ST054		Still		269605_ST054_30		1129		746744.5 		5 963285.2 		746762.2 		5 963376.3 		33.8		92.8

		6/1/25		7:52:13 AM		ST054		Still		269605_ST054_31		1130		746744.5 		5 963285.2 		746760.7 		5 963384.5 		33.6		100.5

		6/1/25		7:52:38 AM		ST054		Video		EOL		1131		746744.5 		5 963285.2 		746758.3 		5 963391.3 		33.5		106.9

		6/1/25		8:01:04 AM		ST055		Video		SOL		1132		747140.5 		5 963793.4 		747175.4 		5 963691.4 		32.1		107.8

		6/1/25		8:01:26 AM		ST055		Still		269605_ST055_01		1133		747140.5 		5 963793.4 		747176.2 		5 963697.6 		32.1		102.2

		6/1/25		8:01:42 AM		ST055		Still		269605_ST055_02		1134		747140.5 		5 963793.4 		747176.2 		5 963702.1 		32.3		98.1

		6/1/25		8:01:52 AM		ST055		Still		269605_ST055_03		1135		747140.5 		5 963793.4 		747176.2 		5 963703.8 		32.0		96.5

		6/1/25		8:02:20 AM		ST055		Still		269605_ST055_04		1136		747140.5 		5 963793.4 		747176.3 		5 963708.6 		31.5		92.1

		6/1/25		8:02:40 AM		ST055		Still		269605_ST055_05		1137		747140.5 		5 963793.4 		747173.1 		5 963711.7 		31.8		88.0

		6/1/25		8:03:16 AM		ST055		Still		269605_ST055_06		1138		747140.5 		5 963793.4 		747169.0 		5 963718.1 		31.8		80.6

		6/1/25		8:03:27 AM		ST055		Still		269605_ST055_07		1139		747140.5 		5 963793.4 		747167.5 		5 963720.0 		32.0		78.2

		6/1/25		8:04:15 AM		ST055		Still		269605_ST055_08		1140		747140.5 		5 963793.4 		747166.5 		5 963731.9 		31.8		66.8

		6/1/25		8:04:42 AM		ST055		Still		269605_ST055_09		1141		747140.5 		5 963793.4 		747164.6 		5 963741.2 		32.1		57.5

		6/1/25		8:05:10 AM		ST055		Still		269605_ST055_10		1142		747140.5 		5 963793.4 		747164.2 		5 963747.2 		32.0		52.0

		6/1/25		8:05:45 AM		ST055		Still		269605_ST055_11		1143		747140.5 		5 963793.4 		747158.3 		5 963758.3 		32.3		39.4

		6/1/25		8:06:13 AM		ST055		Still		269605_ST055_12		1144		747140.5 		5 963793.4 		747154.2 		5 963766.7 		31.7		30.0

		6/1/25		8:06:28 AM		ST055		Still		269605_ST055_13		1145		747140.5 		5 963793.4 		747152.6 		5 963771.7 		32.3		24.9

		6/1/25		8:06:51 AM		ST055		Still		269605_ST055_14		1146		747140.5 		5 963793.4 		747153.2 		5 963779.9 		32.1		18.6

		6/1/25		8:07:11 AM		ST055		Still		269605_ST055_15		1147		747140.5 		5 963793.4 		747156.3 		5 963786.1 		32.0		17.4

		6/1/25		8:07:36 AM		ST055		Still		269605_ST055_16		1148		747140.5 		5 963793.4 		747162.5 		5 963793.3 		32.0		22.0

		6/1/25		8:08:09 AM		ST055		Still		269605_ST055_17		1149		747140.5 		5 963793.4 		747168.3 		5 963806.2 		31.9		30.7

		6/1/25		8:08:36 AM		ST055		Still		269605_ST055_18		1150		747140.5 		5 963793.4 		747166.8 		5 963814.9 		32.0		34.0

		6/1/25		8:08:58 AM		ST055		Still		269605_ST055_19		1151		747140.5 		5 963793.4 		747163.8 		5 963821.8 		32.1		36.7

		6/1/25		8:09:35 AM		ST055		Still		269605_ST055_20		1152		747140.5 		5 963793.4 		747157.0 		5 963832.6 		31.6		42.5

		6/1/25		8:09:45 AM		ST055		Still		269605_ST055_21		1153		747140.5 		5 963793.4 		747154.0 		5 963836.3 		32.2		44.9

		6/1/25		8:10:02 AM		ST055		Still		269605_ST055_22		1154		747140.5 		5 963793.4 		747150.8 		5 963840.7 		31.8		48.4

		6/1/25		8:10:28 AM		ST055		Still		269605_ST055_23		1155		747140.5 		5 963793.4 		747146.9 		5 963846.2 		32.3		53.1

		6/1/25		8:10:53 AM		ST055		Still		269605_ST055_24		1156		747140.5 		5 963793.4 		747141.4 		5 963852.1 		32.2		58.6

		6/1/25		8:11:04 AM		ST055		Still		269605_ST055_25		1157		747140.5 		5 963793.4 		747137.8 		5 963854.9 		32.4		61.6

		6/1/25		8:11:32 AM		ST055		Still		269605_ST055_26		1158		747140.5 		5 963793.4 		747128.4 		5 963862.2 		32.3		69.9

		6/1/25		8:11:53 AM		ST055		Still		269605_ST055_27		1159		747140.5 		5 963793.4 		747121.7 		5 963866.3 		32.1		75.3

		6/1/25		8:12:36 AM		ST055		Still		269605_ST055_28		1160		747140.5 		5 963793.4 		747106.1 		5 963873.3 		32.4		87.0

		6/1/25		8:12:44 AM		ST055		Still		269605_ST055_29		1161		747140.5 		5 963793.4 		747102.9 		5 963874.5 		32.1		89.3

		6/1/25		8:13:14 AM		ST055		Still		269605_ST055_30		1162		747140.5 		5 963793.4 		747095.6 		5 963879.2 		32.5		96.8

		6/1/25		8:13:36 AM		ST055		Video		EOL		1163		747140.5 		5 963793.4 		747088.9 		5 963882.9 		32.8		103.3

		6/1/25		8:43:14 AM		ST055		HG		PC		1164		747140.5 		5 963793.4 		747147.4 		5 963787.7 		32.7		9.0

		6/1/25		8:46:43 AM		ST055		HG		FA		1165		747140.5 		5 963793.4 		747147.9 		5 963779.8 		32.7		15.5

		6/1/25		8:50:19 AM		ST055		HG		FB		1166		747140.5 		5 963793.4 		747144.9 		5 963771.9 		32.7		22.0

		6/1/25		8:54:03 AM		ST055		HG		FC		1167		747140.5 		5 963793.4 		747137.5 		5 963776.2 		32.7		17.5

		6/1/25		9:32:43 AM		ST053		HG		PSD		1168		746698.8 		5 962758.3 		746708.1 		5 962748.2 		34.2		13.8

		6/1/25		9:52:19 AM		ST056		Video		SOL		1169		747110.8 		5 964292.7 		747150.9 		5 964186.4 		32.4		113.7

		6/1/25		9:52:44 AM		ST056		Still		269605_ST056_01		1170		747110.8 		5 964292.7 		747154.9 		5 964197.9 		32.5		104.6

		6/1/25		9:53:00 AM		ST056		Still		269605_ST056_02		1171		747110.8 		5 964292.7 		747156.3 		5 964202.7 		32.3		100.8

		6/1/25		9:53:33 AM		ST056		Still		269605_ST056_03		1172		747110.8 		5 964292.7 		747153.8 		5 964214.4 		32.2		89.3

		6/1/25		9:54:03 AM		ST056		Still		269605_ST056_04		1173		747110.8 		5 964292.7 		747148.7 		5 964224.3 		32.5		78.2

		6/1/25		9:54:18 AM		ST056		Still		269605_ST056_05		1174		747110.8 		5 964292.7 		747146.0 		5 964228.9 		32.4		73.0

		6/1/25		9:54:33 AM		ST056		Still		269605_ST056_06		1175		747110.8 		5 964292.7 		747143.2 		5 964233.4 		32.7		67.6

		6/1/25		9:54:37 AM		ST056		Still		269605_ST056_07		1176		747110.8 		5 964292.7 		747142.8 		5 964234.6 		32.7		66.4

		6/1/25		9:55:06 AM		ST056		Still		269605_ST056_08		1177		747110.8 		5 964292.7 		747139.4 		5 964241.9 		32.7		58.3

		6/1/25		9:55:18 AM		ST056		Still		269605_ST056_09		1178		747110.8 		5 964292.7 		747138.6 		5 964244.5 		32.4		55.7

		6/1/25		9:55:42 AM		ST056		Still		269605_ST056_10		1179		747110.8 		5 964292.7 		747136.8 		5 964252.7 		32.5		47.8

		6/1/25		9:56:16 AM		ST056		Still		269605_ST056_11		1180		747110.8 		5 964292.7 		747134.4 		5 964263.5 		32.6		37.6

		6/1/25		9:56:48 AM		ST056		Still		269605_ST056_12		1181		747110.8 		5 964292.7 		747130.8 		5 964273.8 		32.6		27.6

		6/1/25		9:57:11 AM		ST056		Still		269605_ST056_13		1182		747110.8 		5 964292.7 		747127.8 		5 964280.8 		32.7		20.8

		6/1/25		9:57:49 AM		ST056		Still		269605_ST056_14		1183		747110.8 		5 964292.7 		747119.8 		5 964289.8 		32.8		9.5

		6/1/25		9:58:10 AM		ST056		Still		269605_ST056_15		1184		747110.8 		5 964292.7 		747115.2 		5 964293.7 		32.6		4.5

		6/1/25		9:58:37 AM		ST056		Still		269605_ST056_16		1185		747110.8 		5 964292.7 		747109.1 		5 964299.1 		32.7		6.6

		6/1/25		9:59:03 AM		ST056		Still		269605_ST056_17		1186		747110.8 		5 964292.7 		747103.9 		5 964304.3 		33.0		13.4

		6/1/25		9:59:40 AM		ST056		Still		269605_ST056_18		1187		747110.8 		5 964292.7 		747100.4 		5 964312.2 		32.9		22.1

		6/1/25		9:59:52 AM		ST056		Still		269605_ST056_19		1188		747110.8 		5 964292.7 		747099.5 		5 964315.0 		32.8		25.0

		6/1/25		10:00:19 AM		ST056		Still		269605_ST056_20		1189		747110.8 		5 964292.7 		747097.2 		5 964320.6 		32.7		31.0

		6/1/25		10:01:01 AM		ST056		Still		269605_ST056_21		1190		747110.8 		5 964292.7 		747093.9 		5 964330.5 		32.7		41.4

		6/1/25		10:01:32 AM		ST056		Still		269605_ST056_22		1191		747110.8 		5 964292.7 		747091.0 		5 964337.6 		33.0		49.0

		6/1/25		10:02:05 AM		ST056		Still		269605_ST056_23		1192		747110.8 		5 964292.7 		747090.6 		5 964346.0 		32.9		57.0

		6/1/25		10:02:50 AM		ST056		Still		269605_ST056_24		1193		747110.8 		5 964292.7 		747098.0 		5 964356.4 		32.8		64.9

		6/1/25		10:03:21 AM		ST056		Still		269605_ST056_25		1194		747110.8 		5 964292.7 		747104.7 		5 964365.8 		32.8		73.3

		6/1/25		10:03:47 AM		ST056		Still		269605_ST056_26		1195		747110.8 		5 964292.7 		747110.9 		5 964372.9 		32.6		80.2

		6/1/25		10:04:21 AM		ST056		Still		269605_ST056_27		1196		747110.8 		5 964292.7 		747118.0 		5 964384.4 		32.9		91.9

		6/1/25		10:04:41 AM		ST056		Still		269605_ST056_28		1197		747110.8 		5 964292.7 		747121.8 		5 964391.6 		32.9		99.4

		6/1/25		10:04:50 AM		ST056		Still		269605_ST056_29		1198		747110.8 		5 964292.7 		747123.7 		5 964394.2 		32.5		102.3

		6/1/25		10:04:55 AM		ST056		Video		EOL		1199		747110.8 		5 964292.7 		747125.0 		5 964396.8 		32.6		105.0

		6/1/25		10:10:42 AM		ST057		Video		SOL		1200		747081.1 		5 964792.0 		747120.7 		5 964688.8 		32.9		110.6

		6/1/25		10:10:55 AM		ST057		Still		269605_ST057_01		1201		747081.1 		5 964792.0 		747122.6 		5 964695.2 		33.3		105.3

		6/1/25		10:11:04 AM		ST057		Still		269605_ST057_02		1202		747081.1 		5 964792.0 		747123.6 		5 964697.9 		33.2		103.3

		6/1/25		10:11:37 AM		ST057		Still		269605_ST057_03		1203		747081.1 		5 964792.0 		747121.6 		5 964709.2 		33.1		92.3

		6/1/25		10:11:54 AM		ST057		Still		269605_ST057_04		1204		747081.1 		5 964792.0 		747119.3 		5 964714.9 		33.1		86.1

		6/1/25		10:12:09 AM		ST057		Still		269605_ST057_05		1205		747081.1 		5 964792.0 		747117.2 		5 964720.7 		33.3		80.0

		6/1/25		10:12:25 AM		ST057		Still		269605_ST057_06		1206		747081.1 		5 964792.0 		747115.8 		5 964726.0 		33.0		74.6

		6/1/25		10:12:45 AM		ST057		Still		269605_ST057_07		1207		747081.1 		5 964792.0 		747112.2 		5 964732.2 		33.4		67.5

		6/1/25		10:13:08 AM		ST057		Still		269605_ST057_08		1208		747081.1 		5 964792.0 		747110.2 		5 964740.9 		33.3		58.8

		6/1/25		10:13:29 AM		ST057		Still		269605_ST057_09		1209		747081.1 		5 964792.0 		747109.6 		5 964750.2 		33.4		50.6

		6/1/25		10:13:54 AM		ST057		Still		269605_ST057_10		1210		747081.1 		5 964792.0 		747108.8 		5 964760.1 		33.3		42.3

		6/1/25		10:14:25 AM		ST057		Still		269605_ST057_11		1211		747081.1 		5 964792.0 		747104.8 		5 964771.2 		33.4		31.6

		6/1/25		10:15:18 AM		ST057		Still		269605_ST057_12		1212		747081.1 		5 964792.0 		747107.3 		5 964792.4 		33.2		26.3

		6/1/25		10:16:15 AM		ST057		Still		269605_ST057_13		1213		747081.1 		5 964792.0 		747114.5 		5 964816.2 		33.3		41.3

		6/1/25		10:16:35 AM		ST057		Still		269605_ST057_14		1214		747081.1 		5 964792.0 		747117.6 		5 964823.4 		33.3		48.1

		6/1/25		10:17:01 AM		ST057		Still		269605_ST057_15		1215		747081.1 		5 964792.0 		747121.1 		5 964830.1 		33.3		55.3

		6/1/25		10:17:14 AM		ST057		Still		269605_ST057_16		1216		747081.1 		5 964792.0 		747123.7 		5 964833.8 		33.1		59.7

		6/1/25		10:17:47 AM		ST057		Still		269605_ST057_17		1217		747081.1 		5 964792.0 		747125.6 		5 964841.7 		32.9		66.7

		6/1/25		10:18:14 AM		ST057		Still		269605_ST057_18		1218		747081.1 		5 964792.0 		747124.2 		5 964849.5 		33.4		71.9

		6/1/25		10:18:39 AM		ST057		Still		269605_ST057_19		1219		747081.1 		5 964792.0 		747127.4 		5 964859.4 		33.4		81.8

		6/1/25		10:19:16 AM		ST057		Still		269605_ST057_20		1220		747081.1 		5 964792.0 		747131.0 		5 964872.8 		33.1		94.9

		6/1/25		10:19:35 AM		ST057		Still		269605_ST057_21		1221		747081.1 		5 964792.0 		747133.0 		5 964880.5 		33.2		102.6

		6/1/25		10:19:43 AM		ST057		Video		EOL		1222		747081.1 		5 964792.0 		747134.3 		5 964883.6 		33.2		105.9

		6/1/25		10:24:29 AM		ST058		Video		SOL		1223		747051.3 		5 965291.3 		747045.5 		5 965180.5 		33.4		110.9

		6/1/25		10:25:07 AM		ST058		Still		269605_ST058_01		1224		747051.3 		5 965291.3 		747046.8 		5 965199.2 		33.5		92.3

		6/1/25		10:25:42 AM		ST058		Still		269605_ST058_02		1225		747051.3 		5 965291.3 		747048.8 		5 965213.9 		33.6		77.4

		6/1/25		10:26:25 AM		ST058		Still		269605_ST058_03		1226		747051.3 		5 965291.3 		747048.1 		5 965226.9 		33.5		64.5

		6/1/25		10:26:39 AM		ST058		Still		269605_ST058_04		1227		747051.3 		5 965291.3 		747048.4 		5 965232.0 		33.6		59.4

		6/1/25		10:26:53 AM		ST058		Still		269605_ST058_05		1228		747051.3 		5 965291.3 		747049.3 		5 965237.2 		33.5		54.2

		6/1/25		10:27:07 AM		ST058		Still		269605_ST058_06		1229		747051.3 		5 965291.3 		747051.2 		5 965242.2 		33.5		49.1

		6/1/25		10:27:35 AM		ST058		Still		269605_ST058_07		1230		747051.3 		5 965291.3 		747056.1 		5 965254.1 		33.3		37.5

		6/1/25		10:27:58 AM		ST058		Still		269605_ST058_08		1231		747051.3 		5 965291.3 		747058.9 		5 965264.0 		33.3		28.3

		6/1/25		10:28:17 AM		ST058		Still		269605_ST058_09		1232		747051.3 		5 965291.3 		747060.6 		5 965274.1 		33.5		19.5

		6/1/25		10:28:50 AM		ST058		Still		269605_ST058_10		1233		747051.3 		5 965291.3 		747061.4 		5 965287.0 		33.3		10.9

		6/1/25		10:29:25 AM		ST058		Still		269605_ST058_11		1234		747051.3 		5 965291.3 		747056.1 		5 965299.2 		33.4		9.2

		6/1/25		10:29:55 AM		ST058		Still		269605_ST058_12		1235		747051.3 		5 965291.3 		747052.5 		5 965307.7 		33.5		16.4

		6/1/25		10:30:23 AM		ST058		Still		269605_ST058_13		1236		747051.3 		5 965291.3 		747053.2 		5 965318.5 		33.5		27.2

		6/1/25		10:31:04 AM		ST058		Still		269605_ST058_14		1237		747051.3 		5 965291.3 		747051.5 		5 965332.2 		33.4		40.9

		6/1/25		10:31:25 AM		ST058		Still		269605_ST058_15		1238		747051.3 		5 965291.3 		747052.7 		5 965341.2 		33.5		49.9

		6/1/25		10:31:43 AM		ST058		Still		269605_ST058_16		1239		747051.3 		5 965291.3 		747055.3 		5 965348.0 		33.4		56.8

		6/1/25		10:32:02 AM		ST058		Still		269605_ST058_17		1240		747051.3 		5 965291.3 		747057.9 		5 965356.1 		33.2		65.2

		6/1/25		10:32:20 AM		ST058		Still		269605_ST058_18		1241		747051.3 		5 965291.3 		747060.2 		5 965364.6 		33.4		73.8

		6/1/25		10:33:03 AM		ST058		Still		269605_ST058_19		1242		747051.3 		5 965291.3 		747065.2 		5 965380.2 		33.3		89.9

		6/1/25		10:33:19 AM		ST058		Still		269605_ST058_20		1243		747051.3 		5 965291.3 		747067.2 		5 965385.5 		33.5		95.5

		6/1/25		10:33:36 AM		ST058		Video		EOL		1244		747051.3 		5 965291.3 		747069.0 		5 965390.9 		33.5		101.1

		6/1/25		10:38:05 AM		ST059		Video		SOL		1246		746979.8 		5 965783.8 		746982.3 		5 965677.4 		33.3		106.5

		6/1/25		10:38:05 AM		ST059		Still		269605_ST059_01		No fix		746979.8 		5 965783.8 		746982.3 		5 965677.4 		33.3		101.1		Data taken from video

		6/1/25		10:38:19 AM		ST059		Still		269605_ST059_02		1247		746979.8 		5 965783.8 		746978.6 		5 965682.7 		33.5		95.1

		6/1/25		10:38:38 AM		ST059		Still		269605_ST059_03		1248		746979.8 		5 965783.8 		746974.5 		5 965688.8 		33.3		85.6

		6/1/25		10:38:59 AM		ST059		Still		269605_ST059_04		1249		746979.8 		5 965783.8 		746974.4 		5 965698.4 		33.4		77.8

		6/1/25		10:39:14 AM		ST059		Still		269605_ST059_05		1250		746979.8 		5 965783.8 		746975.8 		5 965706.1 		33.4		68.2

		6/1/25		10:39:38 AM		ST059		Still		269605_ST059_06		1251		746979.8 		5 965783.8 		746978.4 		5 965715.6 		33.2		62.5

		6/1/25		10:39:53 AM		ST059		Still		269605_ST059_07		1252		746979.8 		5 965783.8 		746978.5 		5 965721.3 		33.4		61.4

		6/1/25		10:39:57 AM		ST059		Still		269605_ST059_08		1253		746979.8 		5 965783.8 		746978.6 		5 965722.4 		33.3		52.9

		6/1/25		10:40:20 AM		ST059		Still		269605_ST059_09		1254		746979.8 		5 965783.8 		746980.2 		5 965730.9 		33.4		42.4

		6/1/25		10:40:51 AM		ST059		Still		269605_ST059_10		1255		746979.8 		5 965783.8 		746979.6 		5 965741.4 		33.3		35.1

		6/1/25		10:41:11 AM		ST059		Still		269605_ST059_11		1256		746979.8 		5 965783.8 		746978.9 		5 965748.7 		33.3		31.8

		6/1/25		10:41:22 AM		ST059		Still		269605_ST059_12		1257		746979.8 		5 965783.8 		746979.1 		5 965752.0 		33.2		19.0

		6/1/25		10:41:54 AM		ST059		Still		269605_ST059_13		1258		746979.8 		5 965783.8 		746979.0 		5 965764.8 		33.3		7.3

		6/1/25		10:42:32 AM		ST059		Still		269605_ST059_14		1259		746979.8 		5 965783.8 		746977.1 		5 965777.0 		33.2		5.7

		6/1/25		10:42:40 AM		ST059		Still		269605_ST059_15		1260		746979.8 		5 965783.8 		746977.0 		5 965778.8 		32.9		12.4

		6/1/25		10:43:20 AM		ST059		Still		269605_ST059_16		1261		746979.8 		5 965783.8 		746971.3 		5 965792.8 		33.1		13.6

		6/1/25		10:43:23 AM		ST059		Still		269605_ST059_17		1262		746979.8 		5 965783.8 		746970.9 		5 965794.2 		33.1		19.6

		6/1/25		10:43:45 AM		ST059		Still		269605_ST059_18		1263		746979.8 		5 965783.8 		746971.1 		5 965801.3 		33.0		25.3

		6/1/25		10:44:01 AM		ST059		Still		269605_ST059_19		1264		746979.8 		5 965783.8 		746968.9 		5 965806.7 		32.8		29.9

		6/1/25		10:44:15 AM		ST059		Still		269605_ST059_20		1265		746979.8 		5 965783.8 		746967.3 		5 965811.0 		32.8		39.5

		6/1/25		10:44:40 AM		ST059		Still		269605_ST059_21		1266		746979.8 		5 965783.8 		746967.1 		5 965821.2 		33.1		47.4

		6/1/25		10:45:02 AM		ST059		Still		269605_ST059_22		1267		746979.8 		5 965783.8 		746967.5 		5 965829.6 		33.1		53.4

		6/1/25		10:45:17 AM		ST059		Still		269605_ST059_23		1268		746979.8 		5 965783.8 		746969.1 		5 965836.1 		33.0		58.2

		6/1/25		10:45:30 AM		ST059		Still		269605_ST059_24		1269		746979.8 		5 965783.8 		746970.6 		5 965841.3 		33.1		59.8

		6/1/25		10:45:34 AM		ST059		Still		269605_ST059_25		1270		746979.8 		5 965783.8 		746971.3 		5 965843.0 		33.1		74.5

		6/1/25		10:46:05 AM		ST059		Still		269605_ST059_26		1271		746979.8 		5 965783.8 		746976.8 		5 965858.3 		32.9		81.0

		6/1/25		10:46:21 AM		ST059		Still		269605_ST059_27		1272		746979.8 		5 965783.8 		746979.3 		5 965864.7 		32.9		90.6

		6/1/25		10:46:39 AM		ST059		Still		269605_ST059_28		1273		746979.8 		5 965783.8 		746981.7 		5 965874.4 		32.7		95.3

		6/1/25		10:46:48 AM		ST059		Still		269605_ST059_29		1274		746979.8 		5 965783.8 		746983.0 		5 965879.0 		32.8		103.1

		6/1/25		10:47:05 AM		ST059		Video		EOL		1275		746979.8 		5 965783.8 		746985.0 		5 965886.8 		32.9		103.1

		6/1/25		11:43:09 AM		ST057		HG		PSD		1276		747081.1 		5 964792.0 		747088.4 		5 964799.7 		32.7		10.6

		6/1/25		12:01:58 PM		ST059		HG		FA		1277		746979.8 		5 965783.8 		746978.3 		5 965778.5 		32.6		5.5

		6/1/25		12:05:36 PM		ST059		HG		PC		1278		746979.8 		5 965783.8 		746992.7 		5 965789.7 		32.4		14.2

		6/1/25		12:09:06 PM		ST059		HG		FB		1279		746979.8 		5 965783.8 		746969.7 		5 965793.2 		32.3		13.8

		6/1/25		12:12:23 PM		ST059		HG		FC		1280		746979.8 		5 965783.8 		746995.5 		5 965776.9 		32.4		17.2

		6/1/25		1:28:39 PM		ST063		Video		SOL		1281		746459.1 		5 967715.5 		746468.6 		5 967826.0 		30.2		110.8

		6/1/25		1:29:32 PM		ST063		Still		269605_ST063_01		1282		746459.1 		5 967715.5 		746465.7 		5 967814.5 		29.7		99.2

		6/1/25		1:29:41 PM		ST063		Still		269605_ST063_02		1283		746459.1 		5 967715.5 		746465.9 		5 967813.0 		29.8		97.7

		6/1/25		1:29:52 PM		ST063		Still		269605_ST063_03		1284		746459.1 		5 967715.5 		746465.2 		5 967810.0 		29.8		94.7

		6/1/25		1:30:31 PM		ST063		Still		269605_ST063_04		1285		746459.1 		5 967715.5 		746460.2 		5 967801.6 		29.6		86.0

		6/1/25		1:30:51 PM		ST063		Still		269605_ST063_05		1286		746459.1 		5 967715.5 		746459.0 		5 967797.7 		29.8		82.2

		6/1/25		1:31:31 PM		ST063		Still		269605_ST063_06		1287		746459.1 		5 967715.5 		746457.9 		5 967792.8 		29.7		77.3

		6/1/25		1:31:58 PM		ST063		Still		269605_ST063_07		1288		746459.1 		5 967715.5 		746459.3 		5 967789.2 		30.0		73.7

		6/1/25		1:32:44 PM		ST063		Still		269605_ST063_08		1289		746459.1 		5 967715.5 		746456.9 		5 967783.1 		29.6		67.6

		6/1/25		1:33:09 PM		ST063		Still		269605_ST063_09		1290		746459.1 		5 967715.5 		746455.4 		5 967777.2 		29.7		61.8

		6/1/25		1:34:04 PM		ST063		Still		269605_ST063_10		1291		746459.1 		5 967715.5 		746459.1 		5 967764.0 		30.0		48.5

		6/1/25		1:34:31 PM		ST063		Still		269605_ST063_11		1292		746459.1 		5 967715.5 		746460.7 		5 967758.7 		29.5		43.2

		6/1/25		1:34:52 PM		ST063		Still		269605_ST063_12		1293		746459.1 		5 967715.5 		746458.9 		5 967751.7 		29.8		36.2

		6/1/25		1:35:21 PM		ST063		Still		269605_ST063_13		1294		746459.1 		5 967715.5 		746455.1 		5 967744.1 		30.1		28.8

		6/1/25		1:36:19 PM		ST063		Still		269605_ST063_14		1295		746459.1 		5 967715.5 		746454.1 		5 967726.4 		29.4		12.0

		6/1/25		1:36:27 PM		ST063		Still		269605_ST063_15		1296		746459.1 		5 967715.5 		746454.5 		5 967724.4 		30.0		10.0

		6/1/25		1:36:42 PM		ST063		Still		269605_ST063_16		1297		746459.1 		5 967715.5 		746455.4 		5 967720.3 		29.6		6.0

		6/1/25		1:37:11 PM		ST063		Still		269605_ST063_17		1298		746459.1 		5 967715.5 		746458.9 		5 967711.4 		29.8		4.1

		6/1/25		1:37:25 PM		ST063		Still		269605_ST063_18		1299		746459.1 		5 967715.5 		746459.4 		5 967708.5 		29.6		7.0

		6/1/25		1:37:52 PM		ST063		Still		269605_ST063_19		1300		746459.1 		5 967715.5 		746460.5 		5 967699.9 		29.5		15.7

		6/1/25		1:38:26 PM		ST063		Still		269605_ST063_20		1301		746459.1 		5 967715.5 		746466.8 		5 967691.1 		29.5		25.6

		6/1/25		1:38:57 PM		ST063		Still		269605_ST063_21		1302		746459.1 		5 967715.5 		746472.4 		5 967686.2 		29.4		32.2

		6/1/25		1:39:23 PM		ST063		Still		269605_ST063_22		1303		746459.1 		5 967715.5 		746475.2 		5 967678.0 		29.7		40.9

		6/1/25		1:39:43 PM		ST063		Still		269605_ST063_23		1304		746459.1 		5 967715.5 		746477.0 		5 967673.3 		29.9		45.9

		6/1/25		1:40:02 PM		ST063		Still		269605_ST063_24		1305		746459.1 		5 967715.5 		746479.6 		5 967669.4 		29.8		50.5

		6/1/25		1:40:23 PM		ST063		Still		269605_ST063_25		1306		746459.1 		5 967715.5 		746483.7 		5 967666.4 		29.6		55.0

		6/1/25		1:41:09 PM		ST063		Still		269605_ST063_26		1307		746459.1 		5 967715.5 		746499.0 		5 967661.7 		29.6		67.0

		6/1/25		1:41:23 PM		ST063		Still		269605_ST063_27		1308		746459.1 		5 967715.5 		746504.1 		5 967660.6 		29.4		71.0

		6/1/25		1:42:22 PM		ST063		Still		269605_ST063_28		1309		746459.1 		5 967715.5 		746518.4 		5 967661.1 		29.3		80.6

		6/1/25		1:42:51 PM		ST063		Still		269605_ST063_29		1310		746459.1 		5 967715.5 		746530.1 		5 967657.9 		29.0		91.5

		6/1/25		1:43:33 PM		ST063		Still		269605_ST063_30		1311		746459.1 		5 967715.5 		746534.9 		5 967651.7 		29.2		99.1

		6/1/25		1:43:47 PM		ST063		Video		EOL		1312		746459.1 		5 967715.5 		746535.4 		5 967649.6 		28.6		100.9

		6/1/25		1:50:39 PM		ST062		Video		SOL		1313		746589.2 		5 967232.6 		746588.0 		5 967342.2 		29.4		109.6

		6/1/25		1:50:50 PM		ST062		Still		269605_ST062_01		1314		746589.2 		5 967232.6 		746588.6 		5 967341.6 		29.2		109.0

		6/1/25		1:51:00 PM		ST062		Still		269605_ST062_02		1315		746589.2 		5 967232.6 		746590.3 		5 967341.0 		29.0		108.4

		6/1/25		1:51:07 PM		ST062		Still		269605_ST062_03		1316		746589.2 		5 967232.6 		746591.8 		5 967340.2 		29.3		107.7

		6/1/25		1:51:25 PM		ST062		Still		269605_ST062_04		1317		746589.2 		5 967232.6 		746592.1 		5 967339.6 		29.3		107.0

		6/1/25		1:52:02 PM		ST062		Still		269605_ST062_05		1318		746589.2 		5 967232.6 		746587.1 		5 967332.7 		28.9		100.1

		6/1/25		1:52:33 PM		ST062		Still		269605_ST062_06		1319		746589.2 		5 967232.6 		746583.9 		5 967324.5 		28.8		92.1

		6/1/25		1:52:40 PM		ST062		Still		269605_ST062_07		1320		746589.2 		5 967232.6 		746583.6 		5 967323.0 		29.2		90.5

		6/1/25		1:52:53 PM		ST062		Still		269605_ST062_08		1321		746589.2 		5 967232.6 		746583.9 		5 967319.7 		28.9		87.2

		6/1/25		1:53:13 PM		ST062		Still		269605_ST062_09		1322		746589.2 		5 967232.6 		746584.0 		5 967316.3 		29.5		83.8

		6/1/25		1:53:29 PM		ST062		Still		269605_ST062_10		1323		746589.2 		5 967232.6 		746585.7 		5 967314.7 		29.1		82.2

		6/1/25		1:53:39 PM		ST062		Still		269605_ST062_11		1324		746589.2 		5 967232.6 		746586.9 		5 967314.2 		29.3		81.7

		6/1/25		1:54:13 PM		ST062		Still		269605_ST062_12		1325		746589.2 		5 967232.6 		746589.5 		5 967309.8 		28.9		77.2

		6/1/25		1:54:44 PM		ST062		Still		269605_ST062_13		1326		746589.2 		5 967232.6 		746590.0 		5 967304.6 		29.2		72.0

		6/1/25		1:55:22 PM		ST062		Still		269605_ST062_14		1327		746589.2 		5 967232.6 		746584.7 		5 967296.4 		29.5		63.9

		6/1/25		1:55:48 PM		ST062		Still		269605_ST062_15		1328		746589.2 		5 967232.6 		746582.4 		5 967289.8 		29.3		57.6

		6/1/25		1:56:03 PM		ST062		Still		269605_ST062_16		1329		746589.2 		5 967232.6 		746582.5 		5 967286.0 		29.3		53.8

		6/1/25		1:56:20 PM		ST062		Still		269605_ST062_17		1330		746589.2 		5 967232.6 		746584.1 		5 967281.7 		28.8		49.4

		6/1/25		1:56:53 PM		ST062		Still		269605_ST062_18		1331		746589.2 		5 967232.6 		746589.8 		5 967276.2 		29.4		43.6

		6/1/25		1:57:20 PM		ST062		Still		269605_ST062_19		1332		746589.2 		5 967232.6 		746588.5 		5 967271.8 		28.9		39.2

		6/1/25		1:57:32 PM		ST062		Still		269605_ST062_20		1333		746589.2 		5 967232.6 		746586.6 		5 967267.3 		29.3		34.8

		6/1/25		1:57:55 PM		ST062		Still		269605_ST062_21		1334		746589.2 		5 967232.6 		746584.1 		5 967263.5 		30.2		31.3

		6/1/25		1:58:19 PM		ST062		Still		269605_ST062_22		1335		746589.2 		5 967232.6 		746580.4 		5 967256.4 		29.4		25.4

		6/1/25		1:58:40 PM		ST062		Still		269605_ST062_23		1336		746589.2 		5 967232.6 		746577.2 		5 967252.0 		29.4		22.9

		6/1/25		1:59:27 PM		ST062		Still		269605_ST062_24		1337		746589.2 		5 967232.6 		746571.9 		5 967244.9 		29.2		21.3

		6/1/25		2:00:14 PM		ST062		Still		269605_ST062_25		1338		746589.2 		5 967232.6 		746565.6 		5 967231.9 		28.7		23.6

		6/1/25		2:00:39 PM		ST062		Still		269605_ST062_26		1339		746589.2 		5 967232.6 		746566.3 		5 967224.7 		28.7		24.2

		6/1/25		2:00:59 PM		ST062		Still		269605_ST062_27		1340		746589.2 		5 967232.6 		746565.2 		5 967218.1 		29.3		28.1

		6/1/25		2:01:24 PM		ST062		Still		269605_ST062_28		1341		746589.2 		5 967232.6 		746563.9 		5 967213.5 		29.4		31.8

		6/1/25		2:02:05 PM		ST062		Still		269605_ST062_29		1342		746589.2 		5 967232.6 		746557.3 		5 967204.1 		29.3		42.8

		6/1/25		2:02:27 PM		ST062		Still		269605_ST062_30		1343		746589.2 		5 967232.6 		746553.8 		5 967197.5 		29.5		49.9

		6/1/25		2:02:47 PM		ST062		Still		269605_ST062_31		1344		746589.2 		5 967232.6 		746553.1 		5 967194.0 		29.4		52.9

		6/1/25		2:02:54 PM		ST062		Still		269605_ST062_32		1345		746589.2 		5 967232.6 		746553.5 		5 967192.6 		29.4		53.6

		6/1/25		2:03:22 PM		ST062		Still		269605_ST062_33		1346		746589.2 		5 967232.6 		746553.6 		5 967190.4 		29.4		55.2

		6/1/25		2:04:04 PM		ST062		Still		269605_ST062_34		1347		746589.2 		5 967232.6 		746559.4 		5 967181.9 		29.2		58.8

		6/1/25		2:04:14 PM		ST062		Still		269605_ST062_35		1348		746589.2 		5 967232.6 		746560.3 		5 967181.4 		29.3		58.8

		6/1/25		2:04:47 PM		ST062		Still		269605_ST062_36		1349		746589.2 		5 967232.6 		746566.8 		5 967174.4 		29.2		62.4

		6/1/25		2:05:14 PM		ST062		Still		269605_ST062_37		1350		746589.2 		5 967232.6 		746571.3 		5 967168.2 		29.0		66.9

		6/1/25		2:05:35 PM		ST062		Still		269605_ST062_38		1351		746589.2 		5 967232.6 		746575.0 		5 967164.5 		29.4		69.5

		6/1/25		2:05:46 PM		ST062		Still		269605_ST062_39		1352		746589.2 		5 967232.6 		746577.1 		5 967162.5 		29.2		71.1

		6/1/25		2:06:01 PM		ST062		Still		269605_ST062_40		1353		746589.2 		5 967232.6 		746581.4 		5 967159.8 		28.6		73.3

		6/1/25		2:06:19 PM		ST062		Still		269605_ST062_41		1354		746589.2 		5 967232.6 		746586.2 		5 967158.0 		28.9		74.7

		6/1/25		2:06:33 PM		ST062		Still		269605_ST062_42		1355		746589.2 		5 967232.6 		746591.9 		5 967156.7 		29.3		75.9

		6/1/25		2:06:39 PM		ST062		Still		269605_ST062_43		1356		746589.2 		5 967232.6 		746592.4 		5 967156.0 		30.7		76.6

		6/1/25		2:06:48 PM		ST062		Still		269605_ST062_44		1357		746589.2 		5 967232.6 		746594.4 		5 967153.7 		28.8		79.1

		6/1/25		2:06:59 PM		ST062		Still		269605_ST062_45		1358		746589.2 		5 967232.6 		746595.0 		5 967150.6 		29.0		82.2

		6/1/25		2:07:12 PM		ST062		Still		269605_ST062_46		1359		746589.2 		5 967232.6 		746594.6 		5 967148.2 		29.1		84.6

		6/1/25		2:07:24 PM		ST062		Still		269605_ST062_47		1360		746589.2 		5 967232.6 		746593.4 		5 967143.5 		29.0		89.2

		6/1/25		2:07:46 PM		ST062		Still		269605_ST062_48		1361		746589.2 		5 967232.6 		746592.2 		5 967138.5 		29.5		94.2

		6/1/25		2:08:25 PM		ST062		Video		EOL		1362		746589.2 		5 967232.6 		746595.5 		5 967133.0 		29.2		99.8

		6/1/25		2:15:32 PM		ST061		Video		SOL		1363		746719.4 		5 966749.7 		746708.1 		5 966857.7 		28.2		108.6

		6/1/25		2:15:45 PM		ST061		Still		269605_ST61_01		1364		746719.4 		5 966749.7 		746708.6 		5 966854.5 		28.8		105.4

		6/1/25		2:15:56 PM		ST061		Still		269605_ST61_02		1365		746719.4 		5 966749.7 		746709.9 		5 966851.6 		28.7		102.4

		6/1/25		2:16:39 PM		ST061		Still		269605_ST61_03		1366		746719.4 		5 966749.7 		746712.8 		5 966847.4 		29.2		97.9

		6/1/25		2:17:03 PM		ST061		Still		269605_ST61_04		1367		746719.4 		5 966749.7 		746715.2 		5 966842.3 		29.1		92.8

		6/1/25		2:17:35 PM		ST061		Still		269605_ST61_05		1368		746719.4 		5 966749.7 		746716.6 		5 966838.7 		29.0		89.1

		6/1/25		2:17:43 PM		ST061		Still		269605_ST61_06		1369		746719.4 		5 966749.7 		746716.2 		5 966836.8 		28.8		87.2

		6/1/25		2:18:01 PM		ST061		Still		269605_ST61_07		1370		746719.4 		5 966749.7 		746713.2 		5 966833.3 		28.7		83.8

		6/1/25		2:18:26 PM		ST061		Still		269605_ST61_08		1371		746719.4 		5 966749.7 		746710.2 		5 966828.7 		29.1		79.5

		6/1/25		2:18:50 PM		ST061		Still		269605_ST61_09		1372		746719.4 		5 966749.7 		746707.1 		5 966822.6 		28.2		74.0

		6/1/25		2:19:18 PM		ST061		Still		269605_ST61_10		1373		746719.4 		5 966749.7 		746706.3 		5 966814.0 		28.8		65.6

		6/1/25		2:19:26 PM		ST061		Still		269605_ST61_11		1374		746719.4 		5 966749.7 		746705.9 		5 966811.9 		29.0		63.7

		6/1/25		2:20:03 PM		ST061		Still		269605_ST61_12		1375		746719.4 		5 966749.7 		746702.2 		5 966803.0 		29.0		56.1

		6/1/25		2:20:41 PM		ST061		Still		269605_ST61_13		1376		746719.4 		5 966749.7 		746703.8 		5 966798.1 		28.7		50.9

		6/1/25		2:20:58 PM		ST061		Still		269605_ST61_14		1377		746719.4 		5 966749.7 		746709.6 		5 966797.4 		28.8		48.7

		6/1/25		2:21:24 PM		ST061		Still		269605_ST61_15		1378		746719.4 		5 966749.7 		746712.9 		5 966794.7 		28.6		45.5

		6/1/25		2:21:40 PM		ST061		Still		269605_ST61_16		1379		746719.4 		5 966749.7 		746713.3 		5 966792.1 		29.2		42.9

		6/1/25		2:22:04 PM		ST061		Still		269605_ST61_17		1380		746719.4 		5 966749.7 		746712.2 		5 966787.6 		28.9		38.6

		6/1/25		2:22:40 PM		ST061		Still		269605_ST61_18		1381		746719.4 		5 966749.7 		746708.2 		5 966785.1 		28.9		37.2

		6/1/25		2:23:16 PM		ST061		Still		269605_ST61_19		1382		746719.4 		5 966749.7 		746705.5 		5 966783.0 		29.0		36.2

		6/1/25		2:24:45 PM		ST061		Still		269605_ST61_20		1383		746719.4 		5 966749.7 		746692.5 		5 966771.3 		28.8		34.5

		6/1/25		2:24:59 PM		ST061		Still		269605_ST61_21		1384		746719.4 		5 966749.7 		746693.6 		5 966768.3 		29.2		31.9

		6/1/25		2:25:33 PM		ST061		Still		269605_ST61_22		1385		746719.4 		5 966749.7 		746699.5 		5 966764.0 		28.5		24.5

		6/1/25		2:25:51 PM		ST061		Still		269605_ST61_23		1386		746719.4 		5 966749.7 		746701.3 		5 966762.1 		29.1		22.0

		6/1/25		2:26:20 PM		ST061		Still		269605_ST61_24		1387		746719.4 		5 966749.7 		746705.6 		5 966760.9 		28.7		17.8

		6/1/25		2:26:47 PM		ST061		Still		269605_ST61_25		1388		746719.4 		5 966749.7 		746709.5 		5 966753.7 		28.6		10.8

		6/1/25		2:27:21 PM		ST061		Still		269605_ST61_26		1389		746719.4 		5 966749.7 		746709.8 		5 966742.3 		29.0		12.1

		6/1/25		2:28:06 PM		ST061		Still		269605_ST61_27		1390		746719.4 		5 966749.7 		746705.2 		5 966738.2 		28.6		18.3

		6/1/25		2:28:14 PM		ST061		Still		269605_ST61_28		1391		746719.4 		5 966749.7 		746704.3 		5 966736.5 		29.2		20.0

		6/1/25		2:28:34 PM		ST061		Still		269605_ST61_29		1392		746719.4 		5 966749.7 		746702.3 		5 966734.1 		29.2		23.2

		6/1/25		2:29:01 PM		ST061		Still		269605_ST61_30		1393		746719.4 		5 966749.7 		746697.5 		5 966730.5 		29.0		29.1

		6/1/25		2:29:37 PM		ST061		Still		269605_ST61_31		1394		746719.4 		5 966749.7 		746689.7 		5 966724.4 		28.9		39.0

		6/1/25		2:30:51 PM		ST061		Still		269605_ST61_32		1395		746719.4 		5 966749.7 		746672.0 		5 966718.5 		28.6		56.7

		6/1/25		2:31:32 PM		ST061		Still		269605_ST61_33		1396		746719.4 		5 966749.7 		746661.6 		5 966709.8 		29.0		70.2

		6/1/25		2:31:50 PM		ST061		Still		269605_ST61_34		1397		746719.4 		5 966749.7 		746662.4 		5 966705.2 		29.0		72.3

		6/1/25		2:32:22 PM		ST061		Still		269605_ST61_35		1398		746719.4 		5 966749.7 		746655.6 		5 966700.1 		29.1		80.7

		6/1/25		2:32:44 PM		ST061		Still		269605_ST61_36		1399		746719.4 		5 966749.7 		746644.0 		5 966698.1 		29.3		91.3

		6/1/25		2:33:10 PM		ST061		Video		EOL		1400		746719.4 		5 966749.7 		746634.4 		5 966695.8 		29.5		100.7

		6/1/25		2:41:49 PM		ST060		Video		SOL		1401		746849.6 		5 966266.7 		746836.3 		5 966374.2 		29.0		108.2

		6/1/25		2:42:01 PM		ST060		Still		269605_ST60_01		1402		746849.6 		5 966266.7 		746837.2 		5 966371.9 		29.2		105.9

		6/1/25		2:42:13 PM		ST060		Still		269605_ST60_02		1403		746849.6 		5 966266.7 		746837.8 		5 966368.7 		29.3		102.7

		6/1/25		2:42:32 PM		ST060		Still		269605_ST60_03		1404		746849.6 		5 966266.7 		746836.6 		5 966364.5 		29.3		98.7

		6/1/25		2:42:57 PM		ST060		Still		269605_ST60_04		1405		746849.6 		5 966266.7 		746834.1 		5 966359.9 		29.7		94.4

		6/1/25		2:43:27 PM		ST060		Still		269605_ST60_05		1406		746849.6 		5 966266.7 		746830.4 		5 966353.5 		29.5		88.9

		6/1/25		2:44:00 PM		ST060		Still		269605_ST60_06		1407		746849.6 		5 966266.7 		746831.8 		5 966352.1 		29.4		87.2

		6/1/25		2:44:50 PM		ST060		Still		269605_ST60_07		1408		746849.6 		5 966266.7 		746836.9 		5 966347.3 		29.0		81.6

		6/1/25		2:45:16 PM		ST060		Still		269605_ST60_08		1409		746849.6 		5 966266.7 		746837.1 		5 966342.5 		29.4		76.8

		6/1/25		2:45:23 PM		ST060		Still		269605_ST60_09		1410		746849.6 		5 966266.7 		746836.4 		5 966340.1 		29.4		74.6

		6/1/25		2:45:32 PM		ST060		Still		269605_ST60_10		1411		746849.6 		5 966266.7 		746835.9 		5 966338.2 		29.3		72.8

		6/1/25		2:46:15 PM		ST060		Still		269605_ST60_11		1412		746849.6 		5 966266.7 		746835.5 		5 966328.6 		29.0		63.4

		6/1/25		2:46:44 PM		ST060		Still		269605_ST60_12		1413		746849.6 		5 966266.7 		746836.4 		5 966323.2 		29.4		58.0

		6/1/25		2:47:16 PM		ST060		Still		269605_ST60_13		1414		746849.6 		5 966266.7 		746835.7 		5 966318.4 		29.4		53.5

		6/1/25		2:48:15 PM		ST060		Still		269605_ST60_14		1415		746849.6 		5 966266.7 		746836.7 		5 966304.8 		29.3		40.2

		6/1/25		2:48:25 PM		ST060		Still		269605_ST60_15		1416		746849.6 		5 966266.7 		746836.9 		5 966303.0 		29.6		38.4

		6/1/25		2:48:49 PM		ST060		Still		269605_ST60_16		1417		746849.6 		5 966266.7 		746836.6 		5 966299.6 		29.6		35.4

		6/1/25		2:49:26 PM		ST060		Still		269605_ST60_17		1418		746849.6 		5 966266.7 		746835.7 		5 966293.0 		29.4		29.7

		6/1/25		2:49:52 PM		ST060		Still		269605_ST60_18		1419		746849.6 		5 966266.7 		746835.1 		5 966287.3 		29.5		25.2

		6/1/25		2:50:08 PM		ST060		Still		269605_ST60_19		1420		746849.6 		5 966266.7 		746834.4 		5 966284.7 		29.8		23.5

		6/1/25		2:50:36 PM		ST060		Still		269605_ST60_20		1421		746849.6 		5 966266.7 		746834.9 		5 966278.1 		29.3		18.6

		6/1/25		2:51:10 PM		ST060		Still		269605_ST60_21		1422		746849.6 		5 966266.7 		746837.4 		5 966267.9 		29.2		12.2

		6/1/25		2:51:49 PM		ST060		Still		269605_ST60_22		1423		746849.6 		5 966266.7 		746838.3 		5 966257.6 		29.8		14.6

		6/1/25		2:52:03 PM		ST060		Still		269605_ST60_23		1424		746849.6 		5 966266.7 		746837.3 		5 966254.7 		29.7		17.2

		6/1/25		2:52:40 PM		ST060		Still		269605_ST60_24		1425		746849.6 		5 966266.7 		746833.6 		5 966245.4 		29.5		26.7

		6/1/25		2:52:46 PM		ST060		Still		269605_ST60_25		1426		746849.6 		5 966266.7 		746833.9 		5 966243.7 		29.3		27.9

		6/1/25		2:53:24 PM		ST060		Still		269605_ST60_26		1427		746849.6 		5 966266.7 		746833.0 		5 966238.5 		29.4		32.7

		6/1/25		2:53:28 PM		ST060		Still		269605_ST60_27		1428		746849.6 		5 966266.7 		746832.5 		5 966237.2 		29.7		34.1

		6/1/25		2:54:03 PM		ST060		Still		269605_ST60_28		1429		746849.6 		5 966266.7 		746829.1 		5 966228.2 		29.4		43.6

		6/1/25		2:54:16 PM		ST060		Still		269605_ST60_29		1430		746849.6 		5 966266.7 		746827.7 		5 966224.8 		29.7		47.3

		6/1/25		2:54:37 PM		ST060		Still		269605_ST60_30		1431		746849.6 		5 966266.7 		746824.7 		5 966218.9 		29.8		54.0

		6/1/25		2:55:02 PM		ST060		Still		269605_ST60_31		1432		746849.6 		5 966266.7 		746821.4 		5 966212.2 		29.8		61.4

		6/1/25		2:55:21 PM		ST060		Still		269605_ST60_32		1433		746849.6 		5 966266.7 		746821.2 		5 966208.1 		29.8		65.1

		6/1/25		2:55:46 PM		ST060		Still		269605_ST60_33		1434		746849.6 		5 966266.7 		746819.7 		5 966201.4 		29.8		71.9

		6/1/25		2:56:06 PM		ST060		Still		269605_ST60_34		1435		746849.6 		5 966266.7 		746819.3 		5 966197.3 		30.0		75.7

		6/1/25		2:56:47 PM		ST060		Still		269605_ST60_35		1436		746849.6 		5 966266.7 		746821.2 		5 966188.0 		29.3		83.7

		6/1/25		2:57:01 PM		ST060		Still		269605_ST60_36		1437		746849.6 		5 966266.7 		746822.6 		5 966184.9 		29.6		86.2

		6/1/25		2:57:26 PM		ST060		Still		269605_ST60_37		1438		746849.6 		5 966266.7 		746825.3 		5 966180.5 		29.9		89.6

		6/1/25		2:57:41 PM		ST060		Still		269605_ST60_38		1439		746849.6 		5 966266.7 		746826.3 		5 966179.7 		29.5		90.1

		6/1/25		2:57:59 PM		ST060		Still		269605_ST60_39		1440		746849.6 		5 966266.7 		746828.5 		5 966177.9 		30.1		91.3

		6/1/25		2:58:10 PM		ST060		Still		269605_ST60_40		1441		746849.6 		5 966266.7 		746830.2 		5 966176.3 		30.0		92.4

		6/1/25		2:58:18 PM		ST060		Still		269605_ST60_41		1442		746849.6 		5 966266.7 		746830.8 		5 966175.8 		29.7		92.9

		6/1/25		2:58:46 PM		ST060		Still		269605_ST60_42		1443		746849.6 		5 966266.7 		746831.5 		5 966168.2 		29.9		100.2

		6/1/25		2:58:51 PM		ST060		Video		EOL		1444		746849.6 		5 966266.7 		746831.5 		5 966167.2 		29.9		101.2

		6/1/25		3:20:13 PM		ST061		HG		PSD		1445		746719.4 		5 966749.7 		746712.8 		5 966763.3 		29.1		15.1

		6/1/25		3:47:38 PM		ST063		WS		TOP		1446		746459.1 		5 967715.5 		746452.8 		5 967724.9 		5.7		11.3

		6/1/25		3:55:43 PM		ST063		WS		BOT		1448		746459.1 		5 967715.5 		746453.8 		5 967744.0 		30.0		28.9

		6/1/25		5:47:14 PM		ST063		DVV		NS1/NS2		1449		746459.1 		5 967715.5 		746454.0 		5 967723.3 		30.1		9.3

		6/1/25		5:52:13 PM		ST063		DVV		NS3/NS4		1450		746459.1 		5 967715.5 		746471.5 		5 967737.6 		30.0		25.3

		6/1/25		5:57:23 PM		ST063		DVV		NS5/NS6		1451		746459.1 		5 967715.5 		746464.0 		5 967727.7 		30.3		13.1

		6/1/25		6:22:07 PM		ST063		HG		FC		1452		746459.1 		5 967715.5 		746456.6 		5 967704.0 		31.2		11.8

		6/1/25		6:27:08 PM		ST063		HG		FB		1453		746459.1 		5 967715.5 		746480.0 		5 967708.1 		31.0		22.2

		6/1/25		6:31:43 PM		ST063		HG		FA		1454		746459.1 		5 967715.5 		746460.1 		5 967702.3 		28.9		13.2

		6/1/25		6:35:34 PM		ST063		HG		PC/PSD/eDNA		1455		746459.1 		5 967715.5 		746475.0 		5 967713.3 		30.7		16.1

		6/1/25		6:47:42 PM		ST063		HG		NS7		1456		746459.1 		5 967715.5 		746475.0 		5 967694.1 		31.0		26.7

		6/1/25		6:58:46 PM		ST063		HG		NS8		1457		746459.1 		5 967715.5 		746477.5 		5 967707.4 		31.3		20.1

		6/1/25		8:23:03 PM		ST064		Video		SOL		1458		746328.9 		5 968198.5 		746354.0 		5 968104.2 		32.6		97.6

		6/1/25		8:23:09 PM		ST064		Still		269605_ST064_01		1459		746328.9 		5 968198.5 		746353.4 		5 968105.1 		32.4		96.5

		6/1/25		8:23:13 PM		ST064		Still		269605_ST064_02		1460		746328.9 		5 968198.5 		746352.9 		5 968105.9 		32.4		95.7

		6/1/25		8:23:23 PM		ST064		Still		269605_ST064_03		1461		746328.9 		5 968198.5 		746352.2 		5 968107.3 		32.1		94.1

		6/1/25		8:23:50 PM		ST064		Still		269605_ST064_04		1462		746328.9 		5 968198.5 		746349.0 		5 968112.7 		32.2		88.1

		6/1/25		8:23:53 PM		ST064		Still		269605_ST064_05		1463		746328.9 		5 968198.5 		746348.6 		5 968113.1 		32.3		87.7

		6/1/25		8:24:14 PM		ST064		Still		269605_ST064_06		1464		746328.9 		5 968198.5 		746346.8 		5 968117.2 		32.4		83.2

		6/1/25		8:24:44 PM		ST064		Still		269605_ST064_07		1465		746328.9 		5 968198.5 		746345.2 		5 968124.7 		32.2		75.6

		6/1/25		8:25:26 PM		ST064		Still		269605_ST064_08		1466		746328.9 		5 968198.5 		746342.8 		5 968139.6 		32.3		60.5

		6/1/25		8:26:00 PM		ST064		Still		269605_ST064_09		1467		746328.9 		5 968198.5 		746338.0 		5 968151.1 		32.1		48.3

		6/1/25		8:26:23 PM		ST064		Still		269605_ST064_10		1468		746328.9 		5 968198.5 		746334.3 		5 968158.8 		31.4		40.0

		6/1/25		8:26:28 PM		ST064		Still		269605_ST064_11		1469		746328.9 		5 968198.5 		746333.1 		5 968160.4 		32.0		38.4

		6/1/25		8:26:31 PM		ST064		Still		269605_ST064_12		1470		746328.9 		5 968198.5 		746332.6 		5 968161.2 		32.2		37.4

		6/1/25		8:26:57 PM		ST064		Still		269605_ST064_13		1471		746328.9 		5 968198.5 		746327.4 		5 968170.1 		31.9		28.4

		6/1/25		8:27:22 PM		ST064		Still		269605_ST064_14		1472		746328.9 		5 968198.5 		746322.0 		5 968179.9 		32.4		19.8

		6/1/25		8:27:38 PM		ST064		Still		269605_ST064_15		No Fix		746328.9 		5 968198.5 		746322.1 		5 968179.5 		32.4		20.2		Data taken from video

		6/1/25		8:27:42 PM		ST064		Still		269605_ST064_16		1473		746328.9 		5 968198.5 		746315.7 		5 968188.2 		32.4		16.7

		6/1/25		8:27:45 PM		ST064		Still		269605_ST064_17		1474		746328.9 		5 968198.5 		746314.9 		5 968189.4 		32.6		16.7

		6/1/25		8:28:03 PM		ST064		Still		269605_ST064_18		1475		746328.9 		5 968198.5 		746311.1 		5 968194.2 		32.6		18.3

		6/1/25		8:28:07 PM		ST064		Still		269605_ST064_19		1476		746328.9 		5 968198.5 		746310.7 		5 968194.9 		32.6		18.5

		6/1/25		8:28:13 PM		ST064		Still		269605_ST064_20		1477		746328.9 		5 968198.5 		746309.8 		5 968196.0 		32.5		19.2

		6/1/25		8:28:15 PM		ST064		Still		269605_ST064_21		1478		746328.9 		5 968198.5 		746309.4 		5 968196.4 		32.5		19.5

		6/1/25		8:28:27 PM		ST064		Still		269605_ST064_22		1479		746328.9 		5 968198.5 		746306.4 		5 968199.0 		32.7		22.5

		6/1/25		8:28:32 PM		ST064		Still		269605_ST064_23		1480		746328.9 		5 968198.5 		746305.9 		5 968199.6 		32.6		23.1

		6/1/25		8:28:36 PM		ST064		Still		269605_ST064_24		1481		746328.9 		5 968198.5 		746304.3 		5 968201.6 		32.5		24.8

		6/1/25		8:28:55 PM		ST064		Still		269605_ST064_25		1482		746328.9 		5 968198.5 		746301.5 		5 968205.2 		32.4		28.2

		6/1/25		8:29:00 PM		ST064		Still		269605_ST064_26		1483		746328.9 		5 968198.5 		746300.6 		5 968206.3 		32.6		29.4

		6/1/25		8:29:14 PM		ST064		Still		269605_ST064_27		1484		746328.9 		5 968198.5 		746297.9 		5 968209.4 		32.5		32.8

		6/1/25		8:29:29 PM		ST064		Still		269605_ST064_28		1485		746328.9 		5 968198.5 		746295.0 		5 968213.0 		32.6		36.9

		6/1/25		8:29:36 PM		ST064		Still		269605_ST064_29		1486		746328.9 		5 968198.5 		746294.1 		5 968214.2 		32.8		38.2

		6/1/25		8:29:39 PM		ST064		Still		269605_ST064_30		1487		746328.9 		5 968198.5 		746293.3 		5 968214.9 		32.7		39.2

		6/1/25		8:29:55 PM		ST064		Still		269605_ST064_31		1488		746328.9 		5 968198.5 		746290.5 		5 968218.0 		33.1		43.1

		6/1/25		8:30:11 PM		ST064		Still		269605_ST064_32		1489		746328.9 		5 968198.5 		746288.4 		5 968220.4 		32.8		46.1

		6/1/25		8:30:21 PM		ST064		Still		269605_ST064_33		1490		746328.9 		5 968198.5 		746286.2 		5 968222.2 		32.6		48.9

		6/1/25		8:30:29 PM		ST064		Still		269605_ST064_34		1491		746328.9 		5 968198.5 		746284.5 		5 968224.2 		32.5		51.3

		6/1/25		8:30:42 PM		ST064		Still		269605_ST064_35		1492		746328.9 		5 968198.5 		746282.2 		5 968226.4 		32.7		54.4

		6/1/25		8:31:27 PM		ST064		Still		269605_ST064_36		1493		746328.9 		5 968198.5 		746267.0 		5 968237.5 		32.7		73.2

		6/1/25		8:31:49 PM		ST064		Still		269605_ST064_37		1494		746328.9 		5 968198.5 		746260.8 		5 968242.0 		32.9		80.8

		6/1/25		8:31:59 PM		ST064		Still		269605_ST064_38		1495		746328.9 		5 968198.5 		746257.9 		5 968244.1 		32.7		84.4

		6/1/25		8:32:03 PM		ST064		Video		EOL		1496		746328.9 		5 968198.5 		746256.5 		5 968245.2 		33.0		86.2

		6/1/25		8:37:32 PM		ST065		Video		SOL		1497		746168.3 		5 968581.0 		746195.1 		5 968492.6 		33.1		92.3

		6/1/25		8:37:51 PM		ST065		Still		269605_ST65_01		1498		746168.3 		5 968581.0 		746195.3 		5 968499.6 		33.2		85.8

		6/1/25		8:38:05 PM		ST065		Still		269605_ST65_02		1499		746168.3 		5 968581.0 		746194.3 		5 968505.8 		33.3		79.6

		6/1/25		8:38:08 PM		ST065		Still		269605_ST65_03		1500		746168.3 		5 968581.0 		746194.0 		5 968506.5 		33.5		78.8

		6/1/25		8:39:41 PM		ST065		Still		269605_ST65_04		1501		746168.3 		5 968581.0 		746181.4 		5 968542.3 		33.4		40.9

		6/1/25		8:39:47 PM		ST065		Still		269605_ST65_05		1502		746168.3 		5 968581.0 		746180.2 		5 968543.9 		33.8		39.0

		6/1/25		8:39:54 PM		ST065		Still		269605_ST65_06		1503		746168.3 		5 968581.0 		746179.6 		5 968545.2 		33.4		37.5

		6/1/25		8:40:01 PM		ST065		Still		269605_ST65_07		1504		746168.3 		5 968581.0 		746178.6 		5 968546.9 		33.2		35.7

		6/1/25		8:40:10 PM		ST065		Still		269605_ST65_08		1505		746168.3 		5 968581.0 		746176.5 		5 968550.1 		33.4		32.0

		6/1/25		8:40:12 PM		ST065		Still		269605_ST65_09		1506		746168.3 		5 968581.0 		746175.8 		5 968550.9 		33.5		31.0

		6/1/25		8:40:37 PM		ST065		Still		269605_ST65_10		1507		746168.3 		5 968581.0 		746170.0 		5 968559.5 		33.4		21.6

		6/1/25		8:40:43 PM		ST065		Still		269605_ST65_11		1508		746168.3 		5 968581.0 		746168.3 		5 968561.5 		33.5		19.5

		6/1/25		8:41:20 PM		ST065		Still		269605_ST65_12		1509		746168.3 		5 968581.0 		746158.0 		5 968573.9 		33.4		12.5

		6/1/25		8:42:06 PM		ST065		Still		269605_ST65_13		1510		746168.3 		5 968581.0 		746144.7 		5 968590.0 		33.5		25.3

		6/1/25		8:42:10 PM		ST065		Still		269605_ST65_14		1511		746168.3 		5 968581.0 		746143.7 		5 968591.4 		33.6		26.7

		6/1/25		8:42:15 PM		ST065		Still		269605_ST65_15		1512		746168.3 		5 968581.0 		746142.4 		5 968592.6 		33.3		28.4

		6/1/25		8:42:19 PM		ST065		Still		269605_ST65_16		1513		746168.3 		5 968581.0 		746141.4 		5 968593.7 		33.8		29.7

		6/1/25		8:42:32 PM		ST065		Still		269605_ST65_17		1514		746168.3 		5 968581.0 		746136.7 		5 968599.6 		34.0		36.7

		6/1/25		8:42:52 PM		ST065		Still		269605_ST65_18		1515		746168.3 		5 968581.0 		746130.2 		5 968606.9 		33.4		46.1

		6/1/25		8:43:04 PM		ST065		Still		269605_ST65_19		1516		746168.3 		5 968581.0 		746126.6 		5 968611.7 		33.3		51.8

		6/1/25		8:43:08 PM		ST065		Still		269605_ST65_20		1517		746168.3 		5 968581.0 		746125.3 		5 968613.2 		33.8		53.8

		6/1/25		8:43:13 PM		ST065		Still		269605_ST65_21		1518		746168.3 		5 968581.0 		746124.1 		5 968614.6 		33.8		55.5

		6/1/25		8:43:18 PM		ST065		Still		269605_ST65_22		1519		746168.3 		5 968581.0 		746123.3 		5 968615.5 		33.7		56.7

		6/1/25		8:43:27 PM		ST065		Still		269605_ST65_23		1520		746168.3 		5 968581.0 		746122.2 		5 968617.2 		33.4		58.7

		6/1/25		8:43:31 PM		ST065		Still		269605_ST65_24		1521		746168.3 		5 968581.0 		746121.0 		5 968618.6 		33.4		60.4

		6/1/25		8:43:42 PM		ST065		Still		269605_ST65_25		1522		746168.3 		5 968581.0 		746117.8 		5 968621.8 		33.7		64.9

		6/1/25		8:43:46 PM		ST065		Still		269605_ST65_26		1523		746168.3 		5 968581.0 		746117.2 		5 968622.4 		33.7		65.7

		6/1/25		8:43:48 PM		ST065		Still		269605_ST65_27		1524		746168.3 		5 968581.0 		746116.6 		5 968623.5 		33.5		66.9

		6/1/25		8:43:51 PM		ST065		Still		269605_ST65_28		1525		746168.3 		5 968581.0 		746116.0 		5 968624.3 		33.6		67.9

		6/1/25		8:43:54 PM		ST065		Still		269605_ST65_29		1526		746168.3 		5 968581.0 		746114.7 		5 968625.5 		33.8		69.6

		6/1/25		8:44:02 PM		ST065		Still		269605_ST65_30		1527		746168.3 		5 968581.0 		746113.4 		5 968626.8 		33.9		71.5

		6/1/25		8:44:30 PM		ST065		Still		269605_ST65_31		1528		746168.3 		5 968581.0 		746107.6 		5 968633.6 		33.6		80.3

		6/1/25		8:44:34 PM		ST065		Still		269605_ST65_32		1529		746168.3 		5 968581.0 		746106.6 		5 968634.6 		33.7		81.7

		6/1/25		8:44:40 PM		ST065		Video		EOL		1530		746168.3 		5 968581.0 		746106.1 		5 968635.6 		33.5		82.7

		6/1/25		8:51:15 PM		ST066		Video		SOL		1531		746068.5 		5 969164.3 		746119.2 		5 969071.1 		33.3		106.1

		6/1/25		8:51:23 PM		ST066		Still		269605_ST66_01		1532		746068.5 		5 969164.3 		746119.3 		5 969073.8 		33.7		103.8

		6/1/25		8:51:37 PM		ST066		Still		269605_ST66_02		1533		746068.5 		5 969164.3 		746118.9 		5 969077.3 		33.6		100.6

		6/1/25		8:51:42 PM		ST066		Still		269605_ST66_03		1534		746068.5 		5 969164.3 		746119.0 		5 969080.2 		33.4		98.1

		6/1/25		8:51:46 PM		ST066		Still		269605_ST66_04		1535		746068.5 		5 969164.3 		746118.8 		5 969081.9 		33.7		96.6

		6/1/25		8:51:59 PM		ST066		Still		269605_ST66_05		1536		746068.5 		5 969164.3 		746118.4 		5 969087.4 		33.4		91.6

		6/1/25		8:52:23 PM		ST066		Still		269605_ST66_06		1537		746068.5 		5 969164.3 		746117.9 		5 969099.8 		33.7		81.3

		6/1/25		8:52:46 PM		ST066		Still		269605_ST66_07		1538		746068.5 		5 969164.3 		746117.1 		5 969111.4 		33.4		71.8

		6/1/25		8:52:51 PM		ST066		Still		269605_ST66_08		1539		746068.5 		5 969164.3 		746117.0 		5 969112.6 		33.1		70.9

		6/1/25		8:52:55 PM		ST066		Still		269605_ST66_09		1540		746068.5 		5 969164.3 		746116.4 		5 969115.3 		33.3		68.6

		6/1/25		8:52:59 PM		ST066		Still		269605_ST66_10		1541		746068.5 		5 969164.3 		746116.0 		5 969116.6 		33.3		67.3

		6/1/25		8:53:03 PM		ST066		Still		269605_ST66_11		1542		746068.5 		5 969164.3 		746115.6 		5 969117.5 		33.3		66.4

		6/1/25		8:53:07 PM		ST066		Still		269605_ST66_12		1543		746068.5 		5 969164.3 		746115.4 		5 969118.8 		33.2		65.4

		6/1/25		8:53:11 PM		ST066		Still		269605_ST66_13		1544		746068.5 		5 969164.3 		746114.2 		5 969120.7 		33.9		63.2

		6/1/25		8:53:16 PM		ST066		Still		269605_ST66_14		1545		746068.5 		5 969164.3 		746113.6 		5 969121.6 		33.5		62.1

		6/1/25		8:53:22 PM		ST066		Still		269605_ST66_15		1546		746068.5 		5 969164.3 		746112.4 		5 969124.5 		33.1		59.3

		6/1/25		8:53:27 PM		ST066		Still		269605_ST66_16		1547		746068.5 		5 969164.3 		746110.9 		5 969126.1 		33.6		57.0

		6/1/25		8:53:42 PM		ST066		Still		269605_ST66_17		1548		746068.5 		5 969164.3 		746106.7 		5 969130.6 		33.3		51.0

		6/1/25		8:53:46 PM		ST066		Still		269605_ST66_18		1549		746068.5 		5 969164.3 		746105.5 		5 969131.9 		33.5		49.2

		6/1/25		8:53:56 PM		ST066		Still		269605_ST66_19		1550		746068.5 		5 969164.3 		746101.1 		5 969134.2 		33.3		44.4

		6/1/25		8:54:00 PM		ST066		Still		269605_ST66_20		1551		746068.5 		5 969164.3 		746099.7 		5 969135.3 		33.3		42.6

		6/1/25		8:54:11 PM		ST066		Still		269605_ST66_21		1552		746068.5 		5 969164.3 		746095.2 		5 969139.2 		33.2		36.6

		6/1/25		8:54:14 PM		ST066		Still		269605_ST66_22		1553		746068.5 		5 969164.3 		746094.3 		5 969139.9 		33.4		35.5

		6/1/25		8:54:19 PM		ST066		Still		269605_ST66_23		1554		746068.5 		5 969164.3 		746092.3 		5 969141.1 		33.3		33.2

		6/1/25		8:54:25 PM		ST066		Still		269605_ST66_24		1555		746068.5 		5 969164.3 		746090.3 		5 969142.9 		33.5		30.5

		6/1/25		8:54:29 PM		ST066		Still		269605_ST66_25		1556		746068.5 		5 969164.3 		746088.8 		5 969144.2 		33.2		28.6

		6/1/25		8:54:32 PM		ST066		Still		269605_ST66_26		1557		746068.5 		5 969164.3 		746087.7 		5 969145.6 		33.3		26.8

		6/1/25		8:54:36 PM		ST066		Still		269605_ST66_27		1558		746068.5 		5 969164.3 		746086.7 		5 969146.7 		33.5		25.3

		6/1/25		8:54:41 PM		ST066		Still		269605_ST66_28		1559		746068.5 		5 969164.3 		746085.7 		5 969148.0 		33.4		23.7

		6/1/25		8:54:50 PM		ST066		Still		269605_ST66_29		1560		746068.5 		5 969164.3 		746081.9 		5 969152.2 		33.3		18.1

		6/1/25		8:54:54 PM		ST066		Still		269605_ST66_30		1561		746068.5 		5 969164.3 		746080.7 		5 969153.4 		33.5		16.3

		6/1/25		8:54:59 PM		ST066		Still		269605_ST66_31		1562		746068.5 		5 969164.3 		746078.5 		5 969155.6 		33.7		13.3

		6/1/25		8:55:02 PM		ST066		Still		269605_ST66_32		1563		746068.5 		5 969164.3 		746077.7 		5 969156.7 		33.3		11.9

		6/1/25		8:55:05 PM		ST066		Still		269605_ST66_33		1564		746068.5 		5 969164.3 		746076.6 		5 969158.0 		33.6		10.3

		6/1/25		8:55:11 PM		ST066		Still		269605_ST66_34		1565		746068.5 		5 969164.3 		746076.2 		5 969158.8 		33.5		9.5

		6/1/25		8:55:15 PM		ST066		Still		269605_ST66_35		1566		746068.5 		5 969164.3 		746075.1 		5 969160.2 		33.8		7.7

		6/1/25		8:55:19 PM		ST066		Still		269605_ST66_36		1567		746068.5 		5 969164.3 		746074.8 		5 969160.7 		33.4		7.2

		6/1/25		8:55:22 PM		ST066		Still		269605_ST66_37		1568		746068.5 		5 969164.3 		746074.6 		5 969161.2 		33.2		6.8

		6/1/25		8:55:26 PM		ST066		Still		269605_ST66_38		1569		746068.5 		5 969164.3 		746073.0 		5 969163.3 		33.6		4.6

		6/1/25		8:55:31 PM		ST066		Still		269605_ST66_39		1570		746068.5 		5 969164.3 		746072.5 		5 969164.0 		33.5		4.0

		6/1/25		8:55:47 PM		ST066		Still		269605_ST66_40		1571		746068.5 		5 969164.3 		746070.1 		5 969167.2 		33.2		3.3

		6/1/25		8:55:51 PM		ST066		Still		269605_ST66_41		1572		746068.5 		5 969164.3 		746068.7 		5 969168.8 		33.2		4.5

		6/1/25		8:56:05 PM		ST066		Still		269605_ST66_42		1573		746068.5 		5 969164.3 		746067.7 		5 969170.8 		33.1		6.5

		6/1/25		8:56:08 PM		ST066		Still		269605_ST66_43		1574		746068.5 		5 969164.3 		746067.0 		5 969171.9 		33.0		7.7

		6/1/25		8:56:11 PM		ST066		Still		269605_ST66_44		1575		746068.5 		5 969164.3 		746066.4 		5 969172.7 		33.1		8.6

		6/1/25		8:56:15 PM		ST066		Still		269605_ST66_45		1576		746068.5 		5 969164.3 		746065.0 		5 969174.9 		33.3		11.1

		6/1/25		8:56:24 PM		ST066		Still		269605_ST66_46		1577		746068.5 		5 969164.3 		746064.2 		5 969176.5 		33.4		12.9

		6/1/25		8:56:28 PM		ST066		Still		269605_ST66_47		1578		746068.5 		5 969164.3 		746063.8 		5 969176.7 		33.0		13.2

		6/1/25		8:56:38 PM		ST066		Still		269605_ST66_48		1579		746068.5 		5 969164.3 		746062.3 		5 969180.5 		33.2		17.3

		6/1/25		8:56:43 PM		ST066		Still		269605_ST66_49		1580		746068.5 		5 969164.3 		746061.5 		5 969182.4 		33.0		19.4

		6/1/25		8:56:53 PM		ST066		Still		269605_ST66_50		1581		746068.5 		5 969164.3 		746060.2 		5 969184.1 		33.3		21.4

		6/1/25		8:57:03 PM		ST066		Still		269605_ST66_51		1582		746068.5 		5 969164.3 		746060.0 		5 969184.5 		33.1		21.9

		6/1/25		8:57:10 PM		ST066		Still		269605_ST66_52		1583		746068.5 		5 969164.3 		746058.4 		5 969186.7 		33.7		24.5

		6/1/25		8:57:21 PM		ST066		Still		269605_ST66_53		1584		746068.5 		5 969164.3 		746058.2 		5 969189.2 		33.4		26.9

		6/1/25		8:57:35 PM		ST066		Still		269605_ST66_54		1585		746068.5 		5 969164.3 		746056.4 		5 969193.5 		33.3		31.6

		6/1/25		8:57:40 PM		ST066		Still		269605_ST66_55		1586		746068.5 		5 969164.3 		746056.0 		5 969194.7 		33.3		32.8

		6/1/25		8:57:47 PM		ST066		Still		269605_ST66_56		1587		746068.5 		5 969164.3 		746054.9 		5 969196.4 		33.1		34.8

		6/1/25		8:57:51 PM		ST066		Still		269605_ST66_57		1588		746068.5 		5 969164.3 		746053.7 		5 969199.0 		33.5		37.7

		6/1/25		8:57:54 PM		ST066		Still		269605_ST66_58		1589		746068.5 		5 969164.3 		746053.5 		5 969199.4 		33.4		38.1

		6/1/25		8:57:57 PM		ST066		Still		269605_ST66_59		1590		746068.5 		5 969164.3 		746053.0 		5 969200.6 		33.4		39.4

		6/1/25		8:58:13 PM		ST066		Still		269605_ST66_60		1591		746068.5 		5 969164.3 		746051.2 		5 969206.1 		33.2		45.2

		6/1/25		8:58:17 PM		ST066		Still		269605_ST66_61		1592		746068.5 		5 969164.3 		746050.8 		5 969207.0 		33.2		46.2

		6/1/25		8:58:25 PM		ST066		Still		269605_ST66_62		1593		746068.5 		5 969164.3 		746050.4 		5 969209.9 		33.1		49.1

		6/1/25		8:58:39 PM		ST066		Still		269605_ST66_63		1594		746068.5 		5 969164.3 		746049.3 		5 969215.0 		33.3		54.2

		6/1/25		8:58:44 PM		ST066		Still		269605_ST66_64		1595		746068.5 		5 969164.3 		746049.0 		5 969216.6 		33.1		55.8

		6/1/25		8:58:48 PM		ST066		Still		269605_ST66_65		1596		746068.5 		5 969164.3 		746048.9 		5 969218.2 		33.0		57.3

		6/1/25		8:59:02 PM		ST066		Still		269605_ST66_66		1597		746068.5 		5 969164.3 		746048.5 		5 969221.7 		33.2		60.8

		6/1/25		8:59:12 PM		ST066		Still		269605_ST66_67		1598		746068.5 		5 969164.3 		746048.2 		5 969223.5 		33.2		62.6

		6/1/25		8:59:36 PM		ST066		Still		269605_ST66_68		1599		746068.5 		5 969164.3 		746047.1 		5 969231.9 		33.2		70.9

		6/1/25		8:59:41 PM		ST066		Still		269605_ST66_69		1600		746068.5 		5 969164.3 		746046.6 		5 969235.1 		33.1		74.1

		6/1/25		8:59:58 PM		ST066		Still		269605_ST66_70		1601		746068.5 		5 969164.3 		746045.0 		5 969240.6 		33.0		79.8

		6/1/25		9:00:01 PM		ST066		Still		269605_ST66_71		1602		746068.5 		5 969164.3 		746045.3 		5 969241.7 		33.1		80.8

		6/1/25		9:00:04 PM		ST066		Still		269605_ST66_72		1603		746068.5 		5 969164.3 		746044.8 		5 969242.2 		33.1		81.4

		6/1/25		9:00:45 PM		ST066		Still		269605_ST66_73		1604		746068.5 		5 969164.3 		746038.3 		5 969256.4 		33.1		96.8

		6/1/25		9:00:50 PM		ST066		Still		269605_ST66_74		1605		746068.5 		5 969164.3 		746038.1 		5 969258.0 		32.8		98.5

		6/1/25		9:00:54 PM		ST066		Still		269605_ST66_75		1606		746068.5 		5 969164.3 		746037.3 		5 969259.5 		32.9		100.1

		6/1/25		9:01:00 PM		ST066		Still		269605_ST66_76		1607		746068.5 		5 969164.3 		746036.1 		5 969261.3 		32.9		102.2

		6/1/25		9:01:09 PM		ST066		Still		269605_ST66_77		1608		746068.5 		5 969164.3 		746035.7 		5 969263.1 		32.9		104.1

		6/1/25		9:01:12 PM		ST066		Still		269605_ST66_78		1609		746068.5 		5 969164.3 		746035.6 		5 969263.3 		33.0		104.3

		6/1/25		9:01:16 PM		ST066		Still		269605_ST66_79		1610		746068.5 		5 969164.3 		746035.6 		5 969263.8 		33.0		104.7

		6/1/25		9:01:24 PM		ST066		Video		EOL		1611		746068.5 		5 969164.3 		746035.2 		5 969265.1 		32.8		106.2

		6/1/25		9:03:57 PM		ST067		Video		SOL		1612		745991.1 		5 969451.7 		746040.8 		5 969353.3 		32.9		110.3

		6/1/25		9:04:06 PM		ST067		Still		269605_ST067_01		1613		745991.1 		5 969451.7 		746041.6 		5 969355.6 		32.6		108.6

		6/1/25		9:04:10 PM		ST067		Still		269605_ST067_02		1614		745991.1 		5 969451.7 		746041.8 		5 969356.8 		32.6		107.7

		6/1/25		9:04:14 PM		ST067		Still		269605_ST067_03		1615		745991.1 		5 969451.7 		746042.1 		5 969357.9 		32.8		106.8

		6/1/25		9:04:23 PM		ST067		Still		269605_ST067_04		1616		745991.1 		5 969451.7 		746042.6 		5 969360.2 		32.7		105.1

		6/1/25		9:04:27 PM		ST067		Still		269605_ST067_05		1617		745991.1 		5 969451.7 		746042.4 		5 969361.6 		32.8		103.8

		6/1/25		9:04:30 PM		ST067		Still		269605_ST067_06		1618		745991.1 		5 969451.7 		746042.1 		5 969362.5 		32.7		102.8

		6/1/25		9:04:37 PM		ST067		Still		269605_ST067_07		1619		745991.1 		5 969451.7 		746041.7 		5 969364.3 		32.8		101.0

		6/1/25		9:04:41 PM		ST067		Still		269605_ST067_08		1620		745991.1 		5 969451.7 		746041.3 		5 969365.9 		32.7		99.5

		6/1/25		9:04:46 PM		ST067		Still		269605_ST067_09		1621		745991.1 		5 969451.7 		746040.9 		5 969368.2 		32.8		97.3

		6/1/25		9:04:53 PM		ST067		Still		269605_ST067_10		1622		745991.1 		5 969451.7 		746040.8 		5 969370.4 		32.6		95.4

		6/1/25		9:05:15 PM		ST067		Still		269605_ST067_11		1623		745991.1 		5 969451.7 		746038.5 		5 969380.9 		32.6		85.3

		6/1/25		9:05:19 PM		ST067		Still		269605_ST067_12		1624		745991.1 		5 969451.7 		746038.2 		5 969382.9 		32.9		83.4

		6/1/25		9:05:31 PM		ST067		Still		269605_ST067_13		1625		745991.1 		5 969451.7 		746037.0 		5 969387.5 		32.7		78.9

		6/1/25		9:05:41 PM		ST067		Still		269605_ST067_14		1626		745991.1 		5 969451.7 		746036.6 		5 969391.9 		32.6		75.2

		6/1/25		9:05:56 PM		ST067		Still		269605_ST067_15		1627		745991.1 		5 969451.7 		746035.8 		5 969398.4 		32.4		69.6

		6/1/25		9:06:03 PM		ST067		Still		269605_ST067_16		1628		745991.1 		5 969451.7 		746035.4 		5 969400.4 		32.4		67.9

		6/1/25		9:06:09 PM		ST067		Still		269605_ST067_17		1629		745991.1 		5 969451.7 		746034.9 		5 969402.4 		32.0		66.0

		6/1/25		9:06:14 PM		ST067		Still		269605_ST067_18		1630		745991.1 		5 969451.7 		746034.2 		5 969405.4 		32.1		63.3

		6/1/25		9:06:18 PM		ST067		Still		269605_ST067_19		1631		745991.1 		5 969451.7 		746034.1 		5 969407.1 		32.0		62.0

		6/1/25		9:06:34 PM		ST067		Still		269605_ST067_20		1632		745991.1 		5 969451.7 		746032.8 		5 969414.5 		32.1		55.9

		6/1/25		9:06:38 PM		ST067		Still		269605_ST067_21		1633		745991.1 		5 969451.7 		746032.3 		5 969416.1 		31.9		54.5

		6/1/25		9:06:49 PM		ST067		Still		269605_ST067_22		1634		745991.1 		5 969451.7 		746029.8 		5 969421.3 		31.8		49.3

		6/1/25		9:06:53 PM		ST067		Still		269605_ST067_23		1635		745991.1 		5 969451.7 		746028.9 		5 969422.5 		32.4		47.8

		6/1/25		9:06:57 PM		ST067		Still		269605_ST067_24		1636		745991.1 		5 969451.7 		746028.2 		5 969423.0 		32.4		46.9

		6/1/25		9:07:01 PM		ST067		Still		269605_ST067_25		1637		745991.1 		5 969451.7 		746028.4 		5 969423.4 		32.3		46.8

		6/1/25		9:07:07 PM		ST067		Still		269605_ST067_26		1638		745991.1 		5 969451.7 		746027.9 		5 969423.7 		32.2		46.3

		6/1/25		9:07:16 PM		ST067		Still		269605_ST067_27		1639		745991.1 		5 969451.7 		746026.4 		5 969424.8 		32.4		44.5

		6/1/25		9:07:20 PM		ST067		Still		269605_ST067_28		1640		745991.1 		5 969451.7 		746026.3 		5 969424.9 		32.0		44.3

		6/1/25		9:07:25 PM		ST067		Still		269605_ST067_29		1641		745991.1 		5 969451.7 		746025.0 		5 969425.4 		32.2		42.9

		6/1/25		9:07:30 PM		ST067		Still		269605_ST067_30		1642		745991.1 		5 969451.7 		746024.0 		5 969425.8 		32.3		42.0

		6/1/25		9:07:38 PM		ST067		Still		269605_ST067_31		1643		745991.1 		5 969451.7 		746022.7 		5 969426.2 		32.1		40.6

		6/1/25		9:08:04 PM		ST067		Still		269605_ST067_32		1644		745991.1 		5 969451.7 		746016.7 		5 969427.6 		32.2		35.2

		6/1/25		9:08:08 PM		ST067		Still		269605_ST067_33		1645		745991.1 		5 969451.7 		746016.1 		5 969427.6 		32.2		34.8

		6/1/25		9:08:12 PM		ST067		Still		269605_ST067_34		1646		745991.1 		5 969451.7 		746014.7 		5 969427.3 		32.5		34.0

		6/1/25		9:08:17 PM		ST067		Still		269605_ST067_35		1647		745991.1 		5 969451.7 		746012.9 		5 969427.9 		32.0		32.3

		6/1/25		9:08:21 PM		ST067		Still		269605_ST067_36		1648		745991.1 		5 969451.7 		746011.1 		5 969428.0 		32.1		31.1

		6/1/25		9:08:31 PM		ST067		Still		269605_ST067_37		1649		745991.1 		5 969451.7 		746008.9 		5 969427.9 		32.0		29.8

		6/1/25		9:08:44 PM		ST067		Still		269605_ST067_38		1650		745991.1 		5 969451.7 		746003.6 		5 969428.0 		32.0		26.8

		6/1/25		9:08:50 PM		ST067		Still		269605_ST067_39		1651		745991.1 		5 969451.7 		746001.0 		5 969428.1 		31.2		25.6

		6/1/25		9:08:55 PM		ST067		Still		269605_ST067_40		1652		745991.1 		5 969451.7 		745999.0 		5 969428.8 		31.9		24.3

		6/1/25		9:09:13 PM		ST067		Still		269605_ST067_41		1653		745991.1 		5 969451.7 		745991.8 		5 969430.4 		32.0		21.3

		6/1/25		9:09:29 PM		ST067		Still		269605_ST067_42		1654		745991.1 		5 969451.7 		745983.8 		5 969432.8 		31.8		20.3

		6/1/25		9:09:48 PM		ST067		Still		269605_ST067_43		1655		745991.1 		5 969451.7 		745975.0 		5 969434.1 		32.0		23.8

		6/1/25		9:09:52 PM		ST067		Still		269605_ST067_44		1656		745991.1 		5 969451.7 		745974.0 		5 969434.2 		31.3		24.5

		6/1/25		9:10:06 PM		ST067		Still		269605_ST067_45		1657		745991.1 		5 969451.7 		745967.7 		5 969435.9 		31.4		28.3

		6/1/25		9:10:19 PM		ST067		Still		269605_ST067_46		1658		745991.1 		5 969451.7 		745964.2 		5 969437.4 		31.4		30.4

		6/1/25		9:10:24 PM		ST067		Still		269605_ST067_47		1659		745991.1 		5 969451.7 		745963.4 		5 969437.8 		31.6		31.0

		6/1/25		9:10:37 PM		ST067		Still		269605_ST067_48		1660		745991.1 		5 969451.7 		745959.1 		5 969439.4 		31.8		34.3

		6/1/25		9:10:44 PM		ST067		Still		269605_ST067_49		1661		745991.1 		5 969451.7 		745958.1 		5 969439.7 		31.9		35.1

		6/1/25		9:10:58 PM		ST067		Still		269605_ST067_50		1662		745991.1 		5 969451.7 		745955.8 		5 969440.2 		31.3		37.2

		6/1/25		9:11:04 PM		ST067		Still		269605_ST067_51		1663		745991.1 		5 969451.7 		745954.4 		5 969440.5 		31.8		38.4

		6/1/25		9:11:45 PM		ST067		Still		269605_ST067_52		1664		745991.1 		5 969451.7 		745944.7 		5 969445.1 		31.5		46.8

		6/1/25		9:11:50 PM		ST067		Still		269605_ST067_53		1665		745991.1 		5 969451.7 		745942.1 		5 969446.5 		31.9		49.2

		6/1/25		9:12:05 PM		ST067		Still		269605_ST067_54		1666		745991.1 		5 969451.7 		745936.0 		5 969449.5 		31.4		55.2

		6/1/25		9:12:09 PM		ST067		Still		269605_ST067_55		1667		745991.1 		5 969451.7 		745934.6 		5 969450.4 		31.2		56.4

		6/1/25		9:13:25 PM		ST067		Still		269605_ST067_56		1668		745991.1 		5 969451.7 		745903.8 		5 969464.8 		31.3		88.2

		6/1/25		9:13:37 PM		ST067		Still		269605_ST067_57		1669		745991.1 		5 969451.7 		745900.5 		5 969468.3 		33.2		92.1

		6/1/25		9:13:41 PM		ST067		Still		269605_ST067_58		1670		745991.1 		5 969451.7 		745899.8 		5 969468.8 		31.6		92.8

		6/1/25		9:13:43 PM		ST067		Still		269605_ST067_59		1671		745991.1 		5 969451.7 		745899.2 		5 969468.9 		31.2		93.4

		6/1/25		9:14:17 PM		ST067		Still		269605_ST067_60		1672		745991.1 		5 969451.7 		745891.7 		5 969477.1 		31.1		102.6

		6/1/25		9:14:21 PM		ST067		Still		269605_ST067_61		1673		745991.1 		5 969451.7 		745890.9 		5 969478.7 		31.6		103.7

		6/1/25		9:14:30 PM		ST067		Still		269605_ST067_62		1674		745991.1 		5 969451.7 		745888.7 		5 969481.8 		31.8		106.7

		6/1/25		9:14:51 PM		ST067		Video		EOL		1675		745991.1 		5 969451.7 		745886.3 		5 969488.7 		31.4		111.1

		6/1/25		9:23:29 PM		ST068		Video		SOL		1676		745938.4 		5 969647.3 		746008.4 		5 969578.8 		35.8		97.9

		6/1/25		9:23:36 PM		ST068		Still		269605_ST068_01		1677		745938.4 		5 969647.3 		746006.7 		5 969579.7 		36.1		96.1

		6/1/25		9:23:40 PM		ST068		Still		269605_ST068_02		1678		745938.4 		5 969647.3 		746005.6 		5 969580.5 		36.1		94.8

		6/1/25		9:24:16 PM		ST068		Still		269605_ST068_03		1679		745938.4 		5 969647.3 		745996.5 		5 969587.3 		36.1		83.5

		6/1/25		9:24:19 PM		ST068		Still		269605_ST068_04		1680		745938.4 		5 969647.3 		745995.9 		5 969587.5 		36.0		82.9

		6/1/25		9:24:36 PM		ST068		Still		269605_ST068_05		1681		745938.4 		5 969647.3 		745992.5 		5 969589.6 		36.1		79.1

		6/1/25		9:24:41 PM		ST068		Still		269605_ST068_06		1682		745938.4 		5 969647.3 		745991.7 		5 969590.4 		36.0		78.0

		6/1/25		9:24:48 PM		ST068		Still		269605_ST068_07		1683		745938.4 		5 969647.3 		745990.7 		5 969591.6 		36.2		76.5

		6/1/25		9:24:52 PM		ST068		Still		269605_ST068_08		1684		745938.4 		5 969647.3 		745990.2 		5 969592.0 		35.7		75.8

		6/1/25		9:25:02 PM		ST068		Still		269605_ST068_09		1685		745938.4 		5 969647.3 		745988.3 		5 969593.9 		36.2		73.1

		6/1/25		9:25:08 PM		ST068		Still		269605_ST068_10		1686		745938.4 		5 969647.3 		745987.5 		5 969594.4 		36.0		72.2

		6/1/25		9:25:18 PM		ST068		Still		269605_ST068_11		1687		745938.4 		5 969647.3 		745984.9 		5 969598.2 		36.0		67.6

		6/1/25		9:25:20 PM		ST068		Still		269605_ST068_12		1688		745938.4 		5 969647.3 		745984.2 		5 969598.9 		36.1		66.7

		6/1/25		9:25:25 PM		ST068		Still		269605_ST068_13		1689		745938.4 		5 969647.3 		745983.4 		5 969600.3 		36.3		65.1

		6/1/25		9:25:32 PM		ST068		Still		269605_ST068_14		1690		745938.4 		5 969647.3 		745982.9 		5 969601.4 		36.2		63.9

		6/1/25		9:25:54 PM		ST068		Still		269605_ST068_15		1691		745938.4 		5 969647.3 		745979.8 		5 969609.3 		35.9		56.2

		6/1/25		9:26:08 PM		ST068		Still		269605_ST068_16		1692		745938.4 		5 969647.3 		745977.4 		5 969614.4 		35.7		51.0

		6/1/25		9:26:11 PM		ST068		Still		269605_ST068_17		1693		745938.4 		5 969647.3 		745977.2 		5 969615.6 		35.9		50.1

		6/1/25		9:26:18 PM		ST068		Still		269605_ST068_18		1694		745938.4 		5 969647.3 		745976.9 		5 969617.1 		35.7		49.0

		6/1/25		9:26:25 PM		ST068		Still		269605_ST068_19		1695		745938.4 		5 969647.3 		745976.6 		5 969619.1 		35.3		47.5

		6/1/25		9:26:28 PM		ST068		Still		269605_ST068_20		1696		745938.4 		5 969647.3 		745975.8 		5 969621.2 		35.7		45.6

		6/1/25		9:26:31 PM		ST068		Still		269605_ST068_21		1697		745938.4 		5 969647.3 		745975.2 		5 969622.6 		35.7		44.4

		6/1/25		9:26:34 PM		ST068		Still		269605_ST068_22		1698		745938.4 		5 969647.3 		745975.3 		5 969623.0 		35.8		44.2

		6/1/25		9:26:37 PM		ST068		Still		269605_ST068_23		1699		745938.4 		5 969647.3 		745975.1 		5 969623.8 		35.7		43.6

		6/1/25		9:26:44 PM		ST068		Still		269605_ST068_24		1700		745938.4 		5 969647.3 		745974.9 		5 969625.7 		35.7		42.4

		6/1/25		9:26:47 PM		ST068		Still		269605_ST068_25		1701		745938.4 		5 969647.3 		745974.3 		5 969626.7 		35.6		41.4

		6/1/25		9:26:52 PM		ST068		Still		269605_ST068_26		1702		745938.4 		5 969647.3 		745973.3 		5 969628.3 		35.9		39.7

		6/1/25		9:27:00 PM		ST068		Still		269605_ST068_27		1703		745938.4 		5 969647.3 		745972.1 		5 969630.8 		35.9		37.6

		6/1/25		9:27:06 PM		ST068		Still		269605_ST068_28		1704		745938.4 		5 969647.3 		745970.6 		5 969631.8 		35.9		35.7

		6/1/25		9:27:14 PM		ST068		Still		269605_ST068_29		1705		745938.4 		5 969647.3 		745967.5 		5 969634.3 		35.9		31.9

		6/1/25		9:27:18 PM		ST068		Still		269605_ST068_30		1706		745938.4 		5 969647.3 		745966.1 		5 969635.4 		35.8		30.2

		6/1/25		9:27:21 PM		ST068		Still		269605_ST068_31		1707		745938.4 		5 969647.3 		745965.3 		5 969635.7 		35.9		29.4

		6/1/25		9:27:23 PM		ST068		Still		269605_ST068_32		1708		745938.4 		5 969647.3 		745964.1 		5 969636.4 		35.8		27.9

		6/1/25		9:27:27 PM		ST068		Still		269605_ST068_33		1709		745938.4 		5 969647.3 		745963.6 		5 969636.7 		35.9		27.3

		6/1/25		9:27:33 PM		ST068		Still		269605_ST068_34		1710		745938.4 		5 969647.3 		745961.9 		5 969637.2 		35.9		25.6

		6/1/25		9:27:48 PM		ST068		Still		269605_ST068_35		1711		745938.4 		5 969647.3 		745955.1 		5 969640.5 		36.3		18.0

		6/1/25		9:27:57 PM		ST068		Still		269605_ST068_36		1712		745938.4 		5 969647.3 		745953.1 		5 969641.3 		36.0		15.9

		6/1/25		9:28:14 PM		ST068		Still		269605_ST068_37		1713		745938.4 		5 969647.3 		745946.3 		5 969645.4 		36.0		8.1

		6/1/25		9:28:19 PM		ST068		Still		269605_ST068_38		1714		745938.4 		5 969647.3 		745943.4 		5 969647.2 		36.1		5.0

		6/1/25		9:28:21 PM		ST068		Still		269605_ST068_39		1715		745938.4 		5 969647.3 		745942.4 		5 969647.5 		36.1		4.0

		6/1/25		9:28:29 PM		ST068		Still		269605_ST068_40		1716		745938.4 		5 969647.3 		745939.7 		5 969649.5 		36.2		2.6

		6/1/25		9:28:35 PM		ST068		Still		269605_ST068_41		1717		745938.4 		5 969647.3 		745938.4 		5 969651.0 		36.0		3.7

		6/1/25		9:28:50 PM		ST068		Still		269605_ST068_42		1718		745938.4 		5 969647.3 		745934.2 		5 969655.5 		36.1		9.2

		6/1/25		9:29:08 PM		ST068		Still		269605_ST068_43		1719		745938.4 		5 969647.3 		745929.0 		5 969662.6 		36.2		18.0

		6/1/25		9:29:18 PM		ST068		Still		269605_ST068_44		1720		745938.4 		5 969647.3 		745927.5 		5 969664.8 		36.2		20.6

		6/1/25		9:29:49 PM		ST068		Still		269605_ST068_45		1721		745938.4 		5 969647.3 		745921.9 		5 969674.9 		35.8		32.2

		6/1/25		9:29:58 PM		ST068		Still		269605_ST068_46		1722		745938.4 		5 969647.3 		745920.5 		5 969678.3 		36.1		35.8

		6/1/25		9:30:05 PM		ST068		Still		269605_ST068_47		1723		745938.4 		5 969647.3 		745920.3 		5 969679.3 		36.0		36.8

		6/1/25		9:30:15 PM		ST068		Still		269605_ST068_48		1724		745938.4 		5 969647.3 		745919.3 		5 969681.6 		36.2		39.2

		6/1/25		9:30:25 PM		ST068		Still		269605_ST068_49		1725		745938.4 		5 969647.3 		745918.0 		5 969686.9 		36.3		44.6

		6/1/25		9:30:43 PM		ST068		Still		269605_ST068_50		1726		745938.4 		5 969647.3 		745915.8 		5 969693.8 		36.2		51.7

		6/1/25		9:31:00 PM		ST068		Still		269605_ST068_51		1727		745938.4 		5 969647.3 		745913.6 		5 969699.7 		36.2		58.0

		6/1/25		9:31:25 PM		ST068		Still		269605_ST068_52		1728		745938.4 		5 969647.3 		745911.1 		5 969709.4 		36.4		67.9

		6/1/25		9:31:56 PM		ST068		Still		269605_ST068_53		1729		745938.4 		5 969647.3 		745908.9 		5 969722.3 		36.3		80.6

		6/1/25		9:32:08 PM		ST068		Still		269605_ST068_54		1730		745938.4 		5 969647.3 		745908.6 		5 969728.6 		36.3		86.6

		6/1/25		9:32:14 PM		ST068		Still		269605_ST068_55		1731		745938.4 		5 969647.3 		745907.9 		5 969731.8 		36.5		89.9

		6/1/25		9:32:18 PM		ST068		Still		269605_ST068_56		1732		745938.4 		5 969647.3 		745908.0 		5 969733.6 		36.5		91.5

		6/1/25		9:32:33 PM		ST068		Still		269605_ST068_57		1733		745938.4 		5 969647.3 		745908.0 		5 969739.2 		36.2		96.8

		6/1/25		9:32:47 PM		ST068		Still		269605_ST068_58		1734		745938.4 		5 969647.3 		745907.7 		5 969744.0 		36.2		101.4

		6/1/25		9:33:02 PM		ST068		Still		269605_ST068_59		1735		745938.4 		5 969647.3 		745906.8 		5 969750.1 		36.5		107.5

		6/1/25		9:33:13 PM		ST068		Video		EOL		1736		745938.4 		5 969647.3 		745906.8 		5 969752.3 		36.2		109.6

		6/1/25		10:19:26 PM		ST067		DVV		PC/PSD		1737		745991.1 		5 969451.7 		746000.1 		5 969428.7 		32.3		24.8

		6/1/25		10:47:18 PM		ST067		DVV		FA/FB		1738		745991.1 		5 969451.7 		746002.8 		5 969438.7 		32.1		17.5

		6/1/25		10:55:45 PM		ST067		DVV		NS1		1739		745991.1 		5 969451.7 		746006.4 		5 969450.2 		29.1		15.4

		6/1/25		10:59:44 PM		ST067		DVV		FC		1740		745991.1 		5 969451.7 		746002.7 		5 969445.3 		31.2		13.3

		6/2/25		12:55:31 AM		ST065		DVV		PSD		1742		746168.3 		5 968581.0 		746185.3 		5 968585.6 		34.6		17.6

		6/2/25		1:28:51 AM		ST074		Video		SOL		1743		745417.7 		5 971579.0 		745522.7 		5 971621.0 		36.4		113.1

		6/2/25		1:28:55 AM		ST074		Still		269605_ST074_01		1744		745417.7 		5 971579.0 		745522.1 		5 971619.9 		36.5		112.1

		6/2/25		1:28:59 AM		ST074		Still		269605_ST074_02		1745		745417.7 		5 971579.0 		745521.6 		5 971615.0 		38.2		110.0

		6/2/25		1:29:07 AM		ST074		Still		269605_ST074_03		1746		745417.7 		5 971579.0 		745519.8 		5 971617.3 		36.4		109.1

		6/2/25		1:29:11 AM		ST074		Still		269605_ST074_04		1747		745417.7 		5 971579.0 		745517.6 		5 971612.0 		37.8		105.2

		6/2/25		1:29:28 AM		ST074		Still		269605_ST074_05		1748		745417.7 		5 971579.0 		745510.5 		5 971610.1 		35.9		97.9

		6/2/25		1:29:31 AM		ST074		Still		269605_ST074_06		1749		745417.7 		5 971579.0 		745509.1 		5 971608.6 		36.3		96.1

		6/2/25		1:29:41 AM		ST074		Still		269605_ST074_07		1750		745417.7 		5 971579.0 		745506.6 		5 971604.6 		36.6		92.5

		6/2/25		1:29:49 AM		ST074		Still		269605_ST074_08		1751		745417.7 		5 971579.0 		745504.2 		5 971603.1 		36.3		89.8

		6/2/25		1:30:11 AM		ST074		Still		269605_ST074_09		1752		745417.7 		5 971579.0 		745496.6 		5 971593.4 		36.3		80.2

		6/2/25		1:30:15 AM		ST074		Still		269605_ST074_10		1753		745417.7 		5 971579.0 		745495.2 		5 971592.5 		36.4		78.7

		6/2/25		1:30:19 AM		ST074		Still		269605_ST074_11		1754		745417.7 		5 971579.0 		745494.3 		5 971591.8 		36.4		77.7

		6/2/25		1:30:32 AM		ST074		Still		269605_ST074_12		1755		745417.7 		5 971579.0 		745491.7 		5 971589.9 		35.9		74.9

		6/2/25		1:30:38 AM		ST074		Still		269605_ST074_13		1756		745417.7 		5 971579.0 		745489.9 		5 971589.1 		35.2		72.9

		6/2/25		1:30:45 AM		ST074		Still		269605_ST074_14		1757		745417.7 		5 971579.0 		745488.9 		5 971586.8 		35.4		71.7

		6/2/25		1:30:50 AM		ST074		Still		269605_ST074_15		1758		745417.7 		5 971579.0 		745487.2 		5 971585.3 		35.6		69.8

		6/2/25		1:30:54 AM		ST074		Still		269605_ST074_16		1759		745417.7 		5 971579.0 		745485.5 		5 971584.7 		35.7		68.1

		6/2/25		1:30:59 AM		ST074		Still		269605_ST074_17		1760		745417.7 		5 971579.0 		745483.1 		5 971582.9 		36.3		65.5

		6/2/25		1:31:02 AM		ST074		Still		269605_ST074_18		1761		745417.7 		5 971579.0 		745482.2 		5 971582.4 		36.3		64.7

		6/2/25		1:31:21 AM		ST074		Still		269605_ST074_19		1762		745417.7 		5 971579.0 		745473.9 		5 971580.8 		36.0		56.2

		6/2/25		1:31:25 AM		ST074		Still		269605_ST074_20		1763		745417.7 		5 971579.0 		745472.8 		5 971582.2 		35.3		55.2

		6/2/25		1:31:33 AM		ST074		Still		269605_ST074_21		1764		745417.7 		5 971579.0 		745467.4 		5 971581.4 		36.6		49.8

		6/2/25		1:31:37 AM		ST074		Still		269605_ST074_22		1765		745417.7 		5 971579.0 		745465.5 		5 971581.5 		36.3		47.9

		6/2/25		1:31:41 AM		ST074		Still		269605_ST074_23		1766		745417.7 		5 971579.0 		745463.9 		5 971581.6 		36.4		46.3

		6/2/25		1:31:46 AM		ST074		Still		269605_ST074_24		1767		745417.7 		5 971579.0 		745461.8 		5 971581.7 		36.5		44.3

		6/2/25		1:31:52 AM		ST074		Still		269605_ST074_25		1768		745417.7 		5 971579.0 		745459.9 		5 971582.4 		36.3		42.4

		6/2/25		1:31:56 AM		ST074		Still		269605_ST074_26		1769		745417.7 		5 971579.0 		745458.6 		5 971583.1 		35.8		41.2

		6/2/25		1:32:03 AM		ST074		Still		269605_ST074_27		1770		745417.7 		5 971579.0 		745455.1 		5 971583.1 		35.4		37.7

		6/2/25		1:32:08 AM		ST074		Still		269605_ST074_28		1771		745417.7 		5 971579.0 		745452.1 		5 971583.6 		36.2		34.8

		6/2/25		1:32:21 AM		ST074		Still		269605_ST074_29		1772		745417.7 		5 971579.0 		745447.0 		5 971584.1 		36.3		29.8

		6/2/25		1:32:30 AM		ST074		Still		269605_ST074_30		1773		745417.7 		5 971579.0 		745444.3 		5 971583.4 		35.9		27.0

		6/2/25		1:32:37 AM		ST074		Still		269605_ST074_31		1774		745417.7 		5 971579.0 		745442.3 		5 971581.2 		36.3		24.7

		6/2/25		1:33:13 AM		ST074		Still		269605_ST074_32		1775		745417.7 		5 971579.0 		745431.5 		5 971576.1 		36.2		14.1

		6/2/25		1:33:14 AM		ST074		Still		269605_ST074_33		No Fix		745417.7 		5 971579.0 		745432.1 		5 971576.2 		35.7		14.7		Data taken from video

		6/2/25		1:33:34 AM		ST074		Still		269605_ST074_34		1776		745417.7 		5 971579.0 		745427.4 		5 971570.8 		36.0		12.8

		6/2/25		1:33:49 AM		ST074		Still		269605_ST074_35		1777		745417.7 		5 971579.0 		745423.3 		5 971566.0 		36.1		14.2

		6/2/25		1:33:53 AM		ST074		Still		269605_ST074_36		1778		745417.7 		5 971579.0 		745422.9 		5 971564.6 		35.8		15.3

		6/2/25		1:34:01 AM		ST074		Still		269605_ST074_37		1779		745417.7 		5 971579.0 		745420.4 		5 971563.0 		36.3		16.3

		6/2/25		1:34:13 AM		ST074		Still		269605_ST074_38		1780		745417.7 		5 971579.0 		745417.0 		5 971560.0 		36.1		19.1

		6/2/25		1:34:14 AM		ST074		Still		269605_ST074_39		1781		745417.7 		5 971579.0 		745415.9 		5 971558.9 		36.4		20.2

		6/2/25		1:34:30 AM		ST074		Still		269605_ST074_40		1782		745417.7 		5 971579.0 		745411.6 		5 971556.5 		36.3		23.3

		6/2/25		1:34:36 AM		ST074		Still		269605_ST074_41		1783		745417.7 		5 971579.0 		745409.8 		5 971555.8 		36.5		24.5

		6/2/25		1:34:54 AM		ST074		Still		269605_ST074_42		1784		745417.7 		5 971579.0 		745400.4 		5 971558.3 		36.2		27.0

		6/2/25		1:34:58 AM		ST074		Still		269605_ST074_43		1785		745417.7 		5 971579.0 		745398.4 		5 971559.2 		36.2		27.6

		6/2/25		1:35:38 AM		ST074		Still		269605_ST074_44		1786		745417.7 		5 971579.0 		745378.7 		5 971581.1 		36.3		39.0

		6/2/25		1:35:47 AM		ST074		Still		269605_ST074_45		1787		745417.7 		5 971579.0 		745376.3 		5 971585.7 		36.1		41.9

		6/2/25		1:35:59 AM		ST074		Still		269605_ST074_46		1788		745417.7 		5 971579.0 		745371.4 		5 971591.7 		36.1		48.0

		6/2/25		1:36:34 AM		ST074		Still		269605_ST074_47		1789		745417.7 		5 971579.0 		745357.0 		5 971592.6 		36.2		62.2

		6/2/25		1:36:50 AM		ST074		Still		269605_ST074_48		1790		745417.7 		5 971579.0 		745356.0 		5 971587.3 		35.9		62.2

		6/2/25		1:36:54 AM		ST074		Still		269605_ST074_49		1791		745417.7 		5 971579.0 		745355.1 		5 971586.0 		35.8		63.0

		6/2/25		1:37:27 AM		ST074		Still		269605_ST074_50		1792		745417.7 		5 971579.0 		745353.1 		5 971569.7 		36.2		65.2

		6/2/25		1:37:49 AM		ST074		Still		269605_ST074_51		1793		745417.7 		5 971579.0 		745353.3 		5 971559.0 		36.5		67.4

		6/2/25		1:38:08 AM		ST074		Still		269605_ST074_52		1794		745417.7 		5 971579.0 		745357.0 		5 971550.3 		36.1		67.1

		6/2/25		1:38:21 AM		ST074		Still		269605_ST074_53		1795		745417.7 		5 971579.0 		745356.1 		5 971543.5 		35.5		71.1

		6/2/25		1:38:41 AM		ST074		Still		269605_ST074_54		1796		745417.7 		5 971579.0 		745356.8 		5 971531.2 		36.0		77.4

		6/2/25		1:39:00 AM		ST074		Still		269605_ST074_55		1797		745417.7 		5 971579.0 		745354.3 		5 971520.2 		36.5		86.4

		6/2/25		1:39:36 AM		ST074		Still		269605_ST074_56		1798		745417.7 		5 971579.0 		745353.7 		5 971498.4 		36.3		102.9

		6/2/25		1:39:51 AM		ST074		Still		269605_ST074_57		1799		745417.7 		5 971579.0 		745354.4 		5 971492.3 		36.0		107.3

		6/2/25		1:39:53 AM		ST074		Video		EOL		1800		745417.7 		5 971579.0 		745354.6 		5 971491.2 		36.2		108.1

		6/2/25		1:45:05 AM		ST073		Video		SOL		1801		745547.8 		5 971096.1 		745574.2 		5 971201.2 		36.5		108.4

		6/2/25		1:45:08 AM		ST073		Still		269605_ST073_01		1802		745547.8 		5 971096.1 		745575.5 		5 971199.1 		36.4		106.7

		6/2/25		1:45:18 AM		ST073		Still		269605_ST073_02		1803		745547.8 		5 971096.1 		745578.6 		5 971193.8 		36.4		102.4

		6/2/25		1:45:22 AM		ST073		Still		269605_ST073_03		1804		745547.8 		5 971096.1 		745579.5 		5 971192.0 		36.4		101.1

		6/2/25		1:45:35 AM		ST073		Still		269605_ST073_04		1805		745547.8 		5 971096.1 		745582.8 		5 971186.7 		36.2		97.2

		6/2/25		1:45:51 AM		ST073		Still		269605_ST073_05		1806		745547.8 		5 971096.1 		745586.8 		5 971176.7 		36.4		89.5

		6/2/25		1:46:17 AM		ST073		Still		269605_ST073_06		1807		745547.8 		5 971096.1 		745589.8 		5 971163.7 		36.3		79.5

		6/2/25		1:46:26 AM		ST073		Still		269605_ST073_07		1808		745547.8 		5 971096.1 		745590.9 		5 971157.4 		36.1		74.9

		6/2/25		1:46:33 AM		ST073		Still		269605_ST073_08		1809		745547.8 		5 971096.1 		745592.4 		5 971153.3 		36.4		72.5

		6/2/25		1:46:36 AM		ST073		Still		269605_ST073_09		1810		745547.8 		5 971096.1 		745593.2 		5 971152.1 		36.3		72.1

		6/2/25		1:46:47 AM		ST073		Still		269605_ST073_10		1811		745547.8 		5 971096.1 		745590.8 		5 971146.3 		36.1		66.0

		6/2/25		1:46:51 AM		ST073		Still		269605_ST073_11		1812		745547.8 		5 971096.1 		745590.5 		5 971143.5 		36.8		63.8

		6/2/25		1:47:11 AM		ST073		Still		269605_ST073_12		1813		745547.8 		5 971096.1 		745590.9 		5 971132.9 		35.9		56.7

		6/2/25		1:47:38 AM		ST073		Still		269605_ST073_13		1814		745547.8 		5 971096.1 		745589.2 		5 971121.5 		35.9		48.6

		6/2/25		1:47:45 AM		ST073		Still		269605_ST073_14		1815		745547.8 		5 971096.1 		745588.7 		5 971118.1 		36.7		46.4

		6/2/25		1:47:55 AM		ST073		Still		269605_ST073_15		1816		745547.8 		5 971096.1 		745587.1 		5 971114.9 		36.5		43.5

		6/2/25		1:48:00 AM		ST073		Still		269605_ST073_16		1817		745547.8 		5 971096.1 		745586.6 		5 971111.7 		35.9		41.8

		6/2/25		1:48:14 AM		ST073		Still		269605_ST073_17		1818		745547.8 		5 971096.1 		745581.6 		5 971106.3 		35.6		35.2

		6/2/25		1:48:25 AM		ST073		Still		269605_ST073_18		1819		745547.8 		5 971096.1 		745577.5 		5 971101.8 		36.1		30.2

		6/2/25		1:48:59 AM		ST073		Still		269605_ST073_19		1820		745547.8 		5 971096.1 		745563.0 		5 971089.1 		36.5		16.7

		6/2/25		1:49:03 AM		ST073		Still		269605_ST073_20		1821		745547.8 		5 971096.1 		745562.3 		5 971088.2 		36.3		16.5

		6/2/25		1:49:08 AM		ST073		Still		269605_ST073_21		1822		745547.8 		5 971096.1 		745561.5 		5 971086.4 		35.9		16.7

		6/2/25		1:49:33 AM		ST073		Still		269605_ST073_22		1823		745547.8 		5 971096.1 		745555.3 		5 971073.2 		35.8		24.1

		6/2/25		1:49:52 AM		ST073		Still		269605_ST073_23		1824		745547.8 		5 971096.1 		745552.3 		5 971065.4 		35.3		31.0

		6/2/25		1:50:00 AM		ST073		Still		269605_ST073_24		No Fix		745547.8 		5 971096.1 		745552.3 		5 971065.4 		35.3		31.0		Data taken from video

		6/2/25		1:50:09 AM		ST073		Still		269605_ST073_25		1825		745547.8 		5 971096.1 		745551.7 		5 971058.4 		36.0		37.9

		6/2/25		1:50:13 AM		ST073		Still		269605_ST073_26		1826		745547.8 		5 971096.1 		745551.8 		5 971057.1 		35.7		39.2

		6/2/25		1:50:42 AM		ST073		Still		269605_ST073_27		1827		745547.8 		5 971096.1 		745549.1 		5 971041.3 		35.8		54.8

		6/2/25		1:51:01 AM		ST073		Still		269605_ST073_28		1828		745547.8 		5 971096.1 		745547.7 		5 971031.7 		35.6		64.4

		6/2/25		1:51:17 AM		ST073		Still		269605_ST073_29		1829		745547.8 		5 971096.1 		745545.6 		5 971024.1 		35.4		72.1

		6/2/25		1:51:37 AM		ST073		Still		269605_ST073_30		1830		745547.8 		5 971096.1 		745543.2 		5 971014.8 		35.5		81.5

		6/2/25		1:51:43 AM		ST073		Still		269605_ST073_31		1831		745547.8 		5 971096.1 		745542.6 		5 971013.1 		35.4		83.2

		6/2/25		1:52:16 AM		ST073		Still		269605_ST073_32		1832		745547.8 		5 971096.1 		745539.8 		5 970996.6 		35.5		99.8

		6/2/25		1:52:28 AM		ST073		Video		EOL		1833		745547.8 		5 971096.1 		745540.1 		5 970991.1 		36.3		105.2

		6/2/25		1:56:58 AM		ST071		Video		SOL		1834		745678.0 		5 970613.1 		745691.8 		5 970719.6 		34.3		107.3

		6/2/25		1:57:04 AM		ST071		Still		269605_ST71_01		1835		745678.0 		5 970613.1 		745693.7 		5 970714.8 		34.2		102.8

		6/2/25		1:57:07 AM		ST071		Still		269605_ST71_02		1836		745678.0 		5 970613.1 		745694.9 		5 970712.2 		34.4		100.5

		6/2/25		1:57:11 AM		ST071		Still		269605_ST71_03		1837		745678.0 		5 970613.1 		745695.7 		5 970710.2 		34.6		98.7

		6/2/25		1:57:25 AM		ST071		Still		269605_ST71_04		1838		745678.0 		5 970613.1 		745700.4 		5 970700.2 		34.3		89.9

		6/2/25		1:57:34 AM		ST071		Still		269605_ST71_05		1839		745678.0 		5 970613.1 		745702.2 		5 970696.4 		34.5		86.7

		6/2/25		1:57:38 AM		ST071		Still		269605_ST71_06		1840		745678.0 		5 970613.1 		745702.5 		5 970695.3 		34.8		85.7

		6/2/25		1:57:43 AM		ST071		Still		269605_ST71_07		1841		745678.0 		5 970613.1 		745703.6 		5 970693.9 		34.6		84.7

		6/2/25		1:57:47 AM		ST071		Still		269605_ST71_08		1842		745678.0 		5 970613.1 		745703.7 		5 970691.8 		35.5		82.8

		6/2/25		1:57:51 AM		ST071		Still		269605_ST71_09		1843		745678.0 		5 970613.1 		745704.2 		5 970690.5 		34.7		81.7

		6/2/25		1:58:00 AM		ST071		Still		269605_ST71_10		1844		745678.0 		5 970613.1 		745705.2 		5 970685.5 		34.6		77.3

		6/2/25		1:58:05 AM		ST071		Still		269605_ST71_11		1845		745678.0 		5 970613.1 		745705.7 		5 970684.1 		34.7		76.1

		6/2/25		1:58:15 AM		ST071		Still		269605_ST71_12		1846		745678.0 		5 970613.1 		745707.5 		5 970678.2 		34.6		71.4

		6/2/25		1:58:32 AM		ST071		Still		269605_ST71_13		1847		745678.0 		5 970613.1 		745708.5 		5 970665.6 		34.6		60.7

		6/2/25		1:58:36 AM		ST071		Still		269605_ST71_14		1848		745678.0 		5 970613.1 		745708.3 		5 970663.9 		34.2		59.1

		6/2/25		1:58:44 AM		ST071		Still		269605_ST71_15		1849		745678.0 		5 970613.1 		745708.8 		5 970658.9 		34.2		55.1

		6/2/25		1:59:04 AM		ST071		Still		269605_ST71_16		1850		745678.0 		5 970613.1 		745708.3 		5 970647.6 		34.9		45.9

		6/2/25		1:59:15 AM		ST071		Still		269605_ST71_17		1851		745678.0 		5 970613.1 		745708.8 		5 970642.4 		33.7		42.4

		6/2/25		1:59:31 AM		ST071		Still		269605_ST71_18		1852		745678.0 		5 970613.1 		745708.1 		5 970631.1 		34.6		35.0

		6/2/25		1:59:58 AM		ST071		Still		269605_ST71_19		1853		745678.0 		5 970613.1 		745707.4 		5 970617.3 		34.1		29.7

		6/2/25		2:00:02 AM		ST071		Still		269605_ST71_20		1854		745678.0 		5 970613.1 		745707.1 		5 970615.3 		34.3		29.2

		6/2/25		2:00:16 AM		ST071		Still		269605_ST71_21		1855		745678.0 		5 970613.1 		745706.8 		5 970608.4 		34.6		29.1

		6/2/25		2:00:24 AM		ST071		Still		269605_ST71_22		1856		745678.0 		5 970613.1 		745706.0 		5 970606.6 		34.1		28.7

		6/2/25		2:00:38 AM		ST071		Still		269605_ST71_23		1857		745678.0 		5 970613.1 		745706.7 		5 970600.9 		34.3		31.1

		6/2/25		2:00:46 AM		ST071		Still		269605_ST71_24		1858		745678.0 		5 970613.1 		745705.8 		5 970595.9 		35.1		32.7

		6/2/25		2:01:08 AM		ST071		Still		269605_ST71_25		1859		745678.0 		5 970613.1 		745707.8 		5 970586.3 		34.5		40.1

		6/2/25		2:01:20 AM		ST071		Still		269605_ST71_26		1860		745678.0 		5 970613.1 		745709.5 		5 970578.9 		34.4		46.6

		6/2/25		2:01:38 AM		ST071		Still		269605_ST71_27		1861		745678.0 		5 970613.1 		745710.2 		5 970571.1 		33.8		52.9

		6/2/25		2:02:07 AM		ST071		Still		269605_ST71_28		1862		745678.0 		5 970613.1 		745708.4 		5 970556.1 		32.9		64.7

		6/2/25		2:02:32 AM		ST071		Still		269605_ST71_29		1863		745678.0 		5 970613.1 		745702.6 		5 970545.7 		35.0		71.8

		6/2/25		2:02:48 AM		ST071		Still		269605_ST71_30		1864		745678.0 		5 970613.1 		745700.4 		5 970537.3 		32.9		79.1

		6/2/25		2:03:05 AM		ST071		Still		269605_ST71_31		1865		745678.0 		5 970613.1 		745697.5 		5 970529.4 		32.8		85.9

		6/2/25		2:03:29 AM		ST071		Still		269605_ST71_32		1866		745678.0 		5 970613.1 		745691.9 		5 970519.6 		33.4		94.5

		6/2/25		2:03:43 AM		ST071		Still		269605_ST71_33		1867		745678.0 		5 970613.1 		745688.4 		5 970514.8 		33.2		98.9

		6/2/25		2:03:46 AM		ST071		Still		269605_ST71_34		1868		745678.0 		5 970613.1 		745687.9 		5 970513.6 		33.2		100.0

		6/2/25		2:04:00 AM		ST071		Still		269605_ST71_35		1869		745678.0 		5 970613.1 		745684.7 		5 970510.1 		32.5		103.3

		6/2/25		2:04:06 AM		ST071		Video		EOL		1870		745678.0 		5 970613.1 		745682.4 		5 970507.3 		33.6		105.9

		6/2/25		2:08:56 AM		ST069		Video		SOL		1871		745808.2 		5 970130.2 		745801.6 		5 970232.2 		34.3		102.2

		6/2/25		2:09:09 AM		ST069		Still		269605_ST069_01		1872		745808.2 		5 970130.2 		745804.3 		5 970225.0 		34.0		94.8

		6/2/25		2:09:22 AM		ST069		Still		269605_ST069_02		1873		745808.2 		5 970130.2 		745806.4 		5 970217.3 		34.3		87.1

		6/2/25		2:09:27 AM		ST069		Still		269605_ST069_03		1874		745808.2 		5 970130.2 		745806.6 		5 970216.2 		33.9		86.0

		6/2/25		2:09:31 AM		ST069		Still		269605_ST069_04		1875		745808.2 		5 970130.2 		745807.4 		5 970214.4 		33.9		84.2

		6/2/25		2:09:34 AM		ST069		Still		269605_ST069_05		1876		745808.2 		5 970130.2 		745807.9 		5 970212.9 		34.2		82.7

		6/2/25		2:09:38 AM		ST069		Still		269605_ST069_06		1877		745808.2 		5 970130.2 		745808.0 		5 970211.9 		34.4		81.7

		6/2/25		2:09:47 AM		ST069		Still		269605_ST069_07		1878		745808.2 		5 970130.2 		745808.7 		5 970207.3 		34.3		77.1

		6/2/25		2:09:57 AM		ST069		Still		269605_ST069_08		1879		745808.2 		5 970130.2 		745809.9 		5 970204.4 		34.2		74.2

		6/2/25		2:10:02 AM		ST069		Still		269605_ST069_09		1880		745808.2 		5 970130.2 		745810.9 		5 970201.0 		34.6		70.8

		6/2/25		2:10:14 AM		ST069		Still		269605_ST069_10		1881		745808.2 		5 970130.2 		745813.2 		5 970196.4 		33.6		66.4

		6/2/25		2:10:32 AM		ST069		Still		269605_ST069_11		1882		745808.2 		5 970130.2 		745816.0 		5 970185.8 		34.1		56.1

		6/2/25		2:10:44 AM		ST069		Still		269605_ST069_12		1883		745808.2 		5 970130.2 		745817.4 		5 970180.5 		34.2		51.2

		6/2/25		2:11:26 AM		ST069		Still		269605_ST069_13		1884		745808.2 		5 970130.2 		745823.0 		5 970157.2 		34.2		30.7

		6/2/25		2:11:33 AM		ST069		Still		269605_ST069_14		1885		745808.2 		5 970130.2 		745823.5 		5 970152.8 		34.1		27.3

		6/2/25		2:11:37 AM		ST069		Still		269605_ST069_15		1886		745808.2 		5 970130.2 		745823.3 		5 970151.0 		34.2		25.7

		6/2/25		2:11:41 AM		ST069		Still		269605_ST069_16		1887		745808.2 		5 970130.2 		745823.5 		5 970148.6 		34.2		23.9

		6/2/25		2:11:49 AM		ST069		Still		269605_ST069_17		1888		745808.2 		5 970130.2 		745823.6 		5 970144.9 		34.1		21.3

		6/2/25		2:11:58 AM		ST069		Still		269605_ST069_18		1889		745808.2 		5 970130.2 		745823.4 		5 970139.9 		34.1		18.1

		6/2/25		2:12:11 AM		ST069		Still		269605_ST069_19		1890		745808.2 		5 970130.2 		745822.7 		5 970134.7 		34.7		15.2

		6/2/25		2:12:15 AM		ST069		Still		269605_ST069_20		1891		745808.2 		5 970130.2 		745822.6 		5 970133.7 		34.4		14.9

		6/2/25		2:12:22 AM		ST069		Still		269605_ST069_21		1892		745808.2 		5 970130.2 		745822.0 		5 970129.8 		34.7		13.9

		6/2/25		2:12:28 AM		ST069		Still		269605_ST069_22		1893		745808.2 		5 970130.2 		745822.0 		5 970126.9 		34.7		14.2

		6/2/25		2:12:56 AM		ST069		Still		269605_ST069_23		1894		745808.2 		5 970130.2 		745820.5 		5 970116.2 		34.7		18.6

		6/2/25		2:13:00 AM		ST069		Still		269605_ST069_24		1895		745808.2 		5 970130.2 		745821.1 		5 970114.8 		34.6		20.1

		6/2/25		2:13:11 AM		ST069		Still		269605_ST069_25		1896		745808.2 		5 970130.2 		745820.5 		5 970112.2 		34.7		21.8

		6/2/25		2:13:44 AM		ST069		Still		269605_ST069_26		1897		745808.2 		5 970130.2 		745819.5 		5 970103.7 		34.6		28.9

		6/2/25		2:14:12 AM		ST069		Still		269605_ST069_27		1898		745808.2 		5 970130.2 		745818.0 		5 970098.2 		32.3		33.5

		6/2/25		2:14:24 AM		ST069		Still		269605_ST069_28		1899		745808.2 		5 970130.2 		745813.8 		5 970092.0 		34.6		38.6

		6/2/25		2:14:46 AM		ST069		Still		269605_ST069_29		1900		745808.2 		5 970130.2 		745811.4 		5 970085.2 		34.3		45.2

		6/2/25		2:14:59 AM		ST069		Still		269605_ST069_30		1901		745808.2 		5 970130.2 		745810.3 		5 970079.8 		34.9		50.5

		6/2/25		2:15:04 AM		ST069		Still		269605_ST069_31		1902		745808.2 		5 970130.2 		745809.6 		5 970079.2 		34.6		51.0

		6/2/25		2:15:34 AM		ST069		Still		269605_ST069_32		1903		745808.2 		5 970130.2 		745807.9 		5 970067.2 		34.5		63.0

		6/2/25		2:16:35 AM		ST069		Still		269605_ST069_33		1904		745808.2 		5 970130.2 		745796.1 		5 970051.4 		33.6		79.7

		6/2/25		2:17:14 AM		ST069		Still		269605_ST069_34		1905		745808.2 		5 970130.2 		745789.9 		5 970038.9 		34.5		93.1

		6/2/25		2:17:26 AM		ST069		Other 1		No Photo		1906		745808.2 		5 970130.2 		745789.9 		5 970036.3 		34.7		95.7

		6/2/25		2:17:46 AM		ST069		Video		EOL		1907		745808.2 		5 970130.2 		745790.6 		5 970031.7 		33.8		100.1

		6/2/25		2:32:45 AM		ST069		DVV		NS1/NS2		1908		745808.2 		5 970130.2 		745826.6 		5 970144.2 		24.6		23.1

		6/2/25		2:36:41 AM		ST069		DVV		NS3/NS4		1909		745808.2 		5 970130.2 		745815.3 		5 970119.8 		34.3		12.6

		6/2/25		2:42:32 AM		ST069		DVV		PSD		1910		745808.2 		5 970130.2 		745824.6 		5 970127.3 		34.7		16.6

		6/2/25		3:04:44 AM		ST071		DVV		NS1/NS2		1911		745678.0 		5 970613.1 		745679.9 		5 970614.9 		33.2		2.6

		6/2/25		3:10:27 AM		ST071		DVV		NS3/NS4		1912		745678.0 		5 970613.1 		745680.7 		5 970623.9 		33.1		11.1

		6/2/25		3:17:15 AM		ST071		DVV		NS5/NS6		1913		745678.0 		5 970613.1 		745684.4 		5 970632.0 		34.3		19.9

		6/2/25		3:45:18 AM		ST071		HG		FC		1914		745678.0 		5 970613.1 		745690.6 		5 970618.9 		34.5		13.9

		6/2/25		3:52:20 AM		ST071		HG		PC/PSD		1915		745678.0 		5 970613.1 		745690.2 		5 970607.3 		33.7		13.6

		6/2/25		3:56:38 AM		ST071		HG		FB		1916		745678.0 		5 970613.1 		745683.6 		5 970599.7 		36.3		14.5

		6/2/25		4:01:42 AM		ST071		HG		FA		1917		745678.0 		5 970613.1 		745684.4 		5 970608.2 		34.9		8.1

		6/2/25		5:44:11 AM		ST074		DVV		NS1/NS2		1918		745417.7 		5 971579.0 		745422.5 		5 971575.5 		37.2		6.0

		6/2/25		5:49:22 AM		ST074		DVV		NS3/NS4		1919		745417.7 		5 971579.0 		745411.8 		5 971571.3 		36.8		9.7

		6/2/25		5:58:51 AM		ST074		DVV		PSD		1920		745417.7 		5 971579.0 		745418.5 		5 971576.5 		36.8		2.6

		6/2/25		7:47:21 AM		ST093		Video		SOL		1921		743318.1 		5 950213.4 		743325.6 		5 950185.2 		28.7		29.2

		6/2/25		7:47:30 AM		ST093		Still		269605_ST093_01		1922		743318.1 		5 950213.4 		743324.1 		5 950186.6 		28.9		27.5

		6/2/25		7:47:38 AM		ST093		Still		269605_ST093_02		1923		743318.1 		5 950213.4 		743323.3 		5 950188.1 		28.5		25.9

		6/2/25		7:47:46 AM		ST093		Still		269605_ST093_03		1924		743318.1 		5 950213.4 		743323.8 		5 950189.9 		28.6		24.2

		6/2/25		7:47:53 AM		ST093		Still		269605_ST093_04		1925		743318.1 		5 950213.4 		743323.7 		5 950191.6 		28.3		22.5

		6/2/25		7:48:07 AM		ST093		Still		269605_ST093_05		1926		743318.1 		5 950213.4 		743323.1 		5 950194.1 		28.5		20.0

		6/2/25		7:48:11 AM		ST093		Still		269605_ST093_06		1927		743318.1 		5 950213.4 		743323.0 		5 950195.0 		29.1		19.1

		6/2/25		7:48:16 AM		ST093		Still		269605_ST093_07		1928		743318.1 		5 950213.4 		743322.8 		5 950196.3 		29.5		17.8

		6/2/25		7:48:48 AM		ST093		Still		269605_ST093_08		1929		743318.1 		5 950213.4 		743321.5 		5 950201.0 		28.5		12.8

		6/2/25		7:49:04 AM		ST093		Still		269605_ST093_09		1930		743318.1 		5 950213.4 		743320.9 		5 950204.2 		28.4		9.6

		6/2/25		7:49:07 AM		ST093		Still		269605_ST093_10		1931		743318.1 		5 950213.4 		743320.6 		5 950205.1 		28.6		8.7

		6/2/25		7:49:18 AM		ST093		Still		269605_ST093_11		1932		743318.1 		5 950213.4 		743320.2 		5 950206.9 		28.5		6.8

		6/2/25		7:49:41 AM		ST093		Still		269605_ST093_12		1933		743318.1 		5 950213.4 		743320.3 		5 950212.5 		28.7		2.4

		6/2/25		7:50:12 AM		ST093		Still		269605_ST093_13		1934		743318.1 		5 950213.4 		743321.2 		5 950221.4 		28.8		8.6

		6/2/25		7:50:47 AM		ST093		Still		269605_ST093_14		1935		743318.1 		5 950213.4 		743323.5 		5 950228.8 		28.5		16.3

		6/2/25		7:51:00 AM		ST093		Still		269605_ST093_15		1936		743318.1 		5 950213.4 		743324.1 		5 950231.3 		28.6		18.9

		6/2/25		7:51:39 AM		ST093		Video		EOL		1937		743318.1 		5 950213.4 		743329.1 		5 950236.9 		28.5		25.9

		6/2/25		8:16:02 AM		ST093		HG		NS1		1938		743318.1 		5 950213.4 		743318.9 		5 950200.8 		29.7		12.6

		6/2/25		8:20:36 AM		ST093		HG		NS2		1939		743318.1 		5 950213.4 		743315.1 		5 950197.7 		29.0		16.0

		6/2/25		8:25:02 AM		ST093		HG		NS3		1940		743318.1 		5 950213.4 		743310.9 		5 950199.5 		29.9		15.6

		6/2/25		8:53:11 AM		ST094		Video		SOL		1941		745723.0 		5 950059.0 		745725.9 		5 950031.6 		30.1		27.5

		6/2/25		8:53:19 AM		ST094		Still		269605_ST094_01		1942		745723.0 		5 950059.0 		745723.4 		5 950034.4 		30.3		24.6

		6/2/25		8:53:23 AM		ST094		Still		269605_ST094_02		1943		745723.0 		5 950059.0 		745722.8 		5 950035.8 		30.4		23.2

		6/2/25		8:53:45 AM		ST094		Still		269605_ST094_03		1944		745723.0 		5 950059.0 		745716.8 		5 950042.3 		30.6		17.8

		6/2/25		8:53:48 AM		ST094		Still		269605_ST094_04		1945		745723.0 		5 950059.0 		745716.3 		5 950043.1 		30.7		17.2

		6/2/25		8:54:03 AM		ST094		Still		269605_ST094_05		1946		745723.0 		5 950059.0 		745715.6 		5 950046.6 		30.6		14.4

		6/2/25		8:54:30 AM		ST094		Still		269605_ST094_06		1947		745723.0 		5 950059.0 		745717.9 		5 950053.5 		30.6		7.5

		6/2/25		8:55:32 AM		ST094		Still		269605_ST094_07		1948		745723.0 		5 950059.0 		745728.3 		5 950065.6 		30.0		8.5

		6/2/25		8:55:38 AM		ST094		Still		269605_ST094_08		1949		745723.0 		5 950059.0 		745727.2 		5 950064.7 		30.1		7.1

		6/2/25		8:56:13 AM		ST094		Still		269605_ST094_09		1950		745723.0 		5 950059.0 		745721.4 		5 950065.3 		30.5		6.5

		6/2/25		8:56:46 AM		ST094		Still		269605_ST094_10		1951		745723.0 		5 950059.0 		745714.8 		5 950067.8 		30.2		12.0

		6/2/25		8:57:28 AM		ST094		Still		269605_ST094_11		1952		745723.0 		5 950059.0 		745708.1 		5 950075.2 		30.2		22.0

		6/2/25		8:57:35 AM		ST094		Still		269605_ST094_12		1953		745723.0 		5 950059.0 		745706.9 		5 950077.5 		30.7		24.6

		6/2/25		8:57:46 AM		ST094		Video		EOL		1954		745723.0 		5 950059.0 		745707.0 		5 950080.1 		30.6		26.5

		6/2/25		9:06:43 AM		ST094		HG		NS1		1955		745723.0 		5 950059.0 		745722.2 		5 950051.3 		31.0		7.7

		6/2/25		9:10:04 AM		ST094		HG		NS2		1956		745723.0 		5 950059.0 		745719.7 		5 950044.1 		30.6		15.2

		6/2/25		9:13:49 AM		ST094		HG		PSD		1957		745723.0 		5 950059.0 		745738.5 		5 950058.8 		31.2		15.6

		6/2/25		9:42:06 AM		ST095		Video		SOL		1958		747207.3 		5 950183.6 		747209.4 		5 950157.5 		30.1		26.2

		6/2/25		9:42:11 AM		ST095		Still		269605_ST95_01		1959		747207.3 		5 950183.6 		747210.4 		5 950159.5 		30.9		24.4

		6/2/25		9:42:24 AM		ST095		Still		269605_ST95_02		1960		747207.3 		5 950183.6 		747213.5 		5 950163.5 		30.5		21.1

		6/2/25		9:42:56 AM		ST095		Still		269605_ST95_03		1961		747207.3 		5 950183.6 		747226.1 		5 950174.6 		30.8		20.9

		6/2/25		9:43:05 AM		ST095		Still		269605_ST95_04		1962		747207.3 		5 950183.6 		747229.4 		5 950178.3 		30.8		22.8

		6/2/25		9:43:36 AM		ST095		Still		269605_ST95_05		1963		747207.3 		5 950183.6 		747230.1 		5 950187.7 		30.6		23.3

		6/2/25		9:43:49 AM		ST095		Still		269605_ST95_06		1964		747207.3 		5 950183.6 		747228.1 		5 950190.5 		31.0		22.0

		6/2/25		9:44:06 AM		ST095		Still		269605_ST95_07		1965		747207.3 		5 950183.6 		747222.9 		5 950191.8 		30.8		17.7

		6/2/25		9:44:18 AM		ST095		Still		269605_ST95_08		1966		747207.3 		5 950183.6 		747218.5 		5 950191.8 		30.5		13.9

		6/2/25		9:45:26 AM		ST095		Still		269605_ST95_09		1967		747207.3 		5 950183.6 		747201.2 		5 950199.7 		30.7		17.2

		6/2/25		9:45:36 AM		ST095		Still		269605_ST95_10		1968		747207.3 		5 950183.6 		747201.3 		5 950201.3 		30.4		18.7

		6/2/25		9:46:08 AM		ST095		Video		EOL		1969		747207.3 		5 950183.6 		747202.0 		5 950209.7 		30.6		26.6

		6/2/25		9:54:15 AM		ST095		HG		NS1		1970		747207.3 		5 950183.6 		747208.4 		5 950176.5 		31.0		7.2

		6/2/25		9:57:12 AM		ST095		HG		NS2		1971		747207.3 		5 950183.6 		747217.2 		5 950184.1 		31.3		10.0

		6/2/25		10:00:58 AM		ST095		HG		NS3		1972		747207.3 		5 950183.6 		747201.5 		5 950172.8 		31.7		12.2

		6/2/25		10:28:37 AM		ST096		Video		SOL		1973		749062.5 		5 950288.0 		749066.1 		5 950261.0 		27.0		27.2

		6/2/25		10:28:47 AM		ST096		Still		269605_ST96_01		1974		749062.5 		5 950288.0 		749065.7 		5 950263.5 		26.6		24.7

		6/2/25		10:28:56 AM		ST096		Still		269605_ST96_02		1975		749062.5 		5 950288.0 		749065.4 		5 950266.6 		26.7		21.6

		6/2/25		10:29:42 AM		ST096		Still		269605_ST96_03		1976		749062.5 		5 950288.0 		749070.4 		5 950280.3 		26.6		11.1

		6/2/25		10:29:51 AM		ST096		Still		269605_ST96_04		1977		749062.5 		5 950288.0 		749071.3 		5 950283.4 		26.7		9.9

		6/2/25		10:30:01 AM		ST096		Still		269605_ST96_05		1978		749062.5 		5 950288.0 		749071.7 		5 950286.7 		26.5		9.3

		6/2/25		10:30:10 AM		ST096		Still		269605_ST96_06		1979		749062.5 		5 950288.0 		749072.3 		5 950289.9 		26.5		10.0

		6/2/25		10:30:19 AM		ST096		Still		269605_ST96_07		1980		749062.5 		5 950288.0 		749072.2 		5 950293.2 		26.6		11.0

		6/2/25		10:30:27 AM		ST096		Still		269605_ST96_08		1981		749062.5 		5 950288.0 		749072.1 		5 950295.8 		26.9		12.3

		6/2/25		10:30:40 AM		ST096		Still		269605_ST96_09		1982		749062.5 		5 950288.0 		749072.0 		5 950298.2 		26.9		13.9

		6/2/25		10:31:17 AM		ST096		Still		269605_ST96_10		1983		749062.5 		5 950288.0 		749071.0 		5 950304.7 		26.4		18.7

		6/2/25		10:31:53 AM		ST096		Video		EOL		1984		749062.5 		5 950288.0 		749070.1 		5 950315.7 		26.6		28.7

		6/2/25		10:39:54 AM		ST096		HG		PSD		1985		749062.5 		5 950288.0 		749063.1 		5 950291.9 		21.8		3.9

		6/2/25		11:44:56 AM		ST097		Video		SOL		1986		750662.0 		5 950743.6 		750708.5 		5 950665.7 		49.1		90.7

		6/2/25		11:45:18 AM		ST097		Still		269605_ST97_01		1987		750662.0 		5 950743.6 		750706.3 		5 950671.4 		49.4		84.7

		6/2/25		11:45:27 AM		ST097		Still		269605_ST97_02		1988		750662.0 		5 950743.6 		750704.6 		5 950673.6 		49.4		82.0

		6/2/25		11:45:35 AM		ST097		Still		269605_ST97_03		1989		750662.0 		5 950743.6 		750703.1 		5 950675.1 		49.2		79.9

		6/2/25		11:46:15 AM		ST097		Still		269605_ST97_04		1990		750662.0 		5 950743.6 		750694.1 		5 950683.0 		49.0		68.6

		6/2/25		11:46:44 AM		ST097		Still		269605_ST97_05		1991		750662.0 		5 950743.6 		750689.0 		5 950689.6 		48.9		60.5

		6/2/25		11:46:58 AM		ST097		Still		269605_ST97_06		1992		750662.0 		5 950743.6 		750688.3 		5 950694.2 		49.0		56.0

		6/2/25		11:47:28 AM		ST097		Still		269605_ST97_07		1993		750662.0 		5 950743.6 		750689.5 		5 950703.6 		49.1		48.5

		6/2/25		11:47:52 AM		ST097		Still		269605_ST97_08		1994		750662.0 		5 950743.6 		750688.5 		5 950710.4 		49.0		42.5

		6/2/25		11:48:04 AM		ST097		Still		269605_ST97_09		1995		750662.0 		5 950743.6 		750685.3 		5 950712.8 		49.0		38.7

		6/2/25		11:48:22 AM		ST097		Still		269605_ST97_10		1996		750662.0 		5 950743.6 		750681.2 		5 950716.6 		48.9		33.2

		6/2/25		11:48:28 AM		ST097		Still		269605_ST97_11		1997		750662.0 		5 950743.6 		750680.2 		5 950717.8 		48.9		31.6

		6/2/25		11:49:19 AM		ST097		Still		269605_ST97_12		1998		750662.0 		5 950743.6 		750671.3 		5 950730.7 		48.9		15.9

		6/2/25		11:49:52 AM		ST097		Still		269605_ST97_13		1999		750662.0 		5 950743.6 		750668.7 		5 950741.4 		49.2		7.1

		6/2/25		11:50:30 AM		ST097		Still		269605_ST97_14		2000		750662.0 		5 950743.6 		750668.3 		5 950752.2 		49.0		10.7

		6/2/25		11:51:06 AM		ST097		Still		269605_ST97_15		2001		750662.0 		5 950743.6 		750667.8 		5 950761.2 		48.9		18.5

		6/2/25		11:52:05 AM		ST097		Still		269605_ST97_16		2002		750662.0 		5 950743.6 		750667.5 		5 950779.7 		48.6		36.5

		6/2/25		11:52:32 AM		ST097		Still		269605_ST97_17		2003		750662.0 		5 950743.6 		750667.1 		5 950790.0 		49.1		46.7

		6/2/25		11:52:49 AM		ST097		Still		269605_ST97_18		2004		750662.0 		5 950743.6 		750666.9 		5 950794.6 		49.1		51.2

		6/2/25		11:53:13 AM		ST097		Still		269605_ST97_19		2005		750662.0 		5 950743.6 		750666.3 		5 950801.7 		49.2		58.3

		6/2/25		11:53:47 AM		ST097		Still		269605_ST97_20		2006		750662.0 		5 950743.6 		750662.7 		5 950812.4 		49.7		68.8

		6/2/25		11:54:05 AM		ST097		Still		269605_ST97_21		2007		750662.0 		5 950743.6 		750661.2 		5 950816.6 		49.4		73.0

		6/2/25		11:54:48 AM		ST097		Still		269605_ST97_22		2008		750662.0 		5 950743.6 		750660.7 		5 950832.1 		50.2		88.5

		6/2/25		11:55:01 AM		ST097		Still		269605_ST97_23		2009		750662.0 		5 950743.6 		750661.0 		5 950837.9 		50.2		94.3

		6/2/25		11:55:18 AM		ST097		Still		269605_ST97_24		2010		750662.0 		5 950743.6 		750662.0 		5 950843.1 		49.9		99.5

		6/2/25		11:55:46 AM		ST097		Still		269605_ST97_25		2011		750662.0 		5 950743.6 		750662.7 		5 950852.2 		49.7		108.6

		6/2/25		11:56:07 AM		ST097		Still		269605_ST97_26		2012		750662.0 		5 950743.6 		750663.5 		5 950859.4 		49.8		115.8

		6/2/25		11:56:32 AM		ST097		Video		EOL		2013		750662.0 		5 950743.6 		750666.7 		5 950868.0 		50.0		124.5

		6/2/25		12:04:39 PM		ST098		Video		SOL		2014		751105.7 		5 950970.5 		751057.4 		5 950880.8 		54.8		101.9

		6/2/25		12:04:53 PM		ST098		Still		269605_ST98_01		2015		751105.7 		5 950970.5 		751062.6 		5 950883.8 		54.6		96.8

		6/2/25		12:05:02 PM		ST098		Other 1		No Photo		2016		751105.7 		5 950970.5 		751065.9 		5 950886.2 		54.6		93.2		Accidental fix

		6/2/25		12:05:18 PM		ST098		Still		269605_ST98_02		2017		751105.7 		5 950970.5 		751071.2 		5 950889.6 		54.7		87.9

		6/2/25		12:05:22 PM		ST098		Still		269605_ST98_03		2018		751105.7 		5 950970.5 		751072.5 		5 950890.2 		54.8		86.9

		6/2/25		12:05:52 PM		ST098		Still		269605_ST98_04		2019		751105.7 		5 950970.5 		751083.5 		5 950895.3 		54.8		78.4

		6/2/25		12:06:13 PM		ST098		Still		269605_ST98_05		2020		751105.7 		5 950970.5 		751091.5 		5 950898.1 		54.8		73.8

		6/2/25		12:06:38 PM		ST098		Still		269605_ST98_06		2021		751105.7 		5 950970.5 		751101.2 		5 950901.5 		54.6		69.1

		6/2/25		12:06:42 PM		ST098		Still		269605_ST98_07		2022		751105.7 		5 950970.5 		751102.8 		5 950902.2 		54.7		68.4

		6/2/25		12:06:47 PM		ST098		Still		269605_ST98_08		2023		751105.7 		5 950970.5 		751105.1 		5 950903.0 		54.6		67.5

		6/2/25		12:06:52 PM		ST098		Still		269605_ST98_09		2024		751105.7 		5 950970.5 		751107.0 		5 950904.3 		54.7		66.2

		6/2/25		12:06:57 PM		ST098		Still		269605_ST98_10		2025		751105.7 		5 950970.5 		751108.1 		5 950905.1 		54.6		65.4

		6/2/25		12:07:22 PM		ST098		Still		269605_ST98_11		2026		751105.7 		5 950970.5 		751117.5 		5 950912.9 		54.9		58.8

		6/2/25		12:07:35 PM		ST098		Still		269605_ST98_12		2027		751105.7 		5 950970.5 		751120.8 		5 950917.1 		54.9		55.5

		6/2/25		12:08:11 PM		ST098		Still		269605_ST98_13		2028		751105.7 		5 950970.5 		751126.8 		5 950926.6 		54.4		48.7

		6/2/25		12:08:27 PM		ST098		Still		269605_ST98_14		2029		751105.7 		5 950970.5 		751129.0 		5 950932.0 		54.7		45.0

		6/2/25		12:08:37 PM		ST098		Still		269605_ST98_15		2030		751105.7 		5 950970.5 		751130.2 		5 950935.6 		54.8		42.6

		6/2/25		12:08:53 PM		ST098		Still		269605_ST98_16		2031		751105.7 		5 950970.5 		751132.0 		5 950941.0 		54.8		39.5

		6/2/25		12:09:21 PM		ST098		Still		269605_ST98_17		2032		751105.7 		5 950970.5 		751134.1 		5 950951.2 		54.6		34.4

		6/2/25		12:09:41 PM		ST098		Still		269605_ST98_18		2033		751105.7 		5 950970.5 		751136.0 		5 950959.1 		54.5		32.4

		6/2/25		12:10:02 PM		ST098		Still		269605_ST98_19		2034		751105.7 		5 950970.5 		751137.3 		5 950965.0 		54.4		32.1

		6/2/25		12:10:19 PM		ST098		Still		269605_ST98_20		2035		751105.7 		5 950970.5 		751139.6 		5 950969.8 		54.5		33.9

		6/2/25		12:10:35 PM		ST098		Still		269605_ST98_21		2036		751105.7 		5 950970.5 		751141.4 		5 950974.0 		54.5		35.9

		6/2/25		12:10:59 PM		ST098		Still		269605_ST98_22		2037		751105.7 		5 950970.5 		751143.3 		5 950978.9 		54.1		38.6

		6/2/25		12:11:30 PM		ST098		Still		269605_ST98_23		2038		751105.7 		5 950970.5 		751145.6 		5 950987.7 		54.4		43.5

		6/2/25		12:12:04 PM		ST098		Still		269605_ST98_24		2039		751105.7 		5 950970.5 		751147.6 		5 950999.3 		54.7		50.9

		6/2/25		12:12:14 PM		ST098		Still		269605_ST98_25		2040		751105.7 		5 950970.5 		751148.1 		5 951002.1 		54.6		52.9

		6/2/25		12:12:28 PM		ST098		Still		269605_ST98_26		2041		751105.7 		5 950970.5 		751149.0 		5 951005.4 		54.4		55.6

		6/2/25		12:12:43 PM		ST098		Still		269605_ST98_27		2042		751105.7 		5 950970.5 		751149.8 		5 951010.5 		54.4		59.6

		6/2/25		12:12:57 PM		ST098		Still		269605_ST98_28		2043		751105.7 		5 950970.5 		751150.3 		5 951014.5 		54.4		62.7

		6/2/25		12:13:13 PM		ST098		Still		269605_ST98_29		2044		751105.7 		5 950970.5 		751151.1 		5 951020.0 		54.4		67.2

		6/2/25		12:13:26 PM		ST098		Still		269605_ST98_30		2045		751105.7 		5 950970.5 		751151.3 		5 951024.6 		54.7		70.8

		6/2/25		12:13:32 PM		ST098		Still		269605_ST98_31		2046		751105.7 		5 950970.5 		751151.9 		5 951025.4 		54.5		71.8

		6/2/25		12:13:50 PM		ST098		Still		269605_ST98_32		2047		751105.7 		5 950970.5 		751151.3 		5 951031.2 		54.2		76.0

		6/2/25		12:14:10 PM		ST098		Still		269605_ST98_33		2048		751105.7 		5 950970.5 		751150.5 		5 951038.8 		54.2		81.7

		6/2/25		12:14:15 PM		ST098		Still		269605_ST98_34		2049		751105.7 		5 950970.5 		751150.3 		5 951040.9 		54.3		83.4

		6/2/25		12:14:32 PM		ST098		Still		269605_ST98_35		2050		751105.7 		5 950970.5 		751150.0 		5 951046.7 		54.3		88.1

		6/2/25		12:14:47 PM		ST098		Still		269605_ST98_36		2051		751105.7 		5 950970.5 		751149.5 		5 951051.8 		53.8		92.4

		6/2/25		12:15:06 PM		ST098		Still		269605_ST98_37		2052		751105.7 		5 950970.5 		751147.3 		5 951060.4 		53.7		99.1

		6/2/25		12:15:17 PM		ST098		Video		EOL		2053		751105.7 		5 950970.5 		751146.6 		5 951064.3 		53.9		102.3

		6/2/25		12:21:57 PM		ST099		Video		SOL		2054		751546.1 		5 951207.5 		751499.0 		5 951284.8 		51.9		90.6

		6/2/25		12:22:11 PM		ST099		Still		269605_ST99_01		2055		751546.1 		5 951207.5 		751507.2 		5 951278.4 		53.2		80.8

		6/2/25		12:22:16 PM		ST099		Still		269605_ST99_02		2056		751546.1 		5 951207.5 		751509.3 		5 951276.8 		53.0		78.4

		6/2/25		12:22:32 PM		ST099		Still		269605_ST99_03		2057		751546.1 		5 951207.5 		751517.0 		5 951271.1 		53.0		69.9

		6/2/25		12:22:41 PM		ST099		Still		269605_ST99_04		2058		751546.1 		5 951207.5 		751522.8 		5 951267.0 		52.7		63.8

		6/2/25		12:22:49 PM		ST099		Still		269605_ST99_05		2059		751546.1 		5 951207.5 		751525.7 		5 951264.5 		52.9		60.5

		6/2/25		12:23:02 PM		ST099		Still		269605_ST99_06		2060		751546.1 		5 951207.5 		751532.1 		5 951259.9 		52.5		54.2

		6/2/25		12:23:16 PM		ST099		Still		269605_ST99_07		2061		751546.1 		5 951207.5 		751537.2 		5 951256.6 		52.6		49.8

		6/2/25		12:23:27 PM		ST099		Still		269605_ST99_08		2062		751546.1 		5 951207.5 		751542.3 		5 951253.7 		52.7		46.3

		6/2/25		12:23:40 PM		ST099		Still		269605_ST99_09		2063		751546.1 		5 951207.5 		751548.4 		5 951250.2 		52.6		42.8

		6/2/25		12:23:58 PM		ST099		Still		269605_ST99_10		2064		751546.1 		5 951207.5 		751555.9 		5 951246.1 		52.5		39.7

		6/2/25		12:24:06 PM		ST099		Still		269605_ST99_11		2065		751546.1 		5 951207.5 		751558.5 		5 951244.3 		52.3		38.8

		6/2/25		12:24:19 PM		ST099		Still		269605_ST99_12		2066		751546.1 		5 951207.5 		751563.6 		5 951238.8 		52.2		35.8

		6/2/25		12:24:26 PM		ST099		Still		269605_ST99_13		2067		751546.1 		5 951207.5 		751564.8 		5 951237.4 		52.2		35.2

		6/2/25		12:24:38 PM		ST099		Still		269605_ST99_14		2068		751546.1 		5 951207.5 		751567.0 		5 951233.3 		52.1		33.1

		6/2/25		12:24:55 PM		ST099		Still		269605_ST99_15		2069		751546.1 		5 951207.5 		751569.0 		5 951225.0 		52.2		28.8

		6/2/25		12:25:08 PM		ST099		Still		269605_ST99_16		2070		751546.1 		5 951207.5 		751569.6 		5 951218.4 		52.2		25.9

		6/2/25		12:25:17 PM		ST099		Still		269605_ST99_17		2071		751546.1 		5 951207.5 		751569.4 		5 951215.6 		52.1		24.6

		6/2/25		12:25:25 PM		ST099		Still		269605_ST99_18		2072		751546.1 		5 951207.5 		751569.4 		5 951212.0 		51.8		23.7

		6/2/25		12:25:42 PM		ST099		Still		269605_ST99_19		2073		751546.1 		5 951207.5 		751569.1 		5 951203.4 		52.0		23.4

		6/2/25		12:25:53 PM		ST099		Still		269605_ST99_20		2074		751546.1 		5 951207.5 		751569.0 		5 951198.4 		52.1		24.7

		6/2/25		12:25:56 PM		ST099		Still		269605_ST99_21		2075		751546.1 		5 951207.5 		751568.9 		5 951196.5 		52.2		25.3

		6/2/25		12:26:23 PM		ST099		Still		269605_ST99_22		2076		751546.1 		5 951207.5 		751568.9 		5 951185.1 		51.8		32.0

		6/2/25		12:26:44 PM		ST099		Still		269605_ST99_23		2077		751546.1 		5 951207.5 		751568.8 		5 951177.2 		52.2		37.9

		6/2/25		12:26:55 PM		ST099		Still		269605_ST99_24		2078		751546.1 		5 951207.5 		751568.9 		5 951173.3 		52.4		41.1

		6/2/25		12:27:30 PM		ST099		Still		269605_ST99_25		2079		751546.1 		5 951207.5 		751569.5 		5 951163.3 		52.2		50.0

		6/2/25		12:28:17 PM		ST099		Still		269605_ST99_26		2080		751546.1 		5 951207.5 		751571.2 		5 951150.8 		52.4		62.0

		6/2/25		12:28:29 PM		ST099		Still		269605_ST99_27		2081		751546.1 		5 951207.5 		751572.0 		5 951147.5 		52.5		65.4

		6/2/25		12:28:42 PM		ST099		Still		269605_ST99_28		2082		751546.1 		5 951207.5 		751572.5 		5 951144.1 		52.6		68.7

		6/2/25		12:29:15 PM		ST099		Still		269605_ST99_29		2083		751546.1 		5 951207.5 		751573.5 		5 951134.6 		52.6		77.9

		6/2/25		12:29:26 PM		ST099		Still		269605_ST99_30		2084		751546.1 		5 951207.5 		751573.5 		5 951131.1 		52.8		81.2

		6/2/25		12:29:40 PM		ST099		Still		269605_ST99_31		2085		751546.1 		5 951207.5 		751574.0 		5 951126.9 		52.8		85.3

		6/2/25		12:30:01 PM		ST099		Still		269605_ST99_32		2086		751546.1 		5 951207.5 		751574.9 		5 951120.9 		52.7		91.3

		6/2/25		12:30:10 PM		ST099		Still		269605_ST99_33		2087		751546.1 		5 951207.5 		751575.3 		5 951118.1 		52.5		94.1

		6/2/25		12:30:46 PM		ST099		Still		269605_ST99_34		2088		751546.1 		5 951207.5 		751575.4 		5 951107.1 		52.4		104.6

		6/2/25		12:31:05 PM		ST099		Still		269605_ST99_35		2089		751546.1 		5 951207.5 		751575.5 		5 951100.4 		52.6		111.1

		6/2/25		12:31:08 PM		ST099		Still		269605_ST99_36		2090		751546.1 		5 951207.5 		751575.5 		5 951098.9 		52.9		112.6

		6/2/25		12:31:22 PM		ST099		Video		EOL		2091		751546.1 		5 951207.5 		751575.9 		5 951093.1 		53.0		118.3

		6/2/25		12:40:47 PM		ST100		Video		SOL		2092		751986.6 		5 951444.6 		751969.2 		5 951551.5 		45.2		108.3

		6/2/25		12:40:57 PM		ST100		Still		269605_ST100_01		2093		751986.6 		5 951444.6 		751973.0 		5 951547.0 		45.9		103.3

		6/2/25		12:41:05 PM		ST100		Still		269605_ST100_02		2094		751986.6 		5 951444.6 		751976.1 		5 951542.6 		45.3		98.6

		6/2/25		12:41:09 PM		ST100		Still		269605_ST100_03		2095		751986.6 		5 951444.6 		751977.1 		5 951540.8 		45.6		96.6

		6/2/25		12:41:20 PM		ST100		Still		269605_ST100_04		2096		751986.6 		5 951444.6 		751979.8 		5 951535.7 		45.6		91.4

		6/2/25		12:41:30 PM		ST100		Still		269605_ST100_05		2097		751986.6 		5 951444.6 		751981.4 		5 951533.1 		45.3		88.7

		6/2/25		12:41:49 PM		ST100		Still		269605_ST100_06		2098		751986.6 		5 951444.6 		751984.5 		5 951525.3 		45.7		80.7

		6/2/25		12:42:01 PM		ST100		Still		269605_ST100_07		2099		751986.6 		5 951444.6 		751986.6 		5 951520.2 		45.8		75.6

		6/2/25		12:42:39 PM		ST100		Still		269605_ST100_08		2100		751986.6 		5 951444.6 		751995.7 		5 951510.5 		45.2		66.5

		6/2/25		12:42:49 PM		ST100		Still		269605_ST100_09		2101		751986.6 		5 951444.6 		751996.4 		5 951508.2 		45.3		64.4

		6/2/25		12:42:59 PM		ST100		Still		269605_ST100_10		2102		751986.6 		5 951444.6 		751996.9 		5 951505.3 		45.2		61.5

		6/2/25		12:43:09 PM		ST100		Still		269605_ST100_11		2103		751986.6 		5 951444.6 		751996.7 		5 951501.4 		45.4		57.7

		6/2/25		12:43:15 PM		ST100		Still		269605_ST100_12		2104		751986.6 		5 951444.6 		751996.2 		5 951499.6 		45.7		55.9

		6/2/25		12:43:28 PM		ST100		Still		269605_ST100_13		2105		751986.6 		5 951444.6 		751995.5 		5 951496.2 		45.3		52.4

		6/2/25		12:43:46 PM		ST100		Still		269605_ST100_14		2106		751986.6 		5 951444.6 		751994.1 		5 951491.1 		45.3		47.1

		6/2/25		12:44:02 PM		ST100		Still		269605_ST100_15		2107		751986.6 		5 951444.6 		751993.5 		5 951486.0 		45.1		42.0

		6/2/25		12:44:12 PM		ST100		Still		269605_ST100_16		2108		751986.6 		5 951444.6 		751993.5 		5 951481.9 		45.1		37.9

		6/2/25		12:44:26 PM		ST100		Still		269605_ST100_17		2109		751986.6 		5 951444.6 		751992.8 		5 951476.9 		45.2		32.9

		6/2/25		12:44:31 PM		ST100		Still		269605_ST100_18		2110		751986.6 		5 951444.6 		751992.3 		5 951475.5 		45.3		31.4

		6/2/25		12:44:45 PM		ST100		Still		269605_ST100_19		2111		751986.6 		5 951444.6 		751991.3 		5 951470.2 		45.2		26.0

		6/2/25		12:44:52 PM		ST100		Still		269605_ST100_20		2112		751986.6 		5 951444.6 		751990.2 		5 951467.3 		45.3		23.0

		6/2/25		12:45:33 PM		ST100		Still		269605_ST100_21		2113		751986.6 		5 951444.6 		751987.5 		5 951452.4 		44.8		7.9

		6/2/25		12:45:46 PM		ST100		Still		269605_ST100_22		2114		751986.6 		5 951444.6 		751987.0 		5 951445.6 		45.2		1.1

		6/2/25		12:46:07 PM		ST100		Still		269605_ST100_23		2115		751986.6 		5 951444.6 		751986.2 		5 951437.7 		45.5		6.9

		6/2/25		12:46:31 PM		ST100		Still		269605_ST100_24		2116		751986.6 		5 951444.6 		751984.0 		5 951427.0 		45.4		17.8

		6/2/25		12:46:41 PM		ST100		Still		269605_ST100_25		2117		751986.6 		5 951444.6 		751982.4 		5 951423.3 		45.6		21.7

		6/2/25		12:46:53 PM		ST100		Still		269605_ST100_26		2118		751986.6 		5 951444.6 		751980.7 		5 951419.9 		45.5		25.3

		6/2/25		12:47:20 PM		ST100		Still		269605_ST100_27		2119		751986.6 		5 951444.6 		751975.6 		5 951411.3 		45.4		35.1

		6/2/25		12:47:24 PM		ST100		Still		269605_ST100_28		2120		751986.6 		5 951444.6 		751974.7 		5 951409.7 		45.5		36.8

		6/2/25		12:47:39 PM		ST100		Still		269605_ST100_29		2121		751986.6 		5 951444.6 		751972.2 		5 951404.4 		45.3		42.7

		6/2/25		12:47:44 PM		ST100		Still		269605_ST100_30		2122		751986.6 		5 951444.6 		751971.3 		5 951402.9 		45.4		44.4

		6/2/25		12:48:02 PM		ST100		Still		269605_ST100_31		2123		751986.6 		5 951444.6 		751967.8 		5 951397.2 		45.1		51.0

		6/2/25		12:48:07 PM		ST100		Still		269605_ST100_32		2124		751986.6 		5 951444.6 		751967.1 		5 951396.4 		45.0		52.0

		6/2/25		12:48:35 PM		ST100		Still		269605_ST100_33		2125		751986.6 		5 951444.6 		751961.5 		5 951388.1 		45.1		61.8

		6/2/25		12:48:47 PM		ST100		Still		269605_ST100_34		2126		751986.6 		5 951444.6 		751959.3 		5 951384.5 		45.4		66.0

		6/2/25		12:49:23 PM		ST100		Still		269605_ST100_35		2127		751986.6 		5 951444.6 		751952.4 		5 951375.2 		45.2		77.4

		6/2/25		12:49:27 PM		ST100		Still		269605_ST100_36		2128		751986.6 		5 951444.6 		751952.0 		5 951374.2 		45.5		78.4

		6/2/25		12:49:36 PM		ST100		Still		269605_ST100_37		2129		751986.6 		5 951444.6 		751950.0 		5 951371.3 		45.3		81.9

		6/2/25		12:50:04 PM		ST100		Still		269605_ST100_38		2130		751986.6 		5 951444.6 		751944.1 		5 951362.0 		45.6		92.9

		6/2/25		12:50:14 PM		ST100		Still		269605_ST100_39		2131		751986.6 		5 951444.6 		751942.2 		5 951358.9 		45.8		96.5

		6/2/25		12:50:31 PM		ST100		Video		EOL		2132		751986.6 		5 951444.6 		751938.7 		5 951352.5 		46.1		103.8

		6/2/25		1:24:19 PM		ST099		HG		NS1		2133		751546.1 		5 951207.5 		751534.2 		5 951212.4 		52.2		12.9

		6/2/25		1:28:58 PM		ST099		HG		NS2		2134		751546.1 		5 951207.5 		751563.7 		5 951222.6 		51.7		23.1

		6/2/25		1:33:47 PM		ST099		HG		NS3		2135		751546.1 		5 951207.5 		751532.8 		5 951196.0 		52.3		17.6

		6/2/25		1:56:52 PM		ST097		WS		TOP		2136		750662.0 		5 950743.6 		750653.1 		5 950752.8 		3.8		12.8

		6/2/25		2:05:53 PM		ST097		WS		BOT		2138		750662.0 		5 950743.6 		750647.4 		5 950736.4 		46.6		16.2

		6/2/25		2:40:59 PM		ST097		DVV		PC/FA		2139		750662.0 		5 950743.6 		750637.2 		5 950825.0 		48.8		85.1

		6/2/25		2:57:56 PM		ST097		DVV		FB/FC		2140		750662.0 		5 950743.6 		750640.7 		5 950828.6 		48.2		87.6

		6/2/25		4:28:14 PM		ST101		Video		SOL		2141		752427.0 		5 951681.7 		752414.6 		5 951723.6 		42.9		43.7

		6/2/25		4:28:35 PM		ST101		Still		269605_ST101_01		2142		752427.0 		5 951681.7 		752415.5 		5 951717.1 		42.5		37.3

		6/2/25		4:28:46 PM		ST101		Still		269605_ST101_02		2143		752427.0 		5 951681.7 		752415.0 		5 951712.2 		42.7		32.8

		6/2/25		4:28:55 PM		ST101		Still		269605_ST101_03		2144		752427.0 		5 951681.7 		752414.3 		5 951710.5 		42.6		31.5

		6/2/25		4:29:10 PM		ST101		Still		269605_ST101_04		2145		752427.0 		5 951681.7 		752411.4 		5 951705.8 		42.2		28.7

		6/2/25		4:29:15 PM		ST101		Still		269605_ST101_05		2146		752427.0 		5 951681.7 		752410.7 		5 951704.2 		42.6		27.9

		6/2/25		4:29:35 PM		ST101		Still		269605_ST101_06		2147		752427.0 		5 951681.7 		752407.5 		5 951699.8 		42.2		26.6

		6/2/25		4:29:51 PM		ST101		Still		269605_ST101_07		2148		752427.0 		5 951681.7 		752406.3 		5 951695.8 		41.7		25.0

		6/2/25		4:30:08 PM		ST101		Still		269605_ST101_08		2149		752427.0 		5 951681.7 		752406.8 		5 951692.2 		41.2		22.8

		6/2/25		4:30:18 PM		ST101		Still		269605_ST101_09		2150		752427.0 		5 951681.7 		752407.1 		5 951690.3 		40.8		21.7

		6/2/25		4:30:37 PM		ST101		Still		269605_ST101_10		2151		752427.0 		5 951681.7 		752411.7 		5 951689.1 		40.5		17.0

		6/2/25		4:30:45 PM		ST101		Still		269605_ST101_11		2152		752427.0 		5 951681.7 		752414.4 		5 951689.6 		40.0		14.9

		6/2/25		4:30:57 PM		ST101		Still		269605_ST101_12		2153		752427.0 		5 951681.7 		752419.7 		5 951689.8 		40.1		10.9

		6/2/25		4:31:08 PM		ST101		Still		269605_ST101_13		2154		752427.0 		5 951681.7 		752422.3 		5 951687.8 		40.7		7.8

		6/2/25		4:31:25 PM		ST101		Still		269605_ST101_14		2155		752427.0 		5 951681.7 		752424.6 		5 951684.0 		41.3		3.3

		6/2/25		4:31:48 PM		ST101		Still		269605_ST101_15		2156		752427.0 		5 951681.7 		752422.6 		5 951677.7 		41.5		6.0

		6/2/25		4:32:08 PM		ST101		Still		269605_ST101_16		2157		752427.0 		5 951681.7 		752420.0 		5 951673.0 		41.9		11.1

		6/2/25		4:32:37 PM		ST101		Still		269605_ST101_17		2158		752427.0 		5 951681.7 		752414.2 		5 951666.6 		41.8		19.8

		6/2/25		4:32:57 PM		ST101		Still		269605_ST101_18		2159		752427.0 		5 951681.7 		752410.1 		5 951662.2 		42.4		25.7

		6/2/25		4:33:19 PM		ST101		Still		269605_ST101_19		2160		752427.0 		5 951681.7 		752405.4 		5 951658.1 		42.4		32.0

		6/2/25		4:33:40 PM		ST101		Still		269605_ST101_20		2161		752427.0 		5 951681.7 		752402.0 		5 951652.0 		42.6		38.8

		6/2/25		4:34:15 PM		ST101		Still		269605_ST101_21		2162		752427.0 		5 951681.7 		752394.6 		5 951643.7 		42.2		49.9

		6/2/25		4:34:20 PM		ST101		Still		269605_ST101_22		2163		752427.0 		5 951681.7 		752393.2 		5 951642.2 		42.5		52.0

		6/2/25		4:34:49 PM		ST101		Still		269605_ST101_23		2164		752427.0 		5 951681.7 		752388.8 		5 951634.4 		42.6		60.8

		6/2/25		4:35:12 PM		ST101		Still		269605_ST101_24		2165		752427.0 		5 951681.7 		752388.0 		5 951630.2 		42.6		64.6

		6/2/25		4:35:32 PM		ST101		Still		269605_ST101_25		2166		752427.0 		5 951681.7 		752390.8 		5 951628.3 		42.4		64.5

		6/2/25		4:36:01 PM		ST101		Still		269605_ST101_26		2167		752427.0 		5 951681.7 		752395.4 		5 951624.0 		42.6		65.8

		6/2/25		4:36:50 PM		ST101		Still		269605_ST101_27		2168		752427.0 		5 951681.7 		752398.9 		5 951611.6 		42.3		75.4

		6/2/25		4:37:06 PM		ST101		Still		269605_ST101_28		2169		752427.0 		5 951681.7 		752397.9 		5 951606.3 		42.4		80.8

		6/2/25		4:37:40 PM		ST101		Still		269605_ST101_29		2170		752427.0 		5 951681.7 		752393.1 		5 951596.3 		42.2		91.9

		6/2/25		4:37:59 PM		ST101		Still		269605_ST101_30		2171		752427.0 		5 951681.7 		752390.4 		5 951590.8 		42.1		98.0

		6/2/25		4:38:27 PM		ST101		Still		269605_ST101_31		2172		752427.0 		5 951681.7 		752388.7 		5 951584.5 		41.8		104.4

		6/2/25		4:38:36 PM		ST101		Still		269605_ST101_32		2173		752427.0 		5 951681.7 		752388.9 		5 951582.2 		42.2		106.5

		6/2/25		4:38:54 PM		ST101		Still		269605_ST101_33		2174		752427.0 		5 951681.7 		752388.8 		5 951576.9 		42.4		111.5

		6/2/25		4:39:09 PM		ST101		Still		269605_ST101_34		2175		752427.0 		5 951681.7 		752388.5 		5 951573.7 		42.2		114.6

		6/2/25		4:39:35 PM		ST101		Still		269605_ST101_35		2176		752427.0 		5 951681.7 		752387.4 		5 951566.8 		42.2		121.5

		6/2/25		4:40:05 PM		ST101		Still		269605_ST101_36		2177		752427.0 		5 951681.7 		752388.1 		5 951558.8 		42.6		128.8

		6/2/25		4:40:21 PM		ST101		Still		269605_ST101_37		2178		752427.0 		5 951681.7 		752388.4 		5 951555.3 		42.6		132.1

		6/2/25		4:40:46 PM		ST101		Still		269605_ST101_38		2179		752427.0 		5 951681.7 		752386.7 		5 951548.9 		42.8		138.7

		6/2/25		4:41:08 PM		ST101		Still		269605_ST101_39		2180		752427.0 		5 951681.7 		752383.7 		5 951542.4 		42.7		145.8

		6/2/25		4:41:21 PM		ST101		Still		269605_ST101_40		2181		752427.0 		5 951681.7 		752381.5 		5 951539.4 		43.0		149.4

		6/2/25		4:41:29 PM		ST101		Video		EOL		2182		752427.0 		5 951681.7 		752380.6 		5 951538.2 		42.8		150.7

		6/2/25		4:52:14 PM		ST102		Video		SOL		2185		752867.5 		5 951918.7 		752831.2 		5 952004.8 		29.5		93.4

		6/2/25		4:52:35 PM		ST102		Still		269605_ST102_01		2186		752867.5 		5 951918.7 		752835.7 		5 952000.1 		29.0		87.4

		6/2/25		4:52:56 PM		ST102		Still		269605_ST102_02		2187		752867.5 		5 951918.7 		752840.2 		5 951995.1 		29.1		81.1

		6/2/25		4:53:12 PM		ST102		Still		269605_ST102_03		2188		752867.5 		5 951918.7 		752843.2 		5 951991.1 		28.8		76.4

		6/2/25		4:53:23 PM		ST102		Still		269605_ST102_04		2189		752867.5 		5 951918.7 		752845.2 		5 951987.2 		29.1		72.0

		6/2/25		4:53:27 PM		ST102		Still		269605_ST102_05		2190		752867.5 		5 951918.7 		752845.9 		5 951986.3 		29.1		70.9

		6/2/25		4:53:42 PM		ST102		Still		269605_ST102_06		2191		752867.5 		5 951918.7 		752847.8 		5 951981.8 		29.1		66.1

		6/2/25		4:53:56 PM		ST102		Still		269605_ST102_07		2192		752867.5 		5 951918.7 		752848.3 		5 951978.0 		29.2		62.2

		6/2/25		4:54:16 PM		ST102		Still		269605_ST102_08		2193		752867.5 		5 951918.7 		752846.0 		5 951970.6 		29.1		56.1

		6/2/25		4:54:21 PM		ST102		Still		269605_ST102_09		2194		752867.5 		5 951918.7 		752845.6 		5 951969.3 		29.2		55.1

		6/2/25		4:54:28 PM		ST102		Still		269605_ST102_10		2195		752867.5 		5 951918.7 		752845.0 		5 951966.8 		29.2		53.0

		6/2/25		4:54:58 PM		ST102		Still		269605_ST102_11		2196		752867.5 		5 951918.7 		752849.3 		5 951963.6 		28.6		48.4

		6/2/25		4:55:20 PM		ST102		Still		269605_ST102_12		2197		752867.5 		5 951918.7 		752849.2 		5 951958.2 		28.9		43.5

		6/2/25		4:55:37 PM		ST102		Still		269605_ST102_13		2198		752867.5 		5 951918.7 		752850.3 		5 951952.4 		28.9		37.8

		6/2/25		4:56:02 PM		ST102		Still		269605_ST102_14		2199		752867.5 		5 951918.7 		752855.5 		5 951945.4 		28.7		29.3

		6/2/25		4:56:13 PM		ST102		Still		269605_ST102_15		2200		752867.5 		5 951918.7 		752858.8 		5 951942.7 		28.7		25.6

		6/2/25		4:57:19 PM		ST102		Still		269605_ST102_16		2201		752867.5 		5 951918.7 		752856.3 		5 951917.9 		28.6		11.2

		6/2/25		4:57:29 PM		ST102		Still		269605_ST102_17		2202		752867.5 		5 951918.7 		752856.9 		5 951914.1 		28.7		11.5

		6/2/25		4:57:40 PM		ST102		Still		269605_ST102_18		2203		752867.5 		5 951918.7 		752857.7 		5 951909.6 		29.0		13.4

		6/2/25		4:57:45 PM		ST102		Still		269605_ST102_19		2204		752867.5 		5 951918.7 		752857.7 		5 951908.2 		29.0		14.4

		6/2/25		4:58:07 PM		ST102		Still		269605_ST102_20		2205		752867.5 		5 951918.7 		752857.8 		5 951899.7 		28.2		21.3

		6/2/25		4:58:24 PM		ST102		Still		269605_ST102_21		2206		752867.5 		5 951918.7 		752856.7 		5 951892.5 		29.0		28.3

		6/2/25		4:58:41 PM		ST102		Still		269605_ST102_22		2207		752867.5 		5 951918.7 		752856.4 		5 951886.7 		29.0		33.9

		6/2/25		4:58:43 PM		ST102		Still		269605_ST102_23		2208		752867.5 		5 951918.7 		752856.2 		5 951886.4 		29.0		34.2

		6/2/25		4:59:06 PM		ST102		Still		269605_ST102_24		2209		752867.5 		5 951918.7 		752855.4 		5 951880.9 		28.9		39.7

		6/2/25		5:00:11 PM		ST102		Still		269605_ST102_25		2210		752867.5 		5 951918.7 		752848.1 		5 951866.9 		28.9		55.3

		6/2/25		5:00:20 PM		ST102		Still		269605_ST102_26		2211		752867.5 		5 951918.7 		752847.2 		5 951864.1 		28.8		58.3

		6/2/25		5:00:33 PM		ST102		Still		269605_ST102_27		2212		752867.5 		5 951918.7 		752845.7 		5 951860.9 		29.0		61.7

		6/2/25		5:00:43 PM		ST102		Still		269605_ST102_28		2213		752867.5 		5 951918.7 		752843.5 		5 951858.6 		28.9		64.7

		6/2/25		5:01:12 PM		ST102		Still		269605_ST102_29		2214		752867.5 		5 951918.7 		752834.0 		5 951850.9 		28.0		75.6

		6/2/25		5:01:13 PM		ST102		Still		269605_ST102_30		2215		752867.5 		5 951918.7 		752833.0 		5 951850.3 		28.5		76.6

		6/2/25		5:01:24 PM		ST102		Still		269605_ST102_31		2216		752867.5 		5 951918.7 		752826.3 		5 951847.8 		28.7		82.0

		6/2/25		5:01:33 PM		ST102		Still		269605_ST102_32		2217		752867.5 		5 951918.7 		752820.7 		5 951844.1 		29.1		88.0

		6/2/25		5:01:48 PM		ST102		Still		269605_ST102_33		2218		752867.5 		5 951918.7 		752814.3 		5 951839.7 		29.2		95.2

		6/2/25		5:02:04 PM		ST102		Still		269605_ST102_34		2219		752867.5 		5 951918.7 		752811.7 		5 951833.8 		28.8		101.6

		6/2/25		5:02:07 PM		ST102		Video		EOL		2220		752867.5 		5 951918.7 		752811.6 		5 951832.5 		28.8		102.7

		6/2/25		5:33:16 PM		ST106		Video		SOL		2221		754629.3 		5 952866.9 		754578.3 		5 952969.7 		24.9		114.7

		6/2/25		5:33:26 PM		ST106		Still		269605_ST106_01		2222		754629.3 		5 952866.9 		754579.1 		5 952963.9 		25.2		109.2

		6/2/25		5:33:31 PM		ST106		Still		269605_ST106_02		2223		754629.3 		5 952866.9 		754579.6 		5 952961.9 		25.2		107.2

		6/2/25		5:33:36 PM		ST106		Still		269605_ST106_03		2224		754629.3 		5 952866.9 		754580.1 		5 952960.7 		25.3		105.9

		6/2/25		5:33:43 PM		ST106		Still		269605_ST106_04		2225		754629.3 		5 952866.9 		754580.4 		5 952958.2 		25.3		103.5

		6/2/25		5:34:07 PM		ST106		Still		269605_ST106_05		2226		754629.3 		5 952866.9 		754580.9 		5 952951.5 		25.3		97.4

		6/2/25		5:34:15 PM		ST106		Still		269605_ST106_06		2227		754629.3 		5 952866.9 		754581.4 		5 952949.8 		25.1		95.7

		6/2/25		5:34:21 PM		ST106		Still		269605_ST106_07		2228		754629.3 		5 952866.9 		754582.1 		5 952947.8 		25.3		93.6

		6/2/25		5:34:26 PM		ST106		Still		269605_ST106_08		2229		754629.3 		5 952866.9 		754583.6 		5 952946.4 		25.3		91.6

		6/2/25		5:34:50 PM		ST106		Still		269605_ST106_09		2230		754629.3 		5 952866.9 		754589.6 		5 952943.2 		25.4		86.0

		6/2/25		5:35:14 PM		ST106		Still		269605_ST106_10		2231		754629.3 		5 952866.9 		754596.2 		5 952940.0 		25.4		80.2

		6/2/25		5:35:18 PM		ST106		Still		269605_ST106_11		2232		754629.3 		5 952866.9 		754597.9 		5 952939.5 		25.3		79.1

		6/2/25		5:35:27 PM		ST106		Still		269605_ST106_12		2233		754629.3 		5 952866.9 		754600.6 		5 952938.5 		25.3		77.1

		6/2/25		5:35:39 PM		ST106		Still		269605_ST106_13		2234		754629.3 		5 952866.9 		754603.9 		5 952937.2 		25.3		74.7

		6/2/25		5:35:45 PM		ST106		Still		269605_ST106_14		2235		754629.3 		5 952866.9 		754605.4 		5 952936.7 		25.4		73.7

		6/2/25		5:36:03 PM		ST106		Still		269605_ST106_15		2236		754629.3 		5 952866.9 		754609.6 		5 952935.1 		25.3		70.9

		6/2/25		5:36:09 PM		ST106		Still		269605_ST106_16		2237		754629.3 		5 952866.9 		754610.4 		5 952934.6 		25.3		70.2

		6/2/25		5:36:20 PM		ST106		Still		269605_ST106_17		2238		754629.3 		5 952866.9 		754612.4 		5 952932.4 		25.4		67.6

		6/2/25		5:36:30 PM		ST106		Still		269605_ST106_18		2239		754629.3 		5 952866.9 		754614.0 		5 952929.7 		25.1		64.6

		6/2/25		5:36:41 PM		ST106		Still		269605_ST106_19		2240		754629.3 		5 952866.9 		754615.4 		5 952927.1 		25.3		61.7

		6/2/25		5:36:47 PM		ST106		Still		269605_ST106_20		2241		754629.3 		5 952866.9 		754615.5 		5 952924.5 		25.3		59.1

		6/2/25		5:37:00 PM		ST106		Still		269605_ST106_21		2242		754629.3 		5 952866.9 		754616.3 		5 952920.4 		25.2		55.0

		6/2/25		5:37:21 PM		ST106		Still		269605_ST106_22		2243		754629.3 		5 952866.9 		754616.8 		5 952913.4 		25.1		48.1

		6/2/25		5:37:24 PM		ST106		Still		269605_ST106_23		2244		754629.3 		5 952866.9 		754617.0 		5 952912.1 		25.3		46.7

		6/2/25		5:37:45 PM		ST106		Still		269605_ST106_24		2245		754629.3 		5 952866.9 		754618.0 		5 952905.7 		25.0		40.3

		6/2/25		5:38:02 PM		ST106		Still		269605_ST106_25		2246		754629.3 		5 952866.9 		754619.3 		5 952901.4 		25.0		35.8

		6/2/25		5:38:07 PM		ST106		Still		269605_ST106_26		2247		754629.3 		5 952866.9 		754620.2 		5 952899.9 		25.2		34.1

		6/2/25		5:38:12 PM		ST106		Still		269605_ST106_27		2248		754629.3 		5 952866.9 		754621.4 		5 952898.8 		25.0		32.8

		6/2/25		5:38:24 PM		ST106		Still		269605_ST106_28		2249		754629.3 		5 952866.9 		754622.9 		5 952897.3 		24.8		31.0

		6/2/25		5:38:55 PM		ST106		Still		269605_ST106_29		2250		754629.3 		5 952866.9 		754633.9 		5 952891.5 		25.2		25.0

		6/2/25		5:39:07 PM		ST106		Still		269605_ST106_30		2251		754629.3 		5 952866.9 		754638.6 		5 952888.0 		25.3		23.0

		6/2/25		5:39:11 PM		ST106		Still		269605_ST106_31		2252		754629.3 		5 952866.9 		754640.0 		5 952887.2 		25.1		22.9

		6/2/25		5:39:25 PM		ST106		Still		269605_ST106_32		2253		754629.3 		5 952866.9 		754643.7 		5 952884.8 		25.1		22.9

		6/2/25		5:39:30 PM		ST106		Still		269605_ST106_33		2254		754629.3 		5 952866.9 		754645.2 		5 952883.0 		25.3		22.6

		6/2/25		5:39:33 PM		ST106		Still		269605_ST106_34		2255		754629.3 		5 952866.9 		754645.5 		5 952882.6 		25.2		22.5

		6/2/25		5:39:47 PM		ST106		Still		269605_ST106_35		2256		754629.3 		5 952866.9 		754647.3 		5 952877.9 		25.0		21.1

		6/2/25		5:40:33 PM		ST106		Still		269605_ST106_36		2257		754629.3 		5 952866.9 		754649.7 		5 952861.2 		25.0		21.3

		6/2/25		5:40:45 PM		ST106		Still		269605_ST106_37		2258		754629.3 		5 952866.9 		754650.2 		5 952855.8 		24.7		23.7

		6/2/25		5:40:51 PM		ST106		Still		269605_ST106_38		2259		754629.3 		5 952866.9 		754650.6 		5 952853.1 		25.0		25.4

		6/2/25		5:41:11 PM		ST106		Still		269605_ST106_39		2260		754629.3 		5 952866.9 		754652.2 		5 952841.9 		24.7		33.9

		6/2/25		5:41:15 PM		ST106		Still		269605_ST106_40		2261		754629.3 		5 952866.9 		754652.6 		5 952840.1 		24.7		35.6

		6/2/25		5:41:19 PM		ST106		Still		269605_ST106_41		2262		754629.3 		5 952866.9 		754652.5 		5 952838.5 		24.6		36.7

		6/2/25		5:41:31 PM		ST106		Still		269605_ST106_42		2263		754629.3 		5 952866.9 		754653.4 		5 952834.3 		24.6		40.5

		6/2/25		5:41:36 PM		ST106		Still		269605_ST106_43		2264		754629.3 		5 952866.9 		754653.9 		5 952832.1 		24.8		42.6

		6/2/25		5:41:47 PM		ST106		Still		269605_ST106_44		2265		754629.3 		5 952866.9 		754654.6 		5 952827.6 		24.9		46.7

		6/2/25		5:42:01 PM		ST106		Still		269605_ST106_45		2266		754629.3 		5 952866.9 		754656.0 		5 952821.0 		24.6		53.2

		6/2/25		5:42:06 PM		ST106		Still		269605_ST106_46		2267		754629.3 		5 952866.9 		754656.6 		5 952819.6 		24.5		54.7

		6/2/25		5:42:17 PM		ST106		Still		269605_ST106_47		2268		754629.3 		5 952866.9 		754657.6 		5 952816.5 		24.6		57.9

		6/2/25		5:42:30 PM		ST106		Still		269605_ST106_48		2269		754629.3 		5 952866.9 		754659.6 		5 952810.6 		24.7		64.0

		6/2/25		5:43:03 PM		ST106		Still		269605_ST106_49		2270		754629.3 		5 952866.9 		754667.4 		5 952797.6 		24.5		79.1

		6/2/25		5:43:14 PM		ST106		Still		269605_ST106_50		2271		754629.3 		5 952866.9 		754671.5 		5 952794.5 		24.8		83.9

		6/2/25		5:43:26 PM		ST106		Still		269605_ST106_51		2272		754629.3 		5 952866.9 		754675.0 		5 952792.5 		24.8		87.4

		6/2/25		5:43:31 PM		ST106		Still		269605_ST106_52		2273		754629.3 		5 952866.9 		754676.5 		5 952791.6 		24.7		88.9

		6/2/25		5:43:44 PM		ST106		Still		269605_ST106_53		2274		754629.3 		5 952866.9 		754680.3 		5 952789.2 		24.7		93.0

		6/2/25		5:43:55 PM		ST106		Still		269605_ST106_54		2275		754629.3 		5 952866.9 		754684.0 		5 952787.9 		24.5		96.2

		6/2/25		5:44:09 PM		ST106		Video		EOL		2276		754629.3 		5 952866.9 		754689.9 		5 952785.3 		24.5		101.7

		6/2/25		5:51:44 PM		ST105		Video		SOL		2277		754188.8 		5 952629.9 		754152.6 		5 952728.6 		24.7		105.1

		6/2/25		5:51:54 PM		ST105		Still		269605_ST105_01		2278		754188.8 		5 952629.9 		754155.4 		5 952723.5 		24.7		99.4

		6/2/25		5:51:59 PM		ST105		Still		269605_ST105_02		2279		754188.8 		5 952629.9 		754156.7 		5 952721.9 		25.0		97.5

		6/2/25		5:52:07 PM		ST105		Still		269605_ST105_03		2280		754188.8 		5 952629.9 		754158.4 		5 952719.3 		24.8		94.4

		6/2/25		5:52:16 PM		ST105		Still		269605_ST105_04		2281		754188.8 		5 952629.9 		754160.4 		5 952714.7 		24.9		89.4

		6/2/25		5:52:20 PM		ST105		Still		269605_ST105_05		2282		754188.8 		5 952629.9 		754161.1 		5 952712.9 		24.9		87.5

		6/2/25		5:52:41 PM		ST105		Still		269605_ST105_06		2283		754188.8 		5 952629.9 		754164.1 		5 952702.1 		25.0		76.4

		6/2/25		5:52:47 PM		ST105		Still		269605_ST105_07		2284		754188.8 		5 952629.9 		754164.2 		5 952700.2 		24.7		74.5

		6/2/25		5:52:56 PM		ST105		Still		269605_ST105_08		2285		754188.8 		5 952629.9 		754164.3 		5 952695.7 		24.8		70.2

		6/2/25		5:53:04 PM		ST105		Still		269605_ST105_09		2286		754188.8 		5 952629.9 		754164.1 		5 952691.8 		25.0		66.7

		6/2/25		5:53:10 PM		ST105		Still		269605_ST105_10		2287		754188.8 		5 952629.9 		754163.6 		5 952688.7 		25.0		64.0

		6/2/25		5:53:15 PM		ST105		Still		269605_ST105_11		2288		754188.8 		5 952629.9 		754163.2 		5 952686.6 		25.0		62.2

		6/2/25		5:53:21 PM		ST105		Still		269605_ST105_12		2289		754188.8 		5 952629.9 		754162.9 		5 952685.1 		25.0		61.0

		6/2/25		5:53:29 PM		ST105		Still		269605_ST105_13		2290		754188.8 		5 952629.9 		754162.6 		5 952681.0 		25.0		57.4

		6/2/25		5:53:51 PM		ST105		Still		269605_ST105_14		2291		754188.8 		5 952629.9 		754164.1 		5 952671.3 		25.1		48.2

		6/2/25		5:53:57 PM		ST105		Still		269605_ST105_15		2292		754188.8 		5 952629.9 		754165.1 		5 952668.5 		25.2		45.3

		6/2/25		5:54:15 PM		ST105		Still		269605_ST105_16		2293		754188.8 		5 952629.9 		754168.5 		5 952660.1 		24.8		36.4

		6/2/25		5:54:30 PM		ST105		Still		269605_ST105_17		2294		754188.8 		5 952629.9 		754170.8 		5 952653.6 		24.8		29.8

		6/2/25		5:55:03 PM		ST105		Still		269605_ST105_18		2295		754188.8 		5 952629.9 		754171.8 		5 952636.6 		24.9		18.3

		6/2/25		5:55:18 PM		ST105		Still		269605_ST105_19		2296		754188.8 		5 952629.9 		754169.6 		5 952630.3 		24.9		19.2

		6/2/25		5:55:56 PM		ST105		Still		269605_ST105_20		2297		754188.8 		5 952629.9 		754167.1 		5 952616.1 		24.8		25.7

		6/2/25		5:56:08 PM		ST105		Still		269605_ST105_21		2298		754188.8 		5 952629.9 		754169.2 		5 952608.2 		25.0		29.3

		6/2/25		5:56:45 PM		ST105		Still		269605_ST105_22		2299		754188.8 		5 952629.9 		754177.9 		5 952589.9 		25.1		41.4

		6/2/25		5:56:55 PM		ST105		Still		269605_ST105_23		2300		754188.8 		5 952629.9 		754180.0 		5 952587.5 		25.2		43.3

		6/2/25		5:57:26 PM		ST105		Still		269605_ST105_24		2301		754188.8 		5 952629.9 		754187.1 		5 952577.2 		24.9		52.7

		6/2/25		5:57:32 PM		ST105		Still		269605_ST105_25		2302		754188.8 		5 952629.9 		754188.7 		5 952575.0 		25.1		54.9

		6/2/25		5:57:52 PM		ST105		Still		269605_ST105_26		2303		754188.8 		5 952629.9 		754193.6 		5 952568.8 		25.1		61.3

		6/2/25		5:57:58 PM		ST105		Still		269605_ST105_27		2304		754188.8 		5 952629.9 		754194.8 		5 952567.6 		25.1		62.6

		6/2/25		5:58:20 PM		ST105		Still		269605_ST105_28		2305		754188.8 		5 952629.9 		754200.2 		5 952562.5 		25.0		68.4

		6/2/25		5:58:44 PM		ST105		Still		269605_ST105_29		2306		754188.8 		5 952629.9 		754206.5 		5 952557.0 		25.0		75.0

		6/2/25		5:59:07 PM		ST105		Still		269605_ST105_30		2307		754188.8 		5 952629.9 		754215.4 		5 952551.4 		25.0		82.9

		6/2/25		5:59:13 PM		ST105		Still		269605_ST105_31		2308		754188.8 		5 952629.9 		754217.8 		5 952550.5 		25.0		84.5

		6/2/25		5:59:22 PM		ST105		Still		269605_ST105_32		2309		754188.8 		5 952629.9 		754221.5 		5 952548.3 		25.0		87.9

		6/2/25		5:59:51 PM		ST105		Still		269605_ST105_33		2310		754188.8 		5 952629.9 		754231.8 		5 952544.9 		24.8		95.3

		6/2/25		5:59:55 PM		ST105		Still		269605_ST105_34		2311		754188.8 		5 952629.9 		754233.6 		5 952544.7 		25.0		96.2

		6/2/25		5:59:59 PM		ST105		Still		269605_ST105_35		2312		754188.8 		5 952629.9 		754235.0 		5 952544.6 		25.0		97.0

		6/2/25		6:00:34 PM		ST105		Video		EOL		2313		754188.8 		5 952629.9 		754246.5 		5 952543.1 		25.1		104.3

		6/2/25		6:08:34 PM		ST104		Video		SOL		2314		753748.4 		5 952392.8 		753680.2 		5 952467.4 		24.7		101.0

		6/2/25		6:08:47 PM		ST104		Still		269605_ST104_01		2315		753748.4 		5 952392.8 		753686.8 		5 952463.6 		24.6		93.8

		6/2/25		6:09:15 PM		ST104		Still		269605_ST104_02		2316		753748.4 		5 952392.8 		753701.4 		5 952460.9 		24.8		82.7

		6/2/25		6:09:27 PM		ST104		Still		269605_ST104_03		2317		753748.4 		5 952392.8 		753707.2 		5 952460.2 		24.8		78.9

		6/2/25		6:09:33 PM		ST104		Still		269605_ST104_04		2318		753748.4 		5 952392.8 		753709.2 		5 952459.5 		25.1		77.3

		6/2/25		6:09:43 PM		ST104		Still		269605_ST104_05		2319		753748.4 		5 952392.8 		753712.4 		5 952458.9 		24.7		75.2

		6/2/25		6:09:49 PM		ST104		Still		269605_ST104_06		2320		753748.4 		5 952392.8 		753715.7 		5 952457.1 		24.9		72.1

		6/2/25		6:09:58 PM		ST104		Still		269605_ST104_07		2321		753748.4 		5 952392.8 		753718.3 		5 952454.7 		24.8		68.8

		6/2/25		6:10:09 PM		ST104		Still		269605_ST104_08		2322		753748.4 		5 952392.8 		753721.8 		5 952449.9 		24.8		62.9

		6/2/25		6:10:19 PM		ST104		Still		269605_ST104_09		2323		753748.4 		5 952392.8 		753725.3 		5 952444.5 		25.0		56.6

		6/2/25		6:10:26 PM		ST104		Still		269605_ST104_10		2324		753748.4 		5 952392.8 		753726.9 		5 952442.2 		25.2		53.8

		6/2/25		6:10:42 PM		ST104		Still		269605_ST104_11		2325		753748.4 		5 952392.8 		753729.7 		5 952436.5 		24.7		47.5

		6/2/25		6:11:05 PM		ST104		Still		269605_ST104_12		2326		753748.4 		5 952392.8 		753733.8 		5 952426.3 		24.7		36.5

		6/2/25		6:11:10 PM		ST104		Still		269605_ST104_13		2327		753748.4 		5 952392.8 		753734.8 		5 952424.1 		24.9		34.1

		6/2/25		6:11:19 PM		ST104		Still		269605_ST104_14		2328		753748.4 		5 952392.8 		753735.6 		5 952420.8 		24.7		30.8

		6/2/25		6:11:28 PM		ST104		Still		269605_ST104_15		2329		753748.4 		5 952392.8 		753737.3 		5 952414.8 		25.0		24.6

		6/2/25		6:11:39 PM		ST104		Still		269605_ST104_16		2330		753748.4 		5 952392.8 		753738.1 		5 952409.1 		24.7		19.2

		6/2/25		6:11:49 PM		ST104		Still		269605_ST104_17		2331		753748.4 		5 952392.8 		753738.8 		5 952404.2 		24.7		14.8

		6/2/25		6:12:07 PM		ST104		Still		269605_ST104_18		2332		753748.4 		5 952392.8 		753738.3 		5 952396.3 		25.0		10.6

		6/2/25		6:12:40 PM		ST104		Still		269605_ST104_19		2333		753748.4 		5 952392.8 		753739.3 		5 952380.5 		24.9		15.3

		6/2/25		6:13:06 PM		ST104		Still		269605_ST104_20		2334		753748.4 		5 952392.8 		753741.6 		5 952366.1 		24.8		27.6

		6/2/25		6:13:31 PM		ST104		Still		269605_ST104_21		2335		753748.4 		5 952392.8 		753741.5 		5 952353.7 		24.6		39.7

		6/2/25		6:13:51 PM		ST104		Still		269605_ST104_22		2336		753748.4 		5 952392.8 		753738.7 		5 952342.9 		24.8		50.9

		6/2/25		6:13:54 PM		ST104		Still		269605_ST104_23		2337		753748.4 		5 952392.8 		753738.3 		5 952341.9 		24.6		51.9

		6/2/25		6:14:55 PM		ST104		Still		269605_ST104_24		2338		753748.4 		5 952392.8 		753725.0 		5 952306.0 		24.8		90.0

		6/2/25		6:14:59 PM		ST104		Still		269605_ST104_25		2339		753748.4 		5 952392.8 		753724.3 		5 952304.7 		25.0		91.4

		6/2/25		6:15:10 PM		ST104		Still		269605_ST104_26		2340		753748.4 		5 952392.8 		753722.3 		5 952300.7 		24.8		95.8

		6/2/25		6:15:15 PM		ST104		Still		269605_ST104_27		2341		753748.4 		5 952392.8 		753721.6 		5 952298.1 		24.7		98.5

		6/2/25		6:16:04 PM		ST104		Still		269605_ST104_28		2342		753748.4 		5 952392.8 		753714.7 		5 952272.6 		24.7		124.8

		6/2/25		6:16:11 PM		ST104		Video		EOL		2343		753748.4 		5 952392.8 		753714.0 		5 952269.1 		24.8		128.4

		6/2/25		6:23:28 PM		ST103		Video		SOL		2344		753307.9 		5 952155.8 		753258.3 		5 952235.3 		26.9		93.7

		6/2/25		6:23:34 PM		ST103		Still		269605_ST103_01		2345		753307.9 		5 952155.8 		753260.1 		5 952232.8 		27.2		90.6

		6/2/25		6:23:38 PM		ST103		Still		269605_ST103_02		2346		753307.9 		5 952155.8 		753260.9 		5 952231.6 		27.1		89.2

		6/2/25		6:24:12 PM		ST103		Still		269605_ST103_03		2347		753307.9 		5 952155.8 		753264.3 		5 952217.8 		27.1		75.8

		6/2/25		6:24:17 PM		ST103		Still		269605_ST103_04		2348		753307.9 		5 952155.8 		753264.8 		5 952216.1 		27.0		74.2

		6/2/25		6:24:22 PM		ST103		Still		269605_ST103_05		2349		753307.9 		5 952155.8 		753265.4 		5 952213.2 		27.2		71.5

		6/2/25		6:24:34 PM		ST103		Still		269605_ST103_06		2350		753307.9 		5 952155.8 		753267.7 		5 952206.8 		27.0		64.9

		6/2/25		6:24:39 PM		ST103		Still		269605_ST103_07		2351		753307.9 		5 952155.8 		753269.0 		5 952204.8 		27.1		62.6

		6/2/25		6:24:55 PM		ST103		Still		269605_ST103_08		2352		753307.9 		5 952155.8 		753274.0 		5 952197.0 		26.9		53.4

		6/2/25		6:25:01 PM		ST103		Still		269605_ST103_09		2353		753307.9 		5 952155.8 		753275.7 		5 952194.6 		27.2		50.5

		6/2/25		6:25:28 PM		ST103		Still		269605_ST103_10		2354		753307.9 		5 952155.8 		753285.0 		5 952183.7 		27.3		36.1

		6/2/25		6:25:39 PM		ST103		Still		269605_ST103_11		2355		753307.9 		5 952155.8 		753288.6 		5 952179.6 		26.9		30.7

		6/2/25		6:26:00 PM		ST103		Still		269605_ST103_12		2356		753307.9 		5 952155.8 		753299.3 		5 952173.0 		27.0		19.2

		6/2/25		6:26:05 PM		ST103		Still		269605_ST103_13		2357		753307.9 		5 952155.8 		753300.7 		5 952172.2 		26.9		17.9

		6/2/25		6:26:09 PM		ST103		Still		269605_ST103_14		2358		753307.9 		5 952155.8 		753302.6 		5 952170.7 		27.0		15.8

		6/2/25		6:26:19 PM		ST103		Still		269605_ST103_15		2359		753307.9 		5 952155.8 		753306.4 		5 952167.7 		27.1		12.0

		6/2/25		6:26:27 PM		ST103		Still		269605_ST103_16		2360		753307.9 		5 952155.8 		753308.3 		5 952165.9 		27.1		10.1

		6/2/25		6:26:44 PM		ST103		Still		269605_ST103_17		2361		753307.9 		5 952155.8 		753315.0 		5 952161.3 		27.0		9.0

		6/2/25		6:26:55 PM		ST103		Still		269605_ST103_18		2362		753307.9 		5 952155.8 		753319.3 		5 952158.5 		27.0		11.8

		6/2/25		6:27:19 PM		ST103		Still		269605_ST103_19		2363		753307.9 		5 952155.8 		753326.0 		5 952154.0 		27.1		18.2

		6/2/25		6:27:24 PM		ST103		Still		269605_ST103_20		2364		753307.9 		5 952155.8 		753328.4 		5 952152.9 		26.9		20.7

		6/2/25		6:27:35 PM		ST103		Still		269605_ST103_21		2365		753307.9 		5 952155.8 		753334.0 		5 952149.8 		27.1		26.7

		6/2/25		6:27:39 PM		ST103		Still		269605_ST103_22		2366		753307.9 		5 952155.8 		753336.2 		5 952149.0 		26.8		29.1

		6/2/25		6:27:48 PM		ST103		Still		269605_ST103_23		2367		753307.9 		5 952155.8 		753338.7 		5 952147.6 		27.1		31.9

		6/2/25		6:27:54 PM		ST103		Still		269605_ST103_24		2368		753307.9 		5 952155.8 		753340.8 		5 952146.7 		26.9		34.1

		6/2/25		6:27:59 PM		ST103		Still		269605_ST103_25		2369		753307.9 		5 952155.8 		753343.4 		5 952145.5 		26.9		37.0

		6/2/25		6:28:17 PM		ST103		Still		269605_ST103_26		2370		753307.9 		5 952155.8 		753349.2 		5 952142.0 		26.9		43.5

		6/2/25		6:28:49 PM		ST103		Still		269605_ST103_27		2371		753307.9 		5 952155.8 		753360.9 		5 952132.2 		26.8		58.0

		6/2/25		6:29:22 PM		ST103		Still		269605_ST103_28		2372		753307.9 		5 952155.8 		753369.7 		5 952122.2 		26.7		70.3

		6/2/25		6:30:00 PM		ST103		Still		269605_ST103_29		2373		753307.9 		5 952155.8 		753383.2 		5 952110.9 		27.1		87.7

		6/2/25		6:30:23 PM		ST103		Still		269605_ST103_30		2374		753307.9 		5 952155.8 		753391.1 		5 952104.5 		26.9		97.7

		6/2/25		6:31:07 PM		ST103		Still		269605_ST103_31		2375		753307.9 		5 952155.8 		753402.2 		5 952095.5 		26.6		111.9

		6/2/25		6:31:21 PM		ST103		Video		EOL		2376		753307.9 		5 952155.8 		753405.1 		5 952093.0 		26.7		115.7

		6/2/25		6:51:02 PM		ST101		DVV		NS1/NS2		2377		752427.0 		5 951681.7 		752426.9 		5 951705.0 		36.4		23.4

		6/2/25		6:54:10 PM		ST101		DVV		NS3/NS4		2378		752427.0 		5 951681.7 		752408.0 		5 951692.9 		41.9		22.1

		6/2/25		6:59:24 PM		ST101		DVV		NS5/NS6		2379		752427.0 		5 951681.7 		752414.7 		5 951697.8 		42.4		20.3

		6/2/25		7:05:16 PM		ST101		DVV		NS7/NS8		2380		752427.0 		5 951681.7 		752410.6 		5 951700.2 		33.9		24.8

		6/2/25		7:33:51 PM		ST101		HG		NS1		2381		752427.0 		5 951681.7 		752407.5 		5 951685.4 		42.0		19.9

		6/2/25		7:38:28 PM		ST101		HG		NS2		2382		752427.0 		5 951681.7 		752428.3 		5 951682.1 		42.8		1.3

		6/2/25		7:43:44 PM		ST101		HG		NS3		2383		752427.0 		5 951681.7 		752425.5 		5 951677.3 		42.1		4.7

		6/2/25		7:50:32 PM		ST101		HG		NS4		2384		752427.0 		5 951681.7 		752393.7 		5 951693.7 		43.5		35.4

		6/2/25		8:11:09 PM		ST103		HG		NS1		2385		753307.9 		5 952155.8 		753305.1 		5 952148.6 		28.7		7.7

		6/2/25		8:16:45 PM		ST103		HG		NS2		2386		753307.9 		5 952155.8 		753285.0 		5 952151.7 		28.5		23.3

		6/2/25		8:20:29 PM		ST103		HG		PSD		2387		753307.9 		5 952155.8 		753324.0 		5 952164.6 		28.5		18.4

		6/3/25		4:20:57 PM		ST021a		Video		SOL		2388		734434.9 		5 937097.6 		734438.8 		5 937125.3 		15.1		28.0		rerun

		6/3/25		4:21:12 PM		ST021a		Still		269605_ST21a_01		2389		734434.9 		5 937097.6 		734442.5 		5 937124.2 		14.4		27.7

		6/3/25		4:21:44 PM		ST021a		Still		269605_ST21a_02		2390		734434.9 		5 937097.6 		734442.7 		5 937120.1 		14.6		23.8

		6/3/25		4:21:58 PM		ST021a		Still		269605_ST21a_03		2391		734434.9 		5 937097.6 		734442.3 		5 937116.3 		15.4		20.1

		6/3/25		4:22:25 PM		ST021a		Still		269605_ST21a_04		2392		734434.9 		5 937097.6 		734441.6 		5 937114.4 		15.1		18.1

		6/3/25		4:23:02 PM		ST021a		Still		269605_ST21a_05		2393		734434.9 		5 937097.6 		734438.2 		5 937107.5 		15.1		10.4

		6/3/25		4:23:07 PM		ST021a		Still		269605_ST21a_06		2394		734434.9 		5 937097.6 		734437.7 		5 937106.1 		15.2		8.9

		6/3/25		4:23:17 PM		ST021a		Still		269605_ST21a_07		2395		734434.9 		5 937097.6 		734436.3 		5 937104.4 		14.8		6.9

		6/3/25		4:23:22 PM		ST021a		Still		269605_ST21a_08		2396		734434.9 		5 937097.6 		734435.7 		5 937103.3 		15.1		5.8

		6/3/25		4:23:34 PM		ST021a		Still		269605_ST21a_09		2397		734434.9 		5 937097.6 		734434.3 		5 937099.9 		15.1		2.3

		6/3/25		4:23:43 PM		ST021a		Still		269605_ST21a_10		2398		734434.9 		5 937097.6 		734433.2 		5 937098.3 		14.8		1.8

		6/3/25		4:24:20 PM		ST021a		Still		269605_ST21a_11		2399		734434.9 		5 937097.6 		734433.6 		5 937090.9 		15.1		6.9

		6/3/25		4:24:26 PM		ST021a		Still		269605_ST21a_12		2400		734434.9 		5 937097.6 		734432.8 		5 937089.7 		15.5		8.2

		6/3/25		4:24:37 PM		ST021a		Still		No photo		2401		734434.9 		5 937097.6 		734429.9 		5 937087.8 		15.1		11.0

		6/3/25		4:25:31 PM		ST021a		Still		269605_ST21a_13		2402		734434.9 		5 937097.6 		734418.9 		5 937081.0 		15.0		23.0

		6/3/25		4:25:49 PM		ST021a		Still		269605_ST21a_14		2403		734434.9 		5 937097.6 		734416.5 		5 937079.5 		15.2		25.8

		6/3/25		4:25:55 PM		ST021a		Still		269605_ST21a_15		2404		734434.9 		5 937097.6 		734416.7 		5 937078.3 		15.1		26.5

		6/3/25		4:26:02 PM		ST021a		Video		EOL		2405		734434.9 		5 937097.6 		734417.4 		5 937077.1 		15.3		26.9

		6/3/25		4:45:22 PM		ST022a		Video		SOL		2406		735699.8 		5 938647.5 		735701.9 		5 938674.2 		16.8		26.8		rerun

		6/3/25		4:45:35 PM		ST022a		Still		269605_ST022a_01		2407		735699.8 		5 938647.5 		735700.7 		5 938670.2 		17.2		22.7

		6/3/25		4:45:45 PM		ST022a		Still		269605_ST022a_02		2408		735699.8 		5 938647.5 		735700.8 		5 938668.9 		17.1		21.4

		6/3/25		4:46:25 PM		ST022a		Still		269605_ST022a_03		2409		735699.8 		5 938647.5 		735701.1 		5 938665.2 		17.2		17.8

		6/3/25		4:47:11 PM		ST022a		Still		269605_ST022a_04		2410		735699.8 		5 938647.5 		735699.7 		5 938664.3 		17.0		16.8

		6/3/25		4:47:38 PM		ST022a		Still		269605_ST022a_05		2411		735699.8 		5 938647.5 		735695.5 		5 938665.9 		16.9		18.9

		6/3/25		4:48:20 PM		ST022a		Still		269605_ST022a_06		2412		735699.8 		5 938647.5 		735693.1 		5 938664.1 		16.7		17.9

		6/3/25		4:48:45 PM		ST022a		Still		269605_ST022a_07		2413		735699.8 		5 938647.5 		735693.8 		5 938658.4 		16.6		12.5

		6/3/25		4:48:50 PM		ST022a		Still		269605_ST022a_08		2414		735699.8 		5 938647.5 		735693.8 		5 938657.9 		16.7		12.0

		6/3/25		4:49:11 PM		ST022a		Still		269605_ST022a_09		2415		735699.8 		5 938647.5 		735695.2 		5 938652.5 		16.8		6.8

		6/3/25		4:49:29 PM		ST022a		Still		269605_ST022a_10		2416		735699.8 		5 938647.5 		735694.9 		5 938646.2 		17.0		5.1

		6/3/25		4:49:34 PM		ST022a		Still		269605_ST022a_11		2417		735699.8 		5 938647.5 		735694.5 		5 938644.8 		17.1		6.0

		6/3/25		4:50:04 PM		ST022a		Still		269605_ST022a_12		2418		735699.8 		5 938647.5 		735695.9 		5 938638.0 		16.6		10.2

		6/3/25		4:50:19 PM		ST022a		Still		269605_ST022a_13		2419		735699.8 		5 938647.5 		735695.7 		5 938635.3 		16.6		12.8

		6/3/25		4:50:23 PM		ST022a		Still		269605_ST022a_14		2420		735699.8 		5 938647.5 		735695.4 		5 938634.3 		17.1		13.9

		6/3/25		4:50:58 PM		ST022a		Still		269605_ST022a_15		2421		735699.8 		5 938647.5 		735691.9 		5 938633.2 		16.8		16.4

		6/3/25		4:51:24 PM		ST022a		Still		269605_ST022a_16		2422		735699.8 		5 938647.5 		735694.6 		5 938630.2 		16.6		18.1

		6/3/25		4:51:54 PM		ST022a		Still		269605_ST022a_17		2423		735699.8 		5 938647.5 		735697.9 		5 938625.6 		16.5		22.0

		6/3/25		4:52:00 PM		ST022a		Video		EOL		2424		735699.8 		5 938647.5 		735698.1 		5 938624.4 		16.5		23.1

		6/3/25		5:19:17 PM		ST022		HG		NS1		2425		735699.8 		5 938647.5 		735713.1 		5 938673.4 		17.6		29.1

		6/3/25		5:22:30 PM		ST022		HG		NS2		2426		735699.8 		5 938647.5 		735706.6 		5 938665.2 		17.6		19.0

		6/3/25		5:25:21 PM		ST022		HG		NS3		2427		735699.8 		5 938647.5 		735716.9 		5 938672.9 		17.5		30.6

		6/3/25		6:05:02 PM		ST020		HG		PC/PSD		2428		732619.4 		5 935553.7 		732618.2 		5 935572.5 		16.9		18.9

		6/3/25		6:11:38 PM		ST020		HG		NS3		2429		732619.4 		5 935553.7 		732629.5 		5 935575.1 		13.0		23.6

		6/3/25		6:15:57 PM		ST020		HG		FA		2430		732619.4 		5 935553.7 		732633.9 		5 935561.7 		15.5		16.6

		6/3/25		6:18:36 PM		ST020		HG		NS4		2431		732619.4 		5 935553.7 		732638.3 		5 935552.1 		15.7		19.0

		6/3/25		6:22:46 PM		ST020		HG		NS5		2432		732619.4 		5 935553.7 		732625.6 		5 935565.4 		14.7		13.2

		6/3/25		7:01:41 PM		ST023a		Video		SOL		2433		737146.0 		5 940153.6 		737167.8 		5 940168.7 		17.6		26.6

		6/3/25		7:01:51 PM		ST023a		Still		269605_ST023a_01		2434		737146.0 		5 940153.6 		737161.8 		5 940167.6 		18.0		21.1

		6/3/25		7:01:55 PM		ST023a		Still		269605_ST023a_02		2435		737146.0 		5 940153.6 		737160.6 		5 940167.4 		17.8		20.2

		6/3/25		7:02:03 PM		ST023a		Still		269605_ST023a_03		2436		737146.0 		5 940153.6 		737155.4 		5 940167.7 		17.9		17.0

		6/3/25		7:02:08 PM		ST023a		Still		269605_ST023a_04		2437		737146.0 		5 940153.6 		737153.7 		5 940168.0 		17.8		16.4

		6/3/25		7:02:18 PM		ST023a		Still		269605_ST023a_05		2438		737146.0 		5 940153.6 		737149.8 		5 940167.7 		18.1		14.6

		6/3/25		7:02:29 PM		ST023a		Still		269605_ST023a_06		2439		737146.0 		5 940153.6 		737146.6 		5 940165.7 		18.2		12.2

		6/3/25		7:02:33 PM		ST023a		Still		269605_ST023a_07		2440		737146.0 		5 940153.6 		737145.3 		5 940164.4 		17.9		10.9

		6/3/25		7:02:44 PM		ST023a		Still		269605_ST023a_08		2441		737146.0 		5 940153.6 		737142.1 		5 940161.5 		18.0		8.9

		6/3/25		7:02:48 PM		ST023a		Still		269605_ST023a_09		2442		737146.0 		5 940153.6 		737141.3 		5 940160.9 		18.1		8.7

		6/3/25		7:02:54 PM		ST023a		Still		269605_ST023a_10		2443		737146.0 		5 940153.6 		737140.2 		5 940160.1 		18.0		8.8

		6/3/25		7:03:09 PM		ST023a		Still		269605_ST023a_11		2444		737146.0 		5 940153.6 		737134.4 		5 940157.1 		18.0		12.1

		6/3/25		7:03:14 PM		ST023a		Still		269605_ST023a_12		2445		737146.0 		5 940153.6 		737133.2 		5 940156.6 		18.1		13.1

		6/3/25		7:03:19 PM		ST023a		Still		269605_ST023a_13		2446		737146.0 		5 940153.6 		737131.3 		5 940156.2 		18.1		14.9

		6/3/25		7:03:31 PM		ST023a		Still		269605_ST023a_14		2447		737146.0 		5 940153.6 		737128.2 		5 940155.2 		18.0		17.8

		6/3/25		7:03:42 PM		ST023a		Still		269605_ST023a_15		2448		737146.0 		5 940153.6 		737124.5 		5 940154.0 		18.2		21.5

		6/3/25		7:03:56 PM		ST023a		Video		EOL		2449		737146.0 		5 940153.6 		737119.7 		5 940152.7 		18.3		26.3

		6/3/25		8:05:44 PM		ST030a		Video		SOL		2450		744206.5 		5 952436.8 		744288.3 		5 952438.6 		27.5		81.9

		6/3/25		8:06:30 PM		ST030a		Still		269605_ST030a_01		2451		744206.5 		5 952436.8 		744264.0 		5 952415.5 		28.0		61.4

		6/3/25		8:06:35 PM		ST030a		Still		269605_ST030a_02		2452		744206.5 		5 952436.8 		744261.6 		5 952413.6 		28.2		59.8

		6/3/25		8:06:42 PM		ST030a		Still		269605_ST030a_03		2453		744206.5 		5 952436.8 		744257.2 		5 952410.2 		28.1		57.3

		6/3/25		8:06:46 PM		ST030a		Still		269605_ST030a_04		2454		744206.5 		5 952436.8 		744255.4 		5 952408.6 		28.0		56.5

		6/3/25		8:06:55 PM		ST030a		Still		269605_ST030a_05		2455		744206.5 		5 952436.8 		744250.4 		5 952404.3 		28.1		54.7

		6/3/25		8:07:02 PM		ST030a		Still		269605_ST030a_06		2456		744206.5 		5 952436.8 		744247.7 		5 952401.5 		27.9		54.3

		6/3/25		8:07:32 PM		ST030a		Video		EOL		2457		744206.5 		5 952436.8 		744235.2 		5 952388.7 		28.1		56.0		Aborted as offline 

		6/3/25		8:13:55 PM		ST030b		Video		SOL		2458		744206.5 		5 952436.8 		744318.8 		5 952431.5 		28.2		112.4

		6/3/25		8:14:00 PM		ST030b		Still		269605_ST030b_01		2459		744206.5 		5 952436.8 		744317.3 		5 952430.9 		27.9		111.1

		6/3/25		8:14:14 PM		ST030b		Still		269605_ST030b_02		2460		744206.5 		5 952436.8 		744309.3 		5 952425.0 		28.0		103.5

		6/3/25		8:14:19 PM		ST030b		Still		269605_ST030b_03		2461		744206.5 		5 952436.8 		744307.3 		5 952424.0 		27.9		101.7

		6/3/25		8:14:23 PM		ST030b		Still		269605_ST030b_04		2462		744206.5 		5 952436.8 		744305.0 		5 952423.2 		28.1		99.5

		6/3/25		8:14:26 PM		ST030b		Still		269605_ST030b_05		2463		744206.5 		5 952436.8 		744303.0 		5 952422.1 		28.2		97.7

		6/3/25		8:14:51 PM		ST030b		Still		269605_ST030b_06		2464		744206.5 		5 952436.8 		744289.8 		5 952415.8 		28.2		86.0

		6/3/25		8:14:57 PM		ST030b		Still		269605_ST030b_07		2465		744206.5 		5 952436.8 		744286.3 		5 952413.8 		28.2		83.1

		6/3/25		8:15:50 PM		ST030b		Still		269605_ST030b_08		2466		744206.5 		5 952436.8 		744249.3 		5 952410.7 		28.1		50.2

		6/3/25		8:15:56 PM		ST030b		Still		269605_ST030b_09		2467		744206.5 		5 952436.8 		744245.2 		5 952411.1 		28.0		46.6

		6/3/25		8:16:04 PM		ST030b		Still		269605_ST030b_10		2468		744206.5 		5 952436.8 		744239.7 		5 952411.8 		28.0		41.6

		6/3/25		8:16:53 PM		ST030b		Still		269605_ST030b_11		2469		744206.5 		5 952436.8 		744214.5 		5 952420.4 		28.1		18.3

		6/3/25		8:16:57 PM		ST030b		Still		269605_ST030b_12		2470		744206.5 		5 952436.8 		744212.7 		5 952421.2 		28.3		16.8

		6/3/25		8:17:06 PM		ST030b		Still		269605_ST030b_13		2471		744206.5 		5 952436.8 		744208.2 		5 952422.7 		28.3		14.3

		6/3/25		8:17:11 PM		ST030b		Still		269605_ST030b_14		2472		744206.5 		5 952436.8 		744205.7 		5 952424.1 		27.8		12.7

		6/3/25		8:17:16 PM		ST030b		Still		269605_ST030b_15		2473		744206.5 		5 952436.8 		744202.6 		5 952425.4 		28.1		12.1

		6/3/25		8:17:21 PM		ST030b		Still		269605_ST030b_16		2474		744206.5 		5 952436.8 		744201.0 		5 952425.8 		28.1		12.3

		6/3/25		8:17:23 PM		ST030b		Still		269605_ST030b_17		2475		744206.5 		5 952436.8 		744200.1 		5 952426.0 		28.3		12.5

		6/3/25		8:17:34 PM		ST030b		Still		269605_ST030b_18		2476		744206.5 		5 952436.8 		744196.5 		5 952427.4 		28.3		13.7

		6/3/25		8:17:41 PM		ST030b		Still		269605_ST030b_19		2477		744206.5 		5 952436.8 		744194.3 		5 952428.5 		28.1		14.7

		6/3/25		8:17:48 PM		ST030b		Still		269605_ST030b_20		2478		744206.5 		5 952436.8 		744190.6 		5 952429.9 		28.3		17.3

		6/3/25		8:18:07 PM		ST030b		Still		269605_ST030b_21		2479		744206.5 		5 952436.8 		744183.7 		5 952434.3 		27.9		22.9

		6/3/25		8:18:11 PM		ST030b		Still		269605_ST030b_22		2480		744206.5 		5 952436.8 		744182.1 		5 952435.8 		28.0		24.4

		6/3/25		8:18:19 PM		ST030b		Still		269605_ST030b_23		2481		744206.5 		5 952436.8 		744179.4 		5 952437.9 		28.0		27.0

		6/3/25		8:18:23 PM		ST030b		Still		269605_ST030b_24		2482		744206.5 		5 952436.8 		744178.6 		5 952438.9 		27.9		27.9

		6/3/25		8:18:27 PM		ST030b		Still		269605_ST030b_25		2483		744206.5 		5 952436.8 		744177.4 		5 952440.3 		28.2		29.3

		6/3/25		8:18:53 PM		ST030b		Still		269605_ST030b_26		2484		744206.5 		5 952436.8 		744171.5 		5 952445.5 		28.2		36.0

		6/3/25		8:19:07 PM		ST030b		Still		269605_ST030b_27		2485		744206.5 		5 952436.8 		744168.1 		5 952448.0 		28.3		39.9

		6/3/25		8:19:31 PM		ST030b		Still		269605_ST030b_28		2486		744206.5 		5 952436.8 		744160.2 		5 952451.7 		28.4		48.6

		6/3/25		8:19:58 PM		ST030b		Still		269605_ST030b_29		2487		744206.5 		5 952436.8 		744151.5 		5 952455.1 		28.1		57.9

		6/3/25		8:20:45 PM		ST030b		Still		269605_ST030b_30		2488		744206.5 		5 952436.8 		744135.8 		5 952459.6 		28.3		74.2

		6/3/25		8:21:00 PM		ST030b		Still		269605_ST030b_31		2489		744206.5 		5 952436.8 		744131.3 		5 952460.3 		28.2		78.8

		6/3/25		8:21:14 PM		ST030b		Still		269605_ST030b_32		2490		744206.5 		5 952436.8 		744126.0 		5 952461.0 		28.1		84.0

		6/3/25		8:21:21 PM		ST030b		Still		269605_ST030b_33		2491		744206.5 		5 952436.8 		744123.7 		5 952461.3 		28.0		86.3

		6/3/25		8:21:33 PM		ST030b		Still		269605_ST030b_34		2492		744206.5 		5 952436.8 		744118.5 		5 952462.0 		28.1		91.5

		6/3/25		8:21:37 PM		ST030b		Still		269605_ST030b_35		2493		744206.5 		5 952436.8 		744116.6 		5 952462.3 		28.1		93.4

		6/3/25		8:21:44 PM		ST030b		Still		269605_ST030b_36		2494		744206.5 		5 952436.8 		744114.3 		5 952462.8 		28.2		95.8

		6/3/25		8:22:21 PM		ST030b		Video		EOL		2495		744206.5 		5 952436.8 		744097.6 		5 952463.1 		28.0		112.0

		6/3/25		8:32:58 PM		ST030		HG		eDNA		2496		744206.5 		5 952436.8 		744202.7 		5 952429.8 		28.7		8.0

		6/3/25		9:13:55 PM		ST030		WS		BOT		2497		744206.5 		5 952436.8 		744207.1 		5 952414.1 		26.7		22.7

		6/3/25		9:20:00 PM		ST030		WS		TOP		2498		744206.5 		5 952436.8 		744209.3 		5 952427.2 		5.1		10.1

		6/3/25		10:15:11 PM		ST087		Video		SOL		2499		746740.0 		5 950113.0 		746741.5 		5 950077.4 		29.1		35.6

		6/3/25		10:15:22 PM		ST087		Still		269605_ST087_01		2500		746740.0 		5 950113.0 		746741.3 		5 950079.2 		31.4		33.8

		6/3/25		10:16:01 PM		ST087		Still		269605_ST087_02		2501		746740.0 		5 950113.0 		746741.8 		5 950092.1 		31.4		21.0

		6/3/25		10:16:15 PM		ST087		Still		269605_ST087_03		2502		746740.0 		5 950113.0 		746741.4 		5 950097.4 		31.6		15.7

		6/3/25		10:16:20 PM		ST087		Still		269605_ST087_04		2503		746740.0 		5 950113.0 		746741.9 		5 950099.2 		31.4		14.0

		6/3/25		10:16:26 PM		ST087		Still		269605_ST087_05		2504		746740.0 		5 950113.0 		746741.9 		5 950100.2 		31.4		12.9

		6/3/25		10:16:32 PM		ST087		Still		269605_ST087_06		2505		746740.0 		5 950113.0 		746742.2 		5 950101.3 		31.0		11.9

		6/3/25		10:16:37 PM		ST087		Still		269605_ST087_07		2506		746740.0 		5 950113.0 		746742.8 		5 950103.5 		31.1		9.9

		6/3/25		10:16:43 PM		ST087		Still		269605_ST087_08		2507		746740.0 		5 950113.0 		746743.5 		5 950105.6 		31.5		8.2

		6/3/25		10:16:54 PM		ST087		Still		269605_ST087_09		2508		746740.0 		5 950113.0 		746744.4 		5 950107.1 		31.2		7.4

		6/3/25		10:17:01 PM		ST087		Still		269605_ST087_10		2509		746740.0 		5 950113.0 		746745.5 		5 950108.8 		31.0		6.9

		6/3/25		10:17:20 PM		ST087		Still		269605_ST087_11		2510		746740.0 		5 950113.0 		746749.9 		5 950113.4 		30.9		9.9

		6/3/25		10:17:23 PM		ST087		Still		269605_ST087_12		2511		746740.0 		5 950113.0 		746750.5 		5 950114.8 		30.9		10.6

		6/3/25		10:17:36 PM		ST087		Still		269605_ST087_13		2512		746740.0 		5 950113.0 		746753.0 		5 950118.1 		30.7		13.9

		6/3/25		10:17:41 PM		ST087		Still		269605_ST087_14		2513		746740.0 		5 950113.0 		746753.4 		5 950119.9 		31.1		15.1

		6/3/25		10:17:55 PM		ST087		Still		269605_ST087_15		2514		746740.0 		5 950113.0 		746755.5 		5 950126.0 		31.2		20.2

		6/3/25		10:18:02 PM		ST087		Still		269605_ST087_16		2515		746740.0 		5 950113.0 		746755.9 		5 950128.7 		31.2		22.3

		6/3/25		10:18:06 PM		ST087		Still		269605_ST087_17		2516		746740.0 		5 950113.0 		746756.0 		5 950130.0 		31.3		23.4

		6/3/25		10:18:13 PM		ST087		Still		269605_ST087_18		2517		746740.0 		5 950113.0 		746756.9 		5 950133.2 		31.2		26.3

		6/3/25		10:18:18 PM		ST087		Still		269605_ST087_19		2518		746740.0 		5 950113.0 		746756.9 		5 950134.5 		30.9		27.3

		6/3/25		10:18:26 PM		ST087		Still		269605_ST087_20		2519		746740.0 		5 950113.0 		746757.9 		5 950138.4 		31.1		31.1

		6/3/25		10:18:30 PM		ST087		Still		269605_ST087_21		2520		746740.0 		5 950113.0 		746758.2 		5 950140.3 		31.1		32.8

		6/3/25		10:18:34 PM		ST087		Still		269605_ST087_22		2521		746740.0 		5 950113.0 		746758.2 		5 950141.8 		31.0		34.1

		6/3/25		10:18:39 PM		ST087		Video		EOL		2522		746740.0 		5 950113.0 		746759.0 		5 950144.3 		30.8		36.7

		6/3/25		10:31:14 PM		ST087		HG		PC/PSD		2523		746740.0 		5 950113.0 		746738.1 		5 950095.8 		32.1		17.3

		6/3/25		10:36:01 PM		ST087		HG		NS1		2524		746740.0 		5 950113.0 		746743.7 		5 950090.6 		32.1		22.7

		6/3/25		10:39:50 PM		ST087		HG		NS2		2525		746740.0 		5 950113.0 		746737.1 		5 950094.6 		31.7		18.6

		6/3/25		10:42:52 PM		ST087		HG		NS3		2526		746740.0 		5 950113.0 		746738.8 		5 950093.3 		32.1		19.8

		6/3/25		11:50:48 PM		ST097		HG		NS1		2527		750662.0 		5 950743.6 		750657.8 		5 950730.3 		31.2		14.0

		6/3/25		11:53:03 PM		ST097		HG		eDNA		2528		750662.0 		5 950743.6 		750649.8 		5 950724.7 		49.6		22.5

		6/4/25		12:26:35 AM		ST105		HG		PC/PSD		2529		754188.8 		5 952629.9 		754187.9 		5 952627.8 		28.4		2.3		smaller samples accepted 

		6/4/25		12:29:45 AM		ST105		HG		FA		2530		754188.8 		5 952629.9 		754186.2 		5 952614.1 		26.5		15.9		smaller samples accepted 

		6/4/25		12:33:09 AM		ST105		HG		NS		2531		754188.8 		5 952629.9 		754194.4 		5 952609.9 		28.2		20.8

		6/4/25		12:36:41 AM		ST105		HG		FB		2532		754188.8 		5 952629.9 		754181.4 		5 952621.0 		28.3		11.6		smaller samples accepted 

		6/4/25		12:39:55 AM		ST105		HG		FC		2533		754188.8 		5 952629.9 		754184.1 		5 952616.9 		28.9		13.8		smaller samples accepted 

		6/4/25		1:34:06 AM		ST107				No event		2534		756128.1 		5 954064.0 		756177.2 		5 954062.9 		26.5		49.1

		6/4/25		1:34:36 AM		ST107		Video		SOL		2535		756128.1 		5 954064.0 		756163.7 		5 954063.3 		27.7		35.7

		6/4/25		1:34:53 AM		ST107		Still		269605_ST107_01		2536		756128.1 		5 954064.0 		756155.8 		5 954062.1 		27.8		27.8

		6/4/25		1:34:56 AM		ST107		Still		269605_ST107_02		2537		756128.1 		5 954064.0 		756153.8 		5 954061.9 		27.9		25.8

		6/4/25		1:35:01 AM		ST107		Still		269605_ST107_03		2538		756128.1 		5 954064.0 		756152.8 		5 954061.6 		27.8		24.8

		6/4/25		1:35:06 AM		ST107		Still		269605_ST107_04		2539		756128.1 		5 954064.0 		756151.0 		5 954061.3 		28.0		23.0

		6/4/25		1:35:14 AM		ST107		Still		269605_ST107_05		2540		756128.1 		5 954064.0 		756148.7 		5 954061.0 		27.9		20.8

		6/4/25		1:35:20 AM		ST107		Still		269605_ST107_06		2541		756128.1 		5 954064.0 		756146.6 		5 954060.8 		27.9		18.8

		6/4/25		1:35:39 AM		ST107		Still		269605_ST107_07		2542		756128.1 		5 954064.0 		756139.5 		5 954060.8 		27.6		11.8

		6/4/25		1:35:46 AM		ST107		Still		269605_ST107_08		2543		756128.1 		5 954064.0 		756137.3 		5 954061.4 		27.8		9.6

		6/4/25		1:36:04 AM		ST107		Still		269605_ST107_09		2544		756128.1 		5 954064.0 		756129.4 		5 954064.0 		28.0		1.4

		6/4/25		1:36:07 AM		ST107		Still		269605_ST107_10		2545		756128.1 		5 954064.0 		756128.7 		5 954064.2 		27.8		0.7

		6/4/25		1:36:32 AM		ST107		Still		269605_ST107_11		2546		756128.1 		5 954064.0 		756122.3 		5 954066.1 		27.9		6.2

		6/4/25		1:36:36 AM		ST107		Still		269605_ST107_12		2547		756128.1 		5 954064.0 		756121.1 		5 954066.5 		27.8		7.4

		6/4/25		1:36:51 AM		ST107		Still		269605_ST107_13		2548		756128.1 		5 954064.0 		756116.8 		5 954069.5 		27.8		12.6

		6/4/25		1:37:01 AM		ST107		Still		269605_ST107_14		2549		756128.1 		5 954064.0 		756114.8 		5 954070.4 		28.0		14.8

		6/4/25		1:37:24 AM		ST107		Still		269605_ST107_15		2550		756128.1 		5 954064.0 		756111.3 		5 954072.2 		27.6		18.7

		6/4/25		1:37:39 AM		ST107		Still		269605_ST107_16		2551		756128.1 		5 954064.0 		756108.1 		5 954076.0 		28.0		23.3

		6/4/25		1:37:47 AM		ST107		Still		269605_ST107_17		2552		756128.1 		5 954064.0 		756107.5 		5 954076.5 		27.8		24.1

		6/4/25		1:38:03 AM		ST107		Still		269605_ST107_18		2553		756128.1 		5 954064.0 		756103.4 		5 954080.8 		27.8		29.9

		6/4/25		1:38:09 AM		ST107		Video		EOL		2554		756128.1 		5 954064.0 		756102.2 		5 954081.5 		27.4		31.2

		6/4/25		1:59:05 AM		ST107		DVV		NS1/NS2		2555		756128.1 		5 954064.0 		756138.1 		5 954052.0 		27.9		15.6

		6/4/25		2:05:29 AM		ST107		DVV		NS3/NS4		2556		756128.1 		5 954064.0 		756135.3 		5 954071.1 		27.5		10.1

		6/4/25		2:10:27 AM		ST107		DVV		NS5/NS6		2557		756128.1 		5 954064.0 		756145.3 		5 954074.2 		27.6		20.0

		6/4/25		2:21:28 AM		ST107		HG		NS1		2558		756128.1 		5 954064.0 		756139.2 		5 954059.1 		24.6		12.2

		6/4/25		2:25:51 AM		ST107		HG		NS2		2559		756128.1 		5 954064.0 		756140.4 		5 954049.5 		27.6		19.0

		6/4/25		2:30:40 AM		ST107		HG		PSD		2560		756128.1 		5 954064.0 		756149.5 		5 954049.1 		26.4		26.1

		6/4/25		2:59:48 AM		ST108		Video		SOL		2561		756279.6 		5 956051.0 		756288.4 		5 956067.0 		28.1		18.2

		6/4/25		2:59:54 AM		ST108		Still		269605_ST108_01		2562		756279.6 		5 956051.0 		756288.4 		5 956066.6 		27.9		17.9

		6/4/25		3:00:11 AM		ST108		Still		269605_ST108_02		2563		756279.6 		5 956051.0 		756288.0 		5 956061.8 		28.1		13.7

		6/4/25		3:00:21 AM		ST108		Still		269605_ST108_03		2564		756279.6 		5 956051.0 		756289.1 		5 956057.5 		27.7		11.5

		6/4/25		3:00:27 AM		ST108		Still		269605_ST108_04		2565		756279.6 		5 956051.0 		756289.7 		5 956055.0 		27.9		10.9

		6/4/25		3:00:32 AM		ST108		Still		269605_ST108_05		2566		756279.6 		5 956051.0 		756289.7 		5 956053.4 		27.9		10.4

		6/4/25		3:00:42 AM		ST108		Still		269605_ST108_06		2567		756279.6 		5 956051.0 		756289.6 		5 956048.1 		27.9		10.5

		6/4/25		3:00:47 AM		ST108		Still		269605_ST108_07		2568		756279.6 		5 956051.0 		756289.2 		5 956046.3 		27.7		10.7

		6/4/25		3:00:51 AM		ST108		Still		269605_ST108_08		2569		756279.6 		5 956051.0 		756288.9 		5 956044.6 		27.7		11.3

		6/4/25		3:01:03 AM		ST108		Still		269605_ST108_09		2570		756279.6 		5 956051.0 		756286.7 		5 956037.1 		28.3		15.6

		6/4/25		3:01:11 AM		ST108		Still		269605_ST108_10		2571		756279.6 		5 956051.0 		756285.4 		5 956033.6 		28.0		18.4

		6/4/25		3:01:14 AM		ST108		Still		269605_ST108_11		2572		756279.6 		5 956051.0 		756284.6 		5 956031.7 		28.0		20.0

		6/4/25		3:01:19 AM		ST108		Still		269605_ST108_12		2573		756279.6 		5 956051.0 		756283.8 		5 956030.1 		28.2		21.4

		6/4/25		3:01:28 AM		ST108		Still		269605_ST108_13		2574		756279.6 		5 956051.0 		756282.5 		5 956027.2 		28.1		24.1

		6/4/25		3:01:32 AM		ST108		Still		269605_ST108_14		2575		756279.6 		5 956051.0 		756282.0 		5 956026.1 		28.3		25.1

		6/4/25		3:01:54 AM		ST108		Still		269605_ST108_15		2576		756279.6 		5 956051.0 		756276.0 		5 956018.4 		28.3		32.8

		6/4/25		3:01:58 AM		ST108		Still		269605_ST108_16		2577		756279.6 		5 956051.0 		756274.7 		5 956017.2 		28.4		34.2

		6/4/25		3:02:02 AM		ST108		Still		269605_ST108_17		2578		756279.6 		5 956051.0 		756273.6 		5 956016.2 		28.3		35.3

		6/4/25		3:02:06 AM		ST108		Video		EOL		2579		756279.6 		5 956051.0 		756273.0 		5 956016.2 		28.0		35.5

		6/4/25		3:13:22 AM		ST108		HG		NS1		2580		756279.6 		5 956051.0 		756292.7 		5 956048.0 		30.1		13.5

		6/4/25		3:16:28 AM		ST108		HG		NS2		2581		756279.6 		5 956051.0 		756296.6 		5 956051.5 		28.1		17.1

		6/4/25		3:21:05 AM		ST108		HG		NS3		2582		756279.6 		5 956051.0 		756273.5 		5 956067.8 		28.4		17.9

		6/4/25		3:43:02 AM		ST109		Video		SOL		2583		756387.9 		5 958048.9 		756407.4 		5 958058.6 		26.9		21.8

		6/4/25		3:43:11 AM		ST109		Still		269605_ST109_01		2584		756387.9 		5 958048.9 		756407.2 		5 958054.3 		26.7		20.0

		6/4/25		3:43:18 AM		ST109		Still		269605_ST109_02		2585		756387.9 		5 958048.9 		756405.8 		5 958049.8 		27.0		17.9

		6/4/25		3:43:29 AM		ST109		Still		269605_ST109_03		2586		756387.9 		5 958048.9 		756403.2 		5 958044.5 		27.1		15.9

		6/4/25		3:43:33 AM		ST109		Still		269605_ST109_04		2587		756387.9 		5 958048.9 		756402.2 		5 958042.6 		27.0		15.6

		6/4/25		3:43:38 AM		ST109		Still		269605_ST109_05		2588		756387.9 		5 958048.9 		756401.2 		5 958041.2 		26.8		15.4

		6/4/25		3:43:41 AM		ST109		Still		269605_ST109_06		2589		756387.9 		5 958048.9 		756400.1 		5 958039.6 		26.8		15.3

		6/4/25		3:43:45 AM		ST109		Still		269605_ST109_07		2590		756387.9 		5 958048.9 		756398.9 		5 958037.7 		26.9		15.7

		6/4/25		3:43:53 AM		ST109		Still		269605_ST109_08		2591		756387.9 		5 958048.9 		756396.5 		5 958034.4 		26.9		16.9

		6/4/25		3:44:00 AM		ST109		Still		269605_ST109_09		2592		756387.9 		5 958048.9 		756395.4 		5 958032.6 		26.9		18.0

		6/4/25		3:44:06 AM		ST109		Still		269605_ST109_10		2593		756387.9 		5 958048.9 		756394.5 		5 958031.1 		27.0		19.0

		6/4/25		3:44:16 AM		ST109		Still		269605_ST109_11		2594		756387.9 		5 958048.9 		756392.0 		5 958027.3 		26.8		22.0

		6/4/25		3:44:20 AM		ST109		Still		269605_ST109_12		2595		756387.9 		5 958048.9 		756390.7 		5 958025.4 		26.9		23.7

		6/4/25		3:44:25 AM		ST109		Still		269605_ST109_13		2596		756387.9 		5 958048.9 		756389.4 		5 958023.8 		27.1		25.1

		6/4/25		3:44:29 AM		ST109		Still		269605_ST109_14		2597		756387.9 		5 958048.9 		756388.4 		5 958022.9 		27.0		26.1

		6/4/25		3:44:35 AM		ST109		Still		269605_ST109_15		2598		756387.9 		5 958048.9 		756387.3 		5 958021.4 		26.9		27.5

		6/4/25		3:44:45 AM		ST109		Still		269605_ST109_16		2599		756387.9 		5 958048.9 		756384.8 		5 958018.8 		27.0		30.3

		6/4/25		3:45:01 AM		ST109		Still		269605_ST109_17		2600		756387.9 		5 958048.9 		756381.8 		5 958015.3 		26.8		34.2

		6/4/25		3:45:06 AM		ST109		Still		269605_ST109_18		2601		756387.9 		5 958048.9 		756380.2 		5 958013.4 		26.8		36.3

		6/4/25		3:45:09 AM		ST109		Video		EOL		2602		756387.9 		5 958048.9 		756379.1 		5 958011.6 		26.8		38.3

		6/4/25		3:51:49 AM		ST109		HG		PSD		2603		756387.9 		5 958048.9 		756392.5 		5 958047.5 		26.9		4.8

		6/4/25		4:12:04 AM		ST110		Video		SOL		2604		756496.2 		5 960046.8 		756506.4 		5 960065.6 		26.6		21.4

		6/4/25		4:12:06 AM		ST110		Other 1		No photo		2605		756496.2 		5 960046.8 		756506.3 		5 960065.2 		27.0		21.0

		6/4/25		4:12:10 AM		ST110		Still		269605_ST087_01		2606		756496.2 		5 960046.8 		756506.2 		5 960064.0 		27.0		19.9

		6/4/25		4:12:11 AM		ST110		Still		269605_ST087_02		2607		756496.2 		5 960046.8 		756506.2 		5 960063.8 		27.1		19.7

		6/4/25		4:12:15 AM		ST110		Still		269605_ST087_03		2608		756496.2 		5 960046.8 		756506.2 		5 960063.5 		26.9		19.4

		6/4/25		4:12:25 AM		ST110		Still		269605_ST087_04		2609		756496.2 		5 960046.8 		756504.6 		5 960058.7 		26.9		14.6

		6/4/25		4:12:46 AM		ST110		Still		269605_ST087_05		2610		756496.2 		5 960046.8 		756502.0 		5 960049.8 		27.1		6.5

		6/4/25		4:12:50 AM		ST110		Still		269605_ST087_06		2611		756496.2 		5 960046.8 		756501.9 		5 960048.7 		27.0		5.9

		6/4/25		4:12:54 AM		ST110		Still		269605_ST087_07		2612		756496.2 		5 960046.8 		756501.8 		5 960047.8 		27.0		5.6

		6/4/25		4:12:57 AM		ST110		Still		269605_ST087_08		2613		756496.2 		5 960046.8 		756501.4 		5 960046.8 		27.0		5.1

		6/4/25		4:13:09 AM		ST110		Still		269605_ST087_09		2614		756496.2 		5 960046.8 		756500.1 		5 960043.1 		27.0		5.3

		6/4/25		4:13:21 AM		ST110		Still		269605_ST087_10		2615		756496.2 		5 960046.8 		756499.1 		5 960040.1 		27.0		7.3

		6/4/25		4:13:27 AM		ST110		Still		269605_ST087_11		2616		756496.2 		5 960046.8 		756498.5 		5 960039.2 		27.0		8.0

		6/4/25		4:13:43 AM		ST110		Still		269605_ST087_12		2617		756496.2 		5 960046.8 		756495.4 		5 960032.2 		27.0		14.7

		6/4/25		4:13:59 AM		ST110		Still		269605_ST087_13		2618		756496.2 		5 960046.8 		756493.2 		5 960025.1 		26.8		21.9

		6/4/25		4:14:06 AM		ST110		Still		269605_ST087_14		2619		756496.2 		5 960046.8 		756492.9 		5 960022.3 		26.9		24.7

		6/4/25		4:14:10 AM		ST110		Still		269605_ST087_15		2620		756496.2 		5 960046.8 		756492.7 		5 960021.2 		26.8		25.8

		6/4/25		4:14:29 AM		ST110		Video		EOL		2621		756496.2 		5 960046.8 		756492.1 		5 960014.0 		26.4		33.1

		6/4/25		4:21:28 AM		ST110		HG		PSD		2622		756496.2 		5 960046.8 		756514.8 		5 960044.3 		27.0		18.8

		6/4/25		5:33:40 AM		ST111		Video		SOL		2623		756498.0 		5 961728.0 		756511.4 		5 961848.1 		29.9		120.9

		6/4/25		5:33:54 AM		ST111		Still		269605_ST111_01		2624		756498.0 		5 961728.0 		756515.5 		5 961843.3 		30.4		116.6

		6/4/25		5:34:05 AM		ST111		Still		269605_ST111_02		2625		756498.0 		5 961728.0 		756516.8 		5 961840.6 		30.2		114.2

		6/4/25		5:34:13 AM		ST111		Still		269605_ST111_03		2626		756498.0 		5 961728.0 		756517.0 		5 961837.3 		30.2		111.0

		6/4/25		5:34:27 AM		ST111		Still		269605_ST111_04		2627		756498.0 		5 961728.0 		756516.6 		5 961832.9 		30.1		106.5

		6/4/25		5:34:50 AM		ST111		Still		269605_ST111_05		2628		756498.0 		5 961728.0 		756518.2 		5 961824.3 		30.4		98.4

		6/4/25		5:35:05 AM		ST111		Still		269605_ST111_06		2629		756498.0 		5 961728.0 		756519.6 		5 961820.2 		30.0		94.7

		6/4/25		5:35:27 AM		ST111		Still		269605_ST111_07		2630		756498.0 		5 961728.0 		756521.4 		5 961814.1 		30.2		89.2

		6/4/25		5:35:57 AM		ST111		Still		269605_ST111_08		2631		756498.0 		5 961728.0 		756522.0 		5 961806.0 		29.9		81.6

		6/4/25		5:36:05 AM		ST111		Still		269605_ST111_09		2632		756498.0 		5 961728.0 		756523.0 		5 961803.1 		30.1		79.2

		6/4/25		5:36:19 AM		ST111		Still		269605_ST111_10		2633		756498.0 		5 961728.0 		756524.7 		5 961798.5 		30.6		75.4

		6/4/25		5:36:33 AM		ST111		Still		269605_ST111_11		2634		756498.0 		5 961728.0 		756523.0 		5 961796.3 		30.4		72.8

		6/4/25		5:36:49 AM		ST111		Still		269605_ST111_12		2635		756498.0 		5 961728.0 		756521.4 		5 961793.2 		30.3		69.2

		6/4/25		5:37:17 AM		ST111		Still		269605_ST111_13		2636		756498.0 		5 961728.0 		756516.9 		5 961787.6 		30.9		62.5

		6/4/25		5:37:26 AM		ST111		Still		269605_ST111_14		2637		756498.0 		5 961728.0 		756517.2 		5 961786.5 		29.9		61.6

		6/4/25		5:37:51 AM		ST111		Still		269605_ST111_15		2638		756498.0 		5 961728.0 		756516.0 		5 961778.9 		30.0		54.0

		6/4/25		5:38:13 AM		ST111		Still		269605_ST111_16		2639		756498.0 		5 961728.0 		756514.2 		5 961772.7 		30.1		47.6

		6/4/25		5:39:04 AM		ST111		Still		269605_ST111_17		2640		756498.0 		5 961728.0 		756506.8 		5 961760.5 		30.0		33.6

		6/4/25		5:39:22 AM		ST111		Still		269605_ST111_18		2641		756498.0 		5 961728.0 		756505.7 		5 961755.4 		30.1		28.5

		6/4/25		5:39:40 AM		ST111		Still		269605_ST111_19		2642		756498.0 		5 961728.0 		756505.1 		5 961750.6 		30.1		23.7

		6/4/25		5:40:07 AM		ST111		Still		269605_ST111_20		2643		756498.0 		5 961728.0 		756503.5 		5 961742.7 		30.0		15.7

		6/4/25		5:40:43 AM		ST111		Still		269605_ST111_21		2644		756498.0 		5 961728.0 		756495.9 		5 961731.3 		30.1		3.9

		6/4/25		5:40:47 AM		ST111		Still		269605_ST111_22		2645		756498.0 		5 961728.0 		756495.1 		5 961729.9 		30.1		3.5

		6/4/25		5:40:57 AM		ST111		Still		269605_ST111_23		2646		756498.0 		5 961728.0 		756493.2 		5 961727.8 		30.1		4.8

		6/4/25		5:41:39 AM		ST111		Still		269605_ST111_24		2647		756498.0 		5 961728.0 		756488.5 		5 961716.2 		30.0		15.2

		6/4/25		5:42:03 AM		ST111		Still		269605_ST111_25		2648		756498.0 		5 961728.0 		756486.7 		5 961709.3 		29.8		21.9

		6/4/25		5:42:29 AM		ST111		Still		269605_ST111_26		2649		756498.0 		5 961728.0 		756487.0 		5 961702.5 		30.3		27.7

		6/4/25		5:43:09 AM		ST111		Still		269605_ST111_27		2650		756498.0 		5 961728.0 		756483.5 		5 961692.8 		30.0		38.1

		6/4/25		5:43:29 AM		ST111		Still		269605_ST111_28		2651		756498.0 		5 961728.0 		756480.0 		5 961686.3 		30.0		45.4

		6/4/25		5:43:46 AM		ST111		Still		269605_ST111_29		2652		756498.0 		5 961728.0 		756478.4 		5 961682.0 		29.7		50.0

		6/4/25		5:44:09 AM		ST111		Still		269605_ST111_30		2653		756498.0 		5 961728.0 		756474.8 		5 961673.0 		29.8		59.7

		6/4/25		5:44:41 AM		ST111		Still		269605_ST111_31		2654		756498.0 		5 961728.0 		756472.6 		5 961661.7 		30.1		71.0

		6/4/25		5:45:04 AM		ST111		Still		269605_ST111_32		2655		756498.0 		5 961728.0 		756470.5 		5 961656.3 		30.3		76.8

		6/4/25		5:45:12 AM		ST111		Still		269605_ST111_33		2656		756498.0 		5 961728.0 		756470.0 		5 961656.1 		29.7		77.2

		6/4/25		5:45:54 AM		ST111		Still		269605_ST111_34		2657		756498.0 		5 961728.0 		756470.5 		5 961641.4 		29.9		90.9

		6/4/25		5:45:59 AM		ST111		Still		269605_ST111_35		2658		756498.0 		5 961728.0 		756470.4 		5 961640.2 		29.8		92.0

		6/4/25		5:46:35 AM		ST111		Still		269605_ST111_36		2659		756498.0 		5 961728.0 		756467.8 		5 961627.4 		29.9		105.0

		6/4/25		5:46:43 AM		ST111		Video		EOL		2660		756498.0 		5 961728.0 		756467.8 		5 961626.2 		29.8		106.2

		6/4/25		6:09:38 AM		ST111		WS		TOP		2661		756498.0 		5 961728.0 		756483.5 		5 961711.4 		11.0		22.0

		6/4/25		6:15:01 AM		ST111		WS		BOT		2662		756498.0 		5 961728.0 		756493.2 		5 961707.8 		25.7		20.8

		6/4/25		7:10:13 AM		ST111		DVV		NS1/NS2		2663		756498.0 		5 961728.0 		756518.5 		5 961764.1 		30.6		41.5		All grabs for ST111 are outside 25m radius to try and get suitable sediment for sampling

		6/4/25		7:14:25 AM		ST111		DVV		NS3/NS4		2664		756498.0 		5 961728.0 		756519.1 		5 961785.0 		30.5		60.8

		6/4/25		7:18:20 AM		ST111		DVV		PC/NS5		2665		756498.0 		5 961728.0 		756525.4 		5 961787.0 		32.7		65.1

		6/4/25		7:41:52 AM		ST111		DVV		FA/FB		2666		756498.0 		5 961728.0 		756522.2 		5 961818.5 		30.9		93.6

		6/4/25		8:19:08 AM		ST112		Video		SOL		2667		756703.5 		5 964042.2 		756745.1 		5 964047.4 		32.4		41.9

		6/4/25		8:19:18 AM		ST112		Still		269605_ST112_01		2668		756703.5 		5 964042.2 		756740.8 		5 964047.0 		32.5		37.6

		6/4/25		8:19:23 AM		ST112		Still		269605_ST112_02		2669		756703.5 		5 964042.2 		756737.5 		5 964050.9 		33.9		35.0

		6/4/25		8:19:48 AM		ST112		Still		269605_ST112_03		2670		756703.5 		5 964042.2 		756729.1 		5 964053.6 		32.5		28.0

		6/4/25		8:19:55 AM		ST112		Still		269605_ST112_04		2671		756703.5 		5 964042.2 		756725.7 		5 964054.6 		32.5		25.4

		6/4/25		8:20:08 AM		ST112		Still		269605_ST112_05		2672		756703.5 		5 964042.2 		756718.8 		5 964056.7 		32.8		21.1

		6/4/25		8:20:17 AM		ST112		Still		269605_ST112_06		2673		756703.5 		5 964042.2 		756713.8 		5 964058.4 		33.0		19.2

		6/4/25		8:20:35 AM		ST112		Still		269605_ST112_07		2674		756703.5 		5 964042.2 		756706.1 		5 964060.1 		33.1		18.1

		6/4/25		8:21:02 AM		ST112		Still		269605_ST112_08		2675		756703.5 		5 964042.2 		756693.8 		5 964052.8 		33.0		14.3

		6/4/25		8:21:22 AM		ST112		Still		269605_ST112_09		2676		756703.5 		5 964042.2 		756689.8 		5 964043.7 		33.0		13.8

		6/4/25		8:21:47 AM		ST112		Still		269605_ST112_10		2677		756703.5 		5 964042.2 		756691.4 		5 964033.2 		32.9		15.1

		6/4/25		8:22:00 AM		ST112		Still		269605_ST112_11		2678		756703.5 		5 964042.2 		756694.3 		5 964028.8 		32.7		16.3

		6/4/25		8:22:06 AM		ST112		Still		269605_ST112_12		2679		756703.5 		5 964042.2 		756695.8 		5 964027.3 		32.7		16.8

		6/4/25		8:22:25 AM		ST112		Still		269605_ST112_13		2680		756703.5 		5 964042.2 		756700.5 		5 964023.7 		32.7		18.7

		6/4/25		8:22:35 AM		ST112		Still		269605_ST112_14		2681		756703.5 		5 964042.2 		756703.0 		5 964022.6 		32.7		19.6

		6/4/25		8:22:51 AM		ST112		Still		269605_ST112_15		2682		756703.5 		5 964042.2 		756706.5 		5 964021.3 		32.8		21.1

		6/4/25		8:23:14 AM		ST112		Video		EOL		2683		756703.5 		5 964042.2 		756711.9 		5 964015.8 		32.4		27.7

		6/4/25		8:35:44 AM		ST112		DVV		PSD		2684		756703.5 		5 964042.2 		756705.3 		5 964025.4 		32.8		16.9

		6/4/25		8:57:02 AM		ST113		Video		SOL		2685		756434.0 		5 966024.8 		756440.7 		5 966013.8 		34.1		12.8

		6/4/25		8:57:09 AM		ST113		Still		269605_ST113_01		2686		756434.0 		5 966024.8 		756441.4 		5 966015.6 		34.6		11.8

		6/4/25		8:57:22 AM		ST113		Still		269605_ST113_02		2687		756434.0 		5 966024.8 		756442.1 		5 966019.0 		34.6		10.0

		6/4/25		8:57:43 AM		ST113		Still		269605_ST113_03		2688		756434.0 		5 966024.8 		756443.7 		5 966022.8 		34.1		10.0

		6/4/25		8:58:03 AM		ST113		Still		269605_ST113_04		2689		756434.0 		5 966024.8 		756443.8 		5 966029.2 		34.0		10.8

		6/4/25		8:58:16 AM		ST113		Still		269605_ST113_05		2690		756434.0 		5 966024.8 		756444.1 		5 966033.6 		33.9		13.5

		6/4/25		8:58:47 AM		ST113		Still		269605_ST113_06		2691		756434.0 		5 966024.8 		756447.7 		5 966043.8 		34.2		23.5

		6/4/25		8:59:03 AM		ST113		Still		269605_ST113_07		2692		756434.0 		5 966024.8 		756449.8 		5 966047.6 		33.9		27.8

		6/4/25		8:59:21 AM		ST113		Still		269605_ST113_08		2693		756434.0 		5 966024.8 		756452.9 		5 966052.3 		34.0		33.4

		6/4/25		8:59:29 AM		ST113		Still		269605_ST113_09		2694		756434.0 		5 966024.8 		756453.8 		5 966053.9 		33.9		35.3

		6/4/25		8:59:37 AM		ST113		Still		269605_ST113_10		2695		756434.0 		5 966024.8 		756455.3 		5 966055.9 		34.0		37.7

		6/4/25		8:59:44 AM		ST113		Still		269605_ST113_11		2696		756434.0 		5 966024.8 		756456.5 		5 966057.2 		34.1		39.6

		6/4/25		9:00:02 AM		ST113		Still		269605_ST113_12		2697		756434.0 		5 966024.8 		756459.1 		5 966060.1 		33.9		43.4

		6/4/25		9:00:05 AM		ST113		Video		EOL		2698		756434.0 		5 966024.8 		756460.0 		5 966060.9 		34.0		44.6

		6/4/25		9:09:12 AM		ST113		DVV		NS1/NS2		2699		756434.0 		5 966024.8 		756462.0 		5 966015.6 		34.9		29.5		Outwith the 25m sampling radius circle

		6/4/25		9:13:20 AM		ST113		DVV		PSD/NS3		2700		756434.0 		5 966024.8 		756435.7 		5 966016.7 		35.0		8.2

		6/4/25		9:41:15 AM		ST114		Video		SOL		2701		755831.1 		5 967864.8 		755817.0 		5 967799.2 		36.4		67.2		Kreel bouys inside the 25m radius sampling circle so transect performed around the south and west of the circle 

		6/4/25		9:41:22 AM		ST114		Still		269605_ST114_01		2702		755831.1 		5 967864.8 		755813.4 		5 967796.9 		36.1		70.2

		6/4/25		9:41:34 AM		ST114		Still		269605_ST114_02		2703		755831.1 		5 967864.8 		755806.3 		5 967795.0 		36.2		74.1

		6/4/25		9:41:35 AM		ST114		Still		269605_ST114_03		No Fix		755831.1 		5 967864.8 		755805.6 		5 967794.7 		36.2		74.6		Data taken from video

		6/4/25		9:41:50 AM		ST114		Still		269605_ST114_04		2704		755831.1 		5 967864.8 		755797.2 		5 967793.5 		36.1		79.0

		6/4/25		9:41:53 AM		ST114		Still		269605_ST114_05		2705		755831.1 		5 967864.8 		755795.3 		5 967793.1 		36.0		80.2

		6/4/25		9:42:19 AM		ST114		Still		269605_ST114_06		2706		755831.1 		5 967864.8 		755778.8 		5 967793.3 		36.0		88.6

		6/4/25		9:42:43 AM		ST114		Still		269605_ST114_07		2707		755831.1 		5 967864.8 		755762.7 		5 967795.0 		35.9		97.8

		6/4/25		9:42:46 AM		ST114		Still		269605_ST114_08		2708		755831.1 		5 967864.8 		755759.9 		5 967795.4 		36.4		99.5

		6/4/25		9:42:50 AM		ST114		Still		269605_ST114_09		2709		755831.1 		5 967864.8 		755758.0 		5 967795.8 		36.3		100.6

		6/4/25		9:42:53 AM		ST114		Still		269605_ST114_10		2710		755831.1 		5 967864.8 		755755.8 		5 967796.2 		36.4		101.9

		6/4/25		9:43:13 AM		ST114		Still		269605_ST114_11		2711		755831.1 		5 967864.8 		755745.9 		5 967798.6 		36.3		108.0

		6/4/25		9:43:27 AM		ST114		Still		269605_ST114_12		2712		755831.1 		5 967864.8 		755740.3 		5 967800.3 		36.1		111.5

		6/4/25		9:43:43 AM		ST114		Still		269605_ST114_13		2713		755831.1 		5 967864.8 		755732.1 		5 967802.8 		36.1		116.9

		6/4/25		9:43:47 AM		ST114		Still		269605_ST114_14		2714		755831.1 		5 967864.8 		755730.2 		5 967803.4 		36.2		118.2

		6/4/25		9:44:03 AM		ST114		Still		269605_ST114_15		2715		755831.1 		5 967864.8 		755723.0 		5 967806.7 		36.1		122.7

		6/4/25		9:44:18 AM		ST114		Still		269605_ST114_16		2716		755831.1 		5 967864.8 		755717.2 		5 967812.0 		36.2		125.6

		6/4/25		9:44:41 AM		ST114		Still		269605_ST114_17		2717		755831.1 		5 967864.8 		755711.7 		5 967820.2 		36.3		127.5

		6/4/25		9:45:01 AM		ST114		Still		269605_ST114_18		2718		755831.1 		5 967864.8 		755709.6 		5 967826.5 		36.2		127.4

		6/4/25		9:45:49 AM		ST114		Still		269605_ST114_19		2719		755831.1 		5 967864.8 		755702.6 		5 967847.0 		35.9		129.8

		6/4/25		9:46:39 AM		ST114		Still		269605_ST114_20		2720		755831.1 		5 967864.8 		755706.1 		5 967875.6 		36.0		125.5

		6/4/25		9:46:59 AM		ST114		Still		269605_ST114_21		2721		755831.1 		5 967864.8 		755708.0 		5 967886.3 		36.1		125.0

		6/4/25		9:47:30 AM		ST114		Still		269605_ST114_22		2722		755831.1 		5 967864.8 		755711.4 		5 967900.6 		36.1		124.9

		6/4/25		9:47:52 AM		ST114		Still		269605_ST114_23		2723		755831.1 		5 967864.8 		755714.6 		5 967911.4 		35.9		125.5

		6/4/25		9:48:06 AM		ST114		Video		EOL		2724		755831.1 		5 967864.8 		755717.5 		5 967917.0 		36.1		125.1

		6/4/25		10:06:00 AM		ST114		DVV		PSD		2725		755831.1 		5 967864.8 		755813.7 		5 967784.9 		36.1		81.8		DVV grab located on the route of the camera transect performed to ensure safe drop

		6/4/25		10:25:36 AM		ST117		Video		SOL		2726		755714.5 		5 969696.9 		755725.3 		5 969666.6 		33.5		32.2

		6/4/25		10:25:41 AM		ST117		Still		269605_ST111_01		2727		755714.5 		5 969696.9 		755725.4 		5 969669.2 		33.2		29.8

		6/4/25		10:25:49 AM		ST117		Still		269605_ST111_02		2728		755714.5 		5 969696.9 		755724.8 		5 969673.4 		33.8		25.6

		6/4/25		10:26:09 AM		ST117		Still		269605_ST111_03		2729		755714.5 		5 969696.9 		755723.3 		5 969681.9 		33.0		17.4

		6/4/25		10:26:14 AM		ST117		Still		269605_ST111_04		2730		755714.5 		5 969696.9 		755722.7 		5 969683.1 		33.2		16.0

		6/4/25		10:26:27 AM		ST117		Still		269605_ST111_05		2731		755714.5 		5 969696.9 		755720.5 		5 969688.6 		33.1		10.3

		6/4/25		10:26:31 AM		ST117		Still		269605_ST111_06		2732		755714.5 		5 969696.9 		755720.2 		5 969689.5 		33.3		9.3

		6/4/25		10:26:44 AM		ST117		Still		269605_ST111_07		2733		755714.5 		5 969696.9 		755718.3 		5 969693.5 		33.5		5.1

		6/4/25		10:26:58 AM		ST117		Still		269605_ST111_08		2734		755714.5 		5 969696.9 		755717.5 		5 969699.0 		33.9		3.7

		6/4/25		10:27:17 AM		ST117		Still		269605_ST111_09		2735		755714.5 		5 969696.9 		755714.5 		5 969704.6 		33.9		7.7

		6/4/25		10:27:33 AM		ST117		Still		269605_ST111_10		2736		755714.5 		5 969696.9 		755714.2 		5 969710.0 		34.6		13.1

		6/4/25		10:28:07 AM		ST117		Still		269605_ST111_11		2737		755714.5 		5 969696.9 		755715.7 		5 969721.6 		35.5		24.7

		6/4/25		10:28:31 AM		ST117		Still		269605_ST111_12		2738		755714.5 		5 969696.9 		755717.0 		5 969729.8 		36.0		33.0

		6/4/25		10:28:36 AM		ST117		Video		EOL		2739		755714.5 		5 969696.9 		755717.5 		5 969731.3 		36.1		34.5

		6/4/25		10:31:31 AM		ST118		Video		SOL		2740		755704.0 		5 969861.6 		755713.9 		5 969833.8 		37.1		29.5

		6/4/25		10:31:44 AM		ST118		Still		269605_ST118_01		2741		755704.0 		5 969861.6 		755714.8 		5 969839.6 		37.9		24.5

		6/4/25		10:31:49 AM		ST118		Still		269605_ST118_02		2742		755704.0 		5 969861.6 		755715.2 		5 969841.6 		38.0		22.9

		6/4/25		10:32:24 AM		ST118		Still		269605_ST118_03		2743		755704.0 		5 969861.6 		755718.2 		5 969854.3 		37.8		15.9

		6/4/25		10:32:36 AM		ST118		Still		269605_ST118_04		2744		755704.0 		5 969861.6 		755718.3 		5 969859.3 		38.1		14.4

		6/4/25		10:33:02 AM		ST118		Still		269605_ST118_05		2745		755704.0 		5 969861.6 		755717.7 		5 969868.9 		38.0		15.5

		6/4/25		10:33:10 AM		ST118		Still		269605_ST118_06		2746		755704.0 		5 969861.6 		755717.3 		5 969871.9 		38.3		16.8

		6/4/25		10:33:45 AM		ST118		Still		269605_ST118_07		2747		755704.0 		5 969861.6 		755717.5 		5 969882.9 		38.0		25.3

		6/4/25		10:33:53 AM		ST118		Still		269605_ST118_08		2748		755704.0 		5 969861.6 		755717.4 		5 969886.5 		38.1		28.3

		6/4/25		10:34:20 AM		ST118		Still		269605_ST118_09		2749		755704.0 		5 969861.6 		755717.9 		5 969893.6 		37.7		34.8

		6/4/25		10:34:31 AM		ST118		Still		269605_ST118_10		2750		755704.0 		5 969861.6 		755717.9 		5 969897.4 		37.9		38.4

		6/4/25		10:34:35 AM		ST118		Video		EOL		2751		755704.0 		5 969861.6 		755717.9 		5 969898.9 		38.0		39.8

		6/4/25		11:38:02 AM		ST117		DVV		PC/PSD		2752		755714.5 		5 969696.9 		755720.5 		5 969687.2 		26.2		11.4

		6/4/25		11:54:53 AM		ST118		DVV		FA/NS1		2753		755704.0 		5 969861.6 		755713.6 		5 969857.8 		38.8		10.3

		6/4/25		12:01:18 PM		ST118		DVV		NS2/NS3		2754		755704.0 		5 969861.6 		755719.6 		5 969856.4 		38.3		16.4

		6/4/25		12:05:38 PM		ST118		DVV		PC/NS4		2755		755704.0 		5 969861.6 		755709.4 		5 969837.0 		38.3		25.2

		6/4/25		12:19:57 PM		ST118		DVV		FB		2756		755704.0 		5 969861.6 		755711.7 		5 969850.9 		38.5		13.2

		6/4/25		12:57:49 PM		ST119		Video		SOL		2757		755576.9 		5 971858.4 		755597.5 		5 971749.6 		41.1		110.6

		6/4/25		12:58:19 PM		ST119		Still		269605_ST119_01		2758		755576.9 		5 971858.4 		755598.1 		5 971765.8 		41.5		95.0

		6/4/25		12:58:29 PM		ST119		Still		269605_ST119_02		2759		755576.9 		5 971858.4 		755597.7 		5 971771.7 		41.3		89.1

		6/4/25		12:58:59 PM		ST119		Still		269605_ST119_03		2760		755576.9 		5 971858.4 		755595.6 		5 971785.2 		41.4		75.5

		6/4/25		12:59:27 PM		ST119		Still		269605_ST119_04		2761		755576.9 		5 971858.4 		755593.3 		5 971795.9 		41.4		64.5

		6/4/25		12:59:51 PM		ST119		Still		269605_ST119_05		2762		755576.9 		5 971858.4 		755593.5 		5 971804.1 		41.5		56.8

		6/4/25		1:00:30 PM		ST119		Still		269605_ST119_06		2763		755576.9 		5 971858.4 		755593.4 		5 971817.6 		41.4		43.9

		6/4/25		1:01:35 PM		ST119		Still		269605_ST119_07		2764		755576.9 		5 971858.4 		755596.4 		5 971841.8 		41.3		25.6

		6/4/25		1:01:37 PM		ST119		Still		269605_ST119_08		2765		755576.9 		5 971858.4 		755596.7 		5 971843.4 		41.3		24.8

		6/4/25		1:01:55 PM		ST119		Still		269605_ST119_09		2766		755576.9 		5 971858.4 		755597.9 		5 971851.1 		41.4		22.1

		6/4/25		1:02:52 PM		ST119		Still		269605_ST119_10		2767		755576.9 		5 971858.4 		755596.4 		5 971870.7 		41.3		23.0

		6/4/25		1:03:19 PM		ST119		Still		269605_ST119_11		2768		755576.9 		5 971858.4 		755594.0 		5 971876.3 		41.2		24.8

		6/4/25		1:04:14 PM		ST119		Still		269605_ST119_12		2769		755576.9 		5 971858.4 		755590.7 		5 971894.3 		41.0		38.5

		6/4/25		1:04:46 PM		ST119		Still		269605_ST119_13		2770		755576.9 		5 971858.4 		755597.3 		5 971908.3 		41.1		53.9

		6/4/25		1:04:54 PM		ST119		Still		269605_ST119_14		2771		755576.9 		5 971858.4 		755599.3 		5 971912.3 		41.4		58.3

		6/4/25		1:05:54 PM		ST119		Still		269605_ST119_15		2772		755576.9 		5 971858.4 		755611.3 		5 971930.9 		41.2		80.3

		6/4/25		1:06:32 PM		ST119		Still		269605_ST119_16		2773		755576.9 		5 971858.4 		755618.0 		5 971942.2 		41.3		93.4

		6/4/25		1:06:56 PM		ST119		Still		269605_ST119_17		2774		755576.9 		5 971858.4 		755621.8 		5 971949.4 		41.0		101.5

		6/4/25		1:07:08 PM		ST119		Still		269605_ST119_18		2775		755576.9 		5 971858.4 		755623.0 		5 971954.0 		41.4		106.1

		6/4/25		1:07:12 PM		ST119		Video		EOL		2776		755576.9 		5 971858.4 		755623.3 		5 971954.6 		41.3		106.8

		6/4/25		1:18:58 PM		ST119		DVV		PSD		2777		755576.9 		5 971858.4 		755591.1 		5 971853.8 		41.4		14.9

		6/4/25		1:38:51 PM		ST121		Video		SOL		2778		754571.0 		5 973429.1 		754590.6 		5 973402.8 		42.5		32.9

		6/4/25		1:39:36 PM		ST121		Still		269605_ST121_01		2779		754571.0 		5 973429.1 		754586.9 		5 973422.3 		42.5		17.4

		6/4/25		1:39:46 PM		ST121		Still		269605_ST121_02		2780		754571.0 		5 973429.1 		754585.6 		5 973426.0 		42.5		15.0

		6/4/25		1:40:05 PM		ST121		Still		269605_ST121_03		2781		754571.0 		5 973429.1 		754583.1 		5 973433.0 		42.1		12.7

		6/4/25		1:40:20 PM		ST121		Still		269605_ST121_04		2782		754571.0 		5 973429.1 		754580.3 		5 973439.0 		42.6		13.6

		6/4/25		1:40:34 PM		ST121		Still		269605_ST121_05		2783		754571.0 		5 973429.1 		754578.6 		5 973441.9 		42.3		14.9

		6/4/25		1:40:57 PM		ST121		Still		269605_ST121_06		2784		754571.0 		5 973429.1 		754577.6 		5 973449.7 		42.3		21.6

		6/4/25		1:41:28 PM		ST121		Still		269605_ST121_07		2785		754571.0 		5 973429.1 		754579.7 		5 973460.6 		42.2		32.6

		6/4/25		1:41:42 PM		ST121		Still		269605_ST121_08		2786		754571.0 		5 973429.1 		754581.4 		5 973464.9 		42.2		37.2

		6/4/25		1:41:55 PM		ST121		Still		269605_ST121_09		2787		754571.0 		5 973429.1 		754583.5 		5 973469.0 		42.3		41.7

		6/4/25		1:41:58 PM		ST121		Video		EOL		2788		754571.0 		5 973429.1 		754584.1 		5 973470.6 		42.3		43.4

		6/4/25		1:50:58 PM		ST121		DVV		PC/FA		2789		754571.0 		5 973429.1 		754584.1 		5 973433.7 		42.8		13.9

		6/4/25		2:04:25 PM		ST121		DVV		FB		2790		754571.0 		5 973429.1 		754572.9 		5 973433.7 		42.8		4.9

		6/4/25		2:55:53 PM		ST122		Video		SOL		2791		753015.4 		5 974687.5 		753026.1 		5 974716.1 		42.0		30.6

		6/4/25		2:56:26 PM		ST122		Still		269605_ST122_01		2792		753015.4 		5 974687.5 		753023.2 		5 974701.6 		42.3		16.2

		6/4/25		2:56:49 PM		ST122		Still		269605_ST122_02		2793		753015.4 		5 974687.5 		753021.9 		5 974691.9 		41.8		7.9

		6/4/25		2:57:03 PM		ST122		Still		269605_ST122_03		2794		753015.4 		5 974687.5 		753020.9 		5 974686.3 		41.8		5.6

		6/4/25		2:57:13 PM		ST122		Still		269605_ST122_04		2795		753015.4 		5 974687.5 		753020.2 		5 974683.3 		41.8		6.3

		6/4/25		2:57:29 PM		ST122		Still		269605_ST122_05		2796		753015.4 		5 974687.5 		753019.5 		5 974677.5 		41.9		10.8

		6/4/25		2:58:04 PM		ST122		Still		269605_ST122_06		2797		753015.4 		5 974687.5 		753019.8 		5 974668.8 		42.0		19.2

		6/4/25		2:58:14 PM		ST122		Still		269605_ST122_07		2798		753015.4 		5 974687.5 		753020.3 		5 974667.7 		42.1		20.3

		6/4/25		2:58:21 PM		ST122		Still		269605_ST122_08		2799		753015.4 		5 974687.5 		753020.6 		5 974666.8 		41.9		21.3

		6/4/25		2:58:43 PM		ST122		Still		269605_ST122_09		2800		753015.4 		5 974687.5 		753023.5 		5 974662.1 		42.0		26.6

		6/4/25		2:58:46 PM		ST122		Video		EOL		2801		753015.4 		5 974687.5 		753023.7 		5 974661.7 		41.9		27.0

		6/4/25		3:12:27 PM		ST122		DVV		NS1/NS2		2803		753015.4 		5 974687.5 		753028.7 		5 974690.6 		43.9		13.6

		6/4/25		3:16:37 PM		ST122		DVV		NS3/NS4		2804		753015.4 		5 974687.5 		753022.4 		5 974677.6 		42.0		12.1

		6/4/25		3:23:23 PM		ST122		DVV		NS5/NS6		2805		753015.4 		5 974687.5 		752997.7 		5 974685.5 		41.9		17.8

		6/4/25		3:29:37 PM		ST122		DVV		NS7/NS8		2806		753015.4 		5 974687.5 		753019.8 		5 974706.5 		41.9		19.6

		6/4/25		3:46:08 PM		ST122		HG		NS9		2807		753015.4 		5 974687.5 		753023.7 		5 974675.0 		41.6		15.0

		6/4/25		3:50:50 PM		ST122		HG		NS10		2808		753015.4 		5 974687.5 		753026.0 		5 974694.6 		41.9		12.8

		6/4/25		3:55:10 PM		ST122		HG		NS11		2809		753015.4 		5 974687.5 		752998.4 		5 974676.6 		31.0		20.1

		6/4/25		4:17:59 PM		ST123		Video		SOL		2810		751459.8 		5 975945.7 		751452.3 		5 975974.3 		41.6		29.6

		6/4/25		4:18:24 PM		ST123		Still		269605_ST123_01		2811		751459.8 		5 975945.7 		751449.8 		5 975965.2 		41.9		21.9

		6/4/25		4:18:34 PM		ST123		Still		269605_ST123_02		2812		751459.8 		5 975945.7 		751449.4 		5 975960.9 		42.0		18.4

		6/4/25		4:18:57 PM		ST123		Still		269605_ST123_03		2813		751459.8 		5 975945.7 		751450.0 		5 975953.9 		41.9		12.8

		6/4/25		4:19:03 PM		ST123		Still		269605_ST123_04		2814		751459.8 		5 975945.7 		751450.7 		5 975951.5 		42.0		10.8

		6/4/25		4:19:13 PM		ST123		Still		269605_ST123_05		2815		751459.8 		5 975945.7 		751450.9 		5 975949.4 		42.0		9.7

		6/4/25		4:19:23 PM		ST123		Still		269605_ST123_06		2816		751459.8 		5 975945.7 		751451.8 		5 975946.6 		41.8		8.1

		6/4/25		4:19:51 PM		ST123		Still		269605_ST123_07		2817		751459.8 		5 975945.7 		751454.2 		5 975938.5 		41.8		9.2

		6/4/25		4:20:25 PM		ST123		Still		269605_ST123_08		2818		751459.8 		5 975945.7 		751459.5 		5 975927.9 		41.9		17.9

		6/4/25		4:20:39 PM		ST123		Still		269605_ST123_09		2819		751459.8 		5 975945.7 		751460.8 		5 975925.1 		41.8		20.7

		6/4/25		4:21:13 PM		ST123		Video		EOL		2820		751459.8 		5 975945.7 		751467.6 		5 975917.4 		42.0		29.4

		6/4/25		5:22:12 PM		ST123		HG		NS1		2821		751459.8 		5 975945.7 		751454.3 		5 975961.7 		40.6		16.9		Didn't trigger

		6/4/25		5:24:33 PM		ST123		HG		PC/PSD		2822		751459.8 		5 975945.7 		751465.5 		5 975965.9 		42.0		20.9

		6/4/25		5:28:59 PM		ST123		HG		FA		2823		751459.8 		5 975945.7 		751459.7 		5 975963.6 		41.9		17.9

		6/4/25		5:32:53 PM		ST123		HG		FB		2824		751459.8 		5 975945.7 		751466.9 		5 975964.6 		41.9		20.1

		6/4/25		5:37:03 PM		ST123		HG		Not needed		2825		751459.8 		5 975945.7 		751462.8 		5 975963.9 		41.9		18.4

		6/4/25		6:31:18 PM		ST124		Video		SOL		2826		749904.3 		5 977204.0 		749897.6 		5 977222.7 		40.6		19.9

		6/4/25		6:31:22 PM		ST124		Still		269605_ST124_01		2827		749904.3 		5 977204.0 		749898.1 		5 977222.1 		40.8		19.1

		6/4/25		6:31:26 PM		ST124		Still		269605_ST124_02		2828		749904.3 		5 977204.0 		749897.7 		5 977222.4 		40.5		19.5

		6/4/25		6:31:34 PM		ST124		Still		269605_ST124_03		2829		749904.3 		5 977204.0 		749898.0 		5 977220.0 		40.6		17.2

		6/4/25		6:31:39 PM		ST124		Still		269605_ST124_04		2830		749904.3 		5 977204.0 		749898.5 		5 977218.6 		40.3		15.7

		6/4/25		6:31:43 PM		ST124		Still		269605_ST124_05		2831		749904.3 		5 977204.0 		749899.0 		5 977217.6 		40.7		14.6

		6/4/25		6:31:47 PM		ST124		Still		269605_ST124_06		2832		749904.3 		5 977204.0 		749899.2 		5 977216.7 		40.6		13.7

		6/4/25		6:31:51 PM		ST124		Still		269605_ST124_07		2833		749904.3 		5 977204.0 		749899.7 		5 977215.0 		40.5		12.0

		6/4/25		6:31:56 PM		ST124		Still		269605_ST124_08		2834		749904.3 		5 977204.0 		749899.8 		5 977214.3 		40.6		11.3

		6/4/25		6:32:10 PM		ST124		Still		269605_ST124_09		2835		749904.3 		5 977204.0 		749901.2 		5 977210.8 		40.8		7.5

		6/4/25		6:32:13 PM		ST124		Still		269605_ST124_10		2836		749904.3 		5 977204.0 		749901.4 		5 977210.3 		40.7		6.9

		6/4/25		6:32:20 PM		ST124		Still		269605_ST124_11		2837		749904.3 		5 977204.0 		749902.1 		5 977209.1 		40.6		5.5

		6/4/25		6:32:34 PM		ST124		Still		269605_ST124_12		2838		749904.3 		5 977204.0 		749904.7 		5 977206.9 		40.5		2.9

		6/4/25		6:32:42 PM		ST124		Still		269605_ST124_13		2839		749904.3 		5 977204.0 		749906.5 		5 977205.8 		40.6		2.8

		6/4/25		6:32:46 PM		ST124		Still		269605_ST124_14		2840		749904.3 		5 977204.0 		749907.0 		5 977205.7 		40.5		3.2

		6/4/25		6:32:58 PM		ST124		Still		269605_ST124_15		2841		749904.3 		5 977204.0 		749909.1 		5 977205.5 		40.4		5.0

		6/4/25		6:33:13 PM		ST124		Still		269605_ST124_16		2842		749904.3 		5 977204.0 		749912.8 		5 977204.8 		40.4		8.5

		6/4/25		6:33:19 PM		ST124		Still		269605_ST124_17		2843		749904.3 		5 977204.0 		749914.8 		5 977205.3 		40.4		10.6

		6/4/25		6:33:23 PM		ST124		Still		269605_ST124_18		2844		749904.3 		5 977204.0 		749916.4 		5 977205.3 		40.5		12.1

		6/4/25		6:33:48 PM		ST124		Still		269605_ST124_19		2845		749904.3 		5 977204.0 		749926.3 		5 977206.9 		40.4		22.2

		6/4/25		6:33:58 PM		ST124		Still		269605_ST124_20		2846		749904.3 		5 977204.0 		749930.6 		5 977207.6 		40.6		26.5

		6/4/25		6:34:07 PM		ST124		Still		269605_ST124_21		2847		749904.3 		5 977204.0 		749931.7 		5 977207.8 		40.5		27.6

		6/4/25		6:34:27 PM		ST124		Other 1		269605_ST124_22		No fix		749904.3 		5 977204.0 		749934.9 		5 977209.2 		40.5		31.0		Data taken from video

		6/4/25		6:34:38 PM		ST124		Video		EOL		2848		749904.3 		5 977204.0 		749941.0 		5 977211.2 		40.5		37.4

		6/4/25		6:55:03 PM		ST124		DVV		NS1/NS2		2849		749904.3 		5 977204.0 		749914.7 		5 977213.3 		40.8		13.9

		6/4/25		6:59:03 PM		ST124		DVV		PSD		2850		749904.3 		5 977204.0 		749905.7 		5 977214.6 		40.7		10.6

		6/4/25		7:22:46 PM		ST125		Video		SOL		2851		748348.8 		5 978462.3 		748334.7 		5 978557.1 		41.3		95.8

		6/4/25		7:22:49 PM		ST125		Still		269605_ST125_01		2852		748348.8 		5 978462.3 		748334.6 		5 978556.5 		41.7		95.2

		6/4/25		7:22:52 PM		ST125		Still		269605_ST125_02		2853		748348.8 		5 978462.3 		748334.6 		5 978556.0 		41.6		94.8

		6/4/25		7:22:59 PM		ST125		Still		269605_ST125_03		2854		748348.8 		5 978462.3 		748335.0 		5 978554.4 		41.6		93.2

		6/4/25		7:23:02 PM		ST125		Still		269605_ST125_04		2855		748348.8 		5 978462.3 		748334.9 		5 978553.2 		41.3		92.0

		6/4/25		7:23:05 PM		ST125		Still		269605_ST125_05		2856		748348.8 		5 978462.3 		748334.3 		5 978552.1 		41.5		90.9

		6/4/25		7:23:09 PM		ST125		Still		269605_ST125_06		2857		748348.8 		5 978462.3 		748333.7 		5 978550.2 		41.5		89.2

		6/4/25		7:23:13 PM		ST125		Still		269605_ST125_07		2858		748348.8 		5 978462.3 		748333.4 		5 978549.1 		41.5		88.2

		6/4/25		7:23:17 PM		ST125		Still		269605_ST125_08		2859		748348.8 		5 978462.3 		748333.2 		5 978548.2 		41.5		87.3

		6/4/25		7:23:21 PM		ST125		Still		269605_ST125_09		2860		748348.8 		5 978462.3 		748332.8 		5 978546.8 		41.4		86.0

		6/4/25		7:23:24 PM		ST125		Still		269605_ST125_10		2861		748348.8 		5 978462.3 		748331.9 		5 978545.0 		41.6		84.4

		6/4/25		7:23:27 PM		ST125		Still		269605_ST125_11		2862		748348.8 		5 978462.3 		748331.5 		5 978543.8 		41.6		83.4

		6/4/25		7:23:33 PM		ST125		Still		269605_ST125_12		2863		748348.8 		5 978462.3 		748330.7 		5 978540.7 		41.5		80.5

		6/4/25		7:23:38 PM		ST125		Still		269605_ST125_13		2864		748348.8 		5 978462.3 		748330.2 		5 978539.7 		41.7		79.6

		6/4/25		7:23:42 PM		ST125		Still		269605_ST125_14		2865		748348.8 		5 978462.3 		748330.0 		5 978537.7 		41.5		77.7

		6/4/25		7:23:53 PM		ST125		Still		269605_ST125_15		2866		748348.8 		5 978462.3 		748330.2 		5 978535.0 		41.4		75.0

		6/4/25		7:24:04 PM		ST125		Still		269605_ST125_16		2867		748348.8 		5 978462.3 		748331.1 		5 978530.6 		41.2		70.5

		6/4/25		7:24:08 PM		ST125		Still		269605_ST125_17		2868		748348.8 		5 978462.3 		748331.5 		5 978529.0 		41.2		68.9

		6/4/25		7:24:16 PM		ST125		Still		269605_ST125_18		2869		748348.8 		5 978462.3 		748332.2 		5 978526.4 		41.3		66.2

		6/4/25		7:24:28 PM		ST125		Still		269605_ST125_19		2870		748348.8 		5 978462.3 		748334.7 		5 978521.5 		41.3		60.9

		6/4/25		7:24:32 PM		ST125		Still		269605_ST125_20		2871		748348.8 		5 978462.3 		748335.5 		5 978520.6 		41.3		59.8

		6/4/25		7:24:46 PM		ST125		Still		269605_ST125_21		2872		748348.8 		5 978462.3 		748337.7 		5 978517.2 		41.1		56.0

		6/4/25		7:24:53 PM		ST125		Still		269605_ST125_22		2873		748348.8 		5 978462.3 		748339.1 		5 978514.3 		41.4		52.9

		6/4/25		7:25:05 PM		ST125		Still		269605_ST125_23		2874		748348.8 		5 978462.3 		748340.9 		5 978510.8 		41.4		49.2

		6/4/25		7:25:17 PM		ST125		Still		269605_ST125_24		2875		748348.8 		5 978462.3 		748343.5 		5 978505.5 		41.5		43.5

		6/4/25		7:25:33 PM		ST125		Still		269605_ST125_25		2876		748348.8 		5 978462.3 		748345.6 		5 978499.0 		41.2		36.8

		6/4/25		7:25:40 PM		ST125		Still		269605_ST125_26		2877		748348.8 		5 978462.3 		748346.1 		5 978496.4 		41.5		34.2

		6/4/25		7:25:43 PM		ST125		Still		269605_ST125_27		2878		748348.8 		5 978462.3 		748346.1 		5 978495.7 		41.2		33.5

		6/4/25		7:25:55 PM		ST125		Still		269605_ST125_28		2879		748348.8 		5 978462.3 		748346.3 		5 978492.1 		41.1		29.9

		6/4/25		7:25:59 PM		ST125		Still		269605_ST125_29		2880		748348.8 		5 978462.3 		748346.6 		5 978490.1 		41.0		27.9

		6/4/25		7:26:03 PM		ST125		Still		269605_ST125_30		2881		748348.8 		5 978462.3 		748346.9 		5 978488.4 		41.0		26.1

		6/4/25		7:26:28 PM		ST125		Still		269605_ST125_31		2882		748348.8 		5 978462.3 		748349.3 		5 978479.0 		41.5		16.7

		6/4/25		7:26:38 PM		ST125		Still		269605_ST125_32		2883		748348.8 		5 978462.3 		748350.4 		5 978476.4 		41.3		14.2

		6/4/25		7:26:49 PM		ST125		Still		269605_ST125_33		2884		748348.8 		5 978462.3 		748352.1 		5 978471.9 		41.0		10.2

		6/4/25		7:27:04 PM		ST125		Still		269605_ST125_34		2885		748348.8 		5 978462.3 		748354.1 		5 978466.4 		41.0		6.8

		6/4/25		7:27:26 PM		ST125		Still		269605_ST125_35		2886		748348.8 		5 978462.3 		748358.2 		5 978460.5 		41.3		9.6

		6/4/25		7:27:37 PM		ST125		Still		269605_ST125_36		2887		748348.8 		5 978462.3 		748359.3 		5 978459.6 		41.0		10.9

		6/4/25		7:27:45 PM		ST125		Still		269605_ST125_37		2888		748348.8 		5 978462.3 		748361.0 		5 978457.1 		41.0		13.2

		6/4/25		7:27:49 PM		ST125		Still		269605_ST125_38		2889		748348.8 		5 978462.3 		748361.8 		5 978456.1 		41.2		14.4

		6/4/25		7:27:53 PM		ST125		Still		269605_ST125_39		2890		748348.8 		5 978462.3 		748362.4 		5 978455.7 		41.1		15.1

		6/4/25		7:28:09 PM		ST125		Still		269605_ST125_40		2891		748348.8 		5 978462.3 		748366.0 		5 978450.9 		41.1		20.7

		6/4/25		7:28:29 PM		ST125		Still		269605_ST125_41		2892		748348.8 		5 978462.3 		748371.1 		5 978444.6 		41.2		28.5

		6/4/25		7:28:50 PM		ST125		Still		269605_ST125_42		2893		748348.8 		5 978462.3 		748375.1 		5 978437.3 		41.1		36.3

		6/4/25		7:28:54 PM		ST125		Still		269605_ST125_43		2894		748348.8 		5 978462.3 		748375.4 		5 978436.5 		40.9		37.0

		6/4/25		7:29:01 PM		ST125		Still		269605_ST125_44		2895		748348.8 		5 978462.3 		748376.9 		5 978433.8 		41.3		40.0

		6/4/25		7:29:14 PM		ST125		Still		269605_ST125_45		2896		748348.8 		5 978462.3 		748379.2 		5 978429.3 		41.2		44.9

		6/4/25		7:29:24 PM		ST125		Still		269605_ST125_46		2897		748348.8 		5 978462.3 		748380.3 		5 978426.5 		41.2		47.7

		6/4/25		7:29:42 PM		ST125		Still		269605_ST125_47		2898		748348.8 		5 978462.3 		748381.6 		5 978418.6 		41.0		54.6

		6/4/25		7:30:09 PM		ST125		Still		269605_ST125_48		2899		748348.8 		5 978462.3 		748382.9 		5 978407.9 		41.1		64.2

		6/4/25		7:30:25 PM		ST125		Still		269605_ST125_49		2900		748348.8 		5 978462.3 		748383.1 		5 978400.6 		41.4		70.6

		6/4/25		7:31:00 PM		ST125		Still		269605_ST125_50		2901		748348.8 		5 978462.3 		748390.1 		5 978387.4 		41.5		85.5

		6/4/25		7:31:22 PM		ST125		Still		269605_ST125_51		2902		748348.8 		5 978462.3 		748394.8 		5 978383.1 		40.6		91.6

		6/4/25		7:31:27 PM		ST125		Still		269605_ST125_52		2903		748348.8 		5 978462.3 		748397.6 		5 978380.8 		41.1		95.0

		6/4/25		7:31:31 PM		ST125		Still		269605_ST125_53		2904		748348.8 		5 978462.3 		748398.9 		5 978379.3 		41.2		96.9

		6/4/25		7:31:38 PM		ST125		Video		EOL		2905		748348.8 		5 978462.3 		748400.3 		5 978378.1 		41.2		98.7

		6/4/25		7:47:45 PM		ST125		DVV		NS1/NS2		2906		748348.8 		5 978462.3 		748336.5 		5 978478.1 		41.2		20.0

		6/4/25		7:52:29 PM		ST125		DVV		PC/eDNA		2907		748348.8 		5 978462.3 		748345.7 		5 978476.6 		41.6		14.7

		6/4/25		8:13:00 PM		ST125		DVV		PSD/NS3		2908		748348.8 		5 978462.3 		748346.8 		5 978477.6 		41.5		15.4

		6/4/25		8:23:40 PM		ST125		DVV		FA/NS4		2909		748348.8 		5 978462.3 		748361.6 		5 978458.5 		41.7		13.4

		6/4/25		8:29:05 PM		ST125		DVV		FB/NS5		2910		748348.8 		5 978462.3 		748363.0 		5 978473.5 		41.8		18.1

		6/4/25		9:09:57 PM		ST125		WS		BOT		2911		748348.8 		5 978462.3 		748367.2 		5 978458.9 		39.5		18.7

		6/4/25		9:16:25 PM		ST125		WS		TOP		2912		748348.8 		5 978462.3 		748368.9 		5 978468.2 		3.5		20.9		vessel fix

		6/4/25		10:17:25 PM		ST126		Video		SOL		2913		746793.3 		5 979720.6 		746828.9 		5 979731.4 		41.1		37.3

		6/4/25		10:17:27 PM		ST126		Still		269605_ST126_01		2914		746793.3 		5 979720.6 		746828.4 		5 979731.5 		41.0		36.8

		6/4/25		10:17:48 PM		ST126		Still		269605_ST126_02		2915		746793.3 		5 979720.6 		746819.6 		5 979729.4 		41.1		27.8

		6/4/25		10:17:53 PM		ST126		Still		269605_ST126_03		2916		746793.3 		5 979720.6 		746818.0 		5 979729.4 		41.1		26.3

		6/4/25		10:17:56 PM		ST126		Still		269605_ST126_04		2917		746793.3 		5 979720.6 		746816.9 		5 979729.3 		41.0		25.2

		6/4/25		10:18:00 PM		ST126		Still		269605_ST126_05		2918		746793.3 		5 979720.6 		746815.7 		5 979729.2 		41.1		24.0

		6/4/25		10:18:11 PM		ST126		Still		269605_ST126_06		2919		746793.3 		5 979720.6 		746811.4 		5 979727.5 		41.0		19.4

		6/4/25		10:18:18 PM		ST126		Still		269605_ST126_07		2920		746793.3 		5 979720.6 		746808.4 		5 979728.3 		41.2		17.0

		6/4/25		10:18:21 PM		ST126		Still		269605_ST126_08		2921		746793.3 		5 979720.6 		746808.1 		5 979727.5 		41.0		16.4

		6/4/25		10:18:29 PM		ST126		Still		269605_ST126_09		2922		746793.3 		5 979720.6 		746806.5 		5 979725.9 		41.2		14.3

		6/4/25		10:18:33 PM		ST126		Still		269605_ST126_10		2923		746793.3 		5 979720.6 		746806.3 		5 979726.0 		40.9		14.2

		6/4/25		10:18:36 PM		ST126		Still		269605_ST126_11		2924		746793.3 		5 979720.6 		746805.5 		5 979726.5 		40.9		13.6

		6/4/25		10:18:51 PM		ST126		Still		269605_ST126_12		2925		746793.3 		5 979720.6 		746801.6 		5 979726.4 		41.2		10.2

		6/4/25		10:19:06 PM		ST126		Still		269605_ST126_13		2926		746793.3 		5 979720.6 		746796.8 		5 979726.5 		41.1		6.9

		6/4/25		10:19:24 PM		ST126		Still		269605_ST126_14		2927		746793.3 		5 979720.6 		746791.1 		5 979725.0 		41.3		4.9

		6/4/25		10:19:35 PM		ST126		Still		269605_ST126_15		2928		746793.3 		5 979720.6 		746787.2 		5 979723.9 		41.1		7.0

		6/4/25		10:19:58 PM		ST126		Still		269605_ST126_16		2929		746793.3 		5 979720.6 		746777.6 		5 979720.2 		41.5		15.7

		6/4/25		10:20:06 PM		ST126		Still		269605_ST126_17		2930		746793.3 		5 979720.6 		746775.4 		5 979719.0 		41.3		18.0

		6/4/25		10:20:18 PM		ST126		Still		269605_ST126_18		2931		746793.3 		5 979720.6 		746772.4 		5 979716.7 		41.2		21.2

		6/4/25		10:20:40 PM		ST126		Still		269605_ST126_19		2932		746793.3 		5 979720.6 		746767.8 		5 979712.7 		41.2		26.7

		6/4/25		10:21:00 PM		ST126		Still		269605_ST126_20		2933		746793.3 		5 979720.6 		746762.6 		5 979705.5 		41.3		34.2

		6/4/25		10:21:05 PM		ST126		Still		269605_ST126_21		2934		746793.3 		5 979720.6 		746761.1 		5 979705.3 		41.7		35.6

		6/4/25		10:21:12 PM		ST126		Still		269605_ST126_22		2935		746793.3 		5 979720.6 		746760.2 		5 979703.9 		41.4		37.0

		6/4/25		10:21:27 PM		ST126		Video		EOL		2936		746793.3 		5 979720.6 		746758.5 		5 979702.1 		41.5		39.4

		6/4/25		10:31:58 PM		ST126		DVV		NS1/NS2		2937		746793.3 		5 979720.6 		746784.3 		5 979710.5 		41.7		13.5

		6/4/25		10:40:51 PM		ST126		DVV		NS3/NS4		2938		746793.3 		5 979720.6 		746802.2 		5 979713.4 		41.6		11.4

		6/4/25		10:44:04 PM		ST126		DVV		NS5/NS6		2939		746793.3 		5 979720.6 		746809.2 		5 979716.0 		41.8		16.5

		6/4/25		10:47:53 PM		ST126		DVV		NS7/NS8		2940		746793.3 		5 979720.6 		746809.9 		5 979703.8 		41.7		23.6

		6/4/25		11:02:44 PM		ST126		HG		PSD		2941		746793.3 		5 979720.6 		746793.0 		5 979700.3 		41.9		20.3

		6/5/25		12:17:54 AM		ST127		Video		SOL		2942		746253.8 		5 980156.9 		746275.0 		5 980131.8 		40.9		32.9

		6/5/25		12:17:57 AM		ST127		Still		269605_ST127_01		2943		746253.8 		5 980156.9 		746273.6 		5 980132.9 		41.3		31.1

		6/5/25		12:18:02 AM		ST127		Still		269605_ST127_02		2944		746253.8 		5 980156.9 		746272.4 		5 980134.0 		41.1		29.5

		6/5/25		12:18:06 AM		ST127		Still		269605_ST127_03		2945		746253.8 		5 980156.9 		746271.2 		5 980135.1 		41.0		27.9

		6/5/25		12:18:09 AM		ST127		Still		269605_ST127_04		2946		746253.8 		5 980156.9 		746270.3 		5 980135.6 		41.1		27.0

		6/5/25		12:18:13 AM		ST127		Still		269605_ST127_05		2947		746253.8 		5 980156.9 		746269.5 		5 980135.9 		40.9		26.2

		6/5/25		12:18:18 AM		ST127		Still		269605_ST127_06		2948		746253.8 		5 980156.9 		746268.0 		5 980137.2 		40.8		24.2

		6/5/25		12:18:23 AM		ST127		Still		269605_ST127_07		2949		746253.8 		5 980156.9 		746266.0 		5 980138.5 		40.7		22.1

		6/5/25		12:18:27 AM		ST127		Still		269605_ST127_08		2950		746253.8 		5 980156.9 		746265.1 		5 980139.2 		40.7		21.0

		6/5/25		12:18:35 AM		ST127		Still		269605_ST127_09		2951		746253.8 		5 980156.9 		746263.3 		5 980140.1 		40.6		19.3

		6/5/25		12:18:48 AM		ST127		Still		269605_ST127_10		2952		746253.8 		5 980156.9 		746259.9 		5 980141.6 		40.4		16.5

		6/5/25		12:18:56 AM		ST127		Still		269605_ST127_11		2953		746253.8 		5 980156.9 		746259.0 		5 980141.8 		40.0		16.0

		6/5/25		12:19:16 AM		ST127		Still		269605_ST127_12		2954		746253.8 		5 980156.9 		746253.3 		5 980144.5 		40.2		12.5

		6/5/25		12:19:27 AM		ST127		Still		269605_ST127_13		2955		746253.8 		5 980156.9 		746250.5 		5 980144.4 		40.3		13.0

		6/5/25		12:19:36 AM		ST127		Still		269605_ST127_14		2956		746253.8 		5 980156.9 		746248.5 		5 980145.2 		40.4		12.9

		6/5/25		12:19:51 AM		ST127		Still		269605_ST127_15		2957		746253.8 		5 980156.9 		746244.1 		5 980146.7 		40.2		14.1

		6/5/25		12:20:08 AM		ST127		Still		269605_ST127_16		2958		746253.8 		5 980156.9 		746237.1 		5 980147.8 		39.6		19.0

		6/5/25		12:20:34 AM		ST127		Still		269605_ST127_17		2959		746253.8 		5 980156.9 		746228.8 		5 980147.1 		39.4		26.9

		6/5/25		12:20:45 AM		ST127		Still		269605_ST127_18		2960		746253.8 		5 980156.9 		746225.6 		5 980145.7 		39.1		30.4

		6/5/25		12:21:01 AM		ST127		Video		EOL		2961		746253.8 		5 980156.9 		746221.3 		5 980144.1 		39.2		34.9

		6/5/25		12:28:18 AM		ST127		HG		PSD		2962		746253.8 		5 980156.9 		746269.6 		5 980156.7 		40.0		15.8

		6/5/25		12:46:57 AM		ST128		Video		SOL		2963		745240.9 		5 980982.6 		745263.0 		5 980961.6 		43.9		30.5

		6/5/25		12:47:00 AM		ST128		Still		269605_ST128_01		2964		745240.9 		5 980982.6 		745261.3 		5 980963.6 		44.3		27.9

		6/5/25		12:47:03 AM		ST128		Still		269605_ST128_02		2965		745240.9 		5 980982.6 		745260.3 		5 980964.8 		44.2		26.3

		6/5/25		12:47:07 AM		ST128		Still		269605_ST128_03		2966		745240.9 		5 980982.6 		745259.5 		5 980965.6 		44.1		25.2

		6/5/25		12:47:19 AM		ST128		Still		269605_ST128_04		2967		745240.9 		5 980982.6 		745255.9 		5 980969.7 		44.2		19.8

		6/5/25		12:47:27 AM		ST128		Still		269605_ST128_05		2968		745240.9 		5 980982.6 		745254.3 		5 980972.0 		44.4		17.1

		6/5/25		12:47:34 AM		ST128		Still		269605_ST128_06		2969		745240.9 		5 980982.6 		745252.5 		5 980974.1 		44.1		14.4

		6/5/25		12:47:40 AM		ST128		Still		269605_ST128_07		2970		745240.9 		5 980982.6 		745250.5 		5 980976.5 		44.1		11.4

		6/5/25		12:47:44 AM		ST128		Still		269605_ST128_08		2971		745240.9 		5 980982.6 		745249.4 		5 980977.8 		44.4		9.7

		6/5/25		12:47:47 AM		ST128		Still		269605_ST128_09		2972		745240.9 		5 980982.6 		745248.6 		5 980978.7 		44.5		8.6

		6/5/25		12:48:00 AM		ST128		Still		269605_ST128_10		2973		745240.9 		5 980982.6 		745245.4 		5 980982.0 		44.6		4.5

		6/5/25		12:48:08 AM		ST128		Still		269605_ST128_11		2974		745240.9 		5 980982.6 		745244.1 		5 980983.4 		44.6		3.3

		6/5/25		12:48:11 AM		ST128		Still		269605_ST128_12		2975		745240.9 		5 980982.6 		745243.1 		5 980984.7 		44.6		3.1

		6/5/25		12:48:17 AM		ST128		Still		269605_ST128_13		2976		745240.9 		5 980982.6 		745241.1 		5 980986.7 		44.6		4.2

		6/5/25		12:48:29 AM		ST128		Still		269605_ST128_14		2977		745240.9 		5 980982.6 		745238.6 		5 980989.0 		44.6		6.8

		6/5/25		12:48:47 AM		ST128		Still		269605_ST128_15		2978		745240.9 		5 980982.6 		745234.4 		5 980992.6 		44.4		11.9

		6/5/25		12:48:51 AM		ST128		Still		269605_ST128_16		2979		745240.9 		5 980982.6 		745233.2 		5 980993.6 		44.7		13.5

		6/5/25		12:49:08 AM		ST128		Still		269605_ST128_17		2980		745240.9 		5 980982.6 		745230.7 		5 980995.1 		44.6		16.1

		6/5/25		12:49:19 AM		ST128		Still		269605_ST128_18		2981		745240.9 		5 980982.6 		745227.6 		5 980996.7 		44.7		19.4

		6/5/25		12:49:24 AM		ST128		Still		269605_ST128_19		2982		745240.9 		5 980982.6 		745226.5 		5 980997.2 		44.7		20.5

		6/5/25		12:49:32 AM		ST128		Still		269605_ST128_20		2983		745240.9 		5 980982.6 		745224.9 		5 980997.9 		44.6		22.2

		6/5/25		12:50:04 AM		ST128		Video		EOL		2984		745240.9 		5 980982.6 		745214.7 		5 981001.2 		44.7		32.2

		6/5/25		1:06:33 AM		ST128		DVV		FA/FB		2985		745240.9 		5 980982.6 		745252.4 		5 980964.4 		44.5		21.5

		6/5/25		1:12:51 AM		ST128		DVV		NS1/NS2		2986		745240.9 		5 980982.6 		745252.0 		5 980965.3 		44.3		20.5

		6/5/25		1:17:35 AM		ST128		DVV		PC/NS3		2987		745240.9 		5 980982.6 		745241.3 		5 980979.6 		44.6		3.0

		6/5/25		1:31:26 AM		ST128		DVV		PSD		2988		745240.9 		5 980982.6 		745246.9 		5 980971.5 		44.2		12.6

		6/5/25		2:39:47 AM		ST129		Video		SOL		2989		744887.8 		5 981280.6 		744907.1 		5 981276.3 		42.2		19.9

		6/5/25		2:39:50 AM		ST129		Still		269605_ST129_01		2990		744887.8 		5 981280.6 		744905.6 		5 981274.8 		42.6		18.7

		6/5/25		2:39:53 AM		ST129		Still		269605_ST129_02		2991		744887.8 		5 981280.6 		744904.5 		5 981273.9 		42.5		18.0

		6/5/25		2:39:58 AM		ST129		Still		269605_ST129_03		2992		744887.8 		5 981280.6 		744902.4 		5 981272.4 		42.5		16.8

		6/5/25		2:40:06 AM		ST129		Still		269605_ST129_04		2993		744887.8 		5 981280.6 		744898.4 		5 981269.7 		42.3		15.2

		6/5/25		2:40:09 AM		ST129		Still		269605_ST129_05		2994		744887.8 		5 981280.6 		744897.4 		5 981269.0 		42.0		15.0

		6/5/25		2:40:25 AM		ST129		Still		269605_ST129_06		2995		744887.8 		5 981280.6 		744889.6 		5 981264.1 		41.9		16.6

		6/5/25		2:40:33 AM		ST129		Still		269605_ST129_07		2996		744887.8 		5 981280.6 		744886.4 		5 981262.8 		41.6		17.8

		6/5/25		2:40:36 AM		ST129		Still		269605_ST129_08		2997		744887.8 		5 981280.6 		744886.3 		5 981264.8 		40.4		15.8

		6/5/25		2:40:40 AM		ST129		Still		269605_ST129_09		2998		744887.8 		5 981280.6 		744884.5 		5 981263.6 		41.0		17.3

		6/5/25		2:40:56 AM		ST129		Still		269605_ST129_10		2999		744887.8 		5 981280.6 		744877.7 		5 981261.1 		41.7		21.9

		6/5/25		2:40:58 AM		ST129		Still		269605_ST129_11		3000		744887.8 		5 981280.6 		744876.6 		5 981260.7 		42.0		22.7

		6/5/25		2:41:07 AM		ST129		Still		269605_ST129_12		3001		744887.8 		5 981280.6 		744874.6 		5 981259.7 		42.1		24.7

		6/5/25		2:41:11 AM		ST129		Still		269605_ST129_13		3002		744887.8 		5 981280.6 		744873.5 		5 981259.3 		41.9		25.7

		6/5/25		2:41:18 AM		ST129		Still		269605_ST129_14		3003		744887.8 		5 981280.6 		744872.3 		5 981259.0 		42.1		26.5

		6/5/25		2:41:38 AM		ST129		Still		269605_ST129_15		3004		744887.8 		5 981280.6 		744868.8 		5 981259.9 		41.8		28.0

		6/5/25		2:42:04 AM		ST129		Still		269605_ST129_16		3005		744887.8 		5 981280.6 		744866.1 		5 981261.3 		41.5		29.0

		6/5/25		2:42:19 AM		ST129		Video		EOL		3006		744887.8 		5 981280.6 		744865.0 		5 981263.2 		41.2		28.7

		6/5/25		6:40:05 PM		ST078		Video		SOL		3010		744877.4 		5 973283.1 		744864.3 		5 973348.8 		33.6		67.0

		6/5/25		6:39:57 PM		ST078		Still		269605_ST078_01		No fix		744877.4 		5 973283.1 		744876.1 		5 973317.9 		33.6		34.9		Data taken from video

		6/5/25		6:40:01 PM		ST078		Still		269605_ST078_02		No fix		744877.4 		5 973283.1 		744865.7 		5 973355.9 		33.6		73.8		Data taken from video

		6/5/25		6:40:05 PM		ST078		Still		269605_ST078_03		No fix		744877.4 		5 973283.1 		744864.3 		5 973352.1 		36.8		70.3		Data taken from video

		6/5/25		6:40:26 PM		ST078		Still		269605_ST078_04		3011		744877.4 		5 973283.1 		744861.1 		5 973339.4 		36.4		58.7

		6/5/25		6:40:47 PM		ST078		Still		269605_ST078_05		3012		744877.4 		5 973283.1 		744862.0 		5 973325.1 		29.7		44.8

		6/5/25		6:41:00 PM		ST078		Still		269605_ST078_06		3013		744877.4 		5 973283.1 		744867.7 		5 973301.3 		29.7		20.6

		6/5/25		6:41:04 PM		ST078		Still		269605_ST078_07		3014		744877.4 		5 973283.1 		744861.4 		5 973323.7 		36.7		43.7

		6/5/25		6:41:08 PM		ST078		Still		269605_ST078_08		3015		744877.4 		5 973283.1 		744861.3 		5 973321.5 		35.4		41.6

		6/5/25		6:41:12 PM		ST078		Still		269605_ST078_09		3016		744877.4 		5 973283.1 		744861.1 		5 973321.0 		37.1		41.3

		6/5/25		6:41:16 PM		ST078		Still		269605_ST078_10		3017		744877.4 		5 973283.1 		744868.2 		5 973301.4 		37.1		20.5

		6/5/25		6:41:33 PM		ST078		Still		269605_ST078_11		3018		744877.4 		5 973283.1 		744869.2 		5 973303.5 		16.6		22.0

		6/5/25		6:41:41 PM		ST078		Still		269605_ST078_12		3019		744877.4 		5 973283.1 		744866.6 		5 973310.5 		16.6		29.5

		6/5/25		6:41:52 PM		ST078		Still		269605_ST078_13		3020		744877.4 		5 973283.1 		744870.9 		5 973306.9 		36.3		24.8

		6/5/25		6:42:35 PM		ST078		Still		269605_ST078_14		3021		744877.4 		5 973283.1 		744870.4 		5 973312.6 		36.3		30.4

		6/5/25		6:42:40 PM		ST078		Still		269605_ST078_15		3022		744877.4 		5 973283.1 		744873.7 		5 973308.7 		24.2		25.9

		6/5/25		6:42:54 PM		ST078		Still		269605_ST078_16		3023		744877.4 		5 973283.1 		744872.8 		5 973310.9 		39.1		28.2

		6/5/25		6:43:05 PM		ST078		Still		269605_ST078_17		3024		744877.4 		5 973283.1 		744884.3 		5 973296.5 		39.1		15.0

		6/5/25		6:43:17 PM		ST078		Still		269605_ST078_18		3025		744877.4 		5 973283.1 		744877.1 		5 973306.3 		36.3		23.2

		6/5/25		6:43:35 PM		ST078		Still		269605_ST078_19		3026		744877.4 		5 973283.1 		744881.6 		5 973297.0 		26.2		14.5

		6/5/25		6:43:53 PM		ST078		Still		269605_ST078_20		3027		744877.4 		5 973283.1 		744885.4 		5 973279.1 		26.2		8.9

		6/5/25		6:44:15 PM		ST078		Still		269605_ST078_21		3028		744877.4 		5 973283.1 		744881.6 		5 973286.7 		28.3		5.5

		6/5/25		6:44:36 PM		ST078		Still		269605_ST078_22		3029		744877.4 		5 973283.1 		744890.5 		5 973266.2 		35.8		21.4

		6/5/25		6:45:12 PM		ST078		Still		269605_ST078_23		3030		744877.4 		5 973283.1 		744888.5 		5 973273.1 		35.8		14.9

		6/5/25		6:45:16 PM		ST078		Still		269605_ST078_24		3031		744877.4 		5 973283.1 		744901.8 		5 973256.1 		35.1		36.4

		6/5/25		6:45:26 PM		ST078		Other 1		No photo		3032		744877.4 		5 973283.1 		744892.5 		5 973268.4 		35.1		21.0

		6/5/25		6:45:39 PM		ST078		Video		EOL		3033		744877.4 		5 973283.1 		744909.5 		5 973251.8 		36.9		44.8

		6/5/25		7:02:52 PM		ST078		DVV		NS1/NS2		3034		744877.4 		5 973283.1 		744871.8 		5 973307.4 		36.9		24.9

		6/5/25		7:07:17 PM		ST078		DVV		PC/PSD		3035		744877.4 		5 973283.1 		744874.2 		5 973293.1 		36.9		10.6

		6/5/25		7:37:57 PM		ST079		Video		SOL		3036		744415.7 		5 973806.0 		744394.8 		5 973850.2 		36.9		48.9

		6/5/25		7:38:05 PM		ST079		Still		269605_ST079_01		3037		744415.7 		5 973806.0 		744410.5 		5 973833.4 		36.9		27.9

		6/5/25		7:38:15 PM		ST079		Still		269605_ST079_02		3038		744415.7 		5 973806.0 		744398.9 		5 973846.5 		37.0		43.9

		6/5/25		7:38:20 PM		ST079		Still		269605_ST079_03		3039		744415.7 		5 973806.0 		744401.2 		5 973844.6 		34.7		41.3

		6/5/25		7:38:24 PM		ST079		Still		269605_ST079_04		3040		744415.7 		5 973806.0 		744410.8 		5 973832.7 		36.7		27.2

		6/5/25		7:38:27 PM		ST079		Still		269605_ST079_05		3041		744415.7 		5 973806.0 		744414.0 		5 973827.9 		36.7		21.9

		6/5/25		7:38:36 PM		ST079		Still		269605_ST079_06		3042		744415.7 		5 973806.0 		744414.3 		5 973825.0 		36.7		19.1

		6/5/25		7:38:44 PM		ST079		Still		269605_ST079_07		3043		744415.7 		5 973806.0 		744404.5 		5 973840.5 		36.7		36.3

		6/5/25		7:38:47 PM		ST079		Still		269605_ST079_08		3044		744415.7 		5 973806.0 		744414.1 		5 973822.3 		37.1		16.4

		6/5/25		7:38:51 PM		ST079		Still		269605_ST079_09		3045		744415.7 		5 973806.0 		744412.8 		5 973823.7 		37.1		17.9

		6/5/25		7:38:56 PM		ST079		Still		269605_ST079_10		3046		744415.7 		5 973806.0 		744405.8 		5 973837.6 		37.1		33.2

		6/5/25		7:39:01 PM		ST079		Still		269605_ST079_11		3047		744415.7 		5 973806.0 		744408.4 		5 973832.2 		27.2		27.2

		6/5/25		7:39:07 PM		ST079		Still		269605_ST079_12		3048		744415.7 		5 973806.0 		744406.5 		5 973834.3 		37.3		29.8

		6/5/25		7:39:11 PM		ST079		Still		269605_ST079_13		3049		744415.7 		5 973806.0 		744412.7 		5 973816.7 		37.1		11.1

		6/5/25		7:39:17 PM		ST079		Still		269605_ST079_14		3050		744415.7 		5 973806.0 		744412.3 		5 973816.0 		33.1		10.6

		6/5/25		7:39:27 PM		ST079		Still		269605_ST079_15		3051		744415.7 		5 973806.0 		744412.2 		5 973812.0 		29.1		7.0

		6/5/25		7:39:48 PM		ST079		Still		269605_ST079_16		3052		744415.7 		5 973806.0 		744408.9 		5 973817.1 		29.1		13.0

		6/5/25		7:39:52 PM		ST079		Still		269605_ST079_17		3053		744415.7 		5 973806.0 		744411.8 		5 973808.7 		37.1		4.7

		6/5/25		7:40:06 PM		ST079		Still		269605_ST079_18		3054		744415.7 		5 973806.0 		744416.3 		5 973797.1 		37.1		8.9

		6/5/25		7:40:24 PM		ST079		Still		269605_ST079_19		3055		744415.7 		5 973806.0 		744417.8 		5 973794.5 		37.1		11.7

		6/5/25		7:40:34 PM		ST079		Still		269605_ST079_20		3056		744415.7 		5 973806.0 		744419.6 		5 973791.6 		37.1		14.9

		6/5/25		7:40:48 PM		ST079		Still		269605_ST079_21		3057		744415.7 		5 973806.0 		744413.2 		5 973800.1 		37.1		6.4

		6/5/25		7:41:00 PM		ST079		Still		269605_ST079_22		3058		744415.7 		5 973806.0 		744417.0 		5 973795.2 		33.1		10.8

		6/5/25		7:41:03 PM		ST079		Video		EOL		3059		744415.7 		5 973806.0 		744425.3 		5 973786.4 		14.0		21.8

		6/5/25		8:08:02 PM		ST079		HG		PSD		3060		744415.7 		5 973806.0 		744414.1 		5 973801.9 		37.5		4.4

		6/5/25		8:34:30 PM		ST081		Video		SOL		3061		742716.5 		5 974810.2 		742715.9 		5 974840.7 		19.2		30.5

		6/5/25		8:34:50 PM		ST081		Still		269605_ST081_01		3062		742716.5 		5 974810.2 		742713.3 		5 974832.8 		13.8		22.8

		6/5/25		8:34:54 PM		ST081		Still		269605_ST081_02		3063		742716.5 		5 974810.2 		742712.8 		5 974834.3 		22.4		24.4

		6/5/25		8:35:03 PM		ST081		Still		269605_ST081_03		3064		742716.5 		5 974810.2 		742711.6 		5 974834.5 		29.3		24.8

		6/5/25		8:35:08 PM		ST081		Still		269605_ST081_04		3065		742716.5 		5 974810.2 		742710.6 		5 974834.6 		37.0		25.2

		6/5/25		8:35:15 PM		ST081		Still		269605_ST081_05		3066		742716.5 		5 974810.2 		742711.3 		5 974823.7 		12.6		14.5

		6/5/25		8:35:27 PM		ST081		Still		269605_ST081_06		3067		742716.5 		5 974810.2 		742711.1 		5 974821.0 		12.6		12.1

		6/5/25		8:35:31 PM		ST081		Still		269605_ST081_07		3068		742716.5 		5 974810.2 		742711.0 		5 974820.2 		14.1		11.5

		6/5/25		8:35:42 PM		ST081		Still		269605_ST081_08		3069		742716.5 		5 974810.2 		742712.6 		5 974811.2 		14.1		4.1

		6/5/25		8:35:46 PM		ST081		Still		269605_ST081_09		3070		742716.5 		5 974810.2 		742711.6 		5 974811.6 		7.9		5.1

		6/5/25		8:35:56 PM		ST081		Still		269605_ST081_10		3071		742716.5 		5 974810.2 		742708.4 		5 974818.4 		37.2		11.6

		6/5/25		8:35:59 PM		ST081		Still		269605_ST081_11		3072		742716.5 		5 974810.2 		742709.2 		5 974813.8 		29.3		8.2

		6/5/25		8:36:10 PM		ST081		Still		269605_ST081_12		3073		742716.5 		5 974810.2 		742711.3 		5 974799.9 		10.2		11.5

		6/5/25		8:36:14 PM		ST081		Still		269605_ST081_13		3074		742716.5 		5 974810.2 		742709.7 		5 974803.6 		23.1		9.5

		6/5/25		8:36:18 PM		ST081		Still		269605_ST081_14		3075		742716.5 		5 974810.2 		742712.1 		5 974792.7 		23.1		18.0

		6/5/25		8:36:22 PM		ST081		Still		269605_ST081_15		3076		742716.5 		5 974810.2 		742707.9 		5 974806.1 		37.1		9.5

		6/5/25		8:36:27 PM		ST081		Still		269605_ST081_16		3077		742716.5 		5 974810.2 		742712.4 		5 974787.8 		40.2		22.7

		6/5/25		8:36:30 PM		ST081		Still		269605_ST081_17		3078		742716.5 		5 974810.2 		742712.5 		5 974786.8 		40.4		23.8

		6/5/25		8:36:38 PM		ST081		Still		269605_ST081_18		3079		742716.5 		5 974810.2 		742712.5 		5 974783.9 		40.5		26.6

		6/5/25		8:36:41 PM		ST081		Still		269605_ST081_19		3080		742716.5 		5 974810.2 		742712.6 		5 974782.6 		40.5		27.8

		6/5/25		8:36:43 PM		ST081		Video		EOL		3081		742716.5 		5 974810.2 		742712.7 		5 974781.9 		40.2		28.5

		6/5/25		8:44:34 PM		ST081		HG		NS1		3082		742716.5 		5 974810.2 		742697.8 		5 974807.6 		40.4		18.9

		6/5/25		8:54:06 PM		ST081		HG		FA		3083		742716.5 		5 974810.2 		742723.5 		5 974819.3 		40.2		11.5

		6/5/25		8:58:27 PM		ST081		HG		FB		3084		742716.5 		5 974810.2 		742699.2 		5 974818.4 		40.5		19.1

		6/5/25		9:02:50 PM		ST081		HG		PC/PSD		3085		742716.5 		5 974810.2 		742734.7 		5 974822.6 		40.5		22.0

		6/5/25		9:55:35 PM		ST082		Video		SOL		3086		742179.5 		5 976731.7 		742142.1 		5 976841.2 		40.2		115.6

		6/5/25		9:55:48 PM		ST082		Still		269605_ST082_01		3087		742179.5 		5 976731.7 		742147.4 		5 976837.0 		40.5		110.0

		6/5/25		9:55:53 PM		ST082		Still		269605_ST082_02		3088		742179.5 		5 976731.7 		742148.2 		5 976836.3 		40.3		109.1

		6/5/25		9:56:02 PM		ST082		Still		269605_ST082_03		3089		742179.5 		5 976731.7 		742152.1 		5 976831.9 		40.4		103.9

		6/5/25		9:56:05 PM		ST082		Still		269605_ST082_04		3090		742179.5 		5 976731.7 		742152.9 		5 976830.8 		40.4		102.5

		6/5/25		9:56:22 PM		ST082		Still		269605_ST082_05		3091		742179.5 		5 976731.7 		742159.1 		5 976823.1 		40.2		93.6

		6/5/25		9:56:27 PM		ST082		Still		269605_ST082_06		3092		742179.5 		5 976731.7 		742160.4 		5 976821.4 		40.2		91.7

		6/5/25		9:56:30 PM		ST082		Still		269605_ST082_07		3093		742179.5 		5 976731.7 		742161.6 		5 976820.0 		40.2		90.0

		6/5/25		9:56:34 PM		ST082		Still		269605_ST082_08		3094		742179.5 		5 976731.7 		742162.8 		5 976818.5 		40.0		88.3

		6/5/25		9:56:41 PM		ST082		Still		269605_ST082_09		3095		742179.5 		5 976731.7 		742164.9 		5 976815.9 		40.1		85.4

		6/5/25		9:56:45 PM		ST082		Still		269605_ST082_10		3096		742179.5 		5 976731.7 		742166.6 		5 976813.7 		40.0		83.0

		6/5/25		9:56:50 PM		ST082		Still		269605_ST082_11		3097		742179.5 		5 976731.7 		742168.3 		5 976812.0 		40.2		81.0

		6/5/25		9:56:55 PM		ST082		Still		269605_ST082_12		3098		742179.5 		5 976731.7 		742169.6 		5 976810.3 		40.2		79.2

		6/5/25		9:57:01 PM		ST082		Still		269605_ST082_13		3099		742179.5 		5 976731.7 		742171.5 		5 976808.0 		40.3		76.6

		6/5/25		9:57:13 PM		ST082		Still		269605_ST082_14		3100		742179.5 		5 976731.7 		742174.8 		5 976804.0 		40.3		72.4

		6/5/25		9:57:17 PM		ST082		Still		269605_ST082_15		3101		742179.5 		5 976731.7 		742175.5 		5 976803.3 		40.1		71.6

		6/5/25		9:57:22 PM		ST082		Still		269605_ST082_16		3102		742179.5 		5 976731.7 		742176.6 		5 976801.3 		40.2		69.6

		6/5/25		9:57:28 PM		ST082		Still		269605_ST082_17		3103		742179.5 		5 976731.7 		742179.0 		5 976799.0 		40.1		67.3

		6/5/25		9:57:32 PM		ST082		Still		269605_ST082_18		3104		742179.5 		5 976731.7 		742180.3 		5 976797.7 		40.1		65.9

		6/5/25		9:57:40 PM		ST082		Still		269605_ST082_19		3105		742179.5 		5 976731.7 		742181.8 		5 976795.8 		39.9		64.1

		6/5/25		9:57:58 PM		ST082		Still		269605_ST082_20		3106		742179.5 		5 976731.7 		742189.2 		5 976789.4 		40.2		58.5

		6/5/25		9:58:08 PM		ST082		Still		269605_ST082_21		3107		742179.5 		5 976731.7 		742192.6 		5 976786.4 		41.0		56.2

		6/5/25		9:58:21 PM		ST082		Still		269605_ST082_22		3108		742179.5 		5 976731.7 		742196.7 		5 976783.1 		39.7		54.1

		6/5/25		9:58:45 PM		ST082		Still		269605_ST082_23		3109		742179.5 		5 976731.7 		742207.9 		5 976775.1 		40.1		51.9

		6/5/25		9:58:48 PM		ST082		Still		269605_ST082_24		3110		742179.5 		5 976731.7 		742209.1 		5 976774.3 		40.2		51.9

		6/5/25		9:58:52 PM		ST082		Still		269605_ST082_25		3111		742179.5 		5 976731.7 		742210.2 		5 976773.5 		40.3		51.8

		6/5/25		9:59:02 PM		ST082		Still		269605_ST082_26		3112		742179.5 		5 976731.7 		742213.5 		5 976770.1 		40.1		51.3

		6/5/25		9:59:11 PM		ST082		Still		269605_ST082_27		3113		742179.5 		5 976731.7 		742216.2 		5 976767.2 		40.2		51.1

		6/5/25		9:59:22 PM		ST082		Still		269605_ST082_28		3114		742179.5 		5 976731.7 		742218.7 		5 976764.2 		40.2		50.8

		6/5/25		9:59:30 PM		ST082		Still		269605_ST082_29		3115		742179.5 		5 976731.7 		742221.3 		5 976760.3 		40.3		50.6

		6/5/25		9:59:49 PM		ST082		Still		269605_ST082_30		3116		742179.5 		5 976731.7 		742221.6 		5 976752.9 		40.1		47.1

		6/5/25		9:59:59 PM		ST082		Still		269605_ST082_31		3117		742179.5 		5 976731.7 		742219.2 		5 976749.7 		40.2		43.6

		6/5/25		10:00:17 PM		ST082		Still		269605_ST082_32		3118		742179.5 		5 976731.7 		742210.8 		5 976746.5 		40.1		34.6

		6/5/25		10:00:43 PM		ST082		Still		269605_ST082_33		3119		742179.5 		5 976731.7 		742194.5 		5 976746.4 		40.1		21.0

		6/5/25		10:00:46 PM		ST082		Still		269605_ST082_34		3120		742179.5 		5 976731.7 		742192.6 		5 976746.4 		40.1		19.7

		6/5/25		10:01:02 PM		ST082		Still		269605_ST082_35		3121		742179.5 		5 976731.7 		742182.6 		5 976746.4 		40.3		15.0

		6/5/25		10:01:08 PM		ST082		Still		269605_ST082_36		3122		742179.5 		5 976731.7 		742180.7 		5 976746.2 		40.3		14.5

		6/5/25		10:01:21 PM		ST082		Still		269605_ST082_37		3123		742179.5 		5 976731.7 		742172.0 		5 976745.8 		40.2		15.9

		6/5/25		10:02:03 PM		ST082		Still		269605_ST082_38		3124		742179.5 		5 976731.7 		742152.8 		5 976735.8 		40.1		27.0

		6/5/25		10:02:46 PM		ST082		Still		269605_ST082_39		3125		742179.5 		5 976731.7 		742139.8 		5 976719.3 		39.9		41.6

		6/5/25		10:03:52 PM		ST082		Still		269605_ST082_40		3126		742179.5 		5 976731.7 		742117.7 		5 976689.5 		40.1		74.8

		6/5/25		10:04:16 PM		ST082		Still		269605_ST082_41		3127		742179.5 		5 976731.7 		742110.8 		5 976682.3 		40.0		84.6

		6/5/25		10:04:27 PM		ST082		Still		269605_ST082_42		3128		742179.5 		5 976731.7 		742107.0 		5 976678.6 		40.0		89.9

		6/5/25		10:05:03 PM		ST082		Video		EOL		3129		742179.5 		5 976731.7 		742093.6 		5 976668.5 		39.9		106.6

		6/6/25		12:01:50 AM		ST082		HG		PSD		3130		742179.5 		5 976731.7 		742187.4 		5 976742.2 		41.9		13.1

		6/6/25		12:30:40 AM		ST084		Video		SOL		3131		741694.8 		5 978672.8 		741719.3 		5 978657.5 		42.4		28.9

		6/6/25		12:30:45 AM		ST084		Still		269605_ST084_01		3132		741694.8 		5 978672.8 		741718.8 		5 978657.8 		42.2		28.3

		6/6/25		12:30:50 AM		ST084		Still		269605_ST084_02		3133		741694.8 		5 978672.8 		741717.8 		5 978658.6 		42.0		27.0

		6/6/25		12:31:05 AM		ST084		Still		269605_ST084_03		3134		741694.8 		5 978672.8 		741712.7 		5 978662.0 		42.3		20.9

		6/6/25		12:31:11 AM		ST084		Still		269605_ST084_04		3135		741694.8 		5 978672.8 		741711.7 		5 978662.7 		42.2		19.7

		6/6/25		12:31:16 AM		ST084		Still		269605_ST084_05		3136		741694.8 		5 978672.8 		741710.7 		5 978663.6 		42.3		18.4

		6/6/25		12:31:28 AM		ST084		Still		269605_ST084_06		3137		741694.8 		5 978672.8 		741707.0 		5 978666.1 		42.3		13.9

		6/6/25		12:31:35 AM		ST084		Still		269605_ST084_07		3138		741694.8 		5 978672.8 		741705.9 		5 978666.6 		42.3		12.7

		6/6/25		12:31:46 AM		ST084		Still		269605_ST084_08		3139		741694.8 		5 978672.8 		741703.3 		5 978668.6 		42.2		9.5

		6/6/25		12:32:10 AM		ST084		Still		269605_ST084_09		3140		741694.8 		5 978672.8 		741696.6 		5 978673.9 		42.5		2.1

		6/6/25		12:32:31 AM		ST084		Still		269605_ST084_10		3141		741694.8 		5 978672.8 		741691.1 		5 978677.5 		42.5		6.0

		6/6/25		12:32:57 AM		ST084		Still		269605_ST084_11		3142		741694.8 		5 978672.8 		741684.5 		5 978681.4 		42.3		13.4

		6/6/25		12:33:01 AM		ST084		Still		269605_ST084_12		3143		741694.8 		5 978672.8 		741683.6 		5 978681.9 		42.4		14.4

		6/6/25		12:33:20 AM		ST084		Still		269605_ST084_13		3144		741694.8 		5 978672.8 		741678.8 		5 978685.5 		42.4		20.4

		6/6/25		12:33:35 AM		ST084		Still		269605_ST084_14		3145		741694.8 		5 978672.8 		741675.1 		5 978688.3 		42.5		25.1

		6/6/25		12:33:40 AM		ST084		Video		EOL		3146		741694.8 		5 978672.8 		741674.1 		5 978689.1 		42.5		26.3

		6/6/25		12:59:04 AM		ST084		DVV		NS1/NS2		3147		741694.8 		5 978672.8 		741699.3 		5 978662.0 		42.4		11.7

		6/6/25		1:05:19 AM		ST084		DVV		NS3/NS4		3148		741694.8 		5 978672.8 		741705.9 		5 978664.9 		42.5		13.6

		6/6/25		1:09:27 AM		ST084		DVV		NS5/NS6		3149		741694.8 		5 978672.8 		741710.0 		5 978664.7 		42.2		17.2

		6/6/25		1:27:36 AM		ST084		HG		NS1		3150		741694.8 		5 978672.8 		741708.4 		5 978665.9 		42.6		15.3

		6/6/25		1:32:18 AM		ST084		HG		NS2		3151		741694.8 		5 978672.8 		741714.3 		5 978659.1 		29.8		23.9

		6/6/25		1:36:06 AM		ST084		HG		NS3		3152		741694.8 		5 978672.8 		741709.9 		5 978658.5 		42.8		20.8

		6/6/25		2:14:42 AM		ST085		Video		SOL		3153		741531.0 		5 979328.7 		741555.5 		5 979312.3 		41.9		29.5

		6/6/25		2:14:46 AM		ST085		Still		269605_ST085_01		3154		741531.0 		5 979328.7 		741554.6 		5 979312.9 		41.7		28.4

		6/6/25		2:14:53 AM		ST085		Still		269605_ST085_02		3155		741531.0 		5 979328.7 		741552.2 		5 979316.1 		41.3		24.7

		6/6/25		2:15:08 AM		ST085		Still		269605_ST085_03		3156		741531.0 		5 979328.7 		741548.7 		5 979320.9 		40.5		19.3

		6/6/25		2:15:12 AM		ST085		Still		269605_ST085_04		3157		741531.0 		5 979328.7 		741546.9 		5 979323.7 		40.6		16.7

		6/6/25		2:15:20 AM		ST085		Still		269605_ST085_05		3158		741531.0 		5 979328.7 		741545.6 		5 979326.8 		39.7		14.7

		6/6/25		2:15:41 AM		ST085		Still		269605_ST085_06		3159		741531.0 		5 979328.7 		741541.2 		5 979335.4 		40.7		12.2

		6/6/25		2:15:54 AM		ST085		Still		269605_ST085_07		3160		741531.0 		5 979328.7 		741539.4 		5 979340.0 		40.7		14.0

		6/6/25		2:16:20 AM		ST085		Still		269605_ST085_08		3161		741531.0 		5 979328.7 		741536.3 		5 979346.9 		41.4		18.9

		6/6/25		2:17:15 AM		ST085		Still		269605_ST085_09		3162		741531.0 		5 979328.7 		741522.7 		5 979353.8 		41.4		26.4

		6/6/25		2:17:17 AM		ST085		Video		EOL		3163		741531.0 		5 979328.7 		741522.5 		5 979353.8 		41.5		26.5

		6/6/25		2:31:05 AM		ST085		HG		PSD		3164		741531.0 		5 979328.7 		741544.8 		5 979318.1 		41.1		17.4

		6/6/25		3:00:49 AM		ST088		Video		SOL		3165		741021.6 		5 981368.8 		741059.2 		5 981353.7 		42.9		40.6

		6/6/25		3:01:33 AM		ST088		Still		269605_ST088_01		3166		741021.6 		5 981368.8 		741044.6 		5 981361.5 		42.8		24.2

		6/6/25		3:02:02 AM		ST088		Still		269605_ST088_02		3167		741021.6 		5 981368.8 		741034.3 		5 981366.7 		42.9		12.9

		6/6/25		3:02:07 AM		ST088		Still		269605_ST088_03		3168		741021.6 		5 981368.8 		741032.8 		5 981367.3 		42.9		11.3

		6/6/25		3:02:17 AM		ST088		Still		269605_ST088_04		3169		741021.6 		5 981368.8 		741029.3 		5 981369.1 		43.1		7.7

		6/6/25		3:02:50 AM		ST088		Still		269605_ST088_05		3170		741021.6 		5 981368.8 		741017.9 		5 981374.6 		43.6		6.9

		6/6/25		3:03:15 AM		ST088		Still		269605_ST088_06		3171		741021.6 		5 981368.8 		741009.1 		5 981378.7 		44.1		16.0

		6/6/25		3:03:28 AM		ST088		Still		269605_ST088_07		3172		741021.6 		5 981368.8 		741005.0 		5 981381.1 		44.2		20.6

		6/6/25		3:03:38 AM		ST088		Still		269605_ST088_08		3173		741021.6 		5 981368.8 		741002.9 		5 981382.2 		44.4		23.0

		6/6/25		3:03:41 AM		ST088		Video		EOL		3174		741021.6 		5 981368.8 		741002.5 		5 981382.5 		44.2		23.4

		6/6/25		3:26:26 AM		ST088		DVV		PC/PSD		3175		741021.6 		5 981368.8 		741026.4 		5 981360.8 		42.1		9.3

		6/6/25		3:54:04 AM		ST089		Video		SOL		3176		740791.1 		5 982087.1 		740821.8 		5 982075.9 		44.7		32.8

		6/6/25		3:54:41 AM		ST089		Still		269605_ST089_01		3177		740791.1 		5 982087.1 		740804.0 		5 982076.2 		44.7		17.0

		6/6/25		3:54:45 AM		ST089		Still		269605_ST089_02		3178		740791.1 		5 982087.1 		740802.4 		5 982075.9 		44.5		16.0

		6/6/25		3:54:54 AM		ST089		Still		269605_ST089_03		3179		740791.1 		5 982087.1 		740798.9 		5 982075.3 		44.7		14.2

		6/6/25		3:55:07 AM		ST089		Still		269605_ST089_04		3180		740791.1 		5 982087.1 		740795.5 		5 982075.6 		44.5		12.4

		6/6/25		3:55:16 AM		ST089		Still		269605_ST089_05		3181		740791.1 		5 982087.1 		740792.8 		5 982076.6 		44.7		10.7

		6/6/25		3:55:26 AM		ST089		Still		269605_ST089_06		3182		740791.1 		5 982087.1 		740791.0 		5 982077.7 		44.2		9.5

		6/6/25		3:55:31 AM		ST089		Still		269605_ST089_07		3183		740791.1 		5 982087.1 		740789.9 		5 982078.5 		44.3		8.7

		6/6/25		3:55:49 AM		ST089		Still		269605_ST089_08		3184		740791.1 		5 982087.1 		740786.9 		5 982083.5 		43.8		5.5

		6/6/25		3:56:18 AM		ST089		Still		269605_ST089_09		3185		740791.1 		5 982087.1 		740783.8 		5 982090.8 		43.2		8.1

		6/6/25		3:56:45 AM		ST089		Still		269605_ST089_10		3186		740791.1 		5 982087.1 		740781.7 		5 982103.1 		43.3		18.5

		6/6/25		3:57:13 AM		ST089		Video		EOL		3187		740791.1 		5 982087.1 		740781.6 		5 982115.8 		44.4		30.2

		6/6/25		4:10:20 AM		ST089		DVV		PSD		3188		740791.1 		5 982087.1 		740785.4 		5 982069.7 		44.4		18.3

		6/6/25		5:27:59 AM		ST090		Video		SOL		3189		740630.0 		5 982525.5 		740665.7 		5 982521.2 		45.3		36.0

		6/6/25		5:28:07 AM		ST090		Still		269605_ST090_01		3190		740630.0 		5 982525.5 		740661.2 		5 982522.1 		45.5		31.4

		6/6/25		5:28:22 AM		ST090		Still		269605_ST090_02		3191		740630.0 		5 982525.5 		740650.9 		5 982524.2 		45.6		20.9

		6/6/25		5:28:31 AM		ST090		Still		269605_ST090_03		3192		740630.0 		5 982525.5 		740647.1 		5 982524.6 		45.3		17.2

		6/6/25		5:28:39 AM		ST090		Still		269605_ST090_04		3193		740630.0 		5 982525.5 		740643.1 		5 982525.9 		45.0		13.1

		6/6/25		5:29:02 AM		ST090		Still		269605_ST090_05		3194		740630.0 		5 982525.5 		740631.2 		5 982527.7 		45.1		2.5

		6/6/25		5:29:15 AM		ST090		Still		269605_ST090_06		3195		740630.0 		5 982525.5 		740625.3 		5 982528.5 		45.3		5.6

		6/6/25		5:29:22 AM		ST090		Still		269605_ST090_07		3196		740630.0 		5 982525.5 		740623.0 		5 982528.5 		45.1		7.6

		6/6/25		5:29:35 AM		ST090		Still		269605_ST090_08		3197		740630.0 		5 982525.5 		740618.1 		5 982529.0 		44.9		12.4

		6/6/25		5:29:55 AM		ST090		Still		269605_ST090_09		3198		740630.0 		5 982525.5 		740612.4 		5 982528.5 		45.0		17.9

		6/6/25		5:30:13 AM		ST090		Still		269605_ST090_10		3199		740630.0 		5 982525.5 		740607.3 		5 982527.2 		44.7		22.8

		6/6/25		5:30:27 AM		ST090		Still		269605_ST090_11		3200		740630.0 		5 982525.5 		740603.5 		5 982524.8 		44.8		26.5

		6/6/25		5:30:35 AM		ST090		Video		EOL		3201		740630.0 		5 982525.5 		740602.3 		5 982523.3 		44.9		27.8

		6/6/25		5:50:37 AM		ST090		DVV		PC/NS1		3202		740630.0 		5 982525.5 		740642.5 		5 982534.2 		45.4		15.2

		6/6/25		6:08:59 AM		ST090		DVV		FA/FB		3203		740630.0 		5 982525.5 		740631.8 		5 982523.0 		45.2		3.1

		6/6/25		6:46:18 AM		ST091		Video		SOL		3204		740307.0 		5 983446.0 		740340.8 		5 983449.4 		43.4		34.0

		6/6/25		6:46:34 AM		ST091		Still		269605_ST091_01		3205		740307.0 		5 983446.0 		740330.0 		5 983448.0 		43.8		23.1

		6/6/25		6:46:39 AM		ST091		Still		269605_ST091_02		3206		740307.0 		5 983446.0 		740327.0 		5 983447.4 		44.0		20.0

		6/6/25		6:46:42 AM		ST091		Still		269605_ST091_03		3207		740307.0 		5 983446.0 		740325.6 		5 983447.1 		43.8		18.7

		6/6/25		6:46:46 AM		ST091		Still		269605_ST091_04		3208		740307.0 		5 983446.0 		740323.9 		5 983447.1 		43.7		17.0

		6/6/25		6:47:17 AM		ST091		Still		269605_ST091_05		3209		740307.0 		5 983446.0 		740308.9 		5 983445.9 		44.0		1.9

		6/6/25		6:47:30 AM		ST091		Still		269605_ST091_06		3210		740307.0 		5 983446.0 		740301.6 		5 983445.6 		43.9		5.4

		6/6/25		6:48:01 AM		ST091		Still		269605_ST091_07		3211		740307.0 		5 983446.0 		740291.3 		5 983443.9 		43.6		15.8

		6/6/25		6:48:21 AM		ST091		Still		269605_ST091_08		3212		740307.0 		5 983446.0 		740284.5 		5 983442.0 		43.4		22.9

		6/6/25		6:48:34 AM		ST091		Video		EOL		3213		740307.0 		5 983446.0 		740280.8 		5 983439.5 		43.4		27.0

		6/6/25		7:01:29 AM		ST091		DVV		PSD		3214		740307.0 		5 983446.0 		740320.0 		5 983437.6 		43.8		15.4

		6/6/25		7:44:19 AM		ST129		DVV		PSD		3216		744887.8 		5 981280.6 		744895.8 		5 981257.8 		41.1		24.1

		6/6/25		8:09:20 AM		ST130		Video		SOL		3217		744305.3 		5 981772.1 		744289.3 		5 981782.9 		40.9		19.3

		6/6/25		8:09:29 AM		ST130		Still		269605_ST130_01		3218		744305.3 		5 981772.1 		744291.5 		5 981779.7 		40.4		15.8

		6/6/25		8:09:40 AM		ST130		Still		269605_ST130_02		3219		744305.3 		5 981772.1 		744294.2 		5 981774.4 		40.3		11.3

		6/6/25		8:09:49 AM		ST130		Still		269605_ST130_03		3220		744305.3 		5 981772.1 		744296.0 		5 981770.0 		40.3		9.5

		6/6/25		8:10:07 AM		ST130		Still		269605_ST130_04		3221		744305.3 		5 981772.1 		744301.3 		5 981759.2 		41.1		13.5

		6/6/25		8:10:10 AM		ST130		Still		269605_ST130_05		3222		744305.3 		5 981772.1 		744302.7 		5 981756.8 		41.6		15.5

		6/6/25		8:10:20 AM		ST130		Still		269605_ST130_06		3223		744305.3 		5 981772.1 		744304.9 		5 981754.0 		41.3		18.1

		6/6/25		8:10:27 AM		ST130		Still		269605_ST130_07		3224		744305.3 		5 981772.1 		744308.0 		5 981749.6 		41.8		22.6

		6/6/25		8:10:30 AM		ST130		Still		269605_ST130_08		3225		744305.3 		5 981772.1 		744308.8 		5 981748.6 		41.9		23.8

		6/6/25		8:10:46 AM		ST130		Still		269605_ST130_09		3226		744305.3 		5 981772.1 		744312.8 		5 981743.3 		42.0		29.7

		6/6/25		8:11:03 AM		ST130		Still		269605_ST130_10		3227		744305.3 		5 981772.1 		744315.2 		5 981740.9 		42.0		32.7

		6/6/25		8:11:27 AM		ST130		Still		269605_ST130_11		3228		744305.3 		5 981772.1 		744320.1 		5 981732.9 		41.5		41.9

		6/6/25		8:11:39 AM		ST130		Video		EOL		3229		744305.3 		5 981772.1 		744322.8 		5 981728.5 		41.2		46.9

		6/6/25		8:20:50 AM		ST130		DVV		PC/PSD		3230		744305.3 		5 981772.1 		744305.9 		5 981758.4 		41.7		13.7

		6/6/25		10:03:05 AM		ST132		Video		SOL		3231		742962.0 		5 982886.0 		742968.5 		5 982917.1 		43.5		31.8

		6/6/25		10:03:10 AM		ST132		Still		269605_ST132_01		3232		742962.0 		5 982886.0 		742968.0 		5 982915.3 		43.6		29.9

		6/6/25		10:03:12 AM		ST132		Still		269605_ST132_02		3233		742962.0 		5 982886.0 		742967.8 		5 982914.1 		43.5		28.7

		6/6/25		10:03:36 AM		ST132		Still		269605_ST132_03		3234		742962.0 		5 982886.0 		742965.1 		5 982902.7 		43.7		17.0

		6/6/25		10:03:51 AM		ST132		Still		269605_ST132_04		3235		742962.0 		5 982886.0 		742963.5 		5 982896.1 		43.8		10.3

		6/6/25		10:03:59 AM		ST132		Still		269605_ST132_05		3236		742962.0 		5 982886.0 		742962.8 		5 982893.8 		43.7		7.8

		6/6/25		10:04:10 AM		ST132		Still		269605_ST132_06		3237		742962.0 		5 982886.0 		742961.8 		5 982889.0 		43.8		3.0

		6/6/25		10:04:29 AM		ST132		Still		269605_ST132_07		3238		742962.0 		5 982886.0 		742960.2 		5 982881.7 		43.6		4.7

		6/6/25		10:04:35 AM		ST132		Still		269605_ST132_08		3239		742962.0 		5 982886.0 		742960.1 		5 982879.6 		43.9		6.7

		6/6/25		10:04:51 AM		ST132		Still		269605_ST132_09		3240		742962.0 		5 982886.0 		742958.9 		5 982874.3 		43.8		12.1

		6/6/25		10:05:05 AM		ST132		Still		269605_ST132_10		3241		742962.0 		5 982886.0 		742957.5 		5 982868.5 		43.8		18.1

		6/6/25		10:05:15 AM		ST132		Still		269605_ST132_11		3242		742962.0 		5 982886.0 		742957.1 		5 982865.7 		43.8		20.9

		6/6/25		10:05:40 AM		ST132		Video		EOL		3243		742962.0 		5 982886.0 		742956.6 		5 982859.9 		43.5		26.7

		6/6/25		10:14:52 AM		ST132		DVV		PSD		3244		742962.0 		5 982886.0 		742960.2 		5 982889.1 		44.3		3.6

		6/6/25		10:30:44 AM		ST133		Video		SOL		3245		742160.1 		5 983535.7 		742136.3 		5 983427.6 		44.5		110.6

		6/6/25		10:30:54 AM		ST133		Still		269605_ST133_01		3246		742160.1 		5 983535.7 		742134.5 		5 983434.2 		44.4		104.7

		6/6/25		10:31:04 AM		ST133		Still		269605_ST133_02		3247		742160.1 		5 983535.7 		742132.5 		5 983441.9 		44.6		97.7

		6/6/25		10:31:27 AM		ST133		Still		269605_ST133_03		3248		742160.1 		5 983535.7 		742130.0 		5 983455.8 		44.6		85.4

		6/6/25		10:31:52 AM		ST133		Still		269605_ST133_04		3249		742160.1 		5 983535.7 		742131.8 		5 983468.4 		44.5		73.0

		6/6/25		10:31:56 AM		ST133		Still		269605_ST133_05		3250		742160.1 		5 983535.7 		742132.6 		5 983470.1 		44.5		71.1

		6/6/25		10:32:05 AM		ST133		Still		269605_ST133_06		3251		742160.1 		5 983535.7 		742134.0 		5 983474.0 		44.5		67.0

		6/6/25		10:32:29 AM		ST133		Still		269605_ST133_07		3252		742160.1 		5 983535.7 		742137.6 		5 983484.3 		44.4		56.1

		6/6/25		10:33:03 AM		ST133		Still		269605_ST133_08		3253		742160.1 		5 983535.7 		742141.4 		5 983498.8 		44.1		41.4

		6/6/25		10:33:14 AM		ST133		Still		269605_ST133_09		3254		742160.1 		5 983535.7 		742143.0 		5 983504.7 		44.5		35.4

		6/6/25		10:33:45 AM		ST133		Still		269605_ST133_10		3255		742160.1 		5 983535.7 		742148.0 		5 983516.4 		44.1		22.8

		6/6/25		10:33:50 AM		ST133		Still		269605_ST133_11		3256		742160.1 		5 983535.7 		742148.5 		5 983518.4 		43.9		20.8

		6/6/25		10:34:23 AM		ST133		Still		269605_ST133_12		3257		742160.1 		5 983535.7 		742155.2 		5 983532.1 		43.6		6.1

		6/6/25		10:34:48 AM		ST133		Still		269605_ST133_13		3258		742160.1 		5 983535.7 		742161.8 		5 983541.0 		43.7		5.6

		6/6/25		10:35:17 AM		ST133		Still		269605_ST133_14		3259		742160.1 		5 983535.7 		742169.9 		5 983552.1 		44.2		19.1

		6/6/25		10:35:37 AM		ST133		Still		269605_ST133_15		3260		742160.1 		5 983535.7 		742174.1 		5 983558.5 		44.0		26.8

		6/6/25		10:35:56 AM		ST133		Still		269605_ST133_16		3261		742160.1 		5 983535.7 		742177.6 		5 983567.3 		44.5		36.1

		6/6/25		10:36:24 AM		ST133		Still		269605_ST133_17		3262		742160.1 		5 983535.7 		742180.9 		5 983580.9 		44.6		49.8

		6/6/25		10:36:38 AM		ST133		Still		269605_ST133_18		3263		742160.1 		5 983535.7 		742182.2 		5 983587.3 		44.5		56.2

		6/6/25		10:37:12 AM		ST133		Still		269605_ST133_19		3264		742160.1 		5 983535.7 		742183.5 		5 983600.9 		44.1		69.3

		6/6/25		10:37:33 AM		ST133		Still		269605_ST133_20		3265		742160.1 		5 983535.7 		742184.0 		5 983609.8 		44.5		77.9

		6/6/25		10:37:49 AM		ST133		Still		269605_ST133_21		3266		742160.1 		5 983535.7 		742183.3 		5 983619.7 		44.8		87.2

		6/6/25		10:38:15 AM		ST133		Still		269605_ST133_22		3267		742160.1 		5 983535.7 		742181.2 		5 983633.1 		44.9		99.7

		6/6/25		10:38:25 AM		ST133		Video		EOL		3268		742160.1 		5 983535.7 		742180.6 		5 983637.6 		45.1		104.0

		6/6/25		11:44:32 AM		ST133		DVV		PC/FA		3269		742160.1 		5 983535.7 		742169.6 		5 983528.8 		42.3		11.7

		6/6/25		11:56:18 AM		ST133		DVV		FB		3270		742160.1 		5 983535.7 		742174.2 		5 983527.8 		45.0		16.1

		6/6/25		12:29:29 PM		ST136		Video		SOL		3271		740610.9 		5 984801.6 		740626.0 		5 984774.8 		47.5		30.8

		6/6/25		12:29:44 PM		ST136		Still		269605_ST136_01		3272		740610.9 		5 984801.6 		740623.9 		5 984781.3 		46.8		24.1

		6/6/25		12:30:03 PM		ST136		Still		269605_ST136_02		3273		740610.9 		5 984801.6 		740620.3 		5 984788.3 		47.4		16.3

		6/6/25		12:30:16 PM		ST136		Still		269605_ST136_03		3274		740610.9 		5 984801.6 		740618.0 		5 984791.8 		47.0		12.1

		6/6/25		12:30:27 PM		ST136		Still		269605_ST136_04		3275		740610.9 		5 984801.6 		740615.8 		5 984795.1 		47.2		8.1

		6/6/25		12:31:00 PM		ST136		Still		269605_ST136_05		3276		740610.9 		5 984801.6 		740610.0 		5 984802.7 		47.3		1.5

		6/6/25		12:31:18 PM		ST136		Still		269605_ST136_06		3277		740610.9 		5 984801.6 		740607.1 		5 984808.6 		47.3		8.0

		6/6/25		12:31:34 PM		ST136		Still		269605_ST136_07		3278		740610.9 		5 984801.6 		740604.8 		5 984813.3 		47.2		13.2

		6/6/25		12:31:45 PM		ST136		Still		269605_ST136_08		3279		740610.9 		5 984801.6 		740602.9 		5 984817.5 		47.1		17.9

		6/6/25		12:31:53 PM		ST136		Still		269605_ST136_09		3280		740610.9 		5 984801.6 		740601.9 		5 984819.6 		47.2		20.1

		6/6/25		12:32:23 PM		ST136		Video		EOL		3281		740610.9 		5 984801.6 		740598.8 		5 984829.6 		47.1		30.5

		6/6/25		12:42:19 PM		ST136		DVV		PSD		3282		740610.9 		5 984801.6 		740618.7 		5 984798.8 		47.7		8.2

		6/6/25		1:00:45 PM		ST138		Video		SOL		3283		740130.8 		5 985193.9 		740142.2 		5 985167.3 		47.0		28.9

		6/6/25		1:01:21 PM		ST138		Still		269605_ST138_01		3284		740130.8 		5 985193.9 		740131.7 		5 985179.3 		46.8		14.7

		6/6/25		1:01:35 PM		ST138		Still		269605_ST138_02		3285		740130.8 		5 985193.9 		740130.3 		5 985185.5 		46.8		8.4

		6/6/25		1:02:17 PM		ST138		Still		269605_ST138_03		3286		740130.8 		5 985193.9 		740133.0 		5 985200.8 		47.3		7.2

		6/6/25		1:02:50 PM		ST138		Still		269605_ST138_04		3287		740130.8 		5 985193.9 		740137.5 		5 985213.4 		47.3		20.6

		6/6/25		1:02:59 PM		ST138		Still		269605_ST138_05		3288		740130.8 		5 985193.9 		740138.9 		5 985215.6 		47.2		23.1

		6/6/25		1:03:17 PM		ST138		Video		EOL		3289		740130.8 		5 985193.9 		740141.5 		5 985223.8 		47.6		31.7

		6/6/25		1:16:17 PM		ST138		DVV		PC/PSD		3291		740130.8 		5 985193.9 		740138.7 		5 985204.8 		47.6		13.4

		6/6/25		1:37:08 PM		ST092		Video		SOL		3292		739450.0 		5 985774.0 		739466.7 		5 985744.6 		48.0		33.8

		6/6/25		1:37:17 PM		ST092		Still		269605_ST092_01		3293		739450.0 		5 985774.0 		739462.3 		5 985747.3 		48.2		29.5

		6/6/25		1:37:49 PM		ST092		Still		269605_ST092_02		3294		739450.0 		5 985774.0 		739454.9 		5 985756.1 		48.2		18.5

		6/6/25		1:38:02 PM		ST092		Still		269605_ST092_03		3295		739450.0 		5 985774.0 		739453.0 		5 985760.9 		48.3		13.5

		6/6/25		1:38:19 PM		ST092		Still		269605_ST092_04		3296		739450.0 		5 985774.0 		739452.1 		5 985765.0 		48.2		9.2

		6/6/25		1:38:44 PM		ST092		Still		269605_ST092_05		3297		739450.0 		5 985774.0 		739451.6 		5 985776.3 		48.3		2.8

		6/6/25		1:39:25 PM		ST092		Still		269605_ST092_06		3298		739450.0 		5 985774.0 		739454.2 		5 985793.3 		48.3		19.7

		6/6/25		1:39:30 PM		ST092		Still		269605_ST092_07		3299		739450.0 		5 985774.0 		739454.5 		5 985794.8 		48.2		21.3

		6/6/25		1:39:39 PM		ST092		Still		269605_ST092_08		3300		739450.0 		5 985774.0 		739455.0 		5 985799.1 		48.4		25.6

		6/6/25		1:39:50 PM		ST092		Video		EOL		3301		739450.0 		5 985774.0 		739456.0 		5 985802.9 		48.1		29.6

		6/6/25		1:49:53 PM		ST092		DVV		NS1/NS2		3302		739450.0 		5 985774.0 		739457.8 		5 985775.3 		48.5		7.9

		6/6/25		1:55:16 PM		ST092		DVV		PSD		3303		739450.0 		5 985774.0 		739456.5 		5 985763.3 		48.1		12.5

		6/6/25		2:16:37 PM		ST139		Video		SOL		3304		739135.4 		5 986140.4 		739152.4 		5 986111.8 		48.7		33.3

		6/6/25		2:17:30 PM		ST139		Still		269605_ST139_01		3305		739135.4 		5 986140.4 		739151.9 		5 986137.4 		48.5		16.7

		6/6/25		2:17:44 PM		ST139		Still		269605_ST139_02		3306		739135.4 		5 986140.4 		739151.5 		5 986141.7 		48.1		16.1

		6/6/25		2:18:17 PM		ST139		Still		269605_ST139_03		3307		739135.4 		5 986140.4 		739144.4 		5 986153.6 		48.8		15.9

		6/6/25		2:18:44 PM		ST139		Still		269605_ST139_04		3308		739135.4 		5 986140.4 		739140.2 		5 986162.5 		48.6		22.5

		6/6/25		2:19:07 PM		ST139		Still		269605_ST139_05		3309		739135.4 		5 986140.4 		739135.0 		5 986170.2 		48.5		29.7

		6/6/25		2:19:11 PM		ST139		Video		EOL		3310		739135.4 		5 986140.4 		739133.9 		5 986171.2 		48.4		30.8

		6/6/25		2:33:23 PM		ST139		DVV		FA/NS1		3311		739135.4 		5 986140.4 		739134.5 		5 986132.0 		48.8		8.5

		6/6/25		2:41:42 PM		ST139		DVV		PC/FB		3312		739135.4 		5 986140.4 		739136.3 		5 986134.6 		48.5		5.9

		6/6/25		3:11:10 PM		ST139		WS		TOP		3313		739135.4 		5 986140.4 		739139.8 		5 986154.5 		8.7		14.8

		6/6/25		3:18:30 PM		ST139		WS		BOT		3314		739135.4 		5 986140.4 		739138.2 		5 986144.3 		45.9		4.7

		6/6/25		4:10:24 PM		ST140		Video		SOL		3315		738941.0 		5 986383.3 		738943.6 		5 986352.6 		47.1		30.9

		6/6/25		4:10:28 PM		ST140		Still		269605_ST140_01		3316		738941.0 		5 986383.3 		738944.6 		5 986355.1 		47.3		28.4

		6/6/25		4:11:04 PM		ST140		Still		269605_ST140_02		3317		738941.0 		5 986383.3 		738950.1 		5 986374.0 		47.3		13.1

		6/6/25		4:11:17 PM		ST140		Still		269605_ST140_03		3318		738941.0 		5 986383.3 		738950.9 		5 986379.0 		46.8		10.8

		6/6/25		4:11:58 PM		ST140		Still		269605_ST140_04		3319		738941.0 		5 986383.3 		738952.2 		5 986394.9 		45.5		16.1

		6/6/25		4:12:07 PM		ST140		Still		269605_ST140_05		3320		738941.0 		5 986383.3 		738951.7 		5 986398.5 		45.5		18.6

		6/6/25		4:12:17 PM		ST140		Still		269605_ST140_06		3321		738941.0 		5 986383.3 		738951.4 		5 986404.4 		45.9		23.5

		6/6/25		4:12:31 PM		ST140		Still		269605_ST140_07		3322		738941.0 		5 986383.3 		738950.4 		5 986409.8 		45.6		28.1

		6/6/25		4:12:41 PM		ST140		Still		269605_ST140_08		3323		738941.0 		5 986383.3 		738950.9 		5 986413.8 		46.2		32.0

		6/6/25		4:12:46 PM		ST140		Video		EOL		3324		738941.0 		5 986383.3 		738950.6 		5 986416.3 		46.3		34.3

		6/6/25		4:22:08 PM		ST140		DVV		PSD		3325		738941.0 		5 986383.3 		738950.3 		5 986381.5 		46.9		9.5

		6/6/25		5:20:20 PM		ST143		Video		SOL		3326		737648.9 		5 987997.6 		737643.7 		5 988027.4 		43.7		30.3

		6/6/25		5:20:33 PM		ST143		Still		269605_ST143_01		3327		737648.9 		5 987997.6 		737647.9 		5 988026.1 		43.9		28.5

		6/6/25		5:20:37 PM		ST143		Still		269605_ST143_02		3328		737648.9 		5 987997.6 		737650.2 		5 988025.6 		43.9		28.1

		6/6/25		5:20:41 PM		ST143		Still		269605_ST143_03		3329		737648.9 		5 987997.6 		737651.9 		5 988025.2 		43.9		27.8

		6/6/25		5:20:45 PM		ST143		Still		269605_ST143_04		3330		737648.9 		5 987997.6 		737652.9 		5 988024.9 		44.1		27.6

		6/6/25		5:21:24 PM		ST143		Still		269605_ST143_05		3331		737648.9 		5 987997.6 		737656.3 		5 988018.0 		44.7		21.7

		6/6/25		5:21:46 PM		ST143		Still		269605_ST143_06		3332		737648.9 		5 987997.6 		737656.0 		5 988012.3 		45.0		16.4

		6/6/25		5:22:09 PM		ST143		Still		269605_ST143_07		3333		737648.9 		5 987997.6 		737651.7 		5 988004.3 		45.5		7.3

		6/6/25		5:23:37 PM		ST143		Video		EOL		3334		737648.9 		5 987997.6 		737632.5 		5 987977.5 		46.6		25.9

		6/6/25		5:36:12 PM		ST143		DVV		PSD		3335		737648.9 		5 987997.6 		737652.6 		5 988007.4 		45.2		10.6

		6/6/25		5:56:49 PM		ST146		Video		SOL		3336		736957.7 		5 988861.1 		736964.5 		5 988885.6 		45.5		25.4

		6/6/25		5:56:56 PM		ST146		Still		269605_ST146_01		3337		736957.7 		5 988861.1 		736965.8 		5 988884.5 		45.6		24.8

		6/6/25		5:57:00 PM		ST146		Still		269605_ST146_02		3338		736957.7 		5 988861.1 		736966.3 		5 988883.8 		45.5		24.2

		6/6/25		5:57:06 PM		ST146		Still		269605_ST146_03		3339		736957.7 		5 988861.1 		736966.3 		5 988883.1 		45.4		23.6

		6/6/25		5:57:39 PM		ST146		Still		269605_ST146_04		3340		736957.7 		5 988861.1 		736964.9 		5 988873.7 		45.2		14.6

		6/6/25		5:57:43 PM		ST146		Still		269605_ST146_05		3341		736957.7 		5 988861.1 		736964.9 		5 988872.6 		45.2		13.5

		6/6/25		5:58:04 PM		ST146		Still		269605_ST146_06		3342		736957.7 		5 988861.1 		736963.8 		5 988867.4 		44.9		8.7

		6/6/25		5:58:18 PM		ST146		Still		269605_ST146_07		3343		736957.7 		5 988861.1 		736962.9 		5 988863.9 		44.5		5.9

		6/6/25		5:58:33 PM		ST146		Still		269605_ST146_08		3344		736957.7 		5 988861.1 		736960.7 		5 988859.6 		44.5		3.4

		6/6/25		5:58:54 PM		ST146		Still		269605_ST146_09		3345		736957.7 		5 988861.1 		736957.6 		5 988855.1 		44.0		6.0

		6/6/25		5:59:11 PM		ST146		Still		269605_ST146_10		3346		736957.7 		5 988861.1 		736953.9 		5 988850.7 		44.3		11.1

		6/6/25		5:59:58 PM		ST146		Video		EOL		3347		736957.7 		5 988861.1 		736945.2 		5 988838.9 		43.8		25.5

		6/6/25		6:11:07 PM		ST146		DVV		PC/PSD		3348		736957.7 		5 988861.1 		736959.5 		5 988875.6 		45.3		14.6

		6/6/25		6:33:15 PM		ST147		Video		SOL		3349		736635.1 		5 989264.1 		736622.0 		5 989287.2 		46.9		26.5

		6/6/25		6:33:21 PM		ST147		Still		269605_ST147_01		3350		736635.1 		5 989264.1 		736623.3 		5 989285.1 		47.1		24.0

		6/6/25		6:33:45 PM		ST147		Still		269605_ST147_02		3351		736635.1 		5 989264.1 		736629.1 		5 989278.9 		47.4		15.9

		6/6/25		6:34:22 PM		ST147		Still		269605_ST147_03		3352		736635.1 		5 989264.1 		736642.4 		5 989272.6 		47.1		11.2

		6/6/25		6:34:31 PM		ST147		Still		269605_ST147_04		3353		736635.1 		5 989264.1 		736645.3 		5 989271.8 		47.1		12.7

		6/6/25		6:34:39 PM		ST147		Still		269605_ST147_05		3354		736635.1 		5 989264.1 		736648.8 		5 989271.2 		46.9		15.4

		6/6/25		6:34:50 PM		ST147		Still		269605_ST147_06		3355		736635.1 		5 989264.1 		736652.8 		5 989270.1 		47.0		18.7

		6/6/25		6:34:56 PM		ST147		Still		269605_ST147_07		3356		736635.1 		5 989264.1 		736654.6 		5 989269.5 		47.0		20.2

		6/6/25		6:35:07 PM		ST147		Still		269605_ST147_08		3357		736635.1 		5 989264.1 		736661.0 		5 989270.1 		47.1		26.6

		6/6/25		6:35:15 PM		ST147		Still		269605_ST147_09		3358		736635.1 		5 989264.1 		736663.4 		5 989270.4 		47.0		29.0

		6/6/25		6:35:29 PM		ST147		Video		EOL		3359		736635.1 		5 989264.1 		736670.6 		5 989271.7 		46.6		36.3

		6/6/25		6:46:15 PM		ST147		DVV		PSD		3360		736635.1 		5 989264.1 		736644.3 		5 989273.4 		46.6		13.0

		6/6/25		7:01:54 PM		ST147		DVV		NS1/NS2		3361		736635.1 		5 989264.1 		736632.6 		5 989282.4 		47.2		18.4

		6/6/25		7:06:04 PM		ST147		DVV		FA/FB		3362		736635.1 		5 989264.1 		736636.8 		5 989278.0 		47.1		14.0

		6/6/25		7:49:13 PM		ST148		Video		SOL		3363		736335.6 		5 989593.9 		736362.5 		5 989610.7 		46.9		31.7

		6/6/25		7:49:24 PM		ST148		Still		269605_ST148_01		3364		736335.6 		5 989593.9 		736364.8 		5 989607.4 		46.8		32.2

		6/6/25		7:49:29 PM		ST148		Still		269605_ST148_02		3365		736335.6 		5 989593.9 		736365.4 		5 989606.1 		46.6		32.3

		6/6/25		7:49:34 PM		ST148		Still		269605_ST148_03		3366		736335.6 		5 989593.9 		736366.4 		5 989605.0 		46.8		32.8

		6/6/25		7:49:40 PM		ST148		Still		269605_ST148_04		3367		736335.6 		5 989593.9 		736367.9 		5 989603.2 		46.6		33.7

		6/6/25		7:49:46 PM		ST148		Still		269605_ST148_05		3368		736335.6 		5 989593.9 		736369.6 		5 989601.1 		46.6		34.8

		6/6/25		7:49:55 PM		ST148		Still		269605_ST148_06		3369		736335.6 		5 989593.9 		736372.7 		5 989599.3 		46.8		37.6

		6/6/25		7:50:00 PM		ST148		Still		269605_ST148_07		3370		736335.6 		5 989593.9 		736374.1 		5 989598.4 		46.5		38.8

		6/6/25		7:50:07 PM		ST148		Still		269605_ST148_08		3371		736335.6 		5 989593.9 		736376.7 		5 989597.0 		46.5		41.3

		6/6/25		7:50:38 PM		ST148		Still		269605_ST148_09		3372		736335.6 		5 989593.9 		736390.5 		5 989595.3 		46.3		55.0

		6/6/25		7:50:46 PM		ST148		Still		269605_ST148_10		3373		736335.6 		5 989593.9 		736393.7 		5 989594.9 		46.3		58.1

		6/6/25		7:51:11 PM		ST148		Still		269605_ST148_11		3374		736335.6 		5 989593.9 		736401.4 		5 989593.3 		45.9		65.8

		6/6/25		7:51:26 PM		ST148		Still		269605_ST148_12		3375		736335.6 		5 989593.9 		736405.7 		5 989591.5 		46.2		70.1

		6/6/25		7:51:29 PM		ST148		Video		EOL		3376		736335.6 		5 989593.9 		736406.0 		5 989591.3 		46.2		70.5

		6/6/25		8:02:13 PM		ST148		DVV		PSD		3377		736335.6 		5 989593.9 		736384.8 		5 989615.9 		45.0		53.9

		6/6/25		8:24:02 PM		ST149		Video		SOL		3378		735178.9 		5 991196.0 		735166.0 		5 991204.1 		46.7		15.2

		6/6/25		8:24:06 PM		ST149		Still		269605_ST149_01		3379		735178.9 		5 991196.0 		735166.4 		5 991202.5 		47.3		14.1

		6/6/25		8:24:09 PM		ST149		Still		269605_ST149_02		3380		735178.9 		5 991196.0 		735166.6 		5 991201.3 		47.5		13.3

		6/6/25		8:24:14 PM		ST149		Still		269605_ST149_03		3381		735178.9 		5 991196.0 		735166.8 		5 991200.2 		47.4		12.8

		6/6/25		8:24:32 PM		ST149		Still		269605_ST149_04		3382		735178.9 		5 991196.0 		735167.9 		5 991190.1 		47.7		12.5

		6/6/25		8:24:55 PM		ST149		Still		269605_ST149_05		3383		735178.9 		5 991196.0 		735167.1 		5 991183.9 		47.7		16.9

		6/6/25		8:25:19 PM		ST149		Still		269605_ST149_06		3384		735178.9 		5 991196.0 		735166.4 		5 991176.4 		47.7		23.3

		6/6/25		8:25:29 PM		ST149		Still		269605_ST149_07		3385		735178.9 		5 991196.0 		735166.5 		5 991174.7 		47.6		24.7

		6/6/25		8:25:46 PM		ST149		Still		269605_ST149_08		3386		735178.9 		5 991196.0 		735167.6 		5 991169.3 		47.6		29.0

		6/6/25		8:25:58 PM		ST149		Still		269605_ST149_09		3387		735178.9 		5 991196.0 		735167.8 		5 991167.5 		47.5		30.6

		6/6/25		8:26:12 PM		ST149		Still		269605_ST149_10		3388		735178.9 		5 991196.0 		735168.3 		5 991165.0 		47.7		32.7

		6/6/25		8:26:15 PM		ST149		Video		EOL		3389		735178.9 		5 991196.0 		735168.5 		5 991164.9 		47.7		32.8

		6/6/25		8:38:18 PM		ST149		DVV		PSD		3390		735178.9 		5 991196.0 		735167.7 		5 991207.3 		49.0		15.9

		6/6/25		9:02:59 PM		ST150		Video		SOL		3391		735060.6 		5 993034.3 		735071.6 		5 993136.6 		46.0		102.9

		6/6/25		9:03:10 PM		ST150		Still		269605_ST150_01		3392		735060.6 		5 993034.3 		735072.6 		5 993132.5 		46.5		99.0

		6/6/25		9:03:25 PM		ST150		Still		269605_ST150_02		3393		735060.6 		5 993034.3 		735073.3 		5 993126.9 		46.6		93.5

		6/6/25		9:03:56 PM		ST150		Still		269605_ST150_03		3394		735060.6 		5 993034.3 		735071.9 		5 993112.5 		46.8		79.1

		6/6/25		9:04:24 PM		ST150		Other 1		No photo		3395		735060.6 		5 993034.3 		735069.1 		5 993100.0 		47.1		66.3

		6/6/25		9:04:57 PM		ST150		Still		269605_ST150_04		3396		735060.6 		5 993034.3 		735065.9 		5 993084.9 		46.7		50.9

		6/6/25		9:05:03 PM		ST150		Still		269605_ST150_05		3397		735060.6 		5 993034.3 		735065.9 		5 993082.9 		46.7		48.9

		6/6/25		9:05:33 PM		ST150		Still		269605_ST150_06		3398		735060.6 		5 993034.3 		735065.8 		5 993067.0 		47.0		33.2

		6/6/25		9:05:40 PM		ST150		Still		269605_ST150_07		3399		735060.6 		5 993034.3 		735066.2 		5 993065.1 		46.8		31.3

		6/6/25		9:05:52 PM		ST150		Still		269605_ST150_08		3400		735060.6 		5 993034.3 		735067.1 		5 993060.4 		46.9		27.0

		6/6/25		9:06:12 PM		ST150		Still		269605_ST150_09		3401		735060.6 		5 993034.3 		735069.4 		5 993055.1 		46.9		22.6

		6/6/25		9:06:21 PM		ST150		Still		269605_ST150_10		3402		735060.6 		5 993034.3 		735070.6 		5 993053.2 		46.7		21.4

		6/6/25		9:06:29 PM		ST150		Still		269605_ST150_11		3403		735060.6 		5 993034.3 		735072.0 		5 993051.3 		46.9		20.5

		6/6/25		9:06:43 PM		ST150		Still		269605_ST150_12		3404		735060.6 		5 993034.3 		735073.3 		5 993049.8 		46.8		20.1

		6/6/25		9:07:02 PM		ST150		Still		269605_ST150_13		3405		735060.6 		5 993034.3 		735078.0 		5 993047.5 		46.9		21.9

		6/6/25		9:07:16 PM		ST150		Still		269605_ST150_14		3406		735060.6 		5 993034.3 		735080.8 		5 993047.3 		47.0		24.1

		6/6/25		9:07:44 PM		ST150		Still		269605_ST150_15		3407		735060.6 		5 993034.3 		735087.2 		5 993051.0 		46.7		31.5

		6/6/25		9:07:51 PM		ST150		Still		269605_ST150_16		3408		735060.6 		5 993034.3 		735088.4 		5 993051.3 		46.4		32.6

		6/6/25		9:08:11 PM		ST150		Still		269605_ST150_17		3409		735060.6 		5 993034.3 		735092.7 		5 993049.3 		46.6		35.5

		6/6/25		9:09:09 PM		ST150		Video		EOL		3410		735060.6 		5 993034.3 		735098.4 		5 993028.0 		45.4		38.3

		6/6/25		9:19:10 PM		ST150a		Video		SOL		3411		735060.6 		5 993034.3 		734986.7 		5 993107.6 		46.5		104.0		Rerun transect as offiline. Suffix a

		6/6/25		9:19:23 PM		ST150a		Still		269605_ST150a_01		3412		735060.6 		5 993034.3 		734993.6 		5 993104.8 		46.6		97.2

		6/6/25		9:19:36 PM		ST150a		Still		269605_ST150a_02		3413		735060.6 		5 993034.3 		734998.6 		5 993103.4 		46.4		92.9

		6/6/25		9:19:39 PM		ST150a		Still		269605_ST150a_03		3414		735060.6 		5 993034.3 		735000.6 		5 993102.9 		46.5		91.1

		6/6/25		9:19:48 PM		ST150a		Still		269605_ST150a_04		3415		735060.6 		5 993034.3 		735004.2 		5 993101.8 		46.5		87.9

		6/6/25		9:19:54 PM		ST150a		Still		269605_ST150a_05		3416		735060.6 		5 993034.3 		735005.7 		5 993101.2 		46.3		86.6

		6/6/25		9:19:58 PM		ST150a		Still		269605_ST150a_06		3417		735060.6 		5 993034.3 		735007.2 		5 993100.7 		46.5		85.2

		6/6/25		9:20:08 PM		ST150a		Still		269605_ST150a_07		3418		735060.6 		5 993034.3 		735009.8 		5 993099.9 		46.5		82.9

		6/6/25		9:20:14 PM		ST150a		Still		269605_ST150a_08		3419		735060.6 		5 993034.3 		735013.5 		5 993098.1 		46.7		79.3

		6/6/25		9:20:18 PM		ST150a		Still		269605_ST150a_09		3420		735060.6 		5 993034.3 		735015.1 		5 993097.4 		46.8		77.8

		6/6/25		9:20:29 PM		ST150a		Still		269605_ST150a_10		3421		735060.6 		5 993034.3 		735018.3 		5 993095.7 		46.7		74.6

		6/6/25		9:20:41 PM		ST150a		Still		269605_ST150a_11		3422		735060.6 		5 993034.3 		735022.6 		5 993092.6 		46.9		69.6

		6/6/25		9:21:17 PM		ST150a		Still		269605_ST150a_12		3423		735060.6 		5 993034.3 		735035.1 		5 993081.3 		47.2		53.5

		6/6/25		9:21:22 PM		ST150a		Still		269605_ST150a_13		3424		735060.6 		5 993034.3 		735036.1 		5 993080.3 		47.2		52.1

		6/6/25		9:21:30 PM		ST150a		Still		269605_ST150a_14		3425		735060.6 		5 993034.3 		735037.5 		5 993078.7 		46.9		50.1

		6/6/25		9:21:47 PM		ST150a		Still		269605_ST150a_15		3426		735060.6 		5 993034.3 		735043.0 		5 993071.7 		46.9		41.3

		6/6/25		9:21:52 PM		ST150a		Still		269605_ST150a_16		3427		735060.6 		5 993034.3 		735043.7 		5 993070.3 		46.9		39.8

		6/6/25		9:22:27 PM		ST150a		Still		269605_ST150a_17		3428		735060.6 		5 993034.3 		735049.4 		5 993056.7 		47.1		25.1

		6/6/25		9:22:50 PM		ST150a		Still		269605_ST150a_18		3429		735060.6 		5 993034.3 		735054.4 		5 993048.0 		47.2		15.1

		6/6/25		9:23:07 PM		ST150a		Still		269605_ST150a_19		3430		735060.6 		5 993034.3 		735057.8 		5 993042.6 		47.0		8.8

		6/6/25		9:23:18 PM		ST150a		Still		269605_ST150a_20		3431		735060.6 		5 993034.3 		735060.2 		5 993038.9 		46.9		4.7

		6/6/25		9:23:41 PM		ST150a		Still		269605_ST150a_21		3432		735060.6 		5 993034.3 		735064.6 		5 993031.6 		47.0		4.9

		6/6/25		9:23:57 PM		ST150a		Still		269605_ST150a_22		3433		735060.6 		5 993034.3 		735066.5 		5 993025.8 		46.8		10.3

		6/6/25		9:24:43 PM		ST150a		Still		269605_ST150a_23		3434		735060.6 		5 993034.3 		735076.2 		5 993006.7 		46.8		31.7

		6/6/25		9:25:08 PM		ST150a		Still		269605_ST150a_24		3435		735060.6 		5 993034.3 		735084.2 		5 992997.9 		46.9		43.4

		6/6/25		9:25:24 PM		ST150a		Still		269605_ST150a_25		3436		735060.6 		5 993034.3 		735089.5 		5 992993.4 		46.8		50.1

		6/6/25		9:25:42 PM		ST150a		Still		269605_ST150a_26		3437		735060.6 		5 993034.3 		735095.8 		5 992988.3 		46.8		58.0

		6/6/25		9:26:11 PM		ST150a		Still		269605_ST150a_27		3438		735060.6 		5 993034.3 		735104.9 		5 992981.0 		46.9		69.3

		6/6/25		9:26:28 PM		ST150a		Still		269605_ST150a_28		3439		735060.6 		5 993034.3 		735108.8 		5 992977.4 		46.4		74.6

		6/6/25		9:26:42 PM		ST150a		Still		269605_ST150a_29		3440		735060.6 		5 993034.3 		735112.5 		5 992973.7 		46.8		79.7

		6/6/25		9:26:48 PM		ST150a		Still		269605_ST150a_30		3441		735060.6 		5 993034.3 		735114.3 		5 992971.3 		46.6		82.8

		6/6/25		9:27:17 PM		ST150a		Still		269605_ST150a_31		3442		735060.6 		5 993034.3 		735123.1 		5 992963.6 		46.3		94.3

		6/6/25		9:27:26 PM		ST150a		Still		269605_ST150a_32		3443		735060.6 		5 993034.3 		735125.9 		5 992962.6 		46.2		97.0

		6/6/25		9:27:36 PM		ST150a		Still		269605_ST150a_33		3444		735060.6 		5 993034.3 		735130.1 		5 992960.6 		46.6		101.3

		6/6/25		9:28:05 PM		ST150a		Video		EOL		3445		735060.6 		5 993034.3 		735140.4 		5 992956.9 		46.3		111.2

		6/6/25		9:41:21 PM		ST150		DVV		PSD/eDNA/FB		3446		735060.6 		5 993034.3 		735062.7 		5 993046.9 		47.3		12.8

		6/6/25		9:58:13 PM		ST150		DVV		FA		3447		735060.6 		5 993034.3 		735076.1 		5 993046.1 		47.4		19.5

		6/6/25		10:27:20 PM		ST150		WS		BOT		3448		735060.6 		5 993034.3 		735048.0 		5 993040.6 		43.9		14.0

		6/6/25		10:32:39 PM		ST150		WS		TOP		3449		735060.6 		5 993034.3 		735057.5 		5 993030.0 		8.9		5.2

		6/7/25		12:08:48 AM		ST151		Video		SOL		3450		734911.1 		5 993733.0 		734928.9 		5 993708.0 		47.0		30.7

		6/7/25		12:08:57 AM		ST151		Still		269605_ST151_01		3451		734911.1 		5 993733.0 		734927.3 		5 993710.2 		48.5		28.0

		6/7/25		12:09:05 AM		ST151		Still		269605_ST151_02		3452		734911.1 		5 993733.0 		734926.1 		5 993711.6 		48.4		26.1

		6/7/25		12:09:14 AM		ST151		Still		269605_ST151_03		3453		734911.1 		5 993733.0 		734923.9 		5 993713.5 		48.3		23.4

		6/7/25		12:09:44 AM		ST151		Still		269605_ST151_04		3454		734911.1 		5 993733.0 		734918.2 		5 993721.0 		48.3		14.0

		6/7/25		12:10:05 AM		ST151		Still		269605_ST151_05		3455		734911.1 		5 993733.0 		734914.9 		5 993726.4 		48.5		7.7

		6/7/25		12:10:09 AM		ST151		Still		269605_ST151_06		3456		734911.1 		5 993733.0 		734914.6 		5 993727.1 		48.4		6.8

		6/7/25		12:10:41 AM		ST151		Still		269605_ST151_07		3457		734911.1 		5 993733.0 		734911.4 		5 993734.6 		48.5		1.6

		6/7/25		12:10:59 AM		ST151		Still		269605_ST151_08		3458		734911.1 		5 993733.0 		734910.2 		5 993739.3 		48.4		6.3

		6/7/25		12:11:06 AM		ST151		Still		269605_ST151_09		3459		734911.1 		5 993733.0 		734909.9 		5 993741.1 		48.4		8.2

		6/7/25		12:11:10 AM		ST151		Still		269605_ST151_10		3460		734911.1 		5 993733.0 		734909.8 		5 993741.9 		48.5		9.0

		6/7/25		12:12:11 AM		ST151		Video		EOL		3461		734911.1 		5 993733.0 		734912.2 		5 993759.9 		47.8		26.9

		6/7/25		12:25:51 AM		ST151		DVV		PC/PSD		3462		734911.1 		5 993733.0 		734918.7 		5 993713.7 		48.6		20.8

		6/7/25		12:52:49 AM		ST152		Video		SOL		3463		734331.6 		5 994548.0 		734347.9 		5 994521.4 		48.9		31.2

		6/7/25		12:52:59 AM		ST152		Still		269605_ST152_01		3464		734331.6 		5 994548.0 		734345.6 		5 994524.6 		48.7		27.3

		6/7/25		12:53:13 AM		ST152		Still		269605_ST152_02		3465		734331.6 		5 994548.0 		734343.1 		5 994529.5 		48.9		21.7

		6/7/25		12:53:22 AM		ST152		Still		269605_ST152_03		3466		734331.6 		5 994548.0 		734342.5 		5 994531.5 		49.1		19.7

		6/7/25		12:53:30 AM		ST152		Still		269605_ST152_04		3467		734331.6 		5 994548.0 		734341.6 		5 994533.4 		48.7		17.7

		6/7/25		12:53:51 AM		ST152		Still		269605_ST152_05		3468		734331.6 		5 994548.0 		734337.7 		5 994538.2 		49.1		11.5

		6/7/25		12:53:56 AM		ST152		Still		269605_ST152_06		3469		734331.6 		5 994548.0 		734337.2 		5 994538.8 		49.1		10.8

		6/7/25		12:54:01 AM		ST152		Still		269605_ST152_07		3470		734331.6 		5 994548.0 		734336.7 		5 994539.3 		49.0		10.0

		6/7/25		12:54:18 AM		ST152		Still		269605_ST152_08		3471		734331.6 		5 994548.0 		734332.3 		5 994543.3 		49.2		4.8

		6/7/25		12:54:23 AM		ST152		Still		269605_ST152_09		3472		734331.6 		5 994548.0 		734331.3 		5 994544.3 		49.3		3.6

		6/7/25		12:55:02 AM		ST152		Still		269605_ST152_10		3473		734331.6 		5 994548.0 		734323.1 		5 994553.2 		49.3		10.0

		6/7/25		12:55:20 AM		ST152		Still		269605_ST152_11		3474		734331.6 		5 994548.0 		734321.1 		5 994557.0 		49.1		13.8

		6/7/25		12:55:35 AM		ST152		Still		269605_ST152_12		3475		734331.6 		5 994548.0 		734320.0 		5 994559.6 		49.2		16.4

		6/7/25		12:55:57 AM		ST152		Still		269605_ST152_13		3476		734331.6 		5 994548.0 		734318.0 		5 994564.8 		49.5		21.6

		6/7/25		12:56:06 AM		ST152		Still		269605_ST152_14		3477		734331.6 		5 994548.0 		734318.3 		5 994566.0 		49.3		22.4

		6/7/25		12:56:24 AM		ST152		Video		EOL		3478		734331.6 		5 994548.0 		734317.5 		5 994571.8 		49.0		27.7

		6/7/25		1:16:20 AM		ST152		DVV		PSD		3479		734331.6 		5 994548.0 		734329.4 		5 994528.5 		49.1		19.6

		6/7/25		1:52:29 AM		ST154		Video		SOL		3480		732696.8 		5 995685.9 		732709.9 		5 995662.7 		50.9		26.6

		6/7/25		1:52:51 AM		ST154		Still		269605_ST154_01		3481		732696.8 		5 995685.9 		732706.4 		5 995670.3 		51.2		18.3

		6/7/25		1:53:02 AM		ST154		Still		269605_ST154_02		3482		732696.8 		5 995685.9 		732705.6 		5 995673.8 		51.2		14.9

		6/7/25		1:53:38 AM		ST154		Still		269605_ST154_03		3483		732696.8 		5 995685.9 		732706.7 		5 995688.5 		51.0		10.2

		6/7/25		1:53:49 AM		ST154		Still		269605_ST154_04		3484		732696.8 		5 995685.9 		732707.6 		5 995691.6 		51.0		12.2

		6/7/25		1:53:56 AM		ST154		Still		269605_ST154_05		3485		732696.8 		5 995685.9 		732708.0 		5 995695.1 		51.1		14.5

		6/7/25		1:54:03 AM		ST154		Still		269605_ST154_06		3486		732696.8 		5 995685.9 		732708.1 		5 995697.7 		51.2		16.3

		6/7/25		1:54:20 AM		ST154		Still		269605_ST154_07		3487		732696.8 		5 995685.9 		732707.4 		5 995705.2 		51.2		22.0

		6/7/25		1:54:29 AM		ST154		Still		269605_ST154_08		3488		732696.8 		5 995685.9 		732707.0 		5 995707.3 		51.3		23.7

		6/7/25		1:54:38 AM		ST154		Still		269605_ST154_09		3489		732696.8 		5 995685.9 		732706.1 		5 995709.2 		51.2		25.1

		6/7/25		1:54:51 AM		ST154		Still		269605_ST154_10		3490		732696.8 		5 995685.9 		732704.1 		5 995714.2 		50.9		29.2

		6/7/25		1:54:57 AM		ST154		Video		EOL		3491		732696.8 		5 995685.9 		732703.1 		5 995716.6 		51.0		31.4

		6/7/25		2:13:26 AM		ST154		DVV		PSD		3492		732696.8 		5 995685.9 		732691.2 		5 995682.1 		51.3		6.8

		6/7/25		2:26:53 AM		ST154		DVV		FA/FB		3493		732696.8 		5 995685.9 		732705.8 		5 995669.9 		51.3		18.4

		6/7/25		3:11:27 AM		ST156		Video		SOL		3494		731009.8 		5 996761.1 		731029.9 		5 996743.2 		52.7		26.9

		6/7/25		3:11:36 AM		ST156		Still		269605_ST156_01		3495		731009.8 		5 996761.1 		731027.1 		5 996746.2 		52.8		22.8

		6/7/25		3:11:53 AM		ST156		Still		269605_ST156_02		3496		731009.8 		5 996761.1 		731022.1 		5 996751.7 		53.3		15.4

		6/7/25		3:12:01 AM		ST156		Still		269605_ST156_03		3497		731009.8 		5 996761.1 		731020.2 		5 996753.9 		53.2		12.7

		6/7/25		3:12:13 AM		ST156		Still		269605_ST156_04		3498		731009.8 		5 996761.1 		731018.3 		5 996756.9 		52.9		9.5

		6/7/25		3:12:25 AM		ST156		Still		269605_ST156_05		3499		731009.8 		5 996761.1 		731015.2 		5 996760.1 		52.9		5.4

		6/7/25		3:13:24 AM		ST156		Still		269605_ST156_06		3500		731009.8 		5 996761.1 		730997.7 		5 996779.4 		53.1		22.0

		6/7/25		3:13:37 AM		ST156		Video		EOL		3501		731009.8 		5 996761.1 		730995.5 		5 996782.4 		52.6		25.6

		6/7/25		3:27:39 AM		ST156		DVV		PSD		3502		731009.8 		5 996761.1 		730995.3 		5 996747.0 		53.3		20.3

		6/7/25		4:06:25 AM		ST158		Video		SOL		3503		729166.8 		5 997940.3 		729178.4 		5 997938.7 		53.0		11.7

		6/7/25		4:06:34 AM		ST158		Still		269605_ST158_01		3504		729166.8 		5 997940.3 		729175.3 		5 997941.7 		54.0		8.6

		6/7/25		4:06:38 AM		ST158		Still		269605_ST158_02		3505		729166.8 		5 997940.3 		729174.6 		5 997942.4 		53.9		8.0

		6/7/25		4:06:44 AM		ST158		Still		269605_ST158_03		3506		729166.8 		5 997940.3 		729173.3 		5 997943.2 		53.8		7.1

		6/7/25		4:06:49 AM		ST158		Still		269605_ST158_04		3507		729166.8 		5 997940.3 		729171.8 		5 997944.7 		53.7		6.6

		6/7/25		4:06:53 AM		ST158		Still		269605_ST158_05		3508		729166.8 		5 997940.3 		729170.7 		5 997946.0 		53.6		6.8

		6/7/25		4:07:06 AM		ST158		Still		269605_ST158_06		3509		729166.8 		5 997940.3 		729165.9 		5 997949.2 		53.8		8.9

		6/7/25		4:07:24 AM		ST158		Still		269605_ST158_07		3510		729166.8 		5 997940.3 		729160.1 		5 997953.3 		53.8		14.6

		6/7/25		4:07:44 AM		ST158		Still		269605_ST158_08		3511		729166.8 		5 997940.3 		729153.8 		5 997957.2 		54.0		21.3

		6/7/25		4:07:50 AM		ST158		Still		269605_ST158_09		3512		729166.8 		5 997940.3 		729151.9 		5 997958.2 		54.0		23.2

		6/7/25		4:07:56 AM		ST158		Still		269605_ST158_10		3513		729166.8 		5 997940.3 		729150.8 		5 997958.7 		53.9		24.4

		6/7/25		4:08:02 AM		ST158		Still		269605_ST158_11		3514		729166.8 		5 997940.3 		729149.4 		5 997959.6 		53.8		26.0

		6/7/25		4:08:33 AM		ST158		Video		EOL		3515		729166.8 		5 997940.3 		729137.6 		5 997965.5 		54.2		38.6

		6/7/25		5:36:33 AM		ST158		DVV		FA/PSD		3516		729166.8 		5 997940.3 		729162.2 		5 997946.2 		53.1		7.5

		6/7/25		5:47:32 AM		ST158		DVV		FB		3517		729166.8 		5 997940.3 		729173.0 		5 997947.8 		53.0		9.7

		6/7/25		6:19:47 AM		ST159		Video		SOL		3518		728479.1 		5 998374.1 		728481.9 		5 998406.3 		52.0		32.4

		6/7/25		6:19:55 AM		ST159		Still		269605_ST159_01		3519		728479.1 		5 998374.1 		728479.1 		5 998402.4 		51.9		28.3

		6/7/25		6:20:03 AM		ST159		Still		269605_ST159_02		3520		728479.1 		5 998374.1 		728476.5 		5 998396.9 		52.2		23.0

		6/7/25		6:20:08 AM		ST159		Still		269605_ST159_03		3521		728479.1 		5 998374.1 		728475.4 		5 998394.3 		52.3		20.6

		6/7/25		6:20:12 AM		ST159		Still		269605_ST159_04		3522		728479.1 		5 998374.1 		728474.7 		5 998392.6 		52.2		19.1

		6/7/25		6:20:29 AM		ST159		Still		269605_ST159_05		3523		728479.1 		5 998374.1 		728472.0 		5 998383.3 		52.3		11.7

		6/7/25		6:20:32 AM		ST159		Still		269605_ST159_06		3524		728479.1 		5 998374.1 		728471.5 		5 998381.0 		52.6		10.3

		6/7/25		6:20:41 AM		ST159		Still		269605_ST159_07		3525		728479.1 		5 998374.1 		728471.2 		5 998377.2 		52.5		8.6

		6/7/25		6:20:59 AM		ST159		Still		269605_ST159_08		3526		728479.1 		5 998374.1 		728471.4 		5 998368.2 		52.4		9.7

		6/7/25		6:21:12 AM		ST159		Still		269605_ST159_09		3527		728479.1 		5 998374.1 		728472.6 		5 998361.2 		52.3		14.4

		6/7/25		6:21:22 AM		ST159		Still		269605_ST159_10		3528		728479.1 		5 998374.1 		728473.3 		5 998356.5 		52.6		18.5

		6/7/25		6:21:48 AM		ST159		Video		EOL		3529		728479.1 		5 998374.1 		728475.6 		5 998346.3 		52.5		28.0

		6/7/25		6:31:33 AM		ST159		DVV		PC/PSD		3530		728479.1 		5 998374.1 		728492.1 		5 998388.3 		52.4		19.2

		6/7/25		6:52:56 AM		ST160		Video		SOL		3531		727635.9 		5 998911.5 		727635.4 		5 998941.6 		53.1		30.0

		6/7/25		6:53:02 AM		ST160		Still		269605_ST160_01		3532		727635.9 		5 998911.5 		727634.6 		5 998938.7 		53.0		27.2

		6/7/25		6:53:10 AM		ST160		Still		269605_ST160_02		3533		727635.9 		5 998911.5 		727633.7 		5 998934.1 		52.9		22.7

		6/7/25		6:53:15 AM		ST160		Still		269605_ST160_03		3534		727635.9 		5 998911.5 		727633.3 		5 998932.3 		53.1		20.9

		6/7/25		6:53:33 AM		ST160		Still		269605_ST160_04		3535		727635.9 		5 998911.5 		727631.0 		5 998923.1 		52.8		12.5

		6/7/25		6:53:47 AM		ST160		Still		269605_ST160_05		3536		727635.9 		5 998911.5 		727629.3 		5 998916.5 		52.6		8.2

		6/7/25		6:53:52 AM		ST160		Still		269605_ST160_06		3537		727635.9 		5 998911.5 		727628.7 		5 998913.7 		52.6		7.5

		6/7/25		6:54:05 AM		ST160		Still		269605_ST160_07		3538		727635.9 		5 998911.5 		727628.2 		5 998907.1 		52.6		8.9

		6/7/25		6:54:17 AM		ST160		Still		269605_ST160_08		3539		727635.9 		5 998911.5 		727627.7 		5 998902.8 		52.4		12.0

		6/7/25		6:54:34 AM		ST160		Still		269605_ST160_09		3540		727635.9 		5 998911.5 		727626.7 		5 998894.9 		52.9		19.0

		6/7/25		6:55:00 AM		ST160		Video		EOL		3541		727635.9 		5 998911.5 		727625.3 		5 998884.0 		52.5		29.5

		6/7/25		7:04:10 AM		ST160		DVV		PSD		3542		727635.9 		5 998911.5 		727625.2 		5 998906.1 		52.8		12.0

		6/7/25		7:26:14 AM		ST161		Video		SOL		3543		725913.4 		5 999914.0 		725909.7 		5 999937.2 		51.9		23.4

		6/7/25		7:26:22 AM		ST161		Still		269605_ST161_01		3544		725913.4 		5 999914.0 		725909.1 		5 999932.3 		52.0		18.7

		6/7/25		7:26:32 AM		ST161		Still		269605_ST161_02		3545		725913.4 		5 999914.0 		725908.2 		5 999928.0 		51.9		14.9

		6/7/25		7:26:45 AM		ST161		Still		269605_ST161_03		3546		725913.4 		5 999914.0 		725907.9 		5 999919.9 		52.1		8.1

		6/7/25		7:26:57 AM		ST161		Still		269605_ST161_04		3547		725913.4 		5 999914.0 		725907.8 		5 999913.2 		52.0		5.6

		6/7/25		7:27:11 AM		ST161		Still		269605_ST161_05		3548		725913.4 		5 999914.0 		725907.4 		5 999907.3 		52.2		9.0

		6/7/25		7:27:27 AM		ST161		Still		269605_ST161_06		3549		725913.4 		5 999914.0 		725907.9 		5 999898.5 		52.1		16.4

		6/7/25		7:27:43 AM		ST161		Still		269605_ST161_07		3550		725913.4 		5 999914.0 		725908.8 		5 999890.9 		52.1		23.6

		6/7/25		7:27:54 AM		ST161		Still		269605_ST161_08		3551		725913.4 		5 999914.0 		725909.8 		5 999886.1 		52.2		28.1

		6/7/25		7:28:14 AM		ST161		Still		269605_ST161_09		3552		725913.4 		5 999914.0 		725911.9 		5 999878.0 		52.4		36.1

		6/7/25		7:28:19 AM		ST161		Video		EOL		3553		725913.4 		5 999914.0 		725912.2 		5 999876.9 		52.3		37.2

		6/7/25		7:37:56 AM		ST161		DVV		PSD/FA		3554		725913.4 		5 999914.0 		725910.0 		5 999911.3 		52.1		4.3

		6/7/25		7:49:32 AM		ST161		DVV		NS1/NS2		3555		725913.4 		5 999914.0 		725913.2 		5 999906.1 		52.1		8.0

		6/7/25		7:53:37 AM		ST161		DVV		NS3/NS4		3556		725913.4 		5 999914.0 		725892.8 		5 999911.9 		52.4		20.7

		6/7/25		7:59:16 AM		ST161		DVV		FB		3557		725913.4 		5 999914.0 		725899.4 		5 999926.9 		52.1		19.0

		6/7/25		8:52:42 AM		ST162		Video		SOL		3558		724029.0 		6 000585.5 		724024.7 		6 000613.3 		51.9		28.1

		6/7/25		8:52:58 AM		ST162		Still		269605_ST162_01		3559		724029.0 		6 000585.5 		724024.0 		6 000604.7 		51.9		19.8

		6/7/25		8:53:12 AM		ST162		Still		269605_ST162_02		3560		724029.0 		6 000585.5 		724023.1 		6 000598.0 		51.8		13.8

		6/7/25		8:53:24 AM		ST162		Still		269605_ST162_03		3561		724029.0 		6 000585.5 		724022.9 		6 000591.2 		52.0		8.3

		6/7/25		8:53:43 AM		ST162		Still		269605_ST162_04		3562		724029.0 		6 000585.5 		724025.8 		6 000582.0 		52.0		4.8

		6/7/25		8:53:45 AM		ST162		Still		269605_ST162_05		3563		724029.0 		6 000585.5 		724026.2 		6 000581.1 		52.1		5.3

		6/7/25		8:54:11 AM		ST162		Still		269605_ST162_06		3564		724029.0 		6 000585.5 		724030.8 		6 000571.2 		51.9		14.4

		6/7/25		8:54:22 AM		ST162		Still		269605_ST162_07		3565		724029.0 		6 000585.5 		724032.7 		6 000567.4 		51.8		18.5

		6/7/25		8:54:37 AM		ST162		Still		269605_ST162_08		3566		724029.0 		6 000585.5 		724034.8 		6 000560.9 		52.1		25.3

		6/7/25		8:54:47 AM		ST162		Video		EOL		3567		724029.0 		6 000585.5 		724036.0 		6 000557.4 		51.8		29.0

		6/7/25		9:04:41 AM		ST162		DVV		PSD		3568		724029.0 		6 000585.5 		724035.0 		6 000583.5 		52.0		6.3

		6/7/25		9:31:51 AM		ST163		Video		SOL		3569		722522.9 		6 001636.0 		722525.3 		6 001665.1 		52.5		29.1

		6/7/25		9:32:11 AM		ST163		Still		269605_ST163_01		3570		722522.9 		6 001636.0 		722523.3 		6 001652.3 		52.5		16.3

		6/7/25		9:32:19 AM		ST163		Still		269605_ST163_02		3571		722522.9 		6 001636.0 		722523.2 		6 001647.6 		52.5		11.6

		6/7/25		9:32:32 AM		ST163		Still		269605_ST163_03		3572		722522.9 		6 001636.0 		722522.9 		6 001640.4 		52.4		4.3

		6/7/25		9:32:48 AM		ST163		Still		269605_ST163_04		3573		722522.9 		6 001636.0 		722522.4 		6 001632.2 		52.6		3.9

		6/7/25		9:32:59 AM		ST163		Still		269605_ST163_05		3574		722522.9 		6 001636.0 		722522.3 		6 001626.5 		52.5		9.5

		6/7/25		9:33:22 AM		ST163		Still		269605_ST163_06		3575		722522.9 		6 001636.0 		722521.6 		6 001616.5 		52.5		19.5

		6/7/25		9:33:48 AM		ST163		Still		269605_ST163_07		3576		722522.9 		6 001636.0 		722522.0 		6 001606.1 		52.4		30.0

		6/7/25		9:33:56 AM		ST163		Video		EOL		3577		722522.9 		6 001636.0 		722522.6 		6 001602.9 		52.5		33.1

		6/7/25		9:44:13 AM		ST163		DVV		NS1/NS2		3578		722522.9 		6 001636.0 		722513.6 		6 001653.1 		53.0		19.4

		6/7/25		9:48:49 AM		ST163		DVV		PSD/NS3		3579		722522.9 		6 001636.0 		722536.8 		6 001645.6 		52.9		16.8

		6/7/25		9:58:24 AM		ST163		DVV		FA/FB		3580		722522.9 		6 001636.0 		722527.8 		6 001622.9 		52.9		14.0

		6/7/25		10:31:05 AM		ST164		Video		SOL		3581		722590.0 		6 003871.0 		722598.0 		6 003893.7 		54.6		24.1

		6/7/25		10:31:18 AM		ST164		Still		269605_ST164_01		3582		722590.0 		6 003871.0 		722596.5 		6 003883.9 		54.9		14.4

		6/7/25		10:31:21 AM		ST164		Still		269605_ST164_02		3583		722590.0 		6 003871.0 		722596.4 		6 003882.7 		54.9		13.3

		6/7/25		10:31:27 AM		ST164		Still		269605_ST164_03		3584		722590.0 		6 003871.0 		722596.2 		6 003879.7 		54.8		10.7

		6/7/25		10:31:34 AM		ST164		Still		269605_ST164_04		3585		722590.0 		6 003871.0 		722595.8 		6 003875.5 		54.6		7.3

		6/7/25		10:31:55 AM		ST164		Still		269605_ST164_05		3586		722590.0 		6 003871.0 		722595.5 		6 003864.3 		54.9		8.7

		6/7/25		10:32:12 AM		ST164		Still		269605_ST164_06		3587		722590.0 		6 003871.0 		722596.2 		6 003857.6 		54.8		14.8

		6/7/25		10:32:31 AM		ST164		Still		269605_ST164_07		3588		722590.0 		6 003871.0 		722598.1 		6 003850.0 		54.7		22.5

		6/7/25		10:32:36 AM		ST164		Still		269605_ST164_08		3589		722590.0 		6 003871.0 		722598.7 		6 003848.0 		54.6		24.6

		6/7/25		10:32:50 AM		ST164		Video		EOL		3590		722590.0 		6 003871.0 		722599.7 		6 003842.4 		54.6		30.2

		6/7/25		11:37:08 AM		ST164		DVV		NS1/NS2		3591		722590.0 		6 003871.0 		722596.0 		6 003873.5 		55.7		6.5

		6/7/25		11:42:31 AM		ST164		DVV		NS3/NS4		3592		722590.0 		6 003871.0 		722588.1 		6 003848.9 		55.7		22.2

		6/7/25		11:47:19 AM		ST164		DVV		PSD		3593		722590.0 		6 003871.0 		722600.4 		6 003861.8 		55.8		13.8

		6/7/25		12:11:28 PM		ST165		Video		SOL		3594		721866.1 		6 005374.5 		721877.7 		6 005343.0 		55.9		33.6		aborted attempt from here to 3600

		6/7/25		12:11:40 PM		ST165		Still		269605_ST165_01		3595		721866.1 		6 005374.5 		721876.1 		6 005348.7 		55.7		27.7		saved in folder

		6/7/25		12:12:00 PM		ST165		Still		269605_ST165_02		3596		721866.1 		6 005374.5 		721873.8 		6 005358.6 		55.6		17.7

		6/7/25		12:12:27 PM		ST165		Still		269605_ST165_03		3597		721866.1 		6 005374.5 		721871.1 		6 005373.4 		55.9		5.1

		6/7/25		12:12:40 PM		ST165		Still		269605_ST165_04		3598		721866.1 		6 005374.5 		721870.4 		6 005378.2 		55.6		5.6

		6/7/25		12:12:51 PM		ST165		Still		269605_ST165_05		3599		721866.1 		6 005374.5 		721869.7 		6 005383.0 		56.1		9.2

		6/7/25		12:13:28 PM		ST165		Still		269605_ST165_06		No fix		721866.1 		6 005374.5 		721867.7 		6 005391.7 		56.0		17.2		Data taken from video

		6/7/25		12:13:44 PM		ST165		Video		EOL		3600		721866.1 		6 005374.5 		721867.7 		6 005395.7 		55.8		21.3

		6/7/25		12:22:23 PM		ST165a		Video		SOL		3601		721866.1 		6 005374.5 		721880.2 		6 005274.3 		56.0		101.2		new SOL

		6/7/25		12:23:03 PM		ST165a		Still		269605_ST165a_01		3602		721866.1 		6 005374.5 		721884.9 		6 005297.1 		55.6		79.7

		6/7/25		12:23:14 PM		ST165a		Still		269605_ST165a_02		3603		721866.1 		6 005374.5 		721886.2 		6 005303.4 		55.6		73.9

		6/7/25		12:23:26 PM		ST165a		Still		269605_ST165a_03		3604		721866.1 		6 005374.5 		721886.5 		6 005309.5 		55.9		68.1

		6/7/25		12:23:35 PM		ST165a		Still		269605_ST165a_04		3605		721866.1 		6 005374.5 		721886.0 		6 005312.8 		55.8		64.9

		6/7/25		12:23:52 PM		ST165a		Still		269605_ST165a_05		3606		721866.1 		6 005374.5 		721884.4 		6 005320.8 		55.5		56.8

		6/7/25		12:24:14 PM		ST165a		Still		269605_ST165a_06		3607		721866.1 		6 005374.5 		721880.0 		6 005331.6 		56.3		45.1

		6/7/25		12:24:34 PM		ST165a		Still		269605_ST165a_07		3608		721866.1 		6 005374.5 		721875.7 		6 005340.3 		56.4		35.5

		6/7/25		12:25:03 PM		ST165a		Still		269605_ST165a_08		3609		721866.1 		6 005374.5 		721871.2 		6 005353.2 		56.1		22.0

		6/7/25		12:25:27 PM		ST165a		Still		269605_ST165a_09		3610		721866.1 		6 005374.5 		721867.9 		6 005365.3 		56.1		9.4

		6/7/25		12:25:55 PM		ST165a		Still		269605_ST165a_10		3611		721866.1 		6 005374.5 		721865.2 		6 005375.5 		56.0		1.4

		6/7/25		12:26:13 PM		ST165a		Still		269605_ST165a_11		3612		721866.1 		6 005374.5 		721863.3 		6 005383.4 		56.4		9.3

		6/7/25		12:26:51 PM		ST165a		Still		269605_ST165a_12		3613		721866.1 		6 005374.5 		721860.7 		6 005402.1 		55.9		28.1

		6/7/25		12:27:02 PM		ST165a		Still		269605_ST165a_13		3614		721866.1 		6 005374.5 		721860.3 		6 005406.7 		56.1		32.7

		6/7/25		12:28:01 PM		ST165a		Still		269605_ST165a_14		3615		721866.1 		6 005374.5 		721854.3 		6 005431.1 		56.1		57.8

		6/7/25		12:28:29 PM		ST165a		Still		269605_ST165a_15		3616		721866.1 		6 005374.5 		721853.0 		6 005443.7 		56.1		70.4

		6/7/25		12:28:31 PM		ST165a		Still		269605_ST165a_16		3617		721866.1 		6 005374.5 		721852.8 		6 005444.6 		56.2		71.4

		6/7/25		12:29:25 PM		ST165a		Still		269605_ST165a_17		3618		721866.1 		6 005374.5 		721853.6 		6 005469.5 		55.9		95.8

		6/7/25		12:29:46 PM		ST165a		Still		269605_ST165a_18		3619		721866.1 		6 005374.5 		721854.5 		6 005479.7 		56.5		105.9

		6/7/25		12:30:05 PM		ST165a		Video		EOL		3620		721866.1 		6 005374.5 		721856.4 		6 005488.5 		56.5		114.4

		6/7/25		12:45:12 PM		ST165		DVV		PSD/FA		3621		721866.1 		6 005374.5 		721876.1 		6 005361.5 		56.3		16.4

		6/7/25		12:58:24 PM		ST165		DVV		FB		3622		721866.1 		6 005374.5 		721868.7 		6 005354.9 		56.2		19.8

		6/7/25		1:19:44 PM		ST165		WS		TOP		3623		721866.1 		6 005374.5 		721873.1 		6 005381.0 		13.8		9.5

		6/7/25		1:23:55 PM		ST165		WS		BOT		3624		721866.1 		6 005374.5 		721879.8 		6 005348.7 		55.2		29.2

		6/7/25		2:02:23 PM		ST166		Video		SOL		3625		719310.0 		6 008011.0 		719326.5 		6 007982.1 		58.1		33.3

		6/7/25		2:02:25 PM		ST166		Other 1		No photo		3626		719310.0 		6 008011.0 		719326.0 		6 007983.2 		58.0		32.1

		6/7/25		2:02:56 PM		ST166		Still		269605_ST166_01		3627		719310.0 		6 008011.0 		719320.6 		6 007998.9 		58.1		16.1

		6/7/25		2:03:01 PM		ST166		Still		269605_ST166_02		3628		719310.0 		6 008011.0 		719320.0 		6 008002.0 		58.4		13.5

		6/7/25		2:03:20 PM		ST166		Still		269605_ST166_03		3629		719310.0 		6 008011.0 		719317.2 		6 008010.4 		58.4		7.3

		6/7/25		2:03:43 PM		ST166		Still		269605_ST166_04		3630		719310.0 		6 008011.0 		719313.5 		6 008017.8 		58.2		7.6

		6/7/25		2:04:07 PM		ST166		Still		269605_ST166_05		3631		719310.0 		6 008011.0 		719306.2 		6 008027.1 		58.4		16.6

		6/7/25		2:04:27 PM		ST166		Still		269605_ST166_06		3632		719310.0 		6 008011.0 		719299.5 		6 008032.8 		58.1		24.2

		6/7/25		2:04:38 PM		ST166		Video		EOL		3633		719310.0 		6 008011.0 		719296.3 		6 008035.4 		58.4		28.0

		6/7/25		2:05:44 PM		ST167		Video		SOL_Ac		3634		719261.9 		6 008082.7 		719276.3 		6 008054.7 		57.8		31.4		Accidental start, stopped without fix and video started at fix3635

		6/7/25		2:06:10 PM		ST167		Video		SOL		3635		719261.9 		6 008082.7 		719272.9 		6 008064.8 		58.1		21.0

		6/7/25		2:06:11 PM		ST167		Other 1		No photo		3636		719261.9 		6 008082.7 		719272.9 		6 008065.3 		58.0		20.5

		6/7/25		2:06:24 PM		ST167		Still		269605_ST167_01		3637		719261.9 		6 008082.7 		719271.9 		6 008071.7 		57.7		14.8

		6/7/25		2:06:30 PM		ST167		Still		269605_ST167_02		3638		719261.9 		6 008082.7 		719271.6 		6 008073.0 		57.6		13.7

		6/7/25		2:06:42 PM		ST167		Still		269605_ST167_03		3639		719261.9 		6 008082.7 		719271.1 		6 008078.0 		57.0		10.3

		6/7/25		2:06:57 PM		ST167		Still		269605_ST167_04		3640		719261.9 		6 008082.7 		719269.5 		6 008084.3 		57.1		7.8

		6/7/25		2:07:26 PM		ST167		Still		269605_ST167_05		3641		719261.9 		6 008082.7 		719265.7 		6 008095.7 		57.5		13.5

		6/7/25		2:07:31 PM		ST167		Still		269605_ST167_06		3642		719261.9 		6 008082.7 		719264.6 		6 008097.8 		57.6		15.4

		6/7/25		2:08:02 PM		ST167		Still		269605_ST167_07		3643		719261.9 		6 008082.7 		719259.8 		6 008108.3 		57.4		25.7

		6/7/25		2:08:29 PM		ST167		Still		269605_ST167_08		3644		719261.9 		6 008082.7 		719255.4 		6 008117.0 		57.7		34.9

		6/7/25		2:08:38 PM		ST167		Video		EOL		3645		719261.9 		6 008082.7 		719253.9 		6 008119.1 		57.1		37.3

		6/7/25		2:20:05 PM		ST166		DVV		PSD		3646		719310.0 		6 008011.0 		719321.0 		6 008017.7 		58.2		12.9

		6/7/25		2:31:18 PM		ST167		DVV		FA/NS		3647		719261.9 		6 008082.7 		719275.8 		6 008073.0 		58.2		16.9

		6/7/25		2:39:15 PM		ST167		DVV		FB/PSD		3648		719261.9 		6 008082.7 		719262.6 		6 008068.4 		57.7		14.2

		6/7/25		5:25:02 PM		ST147		DVV		PC		3649		736635.1 		5 989264.1 		736642.4 		5 989252.0 		47.7		14.2

		6/7/25		5:56:32 PM		ST150		DVV		PC		3650		735060.6 		5 993034.3 		735067.7 		5 993039.7 		47.9		8.9

		6/7/25		6:25:01 PM		ST154		DVV		PC		3651		732696.8 		5 995685.9 		732704.5 		5 995692.7 		49.7		10.3

		6/7/25		6:56:59 PM		ST158		DVV		PC		3652		729166.8 		5 997940.3 		729168.2 		5 997960.6 		52.5		20.3

		6/7/25		7:25:11 PM		ST161		DVV		PC		3653		725913.4 		5 999914.0 		725904.2 		5 999932.3 		52.3		20.5

		6/7/25		7:52:38 PM		ST163		DVV		PC		3654		722522.9 		6 001636.0 		722514.5 		6 001647.9 		52.2		14.6

		6/7/25		8:22:05 PM		ST165		DVV		PC		3655		721866.1 		6 005374.5 		721854.6 		6 005383.4 		54.1		14.6

		6/7/25		8:51:23 PM		ST167		DVV		PC		3656		719261.9 		6 008082.7 		719263.0 		6 008073.2 		55.2		9.5

		6/7/25		9:23:20 PM		ST168		Video		SOL		3657		717964.4 		6 009604.9 		717946.7 		6 009626.6 		55.7		28.0

		6/7/25		9:24:03 PM		ST168		Still		269605_ST168_01		3658		717964.4 		6 009604.9 		717948.1 		6 009613.2 		56.0		18.3

		6/7/25		9:24:15 PM		ST168		Still		269605_ST168_02		3659		717964.4 		6 009604.9 		717949.5 		6 009610.2 		55.7		15.8

		6/7/25		9:24:27 PM		ST168		Still		269605_ST168_03		3660		717964.4 		6 009604.9 		717951.7 		6 009606.8 		55.8		12.9

		6/7/25		9:25:02 PM		ST168		Still		269605_ST168_04		3661		717964.4 		6 009604.9 		717959.1 		6 009597.8 		55.8		8.8

		6/7/25		9:25:14 PM		ST168		Still		269605_ST168_05		3662		717964.4 		6 009604.9 		717961.0 		6 009595.7 		55.8		9.8

		6/7/25		9:25:20 PM		ST168		Still		269605_ST168_06		3663		717964.4 		6 009604.9 		717961.6 		6 009594.9 		55.7		10.3

		6/7/25		9:25:40 PM		ST168		Still		269605_ST168_07		3664		717964.4 		6 009604.9 		717964.8 		6 009589.6 		55.2		15.2

		6/7/25		9:26:00 PM		ST168		Still		269605_ST168_08		3665		717964.4 		6 009604.9 		717966.6 		6 009583.2 		55.7		21.8

		6/7/25		9:26:08 PM		ST168		Video		EOL		3666		717964.4 		6 009604.9 		717967.2 		6 009580.1 		55.4		24.9

		6/7/25		9:46:52 PM		ST168		DVV		PSD/NS1		3667		717964.4 		6 009604.9 		717954.6 		6 009598.9 		56.1		11.5

		6/7/25		10:12:51 PM		ST169		Video		SOL		3668		716665.2 		6 011125.9 		716651.5 		6 011152.2 		55.5		29.6

		6/7/25		10:12:59 PM		ST169		Still		269605_ST169_01		3669		716665.2 		6 011125.9 		716651.7 		6 011149.4 		55.9		27.2

		6/7/25		10:13:24 PM		ST169		Still		269605_ST169_02		3670		716665.2 		6 011125.9 		716653.2 		6 011140.3 		56.1		18.7

		6/7/25		10:13:47 PM		ST169		Still		269605_ST169_03		3671		716665.2 		6 011125.9 		716655.2 		6 011130.2 		56.1		10.9

		6/7/25		10:13:57 PM		ST169				No photo		3672		716665.2 		6 011125.9 		716655.8 		6 011127.5 		56.0		9.5

		6/7/25		10:14:02 PM		ST169		Still		269605_ST169_04		3673		716665.2 		6 011125.9 		716656.5 		6 011125.2 		56.0		8.7

		6/7/25		10:14:06 PM		ST169		Still		269605_ST169_05		3674		716665.2 		6 011125.9 		716656.9 		6 011123.9 		56.0		8.5

		6/7/25		10:14:14 PM		ST169		Still		269605_ST169_06		3675		716665.2 		6 011125.9 		716658.1 		6 011120.8 		55.9		8.7

		6/7/25		10:14:31 PM		ST169		Still		269605_ST169_07		3676		716665.2 		6 011125.9 		716661.0 		6 011113.5 		56.2		13.1

		6/7/25		10:14:57 PM		ST169		Still		269605_ST169_08		3677		716665.2 		6 011125.9 		716666.7 		6 011104.2 		56.1		21.7

		6/7/25		10:15:12 PM		ST169		Still		269605_ST169_09		3678		716665.2 		6 011125.9 		716670.0 		6 011100.1 		56.2		26.2

		6/7/25		10:15:17 PM		ST169		Video		EOL		3679		716665.2 		6 011125.9 		716670.9 		6 011098.8 		56.2		27.7

		6/7/25		10:28:55 PM		ST169		DVV		PSD/NS1		3680		716665.2 		6 011125.9 		716666.2 		6 011127.8 		56.8		2.1

		6/7/25		10:46:42 PM		ST169		DVV		FA/FB		3681		716665.2 		6 011125.9 		716659.6 		6 011111.7 		56.6		15.2

		6/7/25		10:53:50 PM		ST169		DVV		PC/NS2		3682		716665.2 		6 011125.9 		716679.8 		6 011116.1 		56.5		17.6

		6/8/25		12:27:37 AM		ST170		Video		SOL		3683		715983.5 		6 012969.1 		716008.0 		6 012946.6 		57.3		33.3

		6/8/25		12:27:52 AM		ST170		Still		269605_ST170_01		3684		715983.5 		6 012969.1 		716004.9 		6 012950.2 		57.1		28.5

		6/8/25		12:27:57 AM		ST170		Still		269605_ST170_02		3685		715983.5 		6 012969.1 		716003.7 		6 012950.9 		57.2		27.2

		6/8/25		12:28:06 AM		ST170		Still		269605_ST170_03		3686		715983.5 		6 012969.1 		716001.3 		6 012952.2 		56.9		24.6

		6/8/25		12:28:12 AM		ST170		Still		269605_ST170_04		3687		715983.5 		6 012969.1 		715999.1 		6 012953.4 		57.1		22.1

		6/8/25		12:28:20 AM		ST170		Still		269605_ST170_05		3688		715983.5 		6 012969.1 		715996.7 		6 012954.2 		57.1		19.9

		6/8/25		12:28:40 AM		ST170		Still		269605_ST170_06		3689		715983.5 		6 012969.1 		715989.4 		6 012954.8 		57.2		15.4

		6/8/25		12:28:52 AM		ST170		Still		269605_ST170_07		3690		715983.5 		6 012969.1 		715985.7 		6 012953.9 		57.0		15.3

		6/8/25		12:29:00 AM		ST170		Still		269605_ST170_08		3691		715983.5 		6 012969.1 		715983.7 		6 012953.8 		56.9		15.3

		6/8/25		12:29:11 AM		ST170		Still		269605_ST170_09		3692		715983.5 		6 012969.1 		715980.0 		6 012951.7 		56.9		17.8

		6/8/25		12:29:51 AM		ST170		Still		269605_ST170_10		3693		715983.5 		6 012969.1 		715977.0 		6 012949.3 		55.0		20.8

		6/8/25		12:30:48 AM		ST170		Still		269605_ST170_11		3694		715983.5 		6 012969.1 		715978.4 		6 012963.8 		56.4		7.3

		6/8/25		12:30:52 AM		ST170		Still		269605_ST170_12		3695		715983.5 		6 012969.1 		715978.2 		6 012965.1 		57.0		6.6

		6/8/25		12:30:57 AM		ST170		Still		269605_ST170_13		3696		715983.5 		6 012969.1 		715978.0 		6 012967.5 		57.3		5.7

		6/8/25		12:31:15 AM		ST170		Still		269605_ST170_14		3697		715983.5 		6 012969.1 		715977.3 		6 012975.0 		57.0		8.6

		6/8/25		12:31:24 AM		ST170		Still		269605_ST170_15		3698		715983.5 		6 012969.1 		715977.2 		6 012978.6 		57.2		11.4

		6/8/25		12:31:34 AM		ST170		Still		269605_ST170_16		3699		715983.5 		6 012969.1 		715977.1 		6 012982.7 		57.1		15.0

		6/8/25		12:31:41 AM		ST170		Still		269605_ST170_17		3700		715983.5 		6 012969.1 		715977.3 		6 012984.7 		57.0		16.8

		6/8/25		12:31:51 AM		ST170		Still		269605_ST170_18		3701		715983.5 		6 012969.1 		715977.6 		6 012988.4 		57.0		20.2

		6/8/25		12:32:00 AM		ST170		Still		269605_ST170_19		3702		715983.5 		6 012969.1 		715977.9 		6 012992.2 		57.0		23.8

		6/8/25		12:32:03 AM		ST170		Still		269605_ST170_20		3703		715983.5 		6 012969.1 		715978.1 		6 012993.4 		57.2		24.9

		6/8/25		12:32:12 AM		ST170		Still		269605_ST170_21		3704		715983.5 		6 012969.1 		715978.5 		6 012995.7 		57.0		27.1

		6/8/25		12:32:20 AM		ST170		Video		EOL		3705		715983.5 		6 012969.1 		715978.6 		6 012997.3 		56.8		28.6

		6/8/25		12:44:17 AM		ST170		DVV		PSD		3706		715983.5 		6 012969.1 		715983.0 		6 012946.2 		57.4		22.9

		6/8/25		1:13:16 AM		ST171		Video		SOL		3707		715479.1 		6 014904.8 		715489.8 		6 014883.9 		59.7		23.5

		6/8/25		1:13:37 AM		ST171		Still		269605_ST171_01		3708		715479.1 		6 014904.8 		715492.1 		6 014892.4 		59.7		17.9

		6/8/25		1:13:43 AM		ST171		Still		269605_ST171_02		3709		715479.1 		6 014904.8 		715491.6 		6 014893.7 		59.8		16.7

		6/8/25		1:14:05 AM		ST171		Still		269605_ST171_03		3710		715479.1 		6 014904.8 		715488.2 		6 014901.2 		59.3		9.8

		6/8/25		1:14:08 AM		ST171		Still		269605_ST171_04		3711		715479.1 		6 014904.8 		715487.9 		6 014902.0 		59.7		9.3

		6/8/25		1:14:11 AM		ST171		Still		269605_ST171_05		3712		715479.1 		6 014904.8 		715487.5 		6 014903.0 		59.9		8.6

		6/8/25		1:14:26 AM		ST171		Still		269605_ST171_06		3713		715479.1 		6 014904.8 		715485.1 		6 014907.3 		59.9		6.5

		6/8/25		1:14:31 AM		ST171		Still		269605_ST171_07		3714		715479.1 		6 014904.8 		715484.4 		6 014908.3 		59.8		6.4

		6/8/25		1:14:43 AM		ST171		Still		269605_ST171_08		3715		715479.1 		6 014904.8 		715482.1 		6 014911.9 		59.9		7.8

		6/8/25		1:15:19 AM		ST171		Still		269605_ST171_09		3716		715479.1 		6 014904.8 		715477.9 		6 014924.9 		59.6		20.2

		6/8/25		1:15:31 AM		ST171		Still		269605_ST171_10		3717		715479.1 		6 014904.8 		715478.2 		6 014929.7 		59.9		24.9

		6/8/25		1:15:34 AM		ST171		Video		EOL		3718		715479.1 		6 014904.8 		715478.2 		6 014930.9 		59.7		26.2

		6/8/25		1:37:24 AM		ST171		DVV		NS1/NS2		3719		715479.1 		6 014904.8 		715474.7 		6 014880.8 		36.5		24.4		Didn't trigger

		6/8/25		1:40:01 AM		ST171		DVV		PC/PSD		3720		715479.1 		6 014904.8 		715476.5 		6 014881.1 		37.3		23.8

		6/8/25		1:59:02 AM		ST171		DVV		FA/FB		3721		715479.1 		6 014904.8 		715485.0 		6 014885.7 		60.2		19.9

		6/8/25		3:51:20 PM		ST172		Video		SOL		3723		714861.0 		6 017332.0 		714879.1 		6 017301.3 		58.4		35.6

		6/8/25		3:51:41 PM		ST172		Still		269605_ST172_01		3724		714861.0 		6 017332.0 		714875.9 		6 017309.7 		58.2		26.8

		6/8/25		3:51:56 PM		ST172		Still		269605_ST172_02		3725		714861.0 		6 017332.0 		714872.7 		6 017318.1 		58.2		18.2

		6/8/25		3:52:16 PM		ST172		Still		269605_ST172_03		3726		714861.0 		6 017332.0 		714865.9 		6 017326.9 		58.3		7.1

		6/8/25		3:53:07 PM		ST172		Still		269605_ST172_04		3727		714861.0 		6 017332.0 		714856.1 		6 017341.0 		58.2		10.2

		6/8/25		3:53:20 PM		ST172		Still		269605_ST172_05		3728		714861.0 		6 017332.0 		714853.0 		6 017347.8 		58.1		17.7

		6/8/25		3:53:29 PM		ST172		Still		269605_ST172_06		3729		714861.0 		6 017332.0 		714851.4 		6 017352.2 		58.2		22.3

		6/8/25		3:53:55 PM		ST172		Still		269605_ST172_07		3730		714861.0 		6 017332.0 		714847.9 		6 017357.9 		58.1		29.0

		6/8/25		3:54:01 PM		ST172		Video		EOL		3731		714861.0 		6 017332.0 		714846.9 		6 017359.7 		58.0		31.1

		6/8/25		4:07:46 PM		ST172		DVV		PSD		3732		714861.0 		6 017332.0 		714870.9 		6 017331.7 		49.4		9.9

		6/8/25		4:37:47 PM		ST173		Video		SOL		3733		714470.2 		6 018776.2 		714494.4 		6 018753.5 		59.0		33.1

		6/8/25		4:38:08 PM		ST173		Still		269605_ST173_01		3734		714470.2 		6 018776.2 		714489.0 		6 018762.0 		58.7		23.5

		6/8/25		4:38:19 PM		ST173		Still		269605_ST173_02		3735		714470.2 		6 018776.2 		714485.1 		6 018766.9 		59.4		17.5

		6/8/25		4:38:34 PM		ST173		Still		269605_ST173_03		3736		714470.2 		6 018776.2 		714482.5 		6 018770.8 		59.2		13.4

		6/8/25		4:38:46 PM		ST173		Still		269605_ST173_04		3737		714470.2 		6 018776.2 		714479.0 		6 018775.4 		59.4		8.8

		6/8/25		4:39:05 PM		ST173		Still		269605_ST173_05		3738		714470.2 		6 018776.2 		714475.9 		6 018780.8 		59.1		7.3

		6/8/25		4:39:28 PM		ST173		Still		269605_ST173_06		3739		714470.2 		6 018776.2 		714471.3 		6 018790.0 		59.3		13.8

		6/8/25		4:39:40 PM		ST173		Still		269605_ST173_07		3740		714470.2 		6 018776.2 		714468.5 		6 018795.4 		59.4		19.4

		6/8/25		4:39:56 PM		ST173		Still		269605_ST173_08		3741		714470.2 		6 018776.2 		714465.0 		6 018800.7 		59.2		25.1

		6/8/25		4:40:07 PM		ST173		Video		EOL		3742		714470.2 		6 018776.2 		714463.0 		6 018804.5 		59.4		29.3

		6/8/25		4:52:01 PM		ST173		DVV		NS1/NS2		3743		714470.2 		6 018776.2 		714469.9 		6 018785.1 		59.2		8.9

		6/8/25		4:58:23 PM		ST173		DVV		PC/PSD		3744		714470.2 		6 018776.2 		714460.9 		6 018767.1 		58.9		13.0

		6/8/25		5:35:00 PM		ST173		DVV		NS3/NS4		3745		714470.2 		6 018776.2 		714487.6 		6 018776.6 		59.0		17.3

		6/8/25		5:41:34 PM		ST173		DVV		FA/FB		3746		714470.2 		6 018776.2 		714489.5 		6 018790.3 		57.6		23.9

		6/8/25		6:27:14 PM		ST174		Video		SOL		3747		714226.0 		6 020309.0 		714154.3 		6 020378.1 		55.8		99.6

		6/8/25		6:27:19 PM		ST174		Still		269605_ST174_01		3748		714226.0 		6 020309.0 		714157.1 		6 020378.2 		57.5		97.6

		6/8/25		6:27:30 PM		ST174		Still		269605_ST174_02		3749		714226.0 		6 020309.0 		714162.7 		6 020377.7 		57.5		93.4

		6/8/25		6:30:18 PM		ST174		Video		EOL		3750		714226.0 		6 020309.0 		714225.5 		6 020350.0 		44.1		41.0		Tangled in fishing gear. Moved station 50 m to avoid it. 

		6/8/25		7:22:44 PM		ST174a		Video		SOL		3751		714283.6 		6 020299.1 		714303.8 		6 020409.0 		57.9		111.8

		6/8/25		7:22:49 PM		ST174a		Still		269605_ST174a_01		3752		714283.6 		6 020299.1 		714303.8 		6 020406.7 		57.8		109.5

		6/8/25		7:22:59 PM		ST174a		Still		269605_ST174a_02		3753		714283.6 		6 020299.1 		714303.4 		6 020401.6 		57.8		104.4

		6/8/25		7:23:15 PM		ST174a		Still		269605_ST174a_03		3754		714283.6 		6 020299.1 		714302.8 		6 020394.4 		57.9		97.2

		6/8/25		7:23:23 PM		ST174a		Still		269605_ST174a_04		3755		714283.6 		6 020299.1 		714302.4 		6 020390.7 		57.6		93.5

		6/8/25		7:23:44 PM		ST174a		Still		269605_ST174a_05		3756		714283.6 		6 020299.1 		714301.2 		6 020381.5 		57.8		84.3

		6/8/25		7:23:55 PM		ST174a		Still		269605_ST174a_06		3757		714283.6 		6 020299.1 		714300.6 		6 020377.3 		57.8		80.0

		6/8/25		7:24:07 PM		ST174a		Still		269605_ST174a_07		3758		714283.6 		6 020299.1 		714301.2 		6 020373.1 		58.0		76.0

		6/8/25		7:25:00 PM		ST174a		Still		269605_ST174a_08		3759		714283.6 		6 020299.1 		714300.5 		6 020354.5 		58.0		57.9

		6/8/25		7:25:04 PM		ST174a		Still		269605_ST174a_09		3760		714283.6 		6 020299.1 		714300.5 		6 020353.0 		57.7		56.5

		6/8/25		7:25:32 PM		ST174a		Still		269605_ST174a_10		3761		714283.6 		6 020299.1 		714299.6 		6 020342.2 		57.7		46.0

		6/8/25		7:25:53 PM		ST174a		Still		269605_ST174a_11		3762		714283.6 		6 020299.1 		714299.5 		6 020333.8 		57.8		38.2

		6/8/25		7:26:05 PM		ST174a		Still		269605_ST174a_12		3763		714283.6 		6 020299.1 		714299.8 		6 020330.3 		57.7		35.1

		6/8/25		7:26:20 PM		ST174a		Still		269605_ST174a_13		3764		714283.6 		6 020299.1 		714298.4 		6 020324.7 		57.9		29.6

		6/8/25		7:27:05 PM		ST174a		Still		269605_ST174a_14		3765		714283.6 		6 020299.1 		714296.5 		6 020307.5 		57.5		15.4

		6/8/25		7:27:58 PM		ST174a		Still		269605_ST174a_15		3766		714283.6 		6 020299.1 		714299.7 		6 020289.6 		57.4		18.7

		6/8/25		7:28:02 PM		ST174a		Still		269605_ST174a_16		3767		714283.6 		6 020299.1 		714299.9 		6 020288.4 		57.6		19.5

		6/8/25		7:28:18 PM		ST174a		Still		269605_ST174a_17		3768		714283.6 		6 020299.1 		714300.4 		6 020282.2 		57.4		23.8

		6/8/25		7:28:49 PM		ST174a		Still		269605_ST174a_18		3769		714283.6 		6 020299.1 		714304.3 		6 020270.9 		57.7		35.0

		6/8/25		7:28:53 PM		ST174a		Still		269605_ST174a_19		3770		714283.6 		6 020299.1 		714304.6 		6 020269.9 		57.6		36.0

		6/8/25		7:29:17 PM		ST174a		Still		269605_ST174a_20		3771		714283.6 		6 020299.1 		714306.3 		6 020260.5 		57.8		44.7

		6/8/25		7:29:23 PM		ST174a		Still		269605_ST174a_21		3772		714283.6 		6 020299.1 		714306.9 		6 020258.6 		57.6		46.8

		6/8/25		7:29:42 PM		ST174a		Still		269605_ST174a_22		3773		714283.6 		6 020299.1 		714307.9 		6 020250.1 		57.4		54.7

		6/8/25		7:30:09 PM		ST174a		Still		269605_ST174a_23		3774		714283.6 		6 020299.1 		714310.8 		6 020238.5 		57.4		66.4

		6/8/25		7:30:33 PM		ST174a		Still		269605_ST174a_24		3775		714283.6 		6 020299.1 		714315.5 		6 020228.3 		57.6		77.7

		6/8/25		7:30:36 PM		ST174a		Still		269605_ST174a_25		3776		714283.6 		6 020299.1 		714316.4 		6 020227.3 		57.4		78.9

		6/8/25		7:31:03 PM		ST174a		Video		EOL		3777		714283.6 		6 020299.1 		714325.6 		6 020217.5 		57.6		91.8

		6/8/25		8:22:37 PM		ST174a		DVV		PSD		3778		714283.6 		6 020299.1 		714281.1 		6 020318.3 		57.4		19.3

		6/8/25		8:50:04 PM		ST175		Video		SOL		3779		714105.8 		6 022748.8 		714114.2 		6 022770.7 		56.7		23.5

		6/8/25		8:50:06 PM		ST175		Still		269605_ST175_01		3780		714105.8 		6 022748.8 		714114.6 		6 022770.0 		57.2		23.0

		6/8/25		8:50:12 PM		ST175		Still		269605_ST175_02		3781		714105.8 		6 022748.8 		714115.3 		6 022768.9 		56.8		22.3

		6/8/25		8:50:23 PM		ST175		Still		269605_ST175_03		3782		714105.8 		6 022748.8 		714118.9 		6 022766.1 		56.6		21.7

		6/8/25		8:50:33 PM		ST175		Still		269605_ST175_04		3783		714105.8 		6 022748.8 		714121.3 		6 022762.5 		56.9		20.7

		6/8/25		8:50:45 PM		ST175		Still		269605_ST175_05		3784		714105.8 		6 022748.8 		714125.7 		6 022756.9 		57.3		21.5

		6/8/25		8:50:49 PM		ST175		Still		269605_ST175_06		3785		714105.8 		6 022748.8 		714126.4 		6 022755.7 		57.6		21.7

		6/8/25		8:51:03 PM		ST175		Still		269605_ST175_07		3786		714105.8 		6 022748.8 		714130.6 		6 022749.8 		57.5		24.8

		6/8/25		8:51:25 PM		ST175		Still		269605_ST175_08		3787		714105.8 		6 022748.8 		714135.0 		6 022741.8 		57.5		30.1

		6/8/25		8:51:39 PM		ST175		Video		EOL		3788		714105.8 		6 022748.8 		714137.5 		6 022738.7 		57.1		33.3		Aborted as offline

		6/8/25		8:58:12 PM		ST175a		Video		SOL		3789		714105.8 		6 022748.8 		714089.7 		6 022781.8 		57.4		36.7		Rerun

		6/8/25		8:58:30 PM		ST175a		Still		269605_ST175a_01		3790		714105.8 		6 022748.8 		714090.2 		6 022775.1 		57.3		30.6

		6/8/25		8:58:40 PM		ST175a		Still		269605_ST175a_02		3791		714105.8 		6 022748.8 		714090.1 		6 022771.3 		57.1		27.4

		6/8/25		8:58:43 PM		ST175a		Still		269605_ST175a_03		3792		714105.8 		6 022748.8 		714090.3 		6 022769.7 		57.3		26.0

		6/8/25		8:58:48 PM		ST175a		Still		269605_ST175a_04		3793		714105.8 		6 022748.8 		714090.6 		6 022768.2 		57.2		24.6

		6/8/25		8:59:07 PM		ST175a		Still		269605_ST175a_05		3794		714105.8 		6 022748.8 		714092.5 		6 022760.9 		57.3		17.9

		6/8/25		8:59:13 PM		ST175a		Still		269605_ST175a_06		3795		714105.8 		6 022748.8 		714093.2 		6 022759.2 		57.3		16.3

		6/8/25		8:59:57 PM		ST175a		Still		269605_ST175a_07		3796		714105.8 		6 022748.8 		714105.5 		6 022745.2 		57.0		3.6

		6/8/25		9:00:16 PM		ST175a		Still		269605_ST175a_08		3797		714105.8 		6 022748.8 		714112.0 		6 022740.4 		57.1		10.5

		6/8/25		9:00:23 PM		ST175a		Still		269605_ST175a_09		3798		714105.8 		6 022748.8 		714113.5 		6 022739.1 		57.2		12.4

		6/8/25		9:00:44 PM		ST175a		Still		269605_ST175a_10		3799		714105.8 		6 022748.8 		714121.4 		6 022733.5 		57.1		21.9

		6/8/25		9:00:55 PM		ST175a		Video		EOL		3800		714105.8 		6 022748.8 		714125.0 		6 022731.3 		57.2		26.0

		6/8/25		9:15:22 PM		ST175		DVV		FA/FB		3801		714105.8 		6 022748.8 		714104.6 		6 022765.3 		57.3		16.5

		6/8/25		9:23:42 PM		ST175		DVV		PC/NS1		3802		714105.8 		6 022748.8 		714102.8 		6 022754.8 		57.4		6.7

		6/8/25		9:44:02 PM		ST175		DVV		PSD/eDNA		3803		714105.8 		6 022748.8 		714110.1 		6 022763.3 		57.5		15.2

		6/8/25		10:22:59 PM		ST175		WS		BOT		3804		714105.8 		6 022748.8 		714123.8 		6 022760.1 		52.5		21.3

		6/8/25		10:28:34 PM		ST175		WS		TOP		3805		714105.8 		6 022748.8 		714120.6 		6 022764.7 		2.4		21.8

		6/9/25		12:08:19 AM		ST176		Video		SOL		3806		714274.5 		6 024725.7 		714250.1 		6 024616.2 		59.1		112.1

		6/9/25		12:08:40 AM		ST176		Still		269605_ST176_01		3807		714274.5 		6 024725.7 		714253.2 		6 024626.7 		58.7		101.3

		6/9/25		12:09:01 AM		ST176		Still		269605_ST176_02		3808		714274.5 		6 024725.7 		714256.4 		6 024638.3 		59.1		89.2

		6/9/25		12:09:06 AM		ST176		Still		269605_ST176_03		3809		714274.5 		6 024725.7 		714257.0 		6 024640.0 		59.2		87.4

		6/9/25		12:09:09 AM		ST176		Still		269605_ST176_04		3810		714274.5 		6 024725.7 		714257.4 		6 024641.2 		59.1		86.1

		6/9/25		12:09:12 AM		ST176		Still		269605_ST176_05		3811		714274.5 		6 024725.7 		714257.9 		6 024642.2 		59.0		85.1

		6/9/25		12:09:16 AM		ST176		Still		269605_ST176_06		3812		714274.5 		6 024725.7 		714258.3 		6 024643.6 		58.9		83.6

		6/9/25		12:09:33 AM		ST176		Still		269605_ST176_07		3813		714274.5 		6 024725.7 		714260.2 		6 024651.1 		59.0		75.9

		6/9/25		12:09:47 AM		ST176		Still		269605_ST176_08		3814		714274.5 		6 024725.7 		714261.6 		6 024657.3 		58.9		69.5

		6/9/25		12:09:57 AM		ST176		Still		269605_ST176_09		3815		714274.5 		6 024725.7 		714263.0 		6 024661.9 		59.0		64.8

		6/9/25		12:10:48 AM		ST176		Still		269605_ST176_10		3816		714274.5 		6 024725.7 		714269.6 		6 024685.3 		58.8		40.7

		6/9/25		12:11:10 AM		ST176		Still		269605_ST176_11		3817		714274.5 		6 024725.7 		714271.6 		6 024695.1 		58.6		30.7

		6/9/25		12:11:34 AM		ST176		Still		269605_ST176_12		3818		714274.5 		6 024725.7 		714274.5 		6 024704.8 		58.3		20.9

		6/9/25		12:11:55 AM		ST176		Still		269605_ST176_13		3819		714274.5 		6 024725.7 		714277.3 		6 024715.0 		58.5		11.0

		6/9/25		12:12:12 AM		ST176		Still		269605_ST176_14		3820		714274.5 		6 024725.7 		714278.8 		6 024722.3 		58.5		5.5

		6/9/25		12:12:29 AM		ST176		Still		269605_ST176_15		3821		714274.5 		6 024725.7 		714280.7 		6 024729.1 		58.5		7.1

		6/9/25		12:12:34 AM		ST176		Still		269605_ST176_16		3822		714274.5 		6 024725.7 		714281.4 		6 024731.5 		58.2		9.0

		6/9/25		12:12:42 AM		ST176		Still		269605_ST176_17		3823		714274.5 		6 024725.7 		714282.1 		6 024734.5 		57.7		11.6

		6/9/25		12:13:02 AM		ST176		Still		269605_ST176_18		3824		714274.5 		6 024725.7 		714284.9 		6 024743.4 		58.5		20.6

		6/9/25		12:13:14 AM		ST176		Still		269605_ST176_19		3825		714274.5 		6 024725.7 		714286.8 		6 024748.3 		58.5		25.8

		6/9/25		12:13:44 AM		ST176		Still		269605_ST176_20		3826		714274.5 		6 024725.7 		714290.9 		6 024762.0 		58.5		39.9

		6/9/25		12:13:58 AM		ST176		Still		269605_ST176_21		3827		714274.5 		6 024725.7 		714292.9 		6 024768.6 		58.8		46.7

		6/9/25		12:14:06 AM		ST176		Still		269605_ST176_22		3828		714274.5 		6 024725.7 		714293.7 		6 024772.3 		58.9		50.5

		6/9/25		12:14:10 AM		ST176		Still		269605_ST176_23		3829		714274.5 		6 024725.7 		714294.3 		6 024773.7 		58.8		52.0

		6/9/25		12:14:33 AM		ST176		Still		269605_ST176_24		3830		714274.5 		6 024725.7 		714297.4 		6 024784.5 		58.8		63.2

		6/9/25		12:15:06 AM		ST176		Still		269605_ST176_25		3831		714274.5 		6 024725.7 		714301.6 		6 024801.5 		59.0		80.5

		6/9/25		12:15:53 AM		ST176		Video		EOL		3832		714274.5 		6 024725.7 		714307.0 		6 024826.0 		58.6		105.4

		6/9/25		12:32:23 AM		ST176		DVV		PSD		3833		714274.5 		6 024725.7 		714283.7 		6 024719.1 		57.2		11.3

		6/9/25		12:59:20 AM		ST177		Video		SOL		3834		714671.7 		6 026686.1 		714656.7 		6 026663.5 		62.2		27.2

		6/9/25		12:59:29 AM		ST177		Still		269605_ST177_01		3835		714671.7 		6 026686.1 		714657.2 		6 026665.9 		62.2		24.9

		6/9/25		12:59:40 AM		ST177		Still		269605_ST177_02		3836		714671.7 		6 026686.1 		714658.9 		6 026671.1 		62.2		19.8

		6/9/25		12:59:49 AM		ST177		Still		269605_ST177_03		3837		714671.7 		6 026686.1 		714659.8 		6 026674.2 		62.2		16.9

		6/9/25		12:59:58 AM		ST177		Still		269605_ST177_04		3838		714671.7 		6 026686.1 		714660.8 		6 026677.2 		62.2		14.2

		6/9/25		1:00:23 AM		ST177		Still		269605_ST177_05		3839		714671.7 		6 026686.1 		714663.3 		6 026684.9 		62.0		8.6

		6/9/25		1:00:36 AM		ST177		Still		269605_ST177_06		3840		714671.7 		6 026686.1 		714665.2 		6 026689.4 		61.9		7.3

		6/9/25		1:00:48 AM		ST177		Still		269605_ST177_07		3841		714671.7 		6 026686.1 		714666.6 		6 026693.3 		62.1		8.8

		6/9/25		1:01:40 AM		ST177		Still		269605_ST177_08		3842		714671.7 		6 026686.1 		714674.0 		6 026710.6 		62.0		24.5

		6/9/25		1:01:48 AM		ST177		Still		269605_ST177_09		3843		714671.7 		6 026686.1 		714675.3 		6 026713.5 		62.3		27.5

		6/9/25		1:01:51 AM		ST177		Video		EOL		3844		714671.7 		6 026686.1 		714675.5 		6 026713.8 		62.4		27.9

		6/9/25		1:15:24 AM		ST177		DVV		NS1/NS2		3845		714671.7 		6 026686.1 		714684.1 		6 026676.2 		60.5		15.9

		6/9/25		1:19:09 AM		ST177		DVV		NS3/NS4		3846		714671.7 		6 026686.1 		714667.6 		6 026668.7 		62.8		17.9

		6/9/25		1:25:24 AM		ST177		DVV		FA/FB		3847		714671.7 		6 026686.1 		714684.3 		6 026666.7 		62.9		23.2

		6/9/25		1:33:29 AM		ST177		DVV		PC/PSD		3848		714671.7 		6 026686.1 		714677.6 		6 026667.3 		62.7		19.7

		6/9/25		2:27:32 AM		ST178		Video		SOL		3849		715069.0 		6 028646.6 		715066.7 		6 028625.3 		67.9		21.5

		6/9/25		2:27:39 AM		ST178		Still		269605_ST178_01		3850		715069.0 		6 028646.6 		715068.2 		6 028627.8 		67.6		18.9

		6/9/25		2:27:59 AM		ST178		Still		269605_ST178_02		3851		715069.0 		6 028646.6 		715071.3 		6 028636.6 		67.6		10.3

		6/9/25		2:28:23 AM		ST178		Still		269605_ST178_03		3852		715069.0 		6 028646.6 		715074.8 		6 028646.4 		67.2		5.8

		6/9/25		2:28:27 AM		ST178		Still		269605_ST178_04		3853		715069.0 		6 028646.6 		715075.2 		6 028647.9 		67.6		6.3

		6/9/25		2:28:44 AM		ST178		Still		269605_ST178_05		3854		715069.0 		6 028646.6 		715076.8 		6 028654.6 		67.4		11.2

		6/9/25		2:29:06 AM		ST178		Still		269605_ST178_06		3855		715069.0 		6 028646.6 		715077.0 		6 028662.1 		67.5		17.4

		6/9/25		2:29:38 AM		ST178		Video		EOL		3856		715069.0 		6 028646.6 		715076.5 		6 028672.5 		67.4		27.0

		6/9/25		2:51:10 AM		ST178		DVV		PSD		3857		715069.0 		6 028646.6 		715081.8 		6 028629.1 		67.7		21.7

		6/9/25		3:21:13 AM		ST179		Video		SOL		3858		715466.2 		6 030607.2 		715472.6 		6 030572.4 		66.2		35.3

		6/9/25		3:21:17 AM		ST179		Still		269605_ST179_01		3859		715466.2 		6 030607.2 		715472.1 		6 030574.3 		66.6		33.4

		6/9/25		3:21:27 AM		ST179		Still		269605_ST179_02		3860		715466.2 		6 030607.2 		715471.5 		6 030577.5 		66.2		30.1

		6/9/25		3:21:36 AM		ST179		Still		269605_ST179_03		3861		715466.2 		6 030607.2 		715470.4 		6 030581.1 		66.5		26.4

		6/9/25		3:21:54 AM		ST179		Still		269605_ST179_04		3862		715466.2 		6 030607.2 		715469.0 		6 030587.8 		66.1		19.5

		6/9/25		3:21:58 AM		ST179		Still		269605_ST179_05		3863		715466.2 		6 030607.2 		715468.7 		6 030589.0 		66.1		18.4

		6/9/25		3:22:13 AM		ST179		Still		269605_ST179_06		3864		715466.2 		6 030607.2 		715466.8 		6 030595.9 		66.1		11.3

		6/9/25		3:22:17 AM		ST179		Still		269605_ST179_07		3865		715466.2 		6 030607.2 		715466.6 		6 030597.1 		66.1		10.1

		6/9/25		3:22:29 AM		ST179		Still		269605_ST179_08		3866		715466.2 		6 030607.2 		715465.5 		6 030600.5 		65.9		6.7

		6/9/25		3:22:39 AM		ST179		Still		269605_ST179_09		3867		715466.2 		6 030607.2 		715463.5 		6 030604.7 		66.1		3.6

		6/9/25		3:22:43 AM		ST179		Still		269605_ST179_10		3868		715466.2 		6 030607.2 		715462.8 		6 030606.1 		66.3		3.5

		6/9/25		3:22:47 AM		ST179		Still		269605_ST179_11		3869		715466.2 		6 030607.2 		715462.7 		6 030607.2 		66.2		3.5

		6/9/25		3:23:03 AM		ST179		Still		269605_ST179_12		3870		715466.2 		6 030607.2 		715461.2 		6 030611.6 		66.2		6.6

		6/9/25		3:23:40 AM		ST179		Still		269605_ST179_13		3871		715466.2 		6 030607.2 		715458.5 		6 030622.1 		65.8		16.8

		6/9/25		3:24:11 AM		ST179		Video		EOL		3872		715466.2 		6 030607.2 		715458.5 		6 030631.9 		65.5		25.9

		6/9/25		3:47:04 AM		ST179		DVV		PSD/NS1		3873		715466.2 		6 030607.2 		715470.1 		6 030590.2 		65.6		17.4

		6/9/25		3:56:42 AM		ST179		DVV		FA/FB		3874		715466.2 		6 030607.2 		715484.2 		6 030597.5 		66.2		20.4

		6/9/25		4:04:47 AM		ST179		DVV		NS2/NS3		3875		715466.2 		6 030607.2 		715475.9 		6 030601.5 		66.2		11.3

		6/9/25		4:10:09 AM		ST179		DVV		PC/NS4		3876		715466.2 		6 030607.2 		715474.5 		6 030593.8 		66.3		15.7

		6/9/25		5:23:11 AM		ST180		Video		SOL		3877		716004.8 		6 032533.5 		716033.5 		6 032521.3 		63.8		31.2

		6/9/25		5:23:21 AM		ST180		Still		269605_ST180_01		3878		716004.8 		6 032533.5 		716029.9 		6 032526.5 		64.0		26.1

		6/9/25		5:23:30 AM		ST180		Still		269605_ST180_02		3879		716004.8 		6 032533.5 		716026.7 		6 032530.3 		63.4		22.2

		6/9/25		5:23:37 AM		ST180		Still		269605_ST180_03		3880		716004.8 		6 032533.5 		716023.0 		6 032535.7 		63.9		18.3

		6/9/25		5:23:50 AM		ST180		Still		269605_ST180_04		3881		716004.8 		6 032533.5 		716017.7 		6 032541.9 		63.3		15.3

		6/9/25		5:24:00 AM		ST180		Still		269605_ST180_05		3882		716004.8 		6 032533.5 		716013.0 		6 032546.8 		64.0		15.6

		6/9/25		5:24:11 AM		ST180		Still		269605_ST180_06		3883		716004.8 		6 032533.5 		716010.0 		6 032549.9 		64.1		17.2

		6/9/25		5:24:21 AM		ST180		Still		269605_ST180_07		3884		716004.8 		6 032533.5 		716006.6 		6 032553.2 		63.8		19.7

		6/9/25		5:24:28 AM		ST180		Still		269605_ST180_08		3885		716004.8 		6 032533.5 		716003.5 		6 032556.0 		63.8		22.4

		6/9/25		5:24:38 AM		ST180		Still		269605_ST180_09		3886		716004.8 		6 032533.5 		716000.1 		6 032559.2 		63.8		26.0

		6/9/25		5:24:48 AM		ST180		Still		269605_ST180_10		3887		716004.8 		6 032533.5 		715996.4 		6 032562.7 		64.0		30.4

		6/9/25		5:24:53 AM		ST180		Video		EOL		3888		716004.8 		6 032533.5 		715995.7 		6 032563.5 		64.0		31.3

		6/9/25		5:37:53 AM		ST180		DVV		PSD		3889		716004.8 		6 032533.5 		716019.4 		6 032538.4 		63.9		15.4

		6/9/25		6:04:38 AM		ST181		Video		SOL		3890		715837.5 		6 034444.6 		715911.1 		6 034526.4 		63.3		110.1

		6/9/25		6:04:56 AM		ST181		Still		269605_ST181_01		3891		715837.5 		6 034444.6 		715908.1 		6 034517.2 		63.1		101.3

		6/9/25		6:05:10 AM		ST181		Still		269605_ST181_02		3892		715837.5 		6 034444.6 		715905.4 		6 034510.9 		63.0		94.9

		6/9/25		6:05:19 AM		ST181		Still		269605_ST181_03		3893		715837.5 		6 034444.6 		715903.4 		6 034506.2 		63.0		90.3

		6/9/25		6:05:52 AM		ST181		Still		269605_ST181_04		3894		715837.5 		6 034444.6 		715895.1 		6 034491.3 		63.0		74.2

		6/9/25		6:06:13 AM		ST181		Still		269605_ST181_05		3895		715837.5 		6 034444.6 		715890.2 		6 034481.1 		63.0		64.1

		6/9/25		6:06:16 AM		ST181		Still		269605_ST181_06		3896		715837.5 		6 034444.6 		715889.2 		6 034479.2 		63.1		62.3

		6/9/25		6:06:59 AM		ST181		Still		269605_ST181_07		3897		715837.5 		6 034444.6 		715878.1 		6 034461.0 		63.4		43.8

		6/9/25		6:07:18 AM		ST181		Still		269605_ST181_08		3898		715837.5 		6 034444.6 		715871.2 		6 034454.0 		63.5		35.0

		6/9/25		6:08:13 AM		ST181		Still		269605_ST181_09		3899		715837.5 		6 034444.6 		715844.7 		6 034455.2 		63.2		12.9

		6/9/25		6:08:23 AM		ST181		Still		269605_ST181_10		3900		715837.5 		6 034444.6 		715838.5 		6 034456.9 		63.2		12.4

		6/9/25		6:09:04 AM		ST181		Still		269605_ST181_11		3901		715837.5 		6 034444.6 		715817.6 		6 034455.0 		63.2		22.4

		6/9/25		6:09:48 AM		ST181		Still		269605_ST181_12		3902		715837.5 		6 034444.6 		715802.6 		6 034440.3 		63.1		35.2

		6/9/25		6:10:10 AM		ST181		Still		269605_ST181_13		3903		715837.5 		6 034444.6 		715799.2 		6 034429.4 		63.1		41.2

		6/9/25		6:10:35 AM		ST181		Still		269605_ST181_14		3904		715837.5 		6 034444.6 		715798.0 		6 034415.8 		63.3		48.9

		6/9/25		6:10:56 AM		ST181		Still		269605_ST181_15		3905		715837.5 		6 034444.6 		715798.2 		6 034405.2 		62.8		55.6

		6/9/25		6:11:11 AM		ST181		Still		269605_ST181_16		3906		715837.5 		6 034444.6 		715799.3 		6 034396.7 		62.9		61.2

		6/9/25		6:11:37 AM		ST181		Still		269605_ST181_17		3907		715837.5 		6 034444.6 		715799.3 		6 034383.4 		62.9		72.0

		6/9/25		6:11:56 AM		ST181		Still		269605_ST181_18		3908		715837.5 		6 034444.6 		715800.1 		6 034373.2 		63.0		80.5

		6/9/25		6:12:13 AM		ST181		Still		269605_ST181_19		3909		715837.5 		6 034444.6 		715800.9 		6 034364.3 		63.1		88.2

		6/9/25		6:12:31 AM		ST181		Still		269605_ST181_20		3910		715837.5 		6 034444.6 		715801.7 		6 034355.8 		62.9		95.7

		6/9/25		6:12:47 AM		ST181		Video		EOL		3911		715837.5 		6 034444.6 		715802.7 		6 034348.4 		63.0		102.2

		6/9/25		6:28:45 AM		ST181		DVV		NS1/NS2		3912		715837.5 		6 034444.6 		715855.1 		6 034447.5 		63.3		17.8

		6/9/25		6:34:32 AM		ST181		DVV		NS3/NS4		3913		715837.5 		6 034444.6 		715853.1 		6 034440.2 		63.2		16.2

		6/9/25		6:40:35 AM		ST181		DVV		NS5/NS6		3914		715837.5 		6 034444.6 		715846.6 		6 034450.1 		63.2		10.7

		6/9/25		6:53:57 AM		ST181		HG		NS7		3915		715837.5 		6 034444.6 		715832.5 		6 034447.0 		63.1		5.5

		6/9/25		6:59:29 AM		ST181		HG		NS8		3916		715837.5 		6 034444.6 		715836.6 		6 034446.1 		62.7		1.8

		6/9/25		7:05:17 AM		ST181		HG		NS9		3917		715837.5 		6 034444.6 		715832.0 		6 034463.9 		63.1		20.1

		6/9/25		7:27:58 AM		ST181		HG		PC		3918		715837.5 		6 034444.6 		715847.4 		6 034441.0 		62.7		10.5

		6/9/25		7:42:29 AM		ST181		HG		FA		3919		715837.5 		6 034444.6 		715844.7 		6 034446.9 		62.7		7.6

		6/9/25		7:47:57 AM		ST181		HG		NS10		3920		715837.5 		6 034444.6 		715838.0 		6 034449.8 		62.6		5.3

		6/9/25		7:55:51 AM		ST181		HG		FB		3921		715837.5 		6 034444.6 		715846.0 		6 034452.6 		62.7		11.7

		6/9/25		8:34:03 AM		ST182		Video		SOL		3922		714963.4 		6 036243.8 		714960.0 		6 036274.4 		63.0		30.8

		6/9/25		8:34:13 AM		ST182		Still		269605_ST182_01		3923		714963.4 		6 036243.8 		714960.6 		6 036270.1 		62.9		26.5

		6/9/25		8:34:22 AM		ST182		Still		269605_ST182_02		3924		714963.4 		6 036243.8 		714961.0 		6 036266.6 		62.9		23.0

		6/9/25		8:34:24 AM		ST182		Still		269605_ST182_03		3925		714963.4 		6 036243.8 		714961.2 		6 036265.4 		63.0		21.7

		6/9/25		8:34:30 AM		ST182		Still		269605_ST182_04		3926		714963.4 		6 036243.8 		714961.6 		6 036263.1 		63.2		19.4

		6/9/25		8:34:38 AM		ST182		Still		269605_ST182_05		3927		714963.4 		6 036243.8 		714961.6 		6 036259.7 		63.0		16.0

		6/9/25		8:35:27 AM		ST182		Still		269605_ST182_06		3928		714963.4 		6 036243.8 		714964.2 		6 036240.9 		62.5		3.0

		6/9/25		8:35:40 AM		ST182		Still		269605_ST182_07		3929		714963.4 		6 036243.8 		714965.5 		6 036236.1 		62.8		8.0

		6/9/25		8:36:03 AM		ST182		Still		269605_ST182_08		3930		714963.4 		6 036243.8 		714968.4 		6 036228.6 		63.1		16.0

		6/9/25		8:36:38 AM		ST182		Still		269605_ST182_09		3931		714963.4 		6 036243.8 		714972.7 		6 036216.3 		62.9		29.0

		6/9/25		8:36:58 AM		ST182		Video		EOL		3932		714963.4 		6 036243.8 		714974.8 		6 036210.7 		63.1		35.0

		6/9/25		8:57:59 AM		ST182		DVV		PSD		3933		714963.4 		6 036243.8 		714966.9 		6 036253.4 		62.7		10.3

		6/9/25		9:23:38 AM		ST183		Video		SOL		3934		713904.0 		6 038465.0 		713897.5 		6 038495.6 		63.1		31.3

		6/9/25		9:23:49 AM		ST183		Still		269605_ST183_01		3935		713904.0 		6 038465.0 		713898.4 		6 038490.8 		63.4		26.4

		6/9/25		9:24:02 AM		ST183		Still		269605_ST183_02		3936		713904.0 		6 038465.0 		713898.6 		6 038486.1 		63.2		21.8

		6/9/25		9:24:08 AM		ST183		Still		269605_ST183_03		3937		713904.0 		6 038465.0 		713898.6 		6 038483.3 		63.0		19.1

		6/9/25		9:24:21 AM		ST183		Still		269605_ST183_04		3938		713904.0 		6 038465.0 		713899.9 		6 038476.6 		63.5		12.3

		6/9/25		9:24:31 AM		ST183		Still		269605_ST183_05		3939		713904.0 		6 038465.0 		713900.8 		6 038471.4 		63.2		7.1

		6/9/25		9:24:53 AM		ST183		Still		269605_ST183_06		3940		713904.0 		6 038465.0 		713904.0 		6 038462.3 		63.1		2.7

		6/9/25		9:25:09 AM		ST183		Still		269605_ST183_07		3941		713904.0 		6 038465.0 		713906.3 		6 038454.4 		63.4		10.9

		6/9/25		9:25:33 AM		ST183		Still		269605_ST183_08		3942		713904.0 		6 038465.0 		713910.1 		6 038444.9 		63.6		21.0

		6/9/25		9:25:50 AM		ST183		Still		269605_ST183_09		3943		713904.0 		6 038465.0 		713913.2 		6 038439.7 		63.3		27.0

		6/9/25		9:25:53 AM		ST183		Video		EOL		3944		713904.0 		6 038465.0 		713913.7 		6 038438.6 		63.3		28.1

		6/9/25		9:41:35 AM		ST183		DVV		PC/FA		3945		713904.0 		6 038465.0 		713910.8 		6 038467.8 		63.6		7.4

		6/9/25		9:57:56 AM		ST183		DVV		FB		3946		713904.0 		6 038465.0 		713909.1 		6 038464.9 		63.4		5.1

		6/9/25		10:25:18 AM		ST184		Video		SOL		3947		712894.0 		6 040529.0 		712891.7 		6 040559.7 		64.8		30.8

		6/9/25		10:25:33 AM		ST184		Still		269605_ST184_01		3948		712894.0 		6 040529.0 		712891.1 		6 040552.1 		64.6		23.3

		6/9/25		10:25:52 AM		ST184		Still		269605_ST184_02		3949		712894.0 		6 040529.0 		712891.4 		6 040542.0 		64.3		13.3

		6/9/25		10:26:07 AM		ST184		Still		269605_ST184_03		3950		712894.0 		6 040529.0 		712892.6 		6 040533.3 		64.8		4.5

		6/9/25		10:26:16 AM		ST184		Still		269605_ST184_04		3951		712894.0 		6 040529.0 		712893.2 		6 040529.9 		64.8		1.2

		6/9/25		10:26:22 AM		ST184		Still		269605_ST184_05		3952		712894.0 		6 040529.0 		712893.7 		6 040526.2 		64.9		2.8

		6/9/25		10:26:37 AM		ST184		Still		269605_ST184_06		3953		712894.0 		6 040529.0 		712895.3 		6 040519.2 		64.6		9.9

		6/9/25		10:26:57 AM		ST184		Still		269605_ST184_07		3954		712894.0 		6 040529.0 		712898.6 		6 040509.1 		64.8		20.5

		6/9/25		10:27:09 AM		ST184		Still		269605_ST184_08		3955		712894.0 		6 040529.0 		712900.7 		6 040504.6 		64.9		25.3

		6/9/25		10:27:16 AM		ST184		Still		269605_ST184_09		3956		712894.0 		6 040529.0 		712901.8 		6 040502.4 		65.0		27.7

		6/9/25		10:27:20 AM		ST184		Video		EOL		3957		712894.0 		6 040529.0 		712902.5 		6 040501.2 		64.9		29.1

		6/9/25		11:40:07 AM		ST184		DVV		PSD		3958		712894.0 		6 040529.0 		712889.9 		6 040530.4 		66.0		4.4

		6/9/25		12:02:05 PM		ST185		Video		SOL		3959		712750.4 		6 041716.5 		712763.0 		6 041687.3 		66.4		31.8

		6/9/25		12:02:20 PM		ST185		Still		269605_ST185_01		3960		712750.4 		6 041716.5 		712760.6 		6 041694.1 		66.9		24.6

		6/9/25		12:02:37 PM		ST185		Still		269605_ST185_02		3961		712750.4 		6 041716.5 		712757.5 		6 041701.9 		66.8		16.2

		6/9/25		12:02:50 PM		ST185		Still		269605_ST185_03		3962		712750.4 		6 041716.5 		712754.9 		6 041708.1 		67.0		9.6

		6/9/25		12:03:16 PM		ST185		Still		269605_ST185_04		3963		712750.4 		6 041716.5 		712749.8 		6 041717.5 		66.9		1.2

		6/9/25		12:03:37 PM		ST185		Still		269605_ST185_05		3964		712750.4 		6 041716.5 		712744.5 		6 041725.6 		66.6		10.9

		6/9/25		12:03:51 PM		ST185		Still		269605_ST185_06		3965		712750.4 		6 041716.5 		712741.3 		6 041731.1 		66.9		17.2

		6/9/25		12:04:17 PM		ST185		Still		269605_ST185_07		No fix		712750.4 		6 041716.5 		712735.8 		6 041740.5 		66.9		28.1		Data taken from video

		6/9/25		12:04:30 PM		ST185		Still		269605_ST185_08		3966		712750.4 		6 041716.5 		712733.5 		6 041744.5 		66.7		32.7

		6/9/25		12:04:51 PM		ST185		Still		269605_ST185_09		3967		712750.4 		6 041716.5 		712729.6 		6 041751.4 		66.8		40.7

		6/9/25		12:05:04 PM		ST185		Still		269605_ST185_10		3968		712750.4 		6 041716.5 		712727.6 		6 041756.4 		66.9		45.9

		6/9/25		12:05:22 PM		ST185		Still		269605_ST185_11		3969		712750.4 		6 041716.5 		712725.0 		6 041762.3 		66.5		52.3

		6/9/25		12:05:36 PM		ST185		Video		EOL		3970		712750.4 		6 041716.5 		712721.6 		6 041768.4 		66.7		59.3

		6/9/25		12:19:00 PM		ST185		DVV		NS/NS		3971		712750.4 		6 041716.5 		712754.6 		6 041717.3 		48.3		4.3

		6/9/25		12:23:15 PM		ST185		DVV		FA/NS		3972		712750.4 		6 041716.5 		712761.3 		6 041712.8 		67.1		11.5

		6/9/25		12:33:05 PM		ST185		DVV		PC/FB		3973		712750.4 		6 041716.5 		712736.9 		6 041711.6 		67.4		14.4

		6/9/25		1:03:34 PM		ST185		WS		TOP		3974		712750.4 		6 041716.5 		712756.0 		6 041710.7 				8.0		vessel fix 

		6/9/25		1:12:22 PM		ST185		WS		BOT		3976		712750.4 		6 041716.5 		712758.0 		6 041695.5 		62.8		22.3

		6/9/25		1:51:32 PM		ST186		Video		SOL		3977		713583.3 		6 043530.7 		713641.2 		6 043353.6 		71.7		186.4

		6/9/25		1:51:45 PM		ST186		Still		269605_ST186_01		3978		713583.3 		6 043530.7 		713638.3 		6 043360.7 		72.5		178.7

		6/9/25		1:51:54 PM		ST186		Still		269605_ST186_02		3979		713583.3 		6 043530.7 		713636.7 		6 043365.5 		72.4		173.7

		6/9/25		1:52:33 PM		ST186		Still		269605_ST186_03		3980		713583.3 		6 043530.7 		713626.3 		6 043386.8 		72.6		150.2

		6/9/25		1:52:48 PM		ST186		Still		269605_ST186_04		3981		713583.3 		6 043530.7 		713622.1 		6 043394.8 		72.5		141.4

		6/9/25		1:53:15 PM		ST186		Still		269605_ST186_05		3982		713583.3 		6 043530.7 		713615.2 		6 043409.3 		72.3		125.6

		6/9/25		1:53:36 PM		ST186		Still		269605_ST186_06		3983		713583.3 		6 043530.7 		713611.3 		6 043420.3 		72.5		114.0

		6/9/25		1:53:53 PM		ST186		Still		269605_ST186_07		3984		713583.3 		6 043530.7 		713608.8 		6 043430.9 		72.5		103.0

		6/9/25		1:54:15 PM		ST186		Still		269605_ST186_08		3985		713583.3 		6 043530.7 		713607.1 		6 043442.4 		72.4		91.5

		6/9/25		1:54:33 PM		ST186		Still		269605_ST186_09		3986		713583.3 		6 043530.7 		713604.7 		6 043454.0 		72.7		79.7

		6/9/25		1:54:56 PM		ST186		Still		269605_ST186_10		3987		713583.3 		6 043530.7 		713601.3 		6 043465.9 		72.6		67.3

		6/9/25		1:55:27 PM		ST186		Still		269605_ST186_11		3988		713583.3 		6 043530.7 		713595.7 		6 043481.3 		72.2		51.0

		6/9/25		1:55:59 PM		ST186		Still		269605_ST186_12		3989		713583.3 		6 043530.7 		713590.2 		6 043496.5 		72.4		34.9

		6/9/25		1:56:35 PM		ST186		Still		269605_ST186_13		3990		713583.3 		6 043530.7 		713585.4 		6 043513.2 		72.8		17.6

		6/9/25		1:56:55 PM		ST186		Still		269605_ST186_14		3991		713583.3 		6 043530.7 		713583.3 		6 043524.1 		72.5		6.6

		6/9/25		1:57:03 PM		ST186		Still		269605_ST186_15		3992		713583.3 		6 043530.7 		713582.7 		6 043527.4 		72.3		3.4

		6/9/25		1:57:24 PM		ST186		Still		269605_ST186_16		3993		713583.3 		6 043530.7 		713580.6 		6 043539.1 		72.2		8.8

		6/9/25		1:58:06 PM		ST186		Still		269605_ST186_17		3994		713583.3 		6 043530.7 		713578.0 		6 043559.9 		72.4		29.6

		6/9/25		1:58:14 PM		ST186		Still		269605_ST186_18		3995		713583.3 		6 043530.7 		713577.4 		6 043565.1 		72.6		34.9

		6/9/25		1:58:34 PM		ST186		Still		269605_ST186_19		3996		713583.3 		6 043530.7 		713575.0 		6 043574.4 		72.8		44.4

		6/9/25		1:58:52 PM		ST186		Still		269605_ST186_20		3997		713583.3 		6 043530.7 		713573.0 		6 043582.6 		72.6		52.9

		6/9/25		1:59:18 PM		ST186		Still		269605_ST186_21		3998		713583.3 		6 043530.7 		713570.6 		6 043596.3 		72.6		66.8

		6/9/25		1:59:36 PM		ST186		Still		269605_ST186_22		3999		713583.3 		6 043530.7 		713569.1 		6 043605.7 		72.8		76.3

		6/9/25		2:00:07 PM		ST186		Still		269605_ST186_23		4000		713583.3 		6 043530.7 		713565.8 		6 043618.6 		72.6		89.5

		6/9/25		2:00:15 PM		ST186		Still		269605_ST186_24		4001		713583.3 		6 043530.7 		713564.9 		6 043621.8 		72.7		92.8

		6/9/25		2:00:35 PM		ST186		Still		269605_ST186_25		4002		713583.3 		6 043530.7 		713563.3 		6 043631.8 		72.8		103.1

		6/9/25		2:01:19 PM		ST186		Still		269605_ST186_26		4003		713583.3 		6 043530.7 		713557.6 		6 043655.7 		72.4		127.6

		6/9/25		2:01:38 PM		ST186		Still		269605_ST186_27		4004		713583.3 		6 043530.7 		713556.6 		6 043665.6 		72.9		137.5

		6/9/25		2:01:52 PM		ST186		Still		269605_ST186_28		4005		713583.3 		6 043530.7 		713556.3 		6 043673.2 		72.9		145.0

		6/9/25		2:02:02 PM		ST186		Still		269605_ST186_29		4006		713583.3 		6 043530.7 		713556.3 		6 043677.6 		73.1		149.3

		6/9/25		2:02:20 PM		ST186		Video		EOL		4007		713583.3 		6 043530.7 		713556.3 		6 043686.4 		72.8		158.0

		6/9/25		2:16:46 PM		ST186		DVV		PSD		4008		713583.3 		6 043530.7 		713586.6 		6 043518.8 		72.8		12.4

		6/9/25		2:42:01 PM		ST187		Video		SOL		4009		714470.1 		6 045323.8 		714485.2 		6 045297.4 		73.0		30.4

		6/9/25		2:42:12 PM		ST187		Still		269605_ST187_01		4010		714470.1 		6 045323.8 		714484.1 		6 045301.8 		73.0		26.1

		6/9/25		2:42:29 PM		ST187		Still		269605_ST187_02		4011		714470.1 		6 045323.8 		714483.0 		6 045308.7 		72.9		19.9

		6/9/25		2:42:45 PM		ST187		Still		269605_ST187_03		4012		714470.1 		6 045323.8 		714481.6 		6 045315.6 		73.2		14.1

		6/9/25		2:42:59 PM		ST187		Still		269605_ST187_04		4013		714470.1 		6 045323.8 		714479.9 		6 045321.5 		72.7		10.1

		6/9/25		2:43:11 PM		ST187		Still		269605_ST187_05		4014		714470.1 		6 045323.8 		714478.1 		6 045325.2 		72.9		8.2

		6/9/25		2:43:41 PM		ST187		Still		269605_ST187_06		4015		714470.1 		6 045323.8 		714473.0 		6 045334.4 		72.5		11.0

		6/9/25		2:43:55 PM		ST187		Still		269605_ST187_07		4016		714470.1 		6 045323.8 		714471.2 		6 045338.6 		72.6		14.9

		6/9/25		2:44:21 PM		ST187		Still		269605_ST187_08		4017		714470.1 		6 045323.8 		714465.8 		6 045347.7 		72.8		24.3

		6/9/25		2:44:24 PM		ST187		Still		269605_ST187_09		4018		714470.1 		6 045323.8 		714465.0 		6 045349.0 		72.8		25.7

		6/9/25		2:44:35 PM		ST187		Video		EOL		4019		714470.1 		6 045323.8 		714463.3 		6 045352.0 		72.5		29.0

		6/9/25		3:37:48 PM		ST187		DVV		PC/NS		4020		714470.1 		6 045323.8 		714482.7 		6 045322.4 		73.2		12.7

		6/9/25		3:56:57 PM		ST187		DVV		FA/FB		4021		714470.1 		6 045323.8 		714475.3 		6 045309.9 		73.1		14.8

		6/9/25		4:27:41 PM		ST188		Video		SOL		4022		715356.8 		6 047116.8 		715372.4 		6 047012.0 		66.5		106.0

		6/9/25		4:27:58 PM		ST188		Still		269605_ST188_01		No fix		715356.8 		6 047116.8 		715370.6 		6 047025.6 		67.0		92.3		Data taken from video

		6/9/25		4:28:17 PM		ST188		Still		269605_ST188_02		4023		715356.8 		6 047116.8 		715368.8 		6 047037.7 		66.8		80.0

		6/9/25		4:28:26 PM		ST188		Still		269605_ST188_03		4024		715356.8 		6 047116.8 		715368.4 		6 047044.3 		67.0		73.4

		6/9/25		4:28:44 PM		ST188		Still		269605_ST188_04		4025		715356.8 		6 047116.8 		715367.4 		6 047057.7 		66.8		60.1

		6/9/25		4:28:51 PM		ST188		Still		269605_ST188_05		4026		715356.8 		6 047116.8 		715367.2 		6 047062.1 		67.1		55.7

		6/9/25		4:29:24 PM		ST188		Still		269605_ST188_06		4027		715356.8 		6 047116.8 		715365.0 		6 047082.7 		67.3		35.1

		6/9/25		4:29:53 PM		ST188		Still		269605_ST188_07		4028		715356.8 		6 047116.8 		715363.6 		6 047101.7 		67.3		16.5

		6/9/25		4:30:16 PM		ST188		Still		269605_ST188_08		4029		715356.8 		6 047116.8 		715362.5 		6 047115.4 		67.0		5.8

		6/9/25		4:30:49 PM		ST188		Still		269605_ST188_09		4030		715356.8 		6 047116.8 		715360.4 		6 047136.6 		66.9		20.1

		6/9/25		4:30:59 PM		ST188		Still		269605_ST188_10		4031		715356.8 		6 047116.8 		715360.3 		6 047141.2 		66.7		24.6

		6/9/25		4:31:25 PM		ST188		Still		269605_ST188_11		4032		715356.8 		6 047116.8 		715358.9 		6 047156.6 		66.7		39.9

		6/9/25		4:31:34 PM		ST188		Still		269605_ST188_12		4033		715356.8 		6 047116.8 		715358.4 		6 047162.7 		67.2		45.9

		6/9/25		4:32:01 PM		ST188		Still		269605_ST188_13		4034		715356.8 		6 047116.8 		715357.4 		6 047177.4 		67.2		60.6

		6/9/25		4:32:27 PM		ST188		Still		269605_ST188_14		4035		715356.8 		6 047116.8 		715357.0 		6 047192.4 		66.9		75.6

		6/9/25		4:32:58 PM		ST188		Still		269605_ST188_15		4036		715356.8 		6 047116.8 		715355.0 		6 047208.2 		67.3		91.4

		6/9/25		4:33:33 PM		ST188		Still		269605_ST188_16		4037		715356.8 		6 047116.8 		715353.4 		6 047226.8 		66.7		110.1

		6/9/25		4:33:40 PM		ST188		Still		269605_ST188_17		4038		715356.8 		6 047116.8 		715352.7 		6 047231.4 		67.2		114.7

		6/9/25		4:33:58 PM		ST188		Still		269605_ST188_18		4039		715356.8 		6 047116.8 		715350.8 		6 047239.1 		66.9		122.5

		6/9/25		4:34:21 PM		ST188		Still		269605_ST188_19		4040		715356.8 		6 047116.8 		715348.7 		6 047250.9 		66.8		134.3

		6/9/25		4:34:47 PM		ST188		Video		EOL		4041		715356.8 		6 047116.8 		715346.0 		6 047265.3 		66.5		148.9

		6/9/25		5:22:08 PM		ST188		DVV		NS1/NS2		4042		715356.8 		6 047116.8 		715357.5 		6 047117.3 		66.8		0.9

		6/9/25		5:27:28 PM		ST188		DVV		PSD		4043		715356.8 		6 047116.8 		715376.0 		6 047118.5 		66.9		19.3

		6/9/25		5:55:17 PM		ST189		Video		SOL		4044		715939.8 		6 048990.8 		715957.9 		6 049007.6 		67.4		24.7

		6/9/25		5:55:26 PM		ST189		Still		269605_ST189_01		4045		715939.8 		6 048990.8 		715956.0 		6 049004.5 		67.3		21.2

		6/9/25		5:55:50 PM		ST189		Still		269605_ST189_02		4046		715939.8 		6 048990.8 		715948.7 		6 048993.7 		67.3		9.4

		6/9/25		5:55:55 PM		ST189		Still		269605_ST189_03		4047		715939.8 		6 048990.8 		715947.7 		6 048992.2 		67.2		8.1

		6/9/25		5:56:16 PM		ST189		Still		269605_ST189_04		4048		715939.8 		6 048990.8 		715943.1 		6 048981.6 		67.4		9.8

		6/9/25		5:56:58 PM		ST189		Still		269605_ST189_05		4049		715939.8 		6 048990.8 		715943.2 		6 048962.2 		67.0		28.8

		6/9/25		5:57:02 PM		ST189		Video		EOL		4050		715939.8 		6 048990.8 		715943.7 		6 048960.3 		67.2		30.8

		6/9/25		6:14:45 PM		ST189		DVV		FA/FB		4051		715939.8 		6 048990.8 		715948.1 		6 049001.4 		67.2		13.5

		6/9/25		6:23:41 PM		ST189		DVV		NS1/NS2		4052		715939.8 		6 048990.8 		715957.7 		6 048989.7 		67.0		18.0

		6/9/25		6:30:24 PM		ST189		DVV		NS3/NS4		4053		715939.8 		6 048990.8 		715942.7 		6 049006.9 		67.1		16.3

		6/9/25		6:35:31 PM		ST189		DVV		PC1/PSD1		4054		715939.8 		6 048990.8 		715935.6 		6 048993.7 		67.1		5.1

		6/9/25		6:42:33 PM		ST189		DVV		PC2/PSD2		4055		715939.8 		6 048990.8 		715924.8 		6 048998.9 		67.0		17.0

		6/9/25		7:24:12 PM		ST190		Video		SOL		4056		715208.0 		6 050847.0 		715212.3 		6 050868.3 		66.0		21.8

		6/9/25		7:24:26 PM		ST190		Still		269605_ST190_01		4057		715208.0 		6 050847.0 		715205.0 		6 050863.3 		65.8		16.5

		6/9/25		7:24:32 PM		ST190		Still		269605_ST190_02		4058		715208.0 		6 050847.0 		715202.3 		6 050861.7 		66.1		15.8

		6/9/25		7:24:36 PM		ST190		Still		269605_ST190_03		4059		715208.0 		6 050847.0 		715199.1 		6 050860.8 		65.6		16.4

		6/9/25		7:24:40 PM		ST190		Still		269605_ST190_04		4060		715208.0 		6 050847.0 		715197.4 		6 050859.9 		65.8		16.7

		6/9/25		7:24:52 PM		ST190		Still		269605_ST190_05		4061		715208.0 		6 050847.0 		715191.9 		6 050857.4 		65.8		19.1

		6/9/25		7:25:01 PM		ST190		Still		269605_ST190_06		4062		715208.0 		6 050847.0 		715186.6 		6 050854.7 		65.6		22.7

		6/9/25		7:25:12 PM		ST190		Still		269605_ST190_07		4063		715208.0 		6 050847.0 		715182.6 		6 050851.8 		65.9		25.8

		6/9/25		7:25:24 PM		ST190		Still		269605_ST190_08		4064		715208.0 		6 050847.0 		715177.8 		6 050848.8 		65.9		30.2

		6/9/25		7:26:01 PM		ST190		Video		EOL		4065		715208.0 		6 050847.0 		715166.2 		6 050838.0 		65.5		42.7

		6/9/25		7:40:50 PM		ST190		DVV		PSD		4066		715208.0 		6 050847.0 		715202.1 		6 050869.8 		66.0		23.6

		6/9/25		8:10:01 PM		ST191		Video		SOL		4067		714371.0 		6 052663.8 		714375.7 		6 052694.1 		65.3		30.7

		6/9/25		8:10:11 PM		ST191		Still		269605_ST191_01		4068		714371.0 		6 052663.8 		714378.0 		6 052691.0 		64.9		28.1

		6/9/25		8:10:18 PM		ST191		Still		269605_ST191_02		4069		714371.0 		6 052663.8 		714379.9 		6 052688.0 		65.1		25.8

		6/9/25		8:10:35 PM		ST191		Still		269605_ST191_03		4070		714371.0 		6 052663.8 		714382.7 		6 052681.1 		65.5		20.9

		6/9/25		8:11:07 PM		ST191		Still		269605_ST191_04		4071		714371.0 		6 052663.8 		714385.2 		6 052669.5 		65.3		15.4

		6/9/25		8:11:17 PM		ST191		Still		269605_ST191_05		4072		714371.0 		6 052663.8 		714385.8 		6 052664.9 		65.4		14.9

		6/9/25		8:11:50 PM		ST191		Still		269605_ST191_06		4073		714371.0 		6 052663.8 		714379.7 		6 052652.1 		65.5		14.5

		6/9/25		8:12:07 PM		ST191		Still		269605_ST191_07		4074		714371.0 		6 052663.8 		714372.9 		6 052650.1 		65.4		13.8

		6/9/25		8:12:42 PM		ST191		Video		EOL		4075		714371.0 		6 052663.8 		714351.2 		6 052649.6 		65.5		24.3

		6/9/25		8:27:51 PM		ST191		DVV		FA/FB		4076		714371.0 		6 052663.8 		714369.4 		6 052677.3 		65.2		13.6

		6/9/25		8:35:35 PM		ST191		DVV		PC/PSD		4077		714371.0 		6 052663.8 		714374.3 		6 052679.0 		65.6		15.6

		6/9/25		9:13:03 PM		ST192		Video		SOL		4078		713534.0 		6 054480.6 		713516.3 		6 054504.6 		64.4		29.9

		6/9/25		9:13:25 PM		ST192		Still		269605_ST192_01		4079		713534.0 		6 054480.6 		713526.4 		6 054497.0 		64.4		18.1

		6/9/25		9:13:29 PM		ST192		Still		269605_ST192_02		4080		713534.0 		6 054480.6 		713527.6 		6 054495.7 		64.5		16.4

		6/9/25		9:13:40 PM		ST192		Still		269605_ST192_03		4081		713534.0 		6 054480.6 		713530.8 		6 054492.7 		64.4		12.5

		6/9/25		9:13:51 PM		ST192		Still		269605_ST192_04		4082		713534.0 		6 054480.6 		713533.3 		6 054490.2 		64.1		9.7

		6/9/25		9:14:20 PM		ST192		Still		269605_ST192_05		4083		713534.0 		6 054480.6 		713545.1 		6 054482.7 		64.4		11.2

		6/9/25		9:14:41 PM		ST192		Still		269605_ST192_06		4084		713534.0 		6 054480.6 		713554.5 		6 054479.8 		64.7		20.5

		6/9/25		9:15:21 PM		ST192		Video		EOL		4085		713534.0 		6 054480.6 		713574.3 		6 054477.1 		64.0		40.4

		6/9/25		9:31:19 PM		ST192		DVV		NS1/NS2		4086		713534.0 		6 054480.6 		713532.2 		6 054493.2 		64.7		12.8

		6/9/25		9:39:14 PM		ST192		DVV		NS3/NS4		4087		713534.0 		6 054480.6 		713539.4 		6 054488.9 		64.4		9.9

		6/9/25		9:45:30 PM		ST192		DVV		PSD		4088		713534.0 		6 054480.6 		713541.3 		6 054490.7 		64.7		12.4

		6/9/25		10:31:36 PM		ST193		Video		SOL		4089		713016.0 		6 056051.0 		712980.8 		6 056149.7 		65.5		104.8		Aborted

		6/9/25		10:31:44 PM		ST193		Still		269605_ST193_01		4090		713016.0 		6 056051.0 		712983.3 		6 056145.6 		65.9		100.1

		6/9/25		10:31:47 PM		ST193		Still		269605_ST193_02		4091		713016.0 		6 056051.0 		712984.1 		6 056144.4 		65.8		98.7

		6/9/25		10:31:51 PM		ST193		Still		269605_ST193_03		4092		713016.0 		6 056051.0 		712985.3 		6 056142.4 		65.7		96.4

		6/9/25		10:31:57 PM		ST193		Still		269605_ST193_04		4093		713016.0 		6 056051.0 		712987.6 		6 056140.1 		65.8		93.5

		6/9/25		10:32:37 PM		ST193		Still		269605_ST193_05		4094		713016.0 		6 056051.0 		713008.3 		6 056134.0 		65.9		83.4

		6/9/25		10:32:45 PM		ST193		Still		269605_ST193_06		4095		713016.0 		6 056051.0 		713010.1 		6 056134.0 		65.6		83.2

		6/9/25		10:33:05 PM		ST193		Still		269605_ST193_07		4096		713016.0 		6 056051.0 		713019.4 		6 056133.3 		65.5		82.3

		6/9/25		10:33:17 PM		ST193		Still		269605_ST193_08		4097		713016.0 		6 056051.0 		713023.5 		6 056133.1 		65.4		82.4

		6/9/25		10:33:25 PM		ST193		Still		269605_ST193_09		4098		713016.0 		6 056051.0 		713026.9 		6 056131.5 		65.6		81.3

		6/9/25		10:33:53 PM		ST193		Still		269605_ST193_10		4099		713016.0 		6 056051.0 		713033.4 		6 056124.8 		65.6		75.8

		6/9/25		10:34:11 PM		ST193		Still		269605_ST193_11		4100		713016.0 		6 056051.0 		713033.9 		6 056118.0 		65.4		69.3

		6/9/25		10:34:30 PM		ST193		Still		269605_ST193_12		4101		713016.0 		6 056051.0 		713028.8 		6 056110.8 		65.5		61.1

		6/9/25		10:34:51 PM		ST193		Still		269605_ST193_13		4102		713016.0 		6 056051.0 		713018.6 		6 056103.9 		65.5		52.9

		6/9/25		10:36:43 PM		ST193		Still		269605_ST193_14		4103		713016.0 		6 056051.0 		712989.6 		6 056063.8 		65.2		29.3

		6/9/25		10:38:17 PM		ST193		Still		269605_ST193_15		4104		713016.0 		6 056051.0 		713035.5 		6 056069.4 		65.7		26.7

		6/9/25		10:38:24 PM		ST193		Video		EOL		4105		713016.0 		6 056051.0 		713037.5 		6 056069.5 		65.6		28.3

		6/9/25		10:44:12 PM		ST193a		Video		SOL		4106		713016.0 		6 056051.0 		713049.6 		6 056150.4 		65.1		105.0		Rerun

		6/9/25		10:44:24 PM		ST193a		Still		269605_ST193a_01		4107		713016.0 		6 056051.0 		713043.1 		6 056143.7 		65.6		96.6

		6/9/25		10:44:37 PM		ST193a		Still		269605_ST193a_02		4108		713016.0 		6 056051.0 		713038.1 		6 056137.1 		65.6		88.9

		6/9/25		10:45:04 PM		ST193a		Still		269605_ST193a_03		4109		713016.0 		6 056051.0 		713030.3 		6 056121.4 		65.5		71.8

		6/9/25		10:45:33 PM		ST193a		Still		269605_ST193a_04		4110		713016.0 		6 056051.0 		713020.5 		6 056103.3 		65.5		52.5

		6/9/25		10:46:39 PM		ST193a		Still		269605_ST193a_05		4111		713016.0 		6 056051.0 		712991.7 		6 056066.4 		66.1		28.7

		6/9/25		10:46:45 PM		ST193a		Still		269605_ST193a_06		4112		713016.0 		6 056051.0 		712989.9 		6 056063.9 		66.1		29.1

		6/9/25		10:47:10 PM		ST193a		Still		269605_ST193a_07		4113		713016.0 		6 056051.0 		712980.7 		6 056051.8 		66.2		35.3

		6/9/25		10:47:17 PM		ST193a		Still		269605_ST193a_08		4114		713016.0 		6 056051.0 		712978.1 		6 056048.5 		66.1		38.0

		6/9/25		11:47:17 PM		ST193a		Still		269605_ST193a_09		4115		713016.0 		6 056051.0 		712963.6 		6 056013.1 		66.4		64.7

		6/9/25		10:48:24 PM		ST193a		Still		269605_ST193a_10		No fix		713016.0 		6 056051.0 		712960.3 		6 055993.7 		66.3		79.9		Data taken from video

		6/9/25		10:49:01 PM		ST193a		Still		269605_ST193a_11		4116		713016.0 		6 056051.0 		712960.7 		6 055996.7 		66.1		77.5

		6/9/25		10:49:28 PM		ST193a		Still		269605_ST193a_12		4117		713016.0 		6 056051.0 		712958.9 		6 055984.5 		66.3		87.6

		6/9/25		10:49:37 PM		ST193a		Still		269605_ST193a_13		4118		713016.0 		6 056051.0 		712958.7 		6 055981.7 		66.4		90.0

		6/9/25		10:50:21 PM		ST193a		Video		EOL		4119		713016.0 		6 056051.0 		712957.2 		6 055965.0 		66.4		104.2

		6/9/25		11:03:39 PM		ST193		DVV		NS1/NS2		4120		713016.0 		6 056051.0 		713027.2 		6 056065.7 		66.3		18.5

		6/9/25		11:10:31 PM		ST193		DVV		FA/FB		4121		713016.0 		6 056051.0 		713017.8 		6 056062.9 		66.1		12.0

		6/9/25		11:19:38 PM		ST193		DVV		PC/PSD		4122		713016.0 		6 056051.0 		713022.8 		6 056059.8 		66.5		11.1

		6/10/25		8:50:15 PM		ST194		Video		SOL		4124		712835.3 		6 058343.1 		712824.8 		6 058359.6 		68.5		19.6

		6/10/25		8:50:21 PM		ST194		Still		269605_ST194_01		4125		712835.3 		6 058343.1 		712824.4 		6 058358.4 		68.3		18.8

		6/10/25		8:50:59 PM		ST194		Still		269605_ST194_02		4126		712835.3 		6 058343.1 		712829.0 		6 058341.0 		68.2		6.7

		6/10/25		8:51:26 PM		ST194		Still		269605_ST194_03		4127		712835.3 		6 058343.1 		712835.1 		6 058330.9 		68.1		12.2

		6/10/25		8:51:31 PM		ST194		Still		269605_ST194_04		4128		712835.3 		6 058343.1 		712835.6 		6 058330.3 		68.1		12.8

		6/10/25		8:52:10 PM		ST194		Still		269605_ST194_05		4129		712835.3 		6 058343.1 		712845.2 		6 058320.0 		68.5		25.1

		6/10/25		8:52:25 PM		ST194		Video		EOL		4130		712835.3 		6 058343.1 		712849.1 		6 058316.1 		68.6		30.3

		6/10/25		9:24:23 PM		ST194		DVV		PSD		4131		712835.3 		6 058343.1 		712837.4 		6 058358.4 		68.5		15.4

		6/10/25		9:59:34 PM		ST195		Video		SOL		4132		712304.1 		6 060271.6 		712291.0 		6 060298.1 		62.2		29.6

		6/10/25		9:59:52 PM		ST195		Still		269605_ST195_01		4133		712304.1 		6 060271.6 		712296.3 		6 060289.1 		62.2		19.2

		6/10/25		10:00:07 PM		ST195		Still		269605_ST195_02		4134		712304.1 		6 060271.6 		712300.9 		6 060282.4 		61.9		11.2

		6/10/25		10:00:12 PM		ST195		Still		269605_ST195_03		4135		712304.1 		6 060271.6 		712302.2 		6 060280.8 		61.8		9.4

		6/10/25		10:00:27 PM		ST195		Still		269605_ST195_04		4136		712304.1 		6 060271.6 		712308.4 		6 060274.1 		62.3		4.9

		6/10/25		10:00:32 PM		ST195		Still		269605_ST195_05		4137		712304.1 		6 060271.6 		712310.2 		6 060272.3 		61.9		6.1

		6/10/25		10:00:59 PM		ST195		Still		269605_ST195_06		4138		712304.1 		6 060271.6 		712321.0 		6 060262.1 		61.9		19.3

		6/10/25		10:01:20 PM		ST195		Video		EOL		4139		712304.1 		6 060271.6 		712329.8 		6 060254.4 		61.7		30.9

		6/10/25		10:17:26 PM		ST195		DVV		NS1/NS2		4140		712304.1 		6 060271.6 		712313.6 		6 060276.7 		63.5		10.7

		6/10/25		10:22:52 PM		ST195		DVV		NS3/NS4		4141		712304.1 		6 060271.6 		712309.6 		6 060292.9 		62.8		21.9

		6/10/25		10:28:49 PM		ST195		DVV		PSD/eDNA		4142		712304.1 		6 060271.6 		712303.8 		6 060271.5 		63.0		0.4

		6/10/25		10:39:00 PM		ST195		DVV		NS5/NS6		4143		712304.1 		6 060271.6 		712313.1 		6 060282.8 		62.4		14.3

		6/10/25		10:44:06 PM		ST195		DVV		FA/FB		4144		712304.1 		6 060271.6 		712306.0 		6 060282.4 		62.7		10.9

		6/10/25		10:52:04 PM		ST195		DVV		NS7/NS8		4145		712304.1 		6 060271.6 		712317.2 		6 060293.8 		62.6		25.7

		6/10/25		10:57:02 PM		ST195		DVV		NS9/NS10		4146		712304.1 		6 060271.6 		712294.6 		6 060273.2 		62.9		9.7

		6/10/25		11:02:24 PM		ST195		DVV		PC		4147		712304.1 		6 060271.6 		712310.0 		6 060290.8 		62.6		20.1

		6/10/25		11:32:22 PM		ST195		WS		BOT		4148		712304.1 		6 060271.6 		712311.7 		6 060278.1 		58.3		9.9

		6/10/25		11:37:07 PM		ST195		WS		TOP		4149		712304.1 		6 060271.6 		712305.7 		6 060295.4 		4.0		23.8

		6/11/25		1:11:12 AM		ST196		Video		SOL		4150		711773.0 		6 062200.1 		711768.3 		6 062173.5 		62.1		27.0

		6/11/25		1:11:22 AM		ST196		Still		269605_ST196_01		4151		711773.0 		6 062200.1 		711766.5 		6 062178.2 		62.1		22.8

		6/11/25		1:11:26 AM		ST196		Still		269605_ST196_02		4152		711773.0 		6 062200.1 		711765.9 		6 062179.8 		62.0		21.5

		6/11/25		1:11:36 AM		ST196		Still		269605_ST196_03		4153		711773.0 		6 062200.1 		711764.5 		6 062183.0 		61.6		19.0

		6/11/25		1:11:58 AM		ST196		Still		269605_ST196_04		4154		711773.0 		6 062200.1 		711761.2 		6 062191.6 		61.9		14.5

		6/11/25		1:12:03 AM		ST196		Still		269605_ST196_05		4155		711773.0 		6 062200.1 		711760.9 		6 062193.5 		61.9		13.7

		6/11/25		1:12:34 AM		ST196		Still		269605_ST196_06		4156		711773.0 		6 062200.1 		711756.3 		6 062203.6 		61.6		17.0

		6/11/25		1:12:42 AM		ST196		Still		269605_ST196_07		4157		711773.0 		6 062200.1 		711754.4 		6 062206.9 		61.9		19.8

		6/11/25		1:12:59 AM		ST196		Still		269605_ST196_08		4158		711773.0 		6 062200.1 		711750.2 		6 062214.0 		62.0		26.6

		6/11/25		1:13:14 AM		ST196		Video		EOL		4159		711773.0 		6 062200.1 		711746.7 		6 062218.9 		61.4		32.3

		6/11/25		1:27:23 AM		ST196		DVV		PSD		4160		711773.0 		6 062200.1 		711760.7 		6 062193.2 		62.6		14.1

		6/11/25		1:52:02 AM		ST197		Video		SOL		4161		711148.8 		6 064097.7 		711165.6 		6 064073.3 		62.1		29.6

		6/11/25		1:52:13 AM		ST197		Still		269605_ST197_01		4162		711148.8 		6 064097.7 		711162.2 		6 064078.1 		62.3		23.7

		6/11/25		1:52:24 AM		ST197		Still		269605_ST197_02		4163		711148.8 		6 064097.7 		711158.6 		6 064083.7 		62.1		17.1

		6/11/25		1:52:35 AM		ST197		Still		269605_ST197_03		4164		711148.8 		6 064097.7 		711155.7 		6 064088.7 		62.6		11.4

		6/11/25		1:52:44 AM		ST197		Still		269605_ST197_04		4165		711148.8 		6 064097.7 		711153.1 		6 064092.8 		62.2		6.5

		6/11/25		1:53:06 AM		ST197		Still		269605_ST197_05		4166		711148.8 		6 064097.7 		711148.5 		6 064103.2 		62.4		5.5

		6/11/25		1:53:19 AM		ST197		Still		269605_ST197_06		4167		711148.8 		6 064097.7 		711146.5 		6 064109.1 		62.6		11.6

		6/11/25		1:53:30 AM		ST197		Still		269605_ST197_07		4168		711148.8 		6 064097.7 		711144.5 		6 064114.0 		62.4		16.8

		6/11/25		1:53:37 AM		ST197		Still		269605_ST197_08		4169		711148.8 		6 064097.7 		711142.9 		6 064117.8 		62.6		20.9

		6/11/25		1:54:00 AM		ST197		Video		EOL		4170		711148.8 		6 064097.7 		711138.4 		6 064127.7 		62.1		31.7

		6/11/25		2:07:20 AM		ST197		DVV		FA/FB		4171		711148.8 		6 064097.7 		711148.7 		6 064089.2 		62.5		8.5

		6/11/25		2:18:11 AM		ST197		DVV		PC/PSD		4172		711148.8 		6 064097.7 		711155.1 		6 064083.7 		63.2		15.4

		6/11/25		2:46:51 AM		ST198		Video		SOL		4173		710492.0 		6 065670.0 		710530.4 		6 065582.2 		63.9		95.8

		6/11/25		2:46:54 AM		ST198		Still		269605_ST198_01		4174		710492.0 		6 065670.0 		710529.8 		6 065584.0 		64.5		94.0

		6/11/25		2:47:15 AM		ST198		Still		269605_ST198_02		4175		710492.0 		6 065670.0 		710523.9 		6 065596.7 		64.6		79.9

		6/11/25		2:47:22 AM		ST198		Still		269605_ST198_03		4176		710492.0 		6 065670.0 		710522.3 		6 065600.1 		64.5		76.2

		6/11/25		2:47:30 AM		ST198		Still		269605_ST198_04		4177		710492.0 		6 065670.0 		710520.4 		6 065605.9 		64.5		70.1

		6/11/25		2:47:35 AM		ST198		Still		269605_ST198_05		4178		710492.0 		6 065670.0 		710520.0 		6 065608.0 		64.8		68.0

		6/11/25		2:47:47 AM		ST198		Still		269605_ST198_06		4179		710492.0 		6 065670.0 		710518.5 		6 065616.4 		64.6		59.8

		6/11/25		2:47:51 AM		ST198		Still		269605_ST198_07		4180		710492.0 		6 065670.0 		710518.2 		6 065619.1 		65.1		57.2

		6/11/25		2:47:55 AM		ST198		Still		269605_ST198_08		4181		710492.0 		6 065670.0 		710518.1 		6 065620.9 		65.0		55.6

		6/11/25		2:48:21 AM		ST198		Still		269605_ST198_09		4182		710492.0 		6 065670.0 		710517.2 		6 065640.9 		64.7		38.5

		6/11/25		2:48:24 AM		ST198		Still		269605_ST198_10		4183		710492.0 		6 065670.0 		710517.2 		6 065642.5 		65.0		37.3

		6/11/25		2:48:29 AM		ST198		Still		269605_ST198_11		4184		710492.0 		6 065670.0 		710517.4 		6 065644.8 		64.9		35.8

		6/11/25		2:48:33 AM		ST198		Still		269605_ST198_12		4185		710492.0 		6 065670.0 		710517.4 		6 065647.5 		64.5		34.0

		6/11/25		2:48:37 AM		ST198		Still		269605_ST198_13		4186		710492.0 		6 065670.0 		710517.3 		6 065650.7 		64.8		31.8

		6/11/25		2:48:46 AM		ST198		Still		269605_ST198_14		4187		710492.0 		6 065670.0 		710516.8 		6 065655.5 		65.0		28.7

		6/11/25		2:48:58 AM		ST198		Still		269605_ST198_15		4188		710492.0 		6 065670.0 		710515.7 		6 065664.5 		64.8		24.4

		6/11/25		2:49:14 AM		ST198		Still		269605_ST198_16		4189		710492.0 		6 065670.0 		710512.5 		6 065673.5 		65.0		20.8

		6/11/25		2:49:18 AM		ST198		Still		269605_ST198_17		4190		710492.0 		6 065670.0 		710511.1 		6 065675.4 		65.1		19.8

		6/11/25		2:49:23 AM		ST198		Still		269605_ST198_18		4191		710492.0 		6 065670.0 		710509.9 		6 065677.6 		65.3		19.4

		6/11/25		2:49:27 AM		ST198		Still		269605_ST198_19		4192		710492.0 		6 065670.0 		710509.0 		6 065679.4 		65.1		19.4

		6/11/25		2:49:35 AM		ST198		Still		269605_ST198_20		4193		710492.0 		6 065670.0 		710506.7 		6 065682.8 		64.4		19.5

		6/11/25		2:49:38 AM		ST198		Still		269605_ST198_21		4194		710492.0 		6 065670.0 		710505.2 		6 065684.8 		64.8		19.8

		6/11/25		2:49:46 AM		ST198		Still		269605_ST198_22		4195		710492.0 		6 065670.0 		710501.8 		6 065687.7 		64.7		20.3

		6/11/25		2:49:56 AM		ST198		Still		269605_ST198_23		4196		710492.0 		6 065670.0 		710498.1 		6 065691.9 		64.8		22.7

		6/11/25		2:50:01 AM		ST198		Still		269605_ST198_24		4197		710492.0 		6 065670.0 		710495.7 		6 065693.8 		64.9		24.1

		6/11/25		2:50:14 AM		ST198		Still		269605_ST198_25		4198		710492.0 		6 065670.0 		710490.0 		6 065699.5 		65.0		29.5

		6/11/25		2:50:16 AM		ST198		Still		269605_ST198_26		4199		710492.0 		6 065670.0 		710488.6 		6 065700.8 		65.1		31.0

		6/11/25		2:50:20 AM		ST198		Still		269605_ST198_27		4200		710492.0 		6 065670.0 		710487.1 		6 065702.0 		65.1		32.4

		6/11/25		2:50:29 AM		ST198		Still		269605_ST198_28		4201		710492.0 		6 065670.0 		710484.9 		6 065704.5 		65.0		35.3

		6/11/25		2:50:44 AM		ST198		Still		269605_ST198_29		4202		710492.0 		6 065670.0 		710479.9 		6 065708.9 		64.9		40.7

		6/11/25		2:51:00 AM		ST198		Still		269605_ST198_30		4203		710492.0 		6 065670.0 		710474.6 		6 065714.4 		65.0		47.7

		6/11/25		2:51:59 AM		ST198		Still		269605_ST198_31		4204		710492.0 		6 065670.0 		710455.9 		6 065741.7 		65.5		80.3

		6/11/25		2:52:37 AM		ST198		Video		EOL		4205		710492.0 		6 065670.0 		710443.9 		6 065761.6 		65.3		103.5

		6/11/25		2:52:43 AM		ST198		DVV		PSD		4206		710492.0 		6 065670.0 		710442.7 		6 065763.5 		65.8		105.7

		6/11/25		3:41:14 AM		ST199		Video		SOL		4208		709694.2 		6 067824.5 		709712.6 		6 067801.5 		66.7		29.5

		6/11/25		3:41:18 AM		ST199		Still		269605_ST199_01		4209		709694.2 		6 067824.5 		709711.6 		6 067803.1 		66.8		27.5

		6/11/25		3:41:23 AM		ST199		Still		269605_ST199_02		4210		709694.2 		6 067824.5 		709710.4 		6 067804.9 		66.5		25.4

		6/11/25		3:41:34 AM		ST199		Still		269605_ST199_03		4211		709694.2 		6 067824.5 		709706.2 		6 067809.3 		66.7		19.3

		6/11/25		3:41:38 AM		ST199		Still		269605_ST199_04		4212		709694.2 		6 067824.5 		709705.3 		6 067810.8 		67.0		17.6

		6/11/25		3:41:53 AM		ST199		Still		269605_ST199_05		4213		709694.2 		6 067824.5 		709700.9 		6 067816.2 		67.1		10.6

		6/11/25		3:41:57 AM		ST199		Still		269605_ST199_06		4214		709694.2 		6 067824.5 		709699.7 		6 067817.5 		67.1		8.9

		6/11/25		3:42:15 AM		ST199		Still		269605_ST199_07		4215		709694.2 		6 067824.5 		709693.7 		6 067823.9 		66.8		0.8

		6/11/25		3:42:22 AM		ST199		Still		269605_ST199_08		No fix		709694.2 		6 067824.5 		709691.6 		6 067826.1 		67.0		3.0		Data taken from video

		6/11/25		3:42:26 AM		ST199		Still		269605_ST199_09		4216		709694.2 		6 067824.5 		709689.8 		6 067828.0 		66.7		5.6

		6/11/25		3:42:53 AM		ST199		Still		269605_ST199_10		4217		709694.2 		6 067824.5 		709679.6 		6 067835.5 		66.7		18.3

		6/11/25		3:42:58 AM		ST199		Still		269605_ST199_11		4218		709694.2 		6 067824.5 		709677.9 		6 067836.7 		66.9		20.3

		6/11/25		3:43:18 AM		ST199		Still		269605_ST199_12		4219		709694.2 		6 067824.5 		709670.7 		6 067841.9 		66.5		29.3

		6/11/25		3:43:21 AM		ST199		Video		EOL		4220		709694.2 		6 067824.5 		709668.7 		6 067843.4 		66.9		31.7

		6/11/25		3:58:43 AM		ST199		DVV		FA/FB		4221		709694.2 		6 067824.5 		709690.9 		6 067815.0 		67.1		10.1

		6/11/25		4:05:25 AM		ST199		DVV		PC/PSD		4222		709694.2 		6 067824.5 		709700.4 		6 067803.5 		67.6		21.9

		6/11/25		4:32:01 AM		ST200		Video		SOL		4223		709009.0 		6 069581.0 		709029.8 		6 069561.8 		68.0		28.4

		6/11/25		4:32:05 AM		ST200		Still		269605_ST200_01		4224		709009.0 		6 069581.0 		709028.2 		6 069562.8 		68.0		26.5

		6/11/25		4:32:10 AM		ST200		Still		269605_ST200_02		4225		709009.0 		6 069581.0 		709026.4 		6 069564.1 		68.1		24.3

		6/11/25		4:32:19 AM		ST200		Still		269605_ST200_03		4226		709009.0 		6 069581.0 		709021.9 		6 069566.9 		67.9		19.1

		6/11/25		4:32:28 AM		ST200		Still		269605_ST200_04		4227		709009.0 		6 069581.0 		709017.9 		6 069569.6 		68.2		14.5

		6/11/25		4:32:40 AM		ST200		Still		269605_ST200_05		4228		709009.0 		6 069581.0 		709012.7 		6 069573.8 		67.9		8.1

		6/11/25		4:32:46 AM		ST200		Still		269605_ST200_06		4229		709009.0 		6 069581.0 		709009.6 		6 069576.4 		68.4		4.6

		6/11/25		4:32:51 AM		ST200		Still		269605_ST200_07		4230		709009.0 		6 069581.0 		709007.5 		6 069578.6 		68.6		2.8

		6/11/25		4:33:02 AM		ST200		Still		269605_ST200_08		4231		709009.0 		6 069581.0 		709002.0 		6 069582.3 		68.5		7.2

		6/11/25		4:33:06 AM		ST200		Still		269605_ST200_09		4232		709009.0 		6 069581.0 		709000.1 		6 069583.3 		68.6		9.2

		6/11/25		4:33:17 AM		ST200		Still		269605_ST200_10		4233		709009.0 		6 069581.0 		708997.1 		6 069585.4 		68.2		12.7

		6/11/25		4:33:29 AM		ST200		Still		269605_ST200_11		4234		709009.0 		6 069581.0 		708991.9 		6 069589.1 		68.3		18.9

		6/11/25		4:33:51 AM		ST200		Still		269605_ST200_12		4235		709009.0 		6 069581.0 		708985.2 		6 069593.7 		68.1		27.0

		6/11/25		4:33:55 AM		ST200		Still		269605_ST200_13		4236		709009.0 		6 069581.0 		708983.0 		6 069595.4 		68.3		29.7

		6/11/25		4:33:58 AM		ST200		Video		EOL		4237		709009.0 		6 069581.0 		708981.7 		6 069596.2 		68.5		31.2

		6/11/25		4:49:07 AM		ST200		DVV		PSD		4238		709009.0 		6 069581.0 		709016.2 		6 069575.1 		68.3		9.3

		6/11/25		5:25:30 AM		ST201		Video		SOL		4239		707997.0 		6 072225.0 		708000.7 		6 072195.5 		70.2		29.7

		6/11/25		5:25:44 AM		ST201		Still		269605_ST201_01		4240		707997.0 		6 072225.0 		707999.1 		6 072201.4 		70.2		23.7

		6/11/25		5:25:53 AM		ST201		Still		269605_ST201_02		4241		707997.0 		6 072225.0 		707998.2 		6 072206.9 		70.1		18.1

		6/11/25		5:26:05 AM		ST201		Still		269605_ST201_03		4242		707997.0 		6 072225.0 		707997.0 		6 072212.9 		70.2		12.1

		6/11/25		5:26:15 AM		ST201		Still		269605_ST201_04		4243		707997.0 		6 072225.0 		707996.8 		6 072217.3 		70.0		7.7

		6/11/25		5:26:33 AM		ST201		Still		269605_ST201_05		4244		707997.0 		6 072225.0 		707996.7 		6 072226.8 		69.7		1.8

		6/11/25		5:26:44 AM		ST201		Still		269605_ST201_06		4245		707997.0 		6 072225.0 		707996.2 		6 072232.5 		70.1		7.5

		6/11/25		5:27:02 AM		ST201		Still		269605_ST201_07		4246		707997.0 		6 072225.0 		707995.1 		6 072241.6 		70.3		16.7

		6/11/25		5:27:18 AM		ST201		Still		269605_ST201_08		4247		707997.0 		6 072225.0 		707994.7 		6 072247.1 		70.4		22.2

		6/11/25		5:27:30 AM		ST201		Still		269605_ST201_09		4248		707997.0 		6 072225.0 		707994.7 		6 072251.2 		70.3		26.3

		6/11/25		5:27:33 AM		ST201		Video		EOL		4249		707997.0 		6 072225.0 		707994.7 		6 072252.3 		70.1		27.4

		6/11/25		5:47:34 AM		ST201		DVV		PC/NS1		4250		707997.0 		6 072225.0 		708006.0 		6 072214.8 		70.3		13.6

		6/11/25		6:02:23 AM		ST201		DVV		FA/NS2		4251		707997.0 		6 072225.0 		707999.0 		6 072232.7 		70.0		7.9

		6/11/25		6:10:31 AM		ST201		DVV		FB		4252		707997.0 		6 072225.0 		708006.1 		6 072214.4 		70.2		14.0

		6/11/25		6:40:16 AM		ST202		Video		SOL		4253		707512.4 		6 073414.6 		707510.6 		6 073440.0 		70.6		25.5

		6/11/25		6:40:25 AM		ST202		Still		269605_ST202_01		4254		707512.4 		6 073414.6 		707508.8 		6 073435.2 		71.2		20.9

		6/11/25		6:40:34 AM		ST202		Still		269605_ST202_02		4255		707512.4 		6 073414.6 		707507.4 		6 073431.9 		70.5		18.0

		6/11/25		6:40:37 AM		ST202		Still		269605_ST202_03		4256		707512.4 		6 073414.6 		707506.5 		6 073429.1 		70.8		15.6

		6/11/25		6:40:44 AM		ST202		Still		269605_ST202_04		4257		707512.4 		6 073414.6 		707505.0 		6 073424.6 		71.0		12.5

		6/11/25		6:40:59 AM		ST202		Still		269605_ST202_05		4258		707512.4 		6 073414.6 		707502.2 		6 073418.0 		70.5		10.7

		6/11/25		6:41:07 AM		ST202		Still		269605_ST202_06		4259		707512.4 		6 073414.6 		707500.0 		6 073413.9 		70.7		12.4

		6/11/25		6:41:28 AM		ST202		Still		269605_ST202_07		4260		707512.4 		6 073414.6 		707495.6 		6 073406.0 		70.7		18.9

		6/11/25		6:41:40 AM		ST202		Still		269605_ST202_08		4261		707512.4 		6 073414.6 		707493.3 		6 073401.1 		70.5		23.4

		6/11/25		6:41:45 AM		ST202		Still		269605_ST202_09		4262		707512.4 		6 073414.6 		707492.0 		6 073398.4 		70.8		26.0

		6/11/25		6:41:54 AM		ST202		Still		269605_ST202_10		4263		707512.4 		6 073414.6 		707490.4 		6 073395.9 		70.8		28.8

		6/11/25		6:42:11 AM		ST202		Video		EOL		4264		707512.4 		6 073414.6 		707485.8 		6 073389.7 		70.6		36.4

		6/11/25		6:54:38 AM		ST202		DVV		PSD		4265		707512.4 		6 073414.6 		707506.1 		6 073422.2 		71.0		9.8

		6/11/25		7:19:22 AM		ST203		Video		SOL		4266		706785.1 		6 075277.9 		706793.3 		6 075381.0 		74.0		103.4

		6/11/25		7:19:36 AM		ST203		Still		269605_ST203_01		4267		706785.1 		6 075277.9 		706792.5 		6 075373.9 		74.3		96.2

		6/11/25		7:19:41 AM		ST203		Still		269605_ST203_02		4268		706785.1 		6 075277.9 		706792.4 		6 075371.6 		73.9		94.0

		6/11/25		7:19:50 AM		ST203		Still		269605_ST203_03		4269		706785.1 		6 075277.9 		706791.9 		6 075365.8 		74.0		88.1

		6/11/25		7:20:08 AM		ST203		Still		269605_ST203_04		4270		706785.1 		6 075277.9 		706791.3 		6 075357.4 		74.1		79.7

		6/11/25		7:20:34 AM		ST203		Still		269605_ST203_05		4271		706785.1 		6 075277.9 		706788.3 		6 075344.2 		74.2		66.3

		6/11/25		7:20:41 AM		ST203		Still		269605_ST203_06		4272		706785.1 		6 075277.9 		706786.9 		6 075340.6 		74.0		62.7

		6/11/25		7:21:08 AM		ST203		Still		269605_ST203_07		4273		706785.1 		6 075277.9 		706782.8 		6 075328.1 		73.4		50.2

		6/11/25		7:21:32 AM		ST203		Still		269605_ST203_08		4274		706785.1 		6 075277.9 		706780.1 		6 075316.9 		73.8		39.3

		6/11/25		7:21:46 AM		ST203		Still		269605_ST203_09		4275		706785.1 		6 075277.9 		706778.4 		6 075310.7 		73.7		33.5

		6/11/25		7:22:22 AM		ST203		Still		269605_ST203_10		4276		706785.1 		6 075277.9 		706782.2 		6 075295.2 		73.8		17.5

		6/11/25		7:22:42 AM		ST203		Still		269605_ST203_11		4277		706785.1 		6 075277.9 		706787.2 		6 075286.4 		74.0		8.7

		6/11/25		7:23:07 AM		ST203		Still		269605_ST203_12		4278		706785.1 		6 075277.9 		706792.6 		6 075280.0 		73.9		7.7

		6/11/25		7:23:19 AM		ST203		Still		269605_ST203_13		4279		706785.1 		6 075277.9 		706795.6 		6 075277.7 		73.5		10.5

		6/11/25		7:23:59 AM		ST203		Still		269605_ST203_14		4280		706785.1 		6 075277.9 		706808.9 		6 075265.6 		73.6		26.8

		6/11/25		7:24:27 AM		ST203		Still		269605_ST203_15		4281		706785.1 		6 075277.9 		706815.0 		6 075254.8 		73.6		37.8

		6/11/25		7:25:02 AM		ST203		Still		269605_ST203_16		4282		706785.1 		6 075277.9 		706815.5 		6 075240.9 		73.4		47.9

		6/11/25		7:25:42 AM		ST203		Still		269605_ST203_17		4283		706785.1 		6 075277.9 		706807.4 		6 075225.0 		73.8		57.4

		6/11/25		7:26:20 AM		ST203		Still		269605_ST203_18		4284		706785.1 		6 075277.9 		706796.3 		6 075213.8 		73.4		65.1

		6/11/25		7:27:00 AM		ST203		Still		269605_ST203_19		4285		706785.1 		6 075277.9 		706783.5 		6 075202.0 		73.4		76.0

		6/11/25		7:27:11 AM		ST203		Still		269605_ST203_20		4286		706785.1 		6 075277.9 		706780.4 		6 075198.6 		73.5		79.5

		6/11/25		7:27:35 AM		ST203		Still		269605_ST203_21		4287		706785.1 		6 075277.9 		706772.2 		6 075191.6 		73.2		87.3

		6/11/25		7:28:17 AM		ST203		Video		EOL		4288		706785.1 		6 075277.9 		706756.4 		6 075178.1 		73.3		103.9

		6/11/25		7:42:23 AM		ST203		DVV		PC/FA		4289		706785.1 		6 075277.9 		706796.9 		6 075293.0 		74.0		19.1

		6/11/25		7:58:12 AM		ST203		DVV		FB		4290		706785.1 		6 075277.9 		706781.0 		6 075293.5 		73.9		16.1

		6/11/25		8:23:54 AM		ST204		Video		SOL		4291		706057.8 		6 077141.3 		706054.2 		6 077168.6 		75.3		27.6

		6/11/25		8:24:03 AM		ST204		Still		269605_ST204_01		4292		706057.8 		6 077141.3 		706054.3 		6 077164.6 		75.3		23.6

		6/11/25		8:24:28 AM		ST204		Still		269605_ST204_02		4293		706057.8 		6 077141.3 		706055.0 		6 077155.0 		75.5		14.0

		6/11/25		8:24:33 AM		ST204		Still		269605_ST204_03		4294		706057.8 		6 077141.3 		706055.1 		6 077153.6 		75.5		12.6

		6/11/25		8:24:52 AM		ST204		Still		269605_ST204_04		4295		706057.8 		6 077141.3 		706055.6 		6 077146.2 		75.3		5.4

		6/11/25		8:25:20 AM		ST204		Still		269605_ST204_05		4296		706057.8 		6 077141.3 		706055.3 		6 077136.1 		75.4		5.8

		6/11/25		8:25:38 AM		ST204		Still		269605_ST204_06		4297		706057.8 		6 077141.3 		706055.2 		6 077129.2 		75.7		12.3

		6/11/25		8:26:04 AM		ST204		Still		269605_ST204_07		4298		706057.8 		6 077141.3 		706055.6 		6 077121.6 		75.4		19.8

		6/11/25		8:26:23 AM		ST204		Still		269605_ST204_08		4299		706057.8 		6 077141.3 		706056.6 		6 077115.6 		75.6		25.7

		6/11/25		8:26:30 AM		ST204		Video		EOL		4300		706057.8 		6 077141.3 		706056.7 		6 077114.4 		75.5		27.0

		6/11/25		8:40:10 AM		ST204		DVV		PSD		4301		706057.8 		6 077141.3 		706060.4 		6 077151.9 		75.9		10.9

		6/11/25		9:20:42 AM		ST205		Video		SOL		4302		705330.6 		6 079004.6 		705316.4 		6 079028.8 		73.9		28.1

		6/11/25		9:20:48 AM		ST205		Still		269605_ST205_01		4303		705330.6 		6 079004.6 		705317.7 		6 079026.4 		73.8		25.3

		6/11/25		9:20:59 AM		ST205		Still		269605_ST205_02		4304		705330.6 		6 079004.6 		705320.8 		6 079023.1 		73.8		20.9

		6/11/25		9:21:16 AM		ST205		Still		269605_ST205_03		4305		705330.6 		6 079004.6 		705326.0 		6 079018.6 		73.8		14.7

		6/11/25		9:21:26 AM		ST205		Still		269605_ST205_04		4306		705330.6 		6 079004.6 		705328.9 		6 079016.9 		73.8		12.4

		6/11/25		9:21:31 AM		ST205		Still		269605_ST205_05		4307		705330.6 		6 079004.6 		705331.2 		6 079015.4 		73.7		10.8

		6/11/25		9:21:51 AM		ST205		Still		269605_ST205_06		4308		705330.6 		6 079004.6 		705337.4 		6 079011.7 		73.7		9.9

		6/11/25		9:22:03 AM		ST205		Still		269605_ST205_07		4309		705330.6 		6 079004.6 		705341.9 		6 079011.0 		73.0		13.0

		6/11/25		9:22:14 AM		ST205		Still		269605_ST205_08		4310		705330.6 		6 079004.6 		705346.1 		6 079009.4 		73.7		16.3

		6/11/25		9:22:43 AM		ST205		Still		269605_ST205_09		4311		705330.6 		6 079004.6 		705352.0 		6 079003.6 		73.8		21.5

		6/11/25		9:23:08 AM		ST205		Still		269605_ST205_10		4312		705330.6 		6 079004.6 		705351.4 		6 078996.6 		73.6		22.3

		6/11/25		9:23:26 AM		ST205		Still		269605_ST205_11		4313		705330.6 		6 079004.6 		705344.6 		6 078990.7 		73.4		19.8

		6/11/25		9:23:48 AM		ST205		Still		269605_ST205_12		4314		705330.6 		6 079004.6 		705335.6 		6 078984.2 		73.8		21.0

		6/11/25		9:24:23 AM		ST205		Video		EOL		4315		705330.6 		6 079004.6 		705320.9 		6 078975.2 		73.4		30.9

		6/11/25		9:37:57 AM		ST205		DVV		PC/FA		4316		705330.6 		6 079004.6 		705319.2 		6 079018.8 		74.0		18.2

		6/11/25		9:58:29 AM		ST205		DVV		FB		4317		705330.6 		6 079004.6 		705324.9 		6 079020.3 		73.9		16.7

		6/11/25		10:17:39 AM		ST205		WS		TOP		4318		705330.6 		6 079004.6 		705323.5 		6 078983.3 		1.0		22.4

		6/11/25		10:23:08 AM		ST205		WS		BOT		4319		705330.6 		6 079004.6 		705350.8 		6 078996.5 		69.2		21.8

		6/11/25		11:42:24 AM		ST206		Video		SOL		4320		704603.3 		6 080868.0 		704587.4 		6 080883.6 		74.3		22.3

		6/11/25		11:42:37 AM		ST206		Still		269605_ST206_01		4321		704603.3 		6 080868.0 		704590.5 		6 080878.5 		74.2		16.6

		6/11/25		11:42:52 AM		ST206		Still		269605_ST206_02		4322		704603.3 		6 080868.0 		704595.2 		6 080873.1 		74.4		9.6

		6/11/25		11:43:08 AM		ST206		Still		269605_ST206_03		4323		704603.3 		6 080868.0 		704602.6 		6 080868.8 		74.8		1.1

		6/11/25		11:43:33 AM		ST206		Still		269605_ST206_04		4324		704603.3 		6 080868.0 		704612.3 		6 080866.1 		74.4		9.2

		6/11/25		11:43:38 AM		ST206		Still		269605_ST206_05		4325		704603.3 		6 080868.0 		704614.0 		6 080867.2 		74.0		10.7

		6/11/25		11:44:00 AM		ST206		Still		269605_ST206_06		4326		704603.3 		6 080868.0 		704623.6 		6 080868.6 		74.3		20.3

		6/11/25		11:44:12 AM		ST206		Still		269605_ST206_07		4327		704603.3 		6 080868.0 		704628.6 		6 080871.0 		74.4		25.5

		6/11/25		11:44:19 AM		ST206		Still		269605_ST206_08		4328		704603.3 		6 080868.0 		704631.0 		6 080872.7 		74.3		28.0

		6/11/25		11:44:32 AM		ST206		Still		269605_ST206_09		4329		704603.3 		6 080868.0 		704636.7 		6 080875.3 		74.3		34.1

		6/11/25		11:44:39 AM		ST206		Video		EOL		4330		704603.3 		6 080868.0 		704639.0 		6 080877.4 		74.5		36.9

		6/11/25		11:58:10 AM		ST206		DVV		PSD		4331		704603.3 		6 080868.0 		704618.0 		6 080883.3 		75.2		21.2

		6/11/25		12:20:54 PM		ST207		Video		SOL		4332		703876.0 		6 082731.3 		703852.6 		6 082739.8 		77.2		24.9

		6/11/25		12:21:08 PM		ST207		Still		269605_ST207_01		4333		703876.0 		6 082731.3 		703855.0 		6 082734.8 		77.1		21.3

		6/11/25		12:21:21 PM		ST207		Still		269605_ST207_02		4334		703876.0 		6 082731.3 		703859.4 		6 082732.8 		77.4		16.7

		6/11/25		12:21:26 PM		ST207		Still		269605_ST207_03		4335		703876.0 		6 082731.3 		703860.5 		6 082732.5 		77.2		15.6

		6/11/25		12:21:47 PM		ST207		Still		269605_ST207_04		4336		703876.0 		6 082731.3 		703867.8 		6 082735.2 		77.3		9.1

		6/11/25		12:21:57 PM		ST207		Still		269605_ST207_05		4337		703876.0 		6 082731.3 		703870.8 		6 082736.1 		77.0		7.1

		6/11/25		12:22:08 PM		ST207		Still		269605_ST207_06		4338		703876.0 		6 082731.3 		703874.2 		6 082739.4 		77.0		8.3

		6/11/25		12:22:12 PM		ST207		Still		269605_ST207_07		4339		703876.0 		6 082731.3 		703875.6 		6 082740.3 		76.9		9.0

		6/11/25		12:22:19 PM		ST207		Still		269605_ST207_08		4340		703876.0 		6 082731.3 		703877.3 		6 082741.7 		76.7		10.5

		6/11/25		12:22:24 PM		ST207		Still		269605_ST207_09		4341		703876.0 		6 082731.3 		703878.9 		6 082743.6 		77.0		12.6

		6/11/25		12:22:28 PM		ST207		Still		269605_ST207_10		4342		703876.0 		6 082731.3 		703880.7 		6 082745.3 		77.3		14.8

		6/11/25		12:22:41 PM		ST207		Still		269605_ST207_11		4343		703876.0 		6 082731.3 		703884.6 		6 082750.1 		77.3		20.6

		6/11/25		12:22:53 PM		ST207		Still		269605_ST207_12		4344		703876.0 		6 082731.3 		703887.7 		6 082753.4 		76.7		25.0

		6/11/25		12:23:09 PM		ST207		Still		269605_ST207_13		4345		703876.0 		6 082731.3 		703891.5 		6 082760.1 		77.1		32.7

		6/11/25		12:23:15 PM		ST207		Video		EOL		4346		703876.0 		6 082731.3 		703892.2 		6 082761.8 		76.6		34.5

		6/11/25		12:37:25 PM		ST207		DVV		NS1/NS2		4348		703876.0 		6 082731.3 		703879.5 		6 082762.2 		79.5		31.1		Outwith 25m sampling circle - rejected

		6/11/25		12:44:45 PM		ST207		DVV		PC/PSD		4349		703876.0 		6 082731.3 		703853.4 		6 082730.5 		78.7		22.7

		6/13/25		9:30:18 PM		ST207		DVV		FA/FB		4350		703876.0 		6 082731.3 		703870.8 		6 082727.1 		77.9		6.7

		6/13/25		10:12:19 PM		ST208		Video		SOL		4351		703148.8 		6 084594.6 		703023.5 		6 084605.1 		76.5		125.7

		6/13/25		10:12:25 PM		ST208		Still		269605_ST208_01		4352		703148.8 		6 084594.6 		703026.5 		6 084604.8 		76.4		122.7

		6/13/25		10:12:31 PM		ST208		Still		269605_ST208_02		4353		703148.8 		6 084594.6 		703029.8 		6 084605.2 		76.6		119.4

		6/13/25		10:12:38 PM		ST208		Still		269605_ST208_03		4354		703148.8 		6 084594.6 		703033.5 		6 084605.3 		76.6		115.8

		6/13/25		10:12:45 PM		ST208		Still		269605_ST208_04		4355		703148.8 		6 084594.6 		703037.0 		6 084605.6 		76.6		112.3

		6/13/25		10:12:51 PM		ST208		Still		269605_ST208_05		4356		703148.8 		6 084594.6 		703039.5 		6 084605.9 		76.5		109.9

		6/13/25		10:12:57 PM		ST208		Still		269605_ST208_06		4357		703148.8 		6 084594.6 		703043.3 		6 084606.5 		76.5		106.2

		6/13/25		10:13:03 PM		ST208		Still		269605_ST208_07		4358		703148.8 		6 084594.6 		703046.1 		6 084607.4 		76.9		103.5

		6/13/25		10:13:10 PM		ST208		Still		269605_ST208_08		4359		703148.8 		6 084594.6 		703049.1 		6 084608.5 		76.4		100.7

		6/13/25		10:13:16 PM		ST208		Still		269605_ST208_09		4360		703148.8 		6 084594.6 		703051.9 		6 084608.8 		76.6		97.9

		6/13/25		10:13:20 PM		ST208		Still		269605_ST208_10		4361		703148.8 		6 084594.6 		703053.8 		6 084609.1 		76.7		96.1

		6/13/25		10:13:25 PM		ST208		Still		269605_ST208_11		4362		703148.8 		6 084594.6 		703055.6 		6 084609.6 		76.7		94.4

		6/13/25		10:13:34 PM		ST208		Still		269605_ST208_12		4363		703148.8 		6 084594.6 		703060.9 		6 084611.1 		76.5		89.5

		6/13/25		10:13:39 PM		ST208		Still		269605_ST208_13		4364		703148.8 		6 084594.6 		703063.2 		6 084611.8 		76.5		87.3

		6/13/25		10:13:42 PM		ST208		Still		269605_ST208_14		4365		703148.8 		6 084594.6 		703064.8 		6 084612.5 		76.5		85.8

		6/13/25		10:13:51 PM		ST208		Still		269605_ST208_15		4366		703148.8 		6 084594.6 		703069.2 		6 084613.3 		76.7		81.8

		6/13/25		10:13:55 PM		ST208		Still		269605_ST208_16		4367		703148.8 		6 084594.6 		703070.9 		6 084613.4 		76.8		80.1

		6/13/25		10:14:04 PM		ST208		Still		269605_ST208_17		4368		703148.8 		6 084594.6 		703073.7 		6 084613.6 		76.7		77.5

		6/13/25		10:14:09 PM		ST208		Still		269605_ST208_18		4369		703148.8 		6 084594.6 		703076.4 		6 084614.0 		76.7		75.0

		6/13/25		10:14:14 PM		ST208		Still		269605_ST208_19		4370		703148.8 		6 084594.6 		703078.1 		6 084614.3 		76.7		73.4

		6/13/25		10:14:51 PM		ST208		Still		269605_ST208_20		4371		703148.8 		6 084594.6 		703097.9 		6 084615.0 		76.5		54.8

		6/13/25		10:15:38 PM		ST208		Still		269605_ST208_21		4372		703148.8 		6 084594.6 		703120.8 		6 084608.8 		76.4		31.4

		6/13/25		10:15:46 PM		ST208		Still		269605_ST208_22		4373		703148.8 		6 084594.6 		703123.9 		6 084607.6 		76.1		28.0

		6/13/25		10:16:14 PM		ST208		Still		269605_ST208_23		4374		703148.8 		6 084594.6 		703135.0 		6 084598.7 		76.8		14.4

		6/13/25		10:16:29 PM		ST208		Still		269605_ST208_24		4375		703148.8 		6 084594.6 		703139.6 		6 084593.0 		76.9		9.3

		6/13/25		10:16:41 PM		ST208		Still		269605_ST208_25		4376		703148.8 		6 084594.6 		703143.5 		6 084588.3 		77.0		8.2

		6/13/25		10:16:55 PM		ST208		Still		269605_ST208_26		4377		703148.8 		6 084594.6 		703147.2 		6 084584.4 		76.3		10.3

		6/13/25		10:17:01 PM		ST208		Still		269605_ST208_27		4378		703148.8 		6 084594.6 		703149.5 		6 084581.8 		76.5		12.8

		6/13/25		10:17:07 PM		ST208		Still		269605_ST208_28		4379		703148.8 		6 084594.6 		703151.1 		6 084580.0 		76.5		14.8

		6/13/25		10:17:23 PM		ST208		Still		269605_ST208_29		4380		703148.8 		6 084594.6 		703157.3 		6 084573.7 		76.6		22.6

		6/13/25		10:17:47 PM		ST208		Still		269605_ST208_30		4381		703148.8 		6 084594.6 		703168.0 		6 084563.8 		76.6		36.3

		6/13/25		10:17:50 PM		ST208		Still		269605_ST208_31		4382		703148.8 		6 084594.6 		703169.5 		6 084562.5 		76.7		38.2

		6/13/25		10:18:03 PM		ST208		Still		269605_ST208_32		4383		703148.8 		6 084594.6 		703174.8 		6 084558.4 		76.1		44.6

		6/13/25		10:18:18 PM		ST208		Still		269605_ST208_33		4384		703148.8 		6 084594.6 		703181.6 		6 084552.6 		76.5		53.3

		6/13/25		10:18:24 PM		ST208		Still		269605_ST208_34		4385		703148.8 		6 084594.6 		703183.7 		6 084550.5 		76.7		56.3

		6/13/25		10:18:38 PM		ST208		Video		EOL		4386		703148.8 		6 084594.6 		703190.0 		6 084545.4 		76.1		64.1

		6/13/25		10:42:43 PM		ST208		DVV		PSD		4387		703148.8 		6 084594.6 		703145.0 		6 084602.1 		76.9		8.4

		6/13/25		11:10:59 PM		ST209		Video		SOL		4388		702421.5 		6 086457.9 		702395.4 		6 086471.0 		74.6		29.2

		6/13/25		11:11:05 PM		ST209		Still		269605_ST209_01		4389		702421.5 		6 086457.9 		702397.2 		6 086469.0 		74.8		26.7

		6/13/25		11:11:14 PM		ST209		Still		269605_ST209_02		4390		702421.5 		6 086457.9 		702399.3 		6 086466.8 		74.4		24.0

		6/13/25		11:11:31 PM		ST209		Still		269605_ST209_03		4391		702421.5 		6 086457.9 		702406.0 		6 086463.1 		74.5		16.4

		6/13/25		11:11:38 PM		ST209		Still		269605_ST209_04		4392		702421.5 		6 086457.9 		702407.6 		6 086460.2 		74.5		14.1

		6/13/25		11:11:42 PM		ST209		Still		269605_ST209_05		4393		702421.5 		6 086457.9 		702408.5 		6 086458.4 		74.7		13.0

		6/13/25		11:11:55 PM		ST209		Still		269605_ST209_06		4394		702421.5 		6 086457.9 		702411.3 		6 086455.3 		74.7		10.6

		6/13/25		11:12:02 PM		ST209		Still		269605_ST209_07		4395		702421.5 		6 086457.9 		702412.8 		6 086452.8 		74.6		10.1

		6/13/25		11:12:08 PM		ST209		Still		269605_ST209_08		4396		702421.5 		6 086457.9 		702414.1 		6 086452.1 		74.5		9.5

		6/13/25		11:12:21 PM		ST209		Still		269605_ST209_09		4397		702421.5 		6 086457.9 		702417.3 		6 086446.5 		74.7		12.2

		6/13/25		11:12:29 PM		ST209		Still		269605_ST209_10		4398		702421.5 		6 086457.9 		702418.8 		6 086443.8 		74.7		14.4

		6/13/25		11:12:51 PM		ST209		Still		269605_ST209_11		4399		702421.5 		6 086457.9 		702424.1 		6 086435.5 		74.5		22.6

		6/13/25		11:12:59 PM		ST209		Still		269605_ST209_12		4400		702421.5 		6 086457.9 		702426.3 		6 086432.0 		74.7		26.4

		6/13/25		11:13:05 PM		ST209		Still		269605_ST209_13		4401		702421.5 		6 086457.9 		702427.6 		6 086430.0 		75.0		28.6

		6/13/25		11:13:12 PM		ST209		Video		EOL		4402		702421.5 		6 086457.9 		702429.1 		6 086427.5 		75.0		31.4

		6/13/25		11:27:26 PM		ST209		DVV		FA/FB		4403		702421.5 		6 086457.9 		702406.8 		6 086465.4 		75.2		16.6

		6/13/25		11:37:00 PM		ST209		DVV		PC/PSD		4404		702421.5 		6 086457.9 		702411.5 		6 086470.7 		75.1		16.3

		6/14/25		1:04:16 AM		ST210		Video		SOL		4406		701520.0 		6 088744.0 		701405.8 		6 088771.3 		68.1		117.4

		6/14/25		1:04:39 AM		ST210		Still		269605_ST210_01		4407		701520.0 		6 088744.0 		701416.2 		6 088758.8 		68.7		104.8

		6/14/25		1:04:51 AM		ST210		Still		269605_ST210_02		4408		701520.0 		6 088744.0 		701421.0 		6 088753.5 		68.7		99.4

		6/14/25		1:05:00 AM		ST210		Still		269605_ST210_03		4409		701520.0 		6 088744.0 		701424.7 		6 088748.8 		68.5		95.4

		6/14/25		1:05:19 AM		ST210		Still		269605_ST210_04		4410		701520.0 		6 088744.0 		701431.1 		6 088740.4 		68.9		89.0

		6/14/25		1:05:23 AM		ST210		Still		269605_ST210_05		4411		701520.0 		6 088744.0 		701432.1 		6 088739.1 		68.9		88.0

		6/14/25		1:05:28 AM		ST210		Still		269605_ST210_06		4412		701520.0 		6 088744.0 		701433.7 		6 088737.6 		68.6		86.6

		6/14/25		1:05:56 AM		ST210		Still		269605_ST210_07		4413		701520.0 		6 088744.0 		701447.6 		6 088728.2 		68.4		74.1

		6/14/25		1:06:10 AM		ST210		Still		269605_ST210_08		4414		701520.0 		6 088744.0 		701455.8 		6 088727.5 		68.4		66.2

		6/14/25		1:06:30 AM		ST210		Still		269605_ST210_09		4415		701520.0 		6 088744.0 		701466.8 		6 088729.7 		68.5		55.1

		6/14/25		1:06:56 AM		ST210		Still		269605_ST210_10		4416		701520.0 		6 088744.0 		701479.2 		6 088735.7 		68.7		41.7

		6/14/25		1:07:09 AM		ST210		Still		269605_ST210_11		4417		701520.0 		6 088744.0 		701484.0 		6 088738.4 		68.7		36.5

		6/14/25		1:07:15 AM		ST210		Still		269605_ST210_12		4418		701520.0 		6 088744.0 		701485.5 		6 088739.6 		68.8		34.8

		6/14/25		1:07:21 AM		ST210		Still		269605_ST210_13		4419		701520.0 		6 088744.0 		701487.2 		6 088740.9 		68.4		33.0

		6/14/25		1:07:28 AM		ST210		Still		269605_ST210_14		4420		701520.0 		6 088744.0 		701490.1 		6 088741.9 		68.7		29.9

		6/14/25		1:07:40 AM		ST210		Still		269605_ST210_15		4421		701520.0 		6 088744.0 		701495.4 		6 088744.0 		68.4		24.6

		6/14/25		1:07:49 AM		ST210		Still		269605_ST210_16		4422		701520.0 		6 088744.0 		701499.6 		6 088745.7 		68.5		20.5

		6/14/25		1:07:55 AM		ST210		Still		269605_ST210_17		4423		701520.0 		6 088744.0 		701502.8 		6 088746.9 		68.6		17.4

		6/14/25		1:08:07 AM		ST210		Still		269605_ST210_18		4424		701520.0 		6 088744.0 		701507.4 		6 088748.1 		68.6		13.3

		6/14/25		1:08:20 AM		ST210		Still		269605_ST210_19		4425		701520.0 		6 088744.0 		701512.6 		6 088748.3 		68.4		8.6

		6/14/25		1:08:25 AM		ST210		Still		269605_ST210_20		4426		701520.0 		6 088744.0 		701514.5 		6 088748.4 		68.4		7.0

		6/14/25		1:08:43 AM		ST210		Still		269605_ST210_21		4427		701520.0 		6 088744.0 		701521.9 		6 088749.0 		68.7		5.4

		6/14/25		1:08:50 AM		ST210		Still		269605_ST210_22		4428		701520.0 		6 088744.0 		701525.3 		6 088748.8 		68.8		7.1

		6/14/25		1:09:02 AM		ST210		Still		269605_ST210_23		4429		701520.0 		6 088744.0 		701529.5 		6 088748.5 		68.5		10.6

		6/14/25		1:09:10 AM		ST210		Still		269605_ST210_24		4430		701520.0 		6 088744.0 		701532.8 		6 088749.2 		68.6		13.8

		6/14/25		1:09:25 AM		ST210		Still		269605_ST210_25		4431		701520.0 		6 088744.0 		701538.8 		6 088750.0 		68.3		19.7

		6/14/25		1:09:37 AM		ST210		Still		269605_ST210_26		4432		701520.0 		6 088744.0 		701544.3 		6 088750.0 		68.2		25.1

		6/14/25		1:10:15 AM		ST210		Still		269605_ST210_27		4433		701520.0 		6 088744.0 		701562.5 		6 088750.0 		68.8		42.9

		6/14/25		1:10:28 AM		ST210		Still		269605_ST210_28		4434		701520.0 		6 088744.0 		701567.8 		6 088749.4 		68.4		48.1

		6/14/25		1:10:49 AM		ST210		Still		269605_ST210_29		4435		701520.0 		6 088744.0 		701579.0 		6 088748.3 		68.8		59.2

		6/14/25		1:10:54 AM		ST210		Still		269605_ST210_30		4436		701520.0 		6 088744.0 		701581.7 		6 088747.9 		68.8		61.8

		6/14/25		1:11:08 AM		ST210		Still		269605_ST210_31		4437		701520.0 		6 088744.0 		701586.8 		6 088747.3 		68.6		66.9

		6/14/25		1:11:13 AM		ST210		Still		269605_ST210_32		4438		701520.0 		6 088744.0 		701588.9 		6 088746.9 		68.7		69.0

		6/14/25		1:11:19 AM		ST210		Still		269605_ST210_33		4439		701520.0 		6 088744.0 		701592.0 		6 088746.8 		68.4		72.0

		6/14/25		1:11:31 AM		ST210		Still		269605_ST210_34		4440		701520.0 		6 088744.0 		701597.9 		6 088746.9 		68.7		78.0

		6/14/25		1:11:44 AM		ST210		Still		269605_ST210_35		4441		701520.0 		6 088744.0 		701603.7 		6 088747.0 		68.7		83.8

		6/14/25		1:11:49 AM		ST210		Still		269605_ST210_36		4442		701520.0 		6 088744.0 		701605.4 		6 088747.5 		68.7		85.5

		6/14/25		1:11:53 AM		ST210		Still		269605_ST210_37		4443		701520.0 		6 088744.0 		701607.2 		6 088747.8 		68.8		87.3

		6/14/25		1:12:29 AM		ST210		Still		269605_ST210_38		4444		701520.0 		6 088744.0 		701621.3 		6 088744.4 		68.7		101.3

		6/14/25		1:12:39 AM		ST210		Video		EOL		4445		701520.0 		6 088744.0 		701623.9 		6 088742.6 		68.5		103.9

		6/14/25		1:27:35 AM		ST210		DVV		PSD		4446		701520.0 		6 088744.0 		701513.9 		6 088737.8 		69.4		8.7

		6/14/25		1:53:36 AM		ST211		Video		SOL		4447		700967.0 		6 090184.5 		700938.9 		6 090166.6 		72.3		33.4

		6/14/25		1:53:57 AM		ST211		Still		269605_ST211_01		4448		700967.0 		6 090184.5 		700947.4 		6 090171.9 		72.6		23.4

		6/14/25		1:54:31 AM		ST211		Still		269605_ST211_02		4449		700967.0 		6 090184.5 		700956.3 		6 090185.5 		72.7		10.8

		6/14/25		1:54:38 AM		ST211		Still		269605_ST211_03		4450		700967.0 		6 090184.5 		700956.9 		6 090187.6 		72.5		10.6

		6/14/25		1:54:44 AM		ST211		Still		269605_ST211_04		4451		700967.0 		6 090184.5 		700957.8 		6 090189.7 		72.3		10.6

		6/14/25		1:54:50 AM		ST211		Still		269605_ST211_05		4452		700967.0 		6 090184.5 		700958.8 		6 090191.5 		72.1		10.8

		6/14/25		1:54:58 AM		ST211		Still		269605_ST211_06		4453		700967.0 		6 090184.5 		700959.6 		6 090196.0 		72.4		13.6

		6/14/25		1:55:02 AM		ST211		Still		269605_ST211_07		4454		700967.0 		6 090184.5 		700960.2 		6 090197.4 		72.7		14.6

		6/14/25		1:55:18 AM		ST211		Still		269605_ST211_08		4455		700967.0 		6 090184.5 		700961.8 		6 090202.0 		72.5		18.2

		6/14/25		1:55:26 AM		ST211		Still		269605_ST211_09		4456		700967.0 		6 090184.5 		700963.2 		6 090204.0 		72.0		19.8

		6/14/25		1:55:31 AM		ST211		Still		269605_ST211_10		4457		700967.0 		6 090184.5 		700964.4 		6 090204.9 		72.3		20.6

		6/14/25		1:55:45 AM		ST211		Still		269605_ST211_11		4458		700967.0 		6 090184.5 		700968.9 		6 090207.5 		72.6		23.0

		6/14/25		1:55:50 AM		ST211		Still		269605_ST211_12		4459		700967.0 		6 090184.5 		700969.6 		6 090207.5 		72.6		23.1

		6/14/25		1:55:53 AM		ST211		Still		269605_ST211_13		4460		700967.0 		6 090184.5 		700970.8 		6 090207.9 		72.6		23.7

		6/14/25		1:55:58 AM		ST211		Still		269605_ST211_14		4461		700967.0 		6 090184.5 		700972.4 		6 090208.3 		72.6		24.4

		6/14/25		1:56:05 AM		ST211		Video		EOL		4462		700967.0 		6 090184.5 		700974.7 		6 090207.5 		72.7		24.2

		6/14/25		2:09:11 AM		ST211		DVV		FA/FB		4463		700967.0 		6 090184.5 		700961.0 		6 090195.1 		73.0		12.2

		6/14/25		2:17:48 AM		ST211		DVV		PC/PSD		4464		700967.0 		6 090184.5 		700956.9 		6 090183.5 		73.0		10.2

		6/14/25		2:47:32 AM		ST212		Video		SOL		4465		700239.8 		6 092047.8 		700224.7 		6 092024.5 		70.8		27.8

		6/14/25		2:47:37 AM		ST212		Still		269605_ST212_01		4466		700239.8 		6 092047.8 		700226.1 		6 092026.1 		70.8		25.7

		6/14/25		2:47:43 AM		ST212		Still		269605_ST212_02		4467		700239.8 		6 092047.8 		700227.1 		6 092027.5 		70.7		24.0

		6/14/25		2:48:01 AM		ST212		Still		269605_ST212_03		4468		700239.8 		6 092047.8 		700234.8 		6 092034.9 		70.6		13.8

		6/14/25		2:48:13 AM		ST212		Still		269605_ST212_04		4469		700239.8 		6 092047.8 		700238.6 		6 092039.6 		71.1		8.3

		6/14/25		2:48:21 AM		ST212		Still		269605_ST212_05		4470		700239.8 		6 092047.8 		700241.1 		6 092042.3 		70.8		5.7

		6/14/25		2:48:35 AM		ST212		Still		269605_ST212_06		4471		700239.8 		6 092047.8 		700246.5 		6 092048.3 		70.8		6.7

		6/14/25		2:48:45 AM		ST212		Still		269605_ST212_07		4472		700239.8 		6 092047.8 		700249.7 		6 092052.4 		70.8		10.9

		6/14/25		2:48:58 AM		ST212		Still		269605_ST212_08		4473		700239.8 		6 092047.8 		700252.8 		6 092059.8 		70.8		17.7

		6/14/25		2:49:04 AM		ST212		Still		269605_ST212_09		4474		700239.8 		6 092047.8 		700254.1 		6 092062.2 		70.9		20.3

		6/14/25		2:49:09 AM		ST212		Still		269605_ST212_10		4475		700239.8 		6 092047.8 		700254.8 		6 092063.4 		70.9		21.6

		6/14/25		2:49:23 AM		ST212		Still		269605_ST212_11		4476		700239.8 		6 092047.8 		700257.5 		6 092069.8 		70.8		28.2

		6/14/25		2:49:36 AM		ST212		Video		EOL		4477		700239.8 		6 092047.8 		700258.7 		6 092073.9 		70.8		32.2

		6/14/25		3:02:51 AM		ST212		DVV		PSD		4478		700239.8 		6 092047.8 		700231.2 		6 092029.6 		72.1		20.1

		6/14/25		3:31:55 AM		ST213		Video		SOL		4479		699512.5 		6 093911.1 		699521.1 		6 093890.1 		71.3		22.7

		6/14/25		3:32:05 AM		ST213		Still		269605_ST213_01		4480		699512.5 		6 093911.1 		699521.0 		6 093893.1 		71.4		19.9

		6/14/25		3:32:16 AM		ST213		Still		269605_ST213_02		4481		699512.5 		6 093911.1 		699519.9 		6 093896.2 		71.3		16.6

		6/14/25		3:32:20 AM		ST213		Still		269605_ST213_03		4482		699512.5 		6 093911.1 		699519.5 		6 093897.5 		71.4		15.3

		6/14/25		3:32:31 AM		ST213		Still		269605_ST213_04		4483		699512.5 		6 093911.1 		699518.5 		6 093901.8 		71.3		11.0

		6/14/25		3:32:42 AM		ST213		Still		269605_ST213_05		4484		699512.5 		6 093911.1 		699516.4 		6 093906.2 		71.4		6.2

		6/14/25		3:32:46 AM		ST213		Still		269605_ST213_06		4485		699512.5 		6 093911.1 		699515.8 		6 093907.7 		71.3		4.7

		6/14/25		3:32:51 AM		ST213		Still		269605_ST213_07		4486		699512.5 		6 093911.1 		699515.3 		6 093909.5 		71.2		3.2

		6/14/25		3:33:02 AM		ST213		Still		269605_ST213_08		4487		699512.5 		6 093911.1 		699513.3 		6 093914.2 		71.4		3.2

		6/14/25		3:33:05 AM		ST213		Still		269605_ST213_09		4488		699512.5 		6 093911.1 		699512.7 		6 093915.2 		71.5		4.1

		6/14/25		3:33:11 AM		ST213		Still		269605_ST213_10		4489		699512.5 		6 093911.1 		699512.3 		6 093916.9 		71.3		5.8

		6/14/25		3:33:18 AM		ST213		Still		269605_ST213_11		4490		699512.5 		6 093911.1 		699511.2 		6 093920.3 		71.2		9.3

		6/14/25		3:33:22 AM		ST213		Still		269605_ST213_12		4491		699512.5 		6 093911.1 		699511.0 		6 093922.1 		71.2		11.1

		6/14/25		3:33:25 AM		ST213		Still		269605_ST213_13		4492		699512.5 		6 093911.1 		699511.0 		6 093923.2 		71.2		12.2

		6/14/25		3:33:30 AM		ST213		Still		269605_ST213_14		4493		699512.5 		6 093911.1 		699510.8 		6 093924.9 		71.3		13.9

		6/14/25		3:33:43 AM		ST213		Still		269605_ST213_15		4494		699512.5 		6 093911.1 		699509.4 		6 093930.1 		71.6		19.2

		6/14/25		3:33:56 AM		ST213		Still		269605_ST213_16		4495		699512.5 		6 093911.1 		699508.3 		6 093935.2 		71.5		24.5

		6/14/25		3:34:02 AM		ST213		Still		269605_ST213_17		4496		699512.5 		6 093911.1 		699508.1 		6 093937.6 		71.4		26.9

		6/14/25		3:34:07 AM		ST213		Video		EOL		4497		699512.5 		6 093911.1 		699508.0 		6 093939.6 		71.3		28.9

		6/14/25		3:47:35 AM		ST213		DVV		FA/FB		4498		699512.5 		6 093911.1 		699518.6 		6 093890.8 		64.9		21.3

		6/14/25		3:55:47 AM		ST213		DVV		PC/PSD		4499		699512.5 		6 093911.1 		699506.6 		6 093903.4 		71.4		9.7

		6/14/25		4:34:14 AM		ST214		Video		SOL		4500		698689.0 		6 096056.0 		698695.3 		6 096011.5 		71.6		44.9

		6/14/25		4:34:24 AM		ST214		Still		269605_ST214_01		4501		698689.0 		6 096056.0 		698695.4 		6 096015.3 		71.6		41.2

		6/14/25		4:34:52 AM		ST214		Still		269605_ST214_02		4502		698689.0 		6 096056.0 		698697.5 		6 096030.8 		71.8		26.6

		6/14/25		4:34:55 AM		ST214		Still		269605_ST214_03		4503		698689.0 		6 096056.0 		698697.8 		6 096032.5 		72.0		25.1

		6/14/25		4:34:59 AM		ST214		Still		269605_ST214_04		4504		698689.0 		6 096056.0 		698698.4 		6 096033.9 		71.9		24.0

		6/14/25		4:35:20 AM		ST214		Still		269605_ST214_05		4505		698689.0 		6 096056.0 		698700.0 		6 096045.8 		71.5		15.0

		6/14/25		4:35:30 AM		ST214		Still		269605_ST214_06		4506		698689.0 		6 096056.0 		698700.3 		6 096051.4 		71.5		12.2

		6/14/25		4:35:34 AM		ST214		Still		269605_ST214_07		4507		698689.0 		6 096056.0 		698700.3 		6 096053.6 		71.9		11.5

		6/14/25		4:35:39 AM		ST214		Still		269605_ST214_08		4508		698689.0 		6 096056.0 		698700.2 		6 096055.9 		72.0		11.2

		6/14/25		4:35:49 AM		ST214		Still		269605_ST214_09		4509		698689.0 		6 096056.0 		698700.3 		6 096059.6 		71.8		11.9

		6/14/25		4:35:55 AM		ST214		Still		269605_ST214_10		4510		698689.0 		6 096056.0 		698700.2 		6 096061.6 		71.8		12.5

		6/14/25		4:36:01 AM		ST214		Still		269605_ST214_11		4511		698689.0 		6 096056.0 		698699.2 		6 096063.9 		71.8		12.9

		6/14/25		4:36:09 AM		ST214		Still		269605_ST214_12		4512		698689.0 		6 096056.0 		698698.6 		6 096068.4 		71.6		15.7

		6/14/25		4:36:15 AM		ST214		Still		269605_ST214_13		4513		698689.0 		6 096056.0 		698697.6 		6 096070.8 		71.5		17.1

		6/14/25		4:36:22 AM		ST214		Still		269605_ST214_14		4514		698689.0 		6 096056.0 		698695.8 		6 096072.9 		71.6		18.3

		6/14/25		4:36:37 AM		ST214		Still		269605_ST214_15		4515		698689.0 		6 096056.0 		698692.3 		6 096080.2 		71.2		24.5

		6/14/25		4:36:42 AM		ST214		Video		EOL		4516		698689.0 		6 096056.0 		698691.1 		6 096082.1 		71.7		26.2

		6/14/25		5:18:58 AM		ST214		DVV		PSD		4517		698689.0 		6 096056.0 		698684.2 		6 096047.3 		72.5		9.9

		6/14/25		5:55:09 AM		ST215		Video		SOL		4518		697977.0 		6 097817.0 		697992.9 		6 097685.2 		72.3		132.7

		6/14/25		5:55:24 AM		ST215		Still		269605_ST215_01		4519		697977.0 		6 097817.0 		697990.5 		6 097695.6 		72.0		122.2

		6/14/25		5:55:44 AM		ST215		Still		269605_ST215_02		4520		697977.0 		6 097817.0 		697987.2 		6 097705.9 		72.1		111.6

		6/14/25		5:55:54 AM		ST215		Still		269605_ST215_03		4521		697977.0 		6 097817.0 		697985.4 		6 097711.9 		72.4		105.4

		6/14/25		5:56:16 AM		ST215		Still		269605_ST215_04		4522		697977.0 		6 097817.0 		697982.4 		6 097722.5 		72.3		94.7

		6/14/25		5:56:32 AM		ST215		Still		269605_ST215_05		4523		697977.0 		6 097817.0 		697980.8 		6 097731.4 		72.4		85.7

		6/14/25		5:56:43 AM		ST215		Still		269605_ST215_06		4524		697977.0 		6 097817.0 		697979.5 		6 097736.4 		72.1		80.6

		6/14/25		5:57:03 AM		ST215		Still		269605_ST215_07		4525		697977.0 		6 097817.0 		697978.5 		6 097745.6 		72.0		71.4

		6/14/25		5:57:19 AM		ST215		Still		269605_ST215_08		4526		697977.0 		6 097817.0 		697976.3 		6 097753.4 		72.1		63.6

		6/14/25		5:57:28 AM		ST215		Still		269605_ST215_09		4527		697977.0 		6 097817.0 		697975.5 		6 097758.2 		72.1		58.9

		6/14/25		5:57:47 AM		ST215		Still		269605_ST215_10		4528		697977.0 		6 097817.0 		697974.5 		6 097765.4 		72.5		51.7

		6/14/25		5:58:10 AM		ST215		Still		269605_ST215_11		4529		697977.0 		6 097817.0 		697973.3 		6 097773.6 		72.3		43.6

		6/14/25		5:58:30 AM		ST215		Still		269605_ST215_12		4530		697977.0 		6 097817.0 		697972.7 		6 097780.9 		72.4		36.4

		6/14/25		5:58:48 AM		ST215		Still		269605_ST215_13		4531		697977.0 		6 097817.0 		697972.8 		6 097788.8 		72.3		28.5

		6/14/25		5:59:13 AM		ST215		Still		269605_ST215_14		4532		697977.0 		6 097817.0 		697972.6 		6 097797.9 		72.2		19.6

		6/14/25		5:59:29 AM		ST215		Still		269605_ST215_15		4533		697977.0 		6 097817.0 		697972.7 		6 097803.6 		72.1		14.0

		6/14/25		5:59:49 AM		ST215		Still		269605_ST215_16		4534		697977.0 		6 097817.0 		697971.8 		6 097813.0 		72.2		6.6

		6/14/25		6:00:06 AM		ST215		Still		269605_ST215_17		4535		697977.0 		6 097817.0 		697971.0 		6 097818.0 		72.2		6.1

		6/14/25		6:00:13 AM		ST215		Still		269605_ST215_18		4536		697977.0 		6 097817.0 		697970.8 		6 097821.1 		72.2		7.4

		6/14/25		6:00:41 AM		ST215		Still		269605_ST215_19		4537		697977.0 		6 097817.0 		697970.0 		6 097833.2 		72.3		17.7

		6/14/25		6:00:55 AM		ST215		Still		269605_ST215_20		4538		697977.0 		6 097817.0 		697969.2 		6 097838.4 		72.6		22.7

		6/14/25		6:01:17 AM		ST215		Still		269605_ST215_21		4539		697977.0 		6 097817.0 		697969.6 		6 097844.2 		71.9		28.2

		6/14/25		6:01:32 AM		ST215		Still		269605_ST215_22		4540		697977.0 		6 097817.0 		697969.8 		6 097850.7 		72.5		34.4

		6/14/25		6:01:58 AM		ST215		Still		269605_ST215_23		4541		697977.0 		6 097817.0 		697969.1 		6 097861.2 		72.2		44.9

		6/14/25		6:02:18 AM		ST215		Still		269605_ST215_24		4542		697977.0 		6 097817.0 		697968.4 		6 097868.1 		72.1		51.9

		6/14/25		6:02:23 AM		ST215		Still		269605_ST215_25		4543		697977.0 		6 097817.0 		697968.3 		6 097869.5 		72.0		53.3

		6/14/25		6:02:59 AM		ST215		Still		269605_ST215_26		4544		697977.0 		6 097817.0 		697965.1 		6 097881.9 		72.1		66.0

		6/14/25		6:03:11 AM		ST215		Still		269605_ST215_27		4545		697977.0 		6 097817.0 		697963.4 		6 097885.8 		72.3		70.2

		6/14/25		6:03:33 AM		ST215		Still		269605_ST215_28		4546		697977.0 		6 097817.0 		697961.6 		6 097894.4 		72.1		78.9

		6/14/25		6:03:42 AM		ST215		Still		269605_ST215_29		4547		697977.0 		6 097817.0 		697960.7 		6 097897.5 		72.3		82.1

		6/14/25		6:04:03 AM		ST215		Still		269605_ST215_30		4548		697977.0 		6 097817.0 		697959.5 		6 097903.7 		72.2		88.4

		6/14/25		6:04:21 AM		ST215		Still		269605_ST215_31		4549		697977.0 		6 097817.0 		697958.2 		6 097908.1 		72.2		93.0

		6/14/25		6:04:31 AM		ST215		Still		269605_ST215_32		4550		697977.0 		6 097817.0 		697957.7 		6 097913.2 		72.1		98.1

		6/14/25		6:04:46 AM		ST215		Still		269605_ST215_33		4551		697977.0 		6 097817.0 		697956.8 		6 097917.6 		72.4		102.6

		6/14/25		6:05:05 AM		ST215		Still		269605_ST215_34		4552		697977.0 		6 097817.0 		697955.3 		6 097924.6 		72.1		109.7

		6/14/25		6:05:37 AM		ST215		Still		269605_ST215_35		4553		697977.0 		6 097817.0 		697954.5 		6 097932.5 		71.8		117.6

		6/14/25		6:05:42 AM		ST215		Video		EOL		4554		697977.0 		6 097817.0 		697954.8 		6 097934.0 		71.8		119.1

		6/14/25		6:26:24 AM		ST215		DVV		PC/FA		4555		697977.0 		6 097817.0 		697977.6 		6 097826.6 		72.5		9.6

		6/14/25		6:45:05 AM		ST215		DVV		FB		4556		697977.0 		6 097817.0 		697971.1 		6 097818.4 		72.4		6.1

		6/14/25		7:10:35 AM		ST215		WS		TOP		4557		697977.0 		6 097817.0 		697995.5 		6 097818.5 		8.1		18.6

		6/14/25		7:16:24 AM		ST215		WS		BOT		4558		697977.0 		6 097817.0 		697997.3 		6 097809.2 		67.2		21.8

		6/14/25		7:59:14 AM		ST217		Video		SOL		4559		696603.6 		6 101364.2 		696610.5 		6 101397.7 		70.6		34.2

		6/14/25		7:59:25 AM		ST217		Still		269605_ST217_01		No fix		696603.6 		6 101364.2 		696608.4 		6 101395.7 		71.0		31.9		Data taken from video

		6/14/25		7:59:43 AM		ST217		Still		269605_ST217_02		4560		696603.6 		6 101364.2 		696604.7 		6 101389.5 		71.1		25.4

		6/14/25		7:59:57 AM		ST217		Still		269605_ST217_03		4561		696603.6 		6 101364.2 		696602.4 		6 101385.0 		71.2		20.8

		6/14/25		8:00:14 AM		ST217		Still		269605_ST217_04		4562		696603.6 		6 101364.2 		696600.6 		6 101378.3 		71.1		14.4

		6/14/25		8:00:38 AM		ST217		Still		269605_ST217_05		4563		696603.6 		6 101364.2 		696599.7 		6 101370.5 		71.2		7.4

		6/14/25		8:01:02 AM		ST217		Still		269605_ST217_06		4564		696603.6 		6 101364.2 		696600.0 		6 101363.2 		71.3		3.7

		6/14/25		8:01:17 AM		ST217		Still		269605_ST217_07		4565		696603.6 		6 101364.2 		696599.1 		6 101360.6 		71.0		5.8

		6/14/25		8:01:32 AM		ST217		Still		269605_ST217_08		4566		696603.6 		6 101364.2 		696598.6 		6 101356.5 		71.2		9.2

		6/14/25		8:01:50 AM		ST217		Still		269605_ST217_09		4567		696603.6 		6 101364.2 		696598.6 		6 101351.6 		71.2		13.5

		6/14/25		8:02:10 AM		ST217		Still		269605_ST217_10		4568		696603.6 		6 101364.2 		696599.9 		6 101346.3 		71.4		18.3

		6/14/25		8:02:28 AM		ST217		Still		269605_ST217_11		4569		696603.6 		6 101364.2 		696600.7 		6 101342.8 		71.3		21.6

		6/14/25		8:03:03 AM		ST217		Still		269605_ST217_12		4570		696603.6 		6 101364.2 		696602.9 		6 101336.7 		70.9		27.5

		6/14/25		8:03:07 AM		ST217		Video		EOL		4571		696603.6 		6 101364.2 		696603.4 		6 101335.8 		70.9		28.4

		6/14/25		8:17:21 AM		ST217		DVV		NS1/NS2		4572		696603.6 		6 101364.2 		696612.5 		6 101370.1 		71.4		10.7

		6/14/25		8:23:28 AM		ST217		DVV		NS3/NS4		4573		696603.6 		6 101364.2 		696606.2 		6 101371.3 		71.4		7.6

		6/14/25		8:28:53 AM		ST217		DVV		PC/FA		4574		696603.6 		6 101364.2 		696594.4 		6 101365.6 		71.2		9.3

		6/14/25		8:48:20 AM		ST217		DVV		FB		4575		696603.6 		6 101364.2 		696598.9 		6 101365.0 		71.0		4.7

		6/14/25		9:20:38 AM		ST218		Video		SOL		4576		696128.0 		6 102553.0 		696144.3 		6 102667.5 		70.1		115.7

		6/14/25		9:20:42 AM		ST218		Still		269605_ST218_01		4577		696128.0 		6 102553.0 		696143.8 		6 102666.0 		70.0		114.1

		6/14/25		9:20:53 AM		ST218		Still		269605_ST218_02		4578		696128.0 		6 102553.0 		696143.6 		6 102661.6 		69.9		109.7

		6/14/25		9:21:16 AM		ST218		Still		269605_ST218_03		4579		696128.0 		6 102553.0 		696141.8 		6 102652.4 		69.7		100.3

		6/14/25		9:21:28 AM		ST218		Still		269605_ST218_04		4580		696128.0 		6 102553.0 		696140.3 		6 102646.0 		69.8		93.8

		6/14/25		9:21:33 AM		ST218		Still		269605_ST218_05		4581		696128.0 		6 102553.0 		696139.8 		6 102643.9 		70.0		91.6

		6/14/25		9:22:00 AM		ST218		Still		269605_ST218_06		4582		696128.0 		6 102553.0 		696137.5 		6 102636.0 		69.8		83.5

		6/14/25		9:22:28 AM		ST218		Still		269605_ST218_07		4583		696128.0 		6 102553.0 		696135.5 		6 102626.5 		69.6		73.9

		6/14/25		9:23:01 AM		ST218		Still		269605_ST218_08		4584		696128.0 		6 102553.0 		696129.9 		6 102616.9 		69.4		63.9

		6/14/25		9:23:15 AM		ST218		Still		269605_ST218_09		4585		696128.0 		6 102553.0 		696127.6 		6 102612.8 		69.6		59.8

		6/14/25		9:23:31 AM		ST218		Still		269605_ST218_10		4586		696128.0 		6 102553.0 		696125.3 		6 102610.1 		69.5		57.2

		6/14/25		9:24:06 AM		ST218		Still		269605_ST218_11		4587		696128.0 		6 102553.0 		696121.6 		6 102600.6 		69.4		48.0

		6/14/25		9:24:25 AM		ST218		Still		269605_ST218_12		4588		696128.0 		6 102553.0 		696120.4 		6 102594.9 		69.4		42.6

		6/14/25		9:24:30 AM		ST218		Still		269605_ST218_13		4589		696128.0 		6 102553.0 		696120.6 		6 102592.9 		69.4		40.6

		6/14/25		9:25:07 AM		ST218		Still		269605_ST218_14		4590		696128.0 		6 102553.0 		696121.1 		6 102581.0 		69.4		28.8

		6/14/25		9:25:41 AM		ST218		Still		269605_ST218_15		4591		696128.0 		6 102553.0 		696123.1 		6 102569.8 		69.4		17.5

		6/14/25		9:26:01 AM		ST218		Still		269605_ST218_16		4592		696128.0 		6 102553.0 		696126.8 		6 102563.3 		69.2		10.3

		6/14/25		9:26:29 AM		ST218		Still		269605_ST218_17		4593		696128.0 		6 102553.0 		696131.3 		6 102553.5 		69.4		3.3

		6/14/25		9:26:56 AM		ST218		Still		269605_ST218_18		4594		696128.0 		6 102553.0 		696134.7 		6 102542.8 		69.5		12.2

		6/14/25		9:27:30 AM		ST218		Still		269605_ST218_19		4595		696128.0 		6 102553.0 		696136.9 		6 102530.9 		69.5		23.8

		6/14/25		9:28:06 AM		ST218		Still		269605_ST218_20		4596		696128.0 		6 102553.0 		696137.6 		6 102522.1 		68.9		32.4

		6/14/25		9:28:25 AM		ST218		Still		269605_ST218_21		4597		696128.0 		6 102553.0 		696137.8 		6 102514.3 		69.1		39.9

		6/14/25		9:28:54 AM		ST218		Still		269605_ST218_22		4598		696128.0 		6 102553.0 		696139.5 		6 102505.2 		69.0		49.1

		6/14/25		9:29:04 AM		ST218		Still		269605_ST218_23		4599		696128.0 		6 102553.0 		696139.8 		6 102501.8 		69.2		52.6

		6/14/25		9:29:41 AM		ST218		Still		269605_ST218_24		4600		696128.0 		6 102553.0 		696143.1 		6 102492.4 		68.8		62.5

		6/14/25		9:30:25 AM		ST218		Still		269605_ST218_25		4601		696128.0 		6 102553.0 		696146.6 		6 102479.2 		69.0		76.1

		6/14/25		9:30:59 AM		ST218		Still		269605_ST218_26		4602		696128.0 		6 102553.0 		696150.0 		6 102472.7 		69.1		83.3

		6/14/25		9:31:09 AM		ST218		Still		269605_ST218_27		4603		696128.0 		6 102553.0 		696151.3 		6 102470.8 		69.0		85.4

		6/14/25		9:31:20 AM		ST218		Still		269605_ST218_28		4604		696128.0 		6 102553.0 		696152.8 		6 102467.7 		69.1		88.8

		6/14/25		9:31:30 AM		ST218		Still		269605_ST218_29		4605		696128.0 		6 102553.0 		696154.3 		6 102464.8 		69.4		92.0

		6/14/25		9:31:46 AM		ST218		Still		269605_ST218_30		4606		696128.0 		6 102553.0 		696156.1 		6 102461.8 		69.3		95.4

		6/14/25		9:32:05 AM		ST218		Video		EOL		4607		696128.0 		6 102553.0 		696159.5 		6 102457.5 		68.8		100.5

		6/14/25		10:07:04 AM		ST219		Video		SOL		4608		695149.1 		6 105090.7 		695141.4 		6 105116.9 		71.3		27.3

		6/14/25		10:07:17 AM		ST219		Still		269605_ST219_01		4609		695149.1 		6 105090.7 		695141.4 		6 105111.6 		71.0		22.3

		6/14/25		10:07:33 AM		ST219		Still		269605_ST219_02		4610		695149.1 		6 105090.7 		695141.5 		6 105106.7 		71.3		17.7

		6/14/25		10:07:46 AM		ST219		Still		269605_ST219_03		4611		695149.1 		6 105090.7 		695141.6 		6 105105.0 		71.4		16.2

		6/14/25		10:08:14 AM		ST219		Still		269605_ST219_04		4612		695149.1 		6 105090.7 		695141.5 		6 105098.8 		71.3		11.1

		6/14/25		10:08:35 AM		ST219		Still		269605_ST219_05		4613		695149.1 		6 105090.7 		695140.8 		6 105093.4 		71.0		8.8

		6/14/25		10:08:57 AM		ST219		Still		269605_ST219_06		4614		695149.1 		6 105090.7 		695140.9 		6 105089.9 		70.9		8.2

		6/14/25		10:09:09 AM		ST219		Still		269605_ST219_07		4615		695149.1 		6 105090.7 		695140.5 		6 105087.1 		71.1		9.4

		6/14/25		10:09:38 AM		ST219		Still		269605_ST219_08		4616		695149.1 		6 105090.7 		695139.7 		6 105080.2 		71.2		14.1

		6/14/25		10:10:01 AM		ST219		Still		269605_ST219_09		4617		695149.1 		6 105090.7 		695140.0 		6 105076.2 		71.0		17.2

		6/14/25		10:10:13 AM		ST219		Still		269605_ST219_10		4618		695149.1 		6 105090.7 		695140.3 		6 105073.5 		71.1		19.3

		6/14/25		10:11:00 AM		ST219		Still		269605_ST219_11		4619		695149.1 		6 105090.7 		695144.9 		6 105064.4 		71.0		26.7

		6/14/25		10:11:10 AM		ST219		Video		EOL		4620		695149.1 		6 105090.7 		695146.1 		6 105062.4 		71.2		28.5

		6/14/25		10:24:35 AM		ST219		DVV		PC/FA		4621		695149.1 		6 105090.7 		695135.9 		6 105107.2 		71.4		21.2

		6/14/25		10:39:34 AM		ST219		DVV		FB		4622		695149.1 		6 105090.7 		695143.4 		6 105094.7 		71.2		7.0

		6/14/25		12:03:07 PM		ST221		Video		SOL		4623		693694.7 		6 108817.2 		693678.1 		6 108841.6 		71.3		29.5

		6/14/25		12:03:16 PM		ST221		Still		269605_ST221_01		4624		693694.7 		6 108817.2 		693679.1 		6 108839.0 		70.6		26.8

		6/14/25		12:03:28 PM		ST221		Still		269605_ST221_02		4625		693694.7 		6 108817.2 		693682.8 		6 108835.1 		71.3		21.5

		6/14/25		12:03:33 PM		ST221		Still		269605_ST221_03		4626		693694.7 		6 108817.2 		693683.8 		6 108834.2 		71.6		20.2

		6/14/25		12:03:53 PM		ST221		Still		269605_ST221_04		4627		693694.7 		6 108817.2 		693689.0 		6 108831.6 		71.3		15.5

		6/14/25		12:04:27 PM		ST221		Still		269605_ST221_05		4628		693694.7 		6 108817.2 		693699.3 		6 108825.5 		71.0		9.5

		6/14/25		12:04:52 PM		ST221		Still		269605_ST221_06		4629		693694.7 		6 108817.2 		693704.7 		6 108821.4 		71.0		10.8

		6/14/25		12:05:15 PM		ST221		Still		269605_ST221_07		4630		693694.7 		6 108817.2 		693708.5 		6 108816.2 		71.1		13.9

		6/14/25		12:05:18 PM		ST221		Still		269605_ST221_08		4631		693694.7 		6 108817.2 		693709.0 		6 108814.7 		71.2		14.5

		6/14/25		12:06:00 PM		ST221		Still		269605_ST221_09		4632		693694.7 		6 108817.2 		693707.4 		6 108800.1 		71.1		21.3

		6/14/25		12:06:12 PM		ST221		Still		269605_ST221_10		4633		693694.7 		6 108817.2 		693705.2 		6 108795.6 		71.2		24.0

		6/14/25		12:06:29 PM		ST221		Still		269605_ST221_11		4634		693694.7 		6 108817.2 		693702.1 		6 108788.8 		71.2		29.3

		6/14/25		12:06:35 PM		ST221		Video		EOL		4635		693694.7 		6 108817.2 		693701.3 		6 108787.2 		71.1		30.7

		6/14/25		12:19:07 PM		ST221		DVV		PC/FA		4636		693694.7 		6 108817.2 		693687.5 		6 108815.5 		70.2		7.4

		6/14/25		12:33:52 PM		ST221		DVV		FB		4637		693694.7 		6 108817.2 		693694.6 		6 108817.8 		71.7		0.7

		6/14/25		1:09:04 PM		ST223		Video		SOL		4638		692240.2 		6 112543.6 		692205.1 		6 112645.6 		70.7		107.9

		6/14/25		1:09:10 PM		ST223		Still		269605_ST223_01		4639		692240.2 		6 112543.6 		692208.0 		6 112643.9 		71.3		105.3

		6/14/25		1:09:30 PM		ST223		Still		269605_ST223_02		4640		692240.2 		6 112543.6 		692214.4 		6 112638.5 		71.4		98.3

		6/14/25		1:10:12 PM		ST223		Still		269605_ST223_03		4641		692240.2 		6 112543.6 		692221.0 		6 112625.1 		71.2		83.7

		6/14/25		1:11:02 PM		ST223		Still		269605_ST223_04		4642		692240.2 		6 112543.6 		692208.0 		6 112601.9 		71.2		66.6

		6/14/25		1:12:11 PM		ST223		Still		269605_ST223_05		4643		692240.2 		6 112543.6 		692205.9 		6 112574.7 		71.2		46.4

		6/14/25		1:12:21 PM		ST223		Still		269605_ST223_06		4644		692240.2 		6 112543.6 		692208.8 		6 112574.0 		71.1		43.7

		6/14/25		1:12:52 PM		ST223		Still		269605_ST223_07		4645		692240.2 		6 112543.6 		692223.7 		6 112573.9 		71.4		34.5

		6/14/25		1:13:22 PM		ST223		Still		269605_ST223_08		4646		692240.2 		6 112543.6 		692237.9 		6 112572.8 		71.4		29.3

		6/14/25		1:13:42 PM		ST223		Still		269605_ST223_09		4647		692240.2 		6 112543.6 		692245.3 		6 112567.9 		71.3		24.8

		6/14/25		1:14:19 PM		ST223		Still		269605_ST223_10		4648		692240.2 		6 112543.6 		692256.6 		6 112555.8 		71.3		20.3

		6/14/25		1:15:05 PM		ST223		Still		269605_ST223_11		4649		692240.2 		6 112543.6 		692253.5 		6 112533.0 		71.4		17.0

		6/14/25		1:15:38 PM		ST223		Still		269605_ST223_12		4650		692240.2 		6 112543.6 		692243.6 		6 112518.9 		71.5		24.9

		6/14/25		1:16:48 PM		ST223		Still		269605_ST223_13		4651		692240.2 		6 112543.6 		692218.3 		6 112493.7 		71.5		54.5

		6/14/25		1:17:08 PM		ST223		Still		269605_ST223_14		4652		692240.2 		6 112543.6 		692210.1 		6 112487.2 		71.6		63.9

		6/14/25		1:17:51 PM		ST223		Still		269605_ST223_15		4653		692240.2 		6 112543.6 		692197.5 		6 112475.0 		71.7		80.9

		6/14/25		1:18:16 PM		ST223		Still		269605_ST223_16		4654		692240.2 		6 112543.6 		692188.6 		6 112468.5 		71.7		91.1

		6/14/25		1:18:44 PM		ST223		Video		EOL		4655		692240.2 		6 112543.6 		692180.6 		6 112461.6 		71.2		101.4

		6/14/25		1:30:37 PM		ST223		DVV		PC/FA		4656		692240.2 		6 112543.6 		692237.9 		6 112555.4 		71.6		12.0

		6/14/25		1:46:04 PM		ST223		DVV		FB		4657		692240.2 		6 112543.6 		692224.0 		6 112554.1 		72.8		19.3

		6/14/25		2:21:15 PM		ST225		Video		SOL		4658		690785.8 		6 116270.0 		690765.3 		6 116291.9 		71.1		30.0

		6/14/25		2:21:45 PM		ST225		Still		269605_ST225_01		4659		690785.8 		6 116270.0 		690772.5 		6 116281.3 		71.1		17.4

		6/14/25		2:21:50 PM		ST225		Still		269605_ST225_02		4660		690785.8 		6 116270.0 		690774.5 		6 116280.1 		71.2		15.2

		6/14/25		2:22:00 PM		ST225		Still		269605_ST225_03		4661		690785.8 		6 116270.0 		690777.8 		6 116277.5 		71.2		11.0

		6/14/25		2:22:37 PM		ST225		Still		269605_ST225_04		4662		690785.8 		6 116270.0 		690789.8 		6 116273.3 		71.2		5.1

		6/14/25		2:23:08 PM		ST225		Still		269605_ST225_05		4663		690785.8 		6 116270.0 		690800.2 		6 116270.5 		70.9		14.4

		6/14/25		2:23:40 PM		ST225		Still		269605_ST225_06		4664		690785.8 		6 116270.0 		690810.0 		6 116268.5 		71.3		24.3

		6/14/25		2:23:55 PM		ST225		Still		269605_ST225_07		4665		690785.8 		6 116270.0 		690814.9 		6 116267.7 		71.2		29.2

		6/14/25		2:24:07 PM		ST225		Still		269605_ST225_08		4666		690785.8 		6 116270.0 		690817.9 		6 116266.7 		71.3		32.2

		6/14/25		2:24:17 PM		ST225		Video		EOL		4667		690785.8 		6 116270.0 		690820.1 		6 116266.1 		71.3		34.5

		6/14/25		2:37:50 PM		ST225		DVV		PC/NS1		4668		690785.8 		6 116270.0 		690773.8 		6 116268.1 		71.6		12.2

		6/14/25		2:57:12 PM		ST225		DVV		FA/FB		4669		690785.8 		6 116270.0 		690782.3 		6 116271.4 		71.7		3.8

		6/14/25		3:23:06 PM		ST225		WS		TOP		4670		690785.8 		6 116270.0 		690787.7 		6 116255.3 		4.0		14.9

		6/14/25		3:31:45 PM		ST225		WS		BOT		4671		690785.8 		6 116270.0 		690751.1 		6 116260.4 		68.9		36.1		Outside circle but covered by CC02 

		6/14/25		4:09:10 PM		ST227		Video		SOL		4672		689052.0 		6 120322.0 		689048.2 		6 120296.2 		71.7		26.1

		6/14/25		4:09:29 PM		ST227		Still		269605_ST227_01		4673		689052.0 		6 120322.0 		689048.6 		6 120306.7 		72.0		15.7

		6/14/25		4:09:39 PM		ST227		Still		269605_ST227_02		4674		689052.0 		6 120322.0 		689049.2 		6 120312.2 		72.0		10.2

		6/14/25		4:10:05 PM		ST227		Still		269605_ST227_03		4675		689052.0 		6 120322.0 		689048.5 		6 120324.0 		72.0		4.0

		6/14/25		4:10:09 PM		ST227		Still		269605_ST227_04		4676		689052.0 		6 120322.0 		689048.6 		6 120326.0 		72.0		5.2

		6/14/25		4:10:22 PM		ST227		Still		269605_ST227_05		4677		689052.0 		6 120322.0 		689049.0 		6 120331.4 		71.9		9.8

		6/14/25		4:10:44 PM		ST227		Still		269605_ST227_06		4678		689052.0 		6 120322.0 		689048.8 		6 120339.3 		71.9		17.6

		6/14/25		4:11:12 PM		ST227		Still		269605_ST227_07		4679		689052.0 		6 120322.0 		689049.3 		6 120349.8 		72.1		28.0

		6/14/25		4:11:21 PM		ST227		Still		269605_ST227_08		4680		689052.0 		6 120322.0 		689049.6 		6 120353.5 		72.1		31.6

		6/14/25		4:11:34 PM		ST227		Still		269605_ST227_09		4681		689052.0 		6 120322.0 		689049.3 		6 120359.3 		72.1		37.4

		6/14/25		4:11:50 PM		ST227		Video		EOL		4682		689052.0 		6 120322.0 		689049.7 		6 120363.9 		72.0		42.0

		6/14/25		4:23:20 PM		ST227		DVV		PC/FA		4683		689052.0 		6 120322.0 		689054.7 		6 120334.5 		72.0		12.8

		6/14/25		4:35:25 PM		ST227		DVV		FB		4684		689052.0 		6 120322.0 		689053.1 		6 120307.6 		72.5		14.4

		6/14/25		5:31:15 PM		ST228		Video		SOL		4685		688404.8 		6 121768.6 		688492.5 		6 121637.9 		72.7		157.4

		6/14/25		5:31:23 PM		ST228		Still		269605_ST228_01		4686		688404.8 		6 121768.6 		688490.0 		6 121640.7 		72.8		153.7

		6/14/25		5:31:39 PM		ST228		Still		269605_ST228_02		4687		688404.8 		6 121768.6 		688485.1 		6 121647.2 		72.8		145.6

		6/14/25		5:32:28 PM		ST228		Still		269605_ST228_03		4688		688404.8 		6 121768.6 		688469.3 		6 121666.6 		72.4		120.7

		6/14/25		5:33:01 PM		ST228		Still		269605_ST228_04		4689		688404.8 		6 121768.6 		688458.0 		6 121673.8 		72.5		108.7

		6/14/25		5:33:16 PM		ST228		Still		269605_ST228_05		4690		688404.8 		6 121768.6 		688452.9 		6 121677.8 		72.9		102.7

		6/14/25		5:33:30 PM		ST228		Still		269605_ST228_06		4691		688404.8 		6 121768.6 		688449.0 		6 121681.3 		72.7		97.9

		6/14/25		5:34:17 PM		ST228		Still		269605_ST228_07		4692		688404.8 		6 121768.6 		688434.4 		6 121694.0 		72.7		80.2

		6/14/25		5:34:38 PM		ST228		Still		269605_ST228_08		4693		688404.8 		6 121768.6 		688430.3 		6 121698.1 		72.4		74.9

		6/14/25		5:35:13 PM		ST228		Still		269605_ST228_09		4694		688404.8 		6 121768.6 		688418.3 		6 121706.1 		72.2		64.0

		6/14/25		5:35:51 PM		ST228		Still		269605_ST228_10		4695		688404.8 		6 121768.6 		688410.9 		6 121721.1 		72.6		47.9

		6/14/25		5:36:04 PM		ST228		Still		269605_ST228_11		4696		688404.8 		6 121768.6 		688409.3 		6 121727.8 		72.8		41.1

		6/14/25		5:36:18 PM		ST228		Still		269605_ST228_12		4697		688404.8 		6 121768.6 		688408.8 		6 121733.6 		72.9		35.2

		6/14/25		5:36:22 PM		ST228		Still		269605_ST228_13		4698		688404.8 		6 121768.6 		688408.9 		6 121735.8 		72.7		33.1

		6/14/25		5:36:52 PM		ST228		Still		269605_ST228_14		4699		688404.8 		6 121768.6 		688406.7 		6 121749.5 		72.6		19.3

		6/14/25		5:37:27 PM		ST228		Still		269605_ST228_15		4700		688404.8 		6 121768.6 		688404.1 		6 121769.7 		72.8		1.3

		6/14/25		5:37:38 PM		ST228		Still		269605_ST228_16		4701		688404.8 		6 121768.6 		688403.0 		6 121773.9 		72.9		5.6

		6/14/25		5:37:42 PM		ST228		Still		269605_ST228_17		4702		688404.8 		6 121768.6 		688402.5 		6 121776.0 		73.0		7.7

		6/14/25		5:38:04 PM		ST228		Still		269605_ST228_18		4703		688404.8 		6 121768.6 		688399.8 		6 121784.2 		72.8		16.4

		6/14/25		5:38:24 PM		ST228		Still		269605_ST228_19		4704		688404.8 		6 121768.6 		688397.0 		6 121791.9 		72.8		24.6

		6/14/25		5:38:47 PM		ST228		Still		269605_ST228_20		4705		688404.8 		6 121768.6 		688392.2 		6 121802.7 		73.2		36.3

		6/14/25		5:39:02 PM		ST228		Still		269605_ST228_21		4706		688404.8 		6 121768.6 		688389.0 		6 121808.2 		73.1		42.6

		6/14/25		5:39:06 PM		ST228		Still		269605_ST228_22		4707		688404.8 		6 121768.6 		688388.1 		6 121810.0 		73.2		44.6

		6/14/25		5:39:21 PM		ST228		Still		269605_ST228_23		4708		688404.8 		6 121768.6 		688385.2 		6 121815.2 		73.0		50.5

		6/14/25		5:39:37 PM		ST228		Still		269605_ST228_24		4709		688404.8 		6 121768.6 		688380.8 		6 121821.2 		73.3		57.8

		6/14/25		5:39:42 PM		ST228		Still		269605_ST228_25		4710		688404.8 		6 121768.6 		688380.1 		6 121822.6 		72.9		59.4

		6/14/25		5:40:19 PM		ST228		Still		269605_ST228_26		4711		688404.8 		6 121768.6 		688366.8 		6 121835.8 		72.8		77.2

		6/14/25		5:40:54 PM		ST228		Still		269605_ST228_27		4712		688404.8 		6 121768.6 		688355.9 		6 121845.8 		73.0		91.4

		6/14/25		5:40:59 PM		ST228		Still		269605_ST228_28		4713		688404.8 		6 121768.6 		688353.6 		6 121847.6 		73.2		94.1

		6/14/25		5:41:16 PM		ST228		Video		EOL		4714		688404.8 		6 121768.6 		688348.6 		6 121852.8 		72.9		101.3

		6/14/25		6:11:08 PM		ST229		Video		SOL		4715		687665.6 		6 123627.1 		687691.8 		6 123617.2 		73.0		28.0

		6/14/25		6:11:18 PM		ST229		Still		269605_ST229_01		4716		687665.6 		6 123627.1 		687689.0 		6 123621.0 		73.0		24.2

		6/14/25		6:11:28 PM		ST229		Still		269605_ST229_02		4717		687665.6 		6 123627.1 		687686.0 		6 123623.7 		72.8		20.7

		6/14/25		6:11:50 PM		ST229		Still		269605_ST229_03		4718		687665.6 		6 123627.1 		687676.4 		6 123633.3 		73.2		12.5

		6/14/25		6:12:01 PM		ST229		Still		269605_ST229_04		4719		687665.6 		6 123627.1 		687673.6 		6 123636.1 		72.8		12.1

		6/14/25		6:12:11 PM		ST229		Still		269605_ST229_05		4720		687665.6 		6 123627.1 		687671.0 		6 123638.8 		72.8		12.9

		6/14/25		6:12:14 PM		ST229		Still		269605_ST229_06		4721		687665.6 		6 123627.1 		687670.0 		6 123639.9 		73.1		13.6

		6/14/25		6:12:19 PM		ST229		Still		269605_ST229_07		4722		687665.6 		6 123627.1 		687668.5 		6 123641.4 		73.1		14.6

		6/14/25		6:12:30 PM		ST229		Still		269605_ST229_08		4723		687665.6 		6 123627.1 		687664.9 		6 123644.8 		73.0		17.7

		6/14/25		6:12:39 PM		ST229		Still		269605_ST229_09		4724		687665.6 		6 123627.1 		687662.5 		6 123647.3 		73.1		20.4

		6/14/25		6:12:49 PM		ST229		Still		269605_ST229_10		4725		687665.6 		6 123627.1 		687660.5 		6 123650.0 		73.1		23.5

		6/14/25		6:12:53 PM		ST229		Video		EOL		4726		687665.6 		6 123627.1 		687659.3 		6 123651.3 		73.1		25.0

		6/14/25		6:25:03 PM		ST229		DVV		PC/PSD		4727		687665.6 		6 123627.1 		687668.5 		6 123608.8 		73.6		18.5

		6/14/25		6:46:56 PM		ST229		DVV		FA/FB		4728		687665.6 		6 123627.1 		687676.1 		6 123628.7 		73.3		10.6

		6/14/25		7:47:36 PM		ST235		Video		SOL		4729		683230.2 		6 134777.6 		683320.6 		6 134832.1 		71.4		105.5

		6/14/25		7:47:48 PM		ST235		Still		269605_ST235_01		4730		683230.2 		6 134777.6 		683316.2 		6 134828.4 		71.4		99.9

		6/14/25		7:47:53 PM		ST235		Still		269605_ST235_02		4731		683230.2 		6 134777.6 		683315.1 		6 134827.2 		71.2		98.3

		6/14/25		7:48:06 PM		ST235		Still		269605_ST235_03		4732		683230.2 		6 134777.6 		683309.6 		6 134822.1 		71.0		91.0

		6/14/25		7:48:29 PM		ST235		Still		269605_ST235_04		4733		683230.2 		6 134777.6 		683297.2 		6 134815.5 		71.2		76.9

		6/14/25		7:48:50 PM		ST235		Still		269605_ST235_05		4734		683230.2 		6 134777.6 		683288.9 		6 134813.2 		71.1		68.7

		6/14/25		7:48:58 PM		ST235		Still		269605_ST235_06		4735		683230.2 		6 134777.6 		683286.0 		6 134811.5 		70.9		65.3

		6/14/25		7:49:36 PM		ST235		Still		269605_ST235_07		4736		683230.2 		6 134777.6 		683266.2 		6 134804.2 		70.9		44.8

		6/14/25		7:49:41 PM		ST235		Still		269605_ST235_08		4737		683230.2 		6 134777.6 		683264.4 		6 134803.1 		70.9		42.6

		6/14/25		7:50:08 PM		ST235		Still		269605_ST235_09		4738		683230.2 		6 134777.6 		683254.8 		6 134798.8 		70.9		32.5

		6/14/25		7:50:18 PM		ST235		Still		269605_ST235_10		4739		683230.2 		6 134777.6 		683250.1 		6 134796.8 		70.9		27.7

		6/14/25		7:50:23 PM		ST235		Still		269605_ST235_11		4740		683230.2 		6 134777.6 		683248.3 		6 134795.9 		71.2		25.7

		6/14/25		7:50:32 PM		ST235		Still		269605_ST235_12		4741		683230.2 		6 134777.6 		683246.4 		6 134794.1 		70.7		23.1

		6/14/25		7:50:41 PM		ST235		Still		269605_ST235_13		4742		683230.2 		6 134777.6 		683242.9 		6 134792.7 		70.8		19.7

		6/14/25		7:51:02 PM		ST235		Still		269605_ST235_14		4743		683230.2 		6 134777.6 		683238.6 		6 134788.9 		70.4		14.1

		6/14/25		7:51:07 PM		ST235		Still		269605_ST235_15		4744		683230.2 		6 134777.6 		683238.1 		6 134786.6 		70.7		12.0

		6/14/25		7:51:15 PM		ST235		Still		269605_ST235_16		4745		683230.2 		6 134777.6 		683236.9 		6 134782.6 		70.8		8.4

		6/14/25		7:51:22 PM		ST235		Still		269605_ST235_17		4746		683230.2 		6 134777.6 		683235.1 		6 134779.9 		70.8		5.5

		6/14/25		7:51:35 PM		ST235		Still		269605_ST235_18		4747		683230.2 		6 134777.6 		683234.0 		6 134773.0 		70.8		6.0

		6/14/25		7:51:56 PM		ST235		Still		269605_ST235_19		4748		683230.2 		6 134777.6 		683233.2 		6 134760.6 		71.0		17.3

		6/14/25		7:52:01 PM		ST235		Still		269605_ST235_20		4749		683230.2 		6 134777.6 		683232.8 		6 134758.3 		70.8		19.5

		6/14/25		7:53:01 PM		ST235		Still		269605_ST235_21		4750		683230.2 		6 134777.6 		683213.6 		6 134731.2 		71.1		49.3

		6/14/25		7:53:07 PM		ST235		Still		269605_ST235_22		4751		683230.2 		6 134777.6 		683211.5 		6 134729.1 		70.8		51.9

		6/14/25		7:53:11 PM		ST235		Still		269605_ST235_23		4752		683230.2 		6 134777.6 		683209.9 		6 134727.9 		71.0		53.7

		6/14/25		7:53:23 PM		ST235		Still		269605_ST235_24		4753		683230.2 		6 134777.6 		683205.8 		6 134725.6 		71.0		57.4

		6/14/25		7:53:33 PM		ST235		Still		269605_ST235_25		4754		683230.2 		6 134777.6 		683201.8 		6 134723.1 		70.9		61.4

		6/14/25		7:53:39 PM		ST235		Still		269605_ST235_26		4755		683230.2 		6 134777.6 		683199.9 		6 134722.0 		70.8		63.3

		6/14/25		7:53:53 PM		ST235		Still		269605_ST235_27		4756		683230.2 		6 134777.6 		683193.7 		6 134718.3 		71.0		69.7

		6/14/25		7:54:33 PM		ST235		Still		269605_ST235_28		4757		683230.2 		6 134777.6 		683173.3 		6 134707.1 		70.7		90.6

		6/14/25		7:54:56 PM		ST235		Video		EOL		4758		683230.2 		6 134777.6 		683159.1 		6 134702.9 		70.7		103.1

		6/14/25		8:13:49 PM		ST235		DVV		FA/FB		4759		683230.2 		6 134777.6 		683231.1 		6 134783.3 		71.0		5.7

		6/14/25		8:23:43 PM		ST235		DVV		PC/PSD/eDNA		4760		683230.2 		6 134777.6 		683240.0 		6 134785.1 		71.0		12.3

		6/14/25		9:06:17 PM		ST235		WS		BOT		4761		683230.2 		6 134777.6 		683252.4 		6 134784.0 		67.9		23.1

		6/14/25		9:15:36 PM		ST235		WS		TOP		4762		683230.2 		6 134777.6 		683236.6 		6 134800.4 		2.7		23.7

		6/14/25		9:58:47 PM		ST236		Video		SOL		4763		682491.0 		6 136635.9 		682505.8 		6 136657.0 		69.8		25.8

		6/14/25		9:58:50 PM		ST236		Still		269605_ST236_01		4764		682491.0 		6 136635.9 		682504.5 		6 136656.7 		70.2		24.8

		6/14/25		9:59:00 PM		ST236		Still		269605_ST236_02		4765		682491.0 		6 136635.9 		682500.1 		6 136656.0 		70.0		22.1

		6/14/25		9:59:05 PM		ST236		Still		269605_ST236_03		4766		682491.0 		6 136635.9 		682498.2 		6 136655.8 		69.9		21.1

		6/14/25		9:59:11 PM		ST236		Still		269605_ST236_04		4767		682491.0 		6 136635.9 		682495.5 		6 136655.2 		70.0		19.8

		6/14/25		9:59:21 PM		ST236		Still		269605_ST236_05		4768		682491.0 		6 136635.9 		682491.2 		6 136655.0 		69.8		19.1

		6/14/25		9:59:28 PM		ST236		Still		269605_ST236_06		4769		682491.0 		6 136635.9 		682487.8 		6 136655.3 		70.1		19.7

		6/14/25		10:00:02 PM		ST236		Still		269605_ST236_07		4770		682491.0 		6 136635.9 		682478.6 		6 136653.6 		70.2		21.6

		6/14/25		10:00:22 PM		ST236		Still		269605_ST236_08		4771		682491.0 		6 136635.9 		682469.4 		6 136647.3 		71.3		24.4

		6/14/25		10:00:49 PM		ST236		Video		EOL		4772		682491.0 		6 136635.9 		682465.0 		6 136645.3 		70.3		27.7

		6/14/25		10:21:45 PM		ST236		DVV		PSD		4773		682491.0 		6 136635.9 		682512.0 		6 136633.1 		70.2		21.2

		6/15/25		11:38:00 AM		ST237		Video		SOL		4774		681751.8 		6 138494.4 		681756.9 		6 138527.7 		69.8		33.7

		6/15/25		11:38:23 AM		ST237		Still		269605_ST237_01		4775		681751.8 		6 138494.4 		681753.7 		6 138519.7 		69.6		25.4

		6/15/25		11:38:27 AM		ST237		Still		269605_ST237_02		4776		681751.8 		6 138494.4 		681753.6 		6 138518.5 		69.7		24.1

		6/15/25		11:38:38 AM		ST237		Still		269605_ST237_03		4777		681751.8 		6 138494.4 		681753.0 		6 138514.2 		69.8		19.8

		6/15/25		11:38:46 AM		ST237		Still		269605_ST237_04		4778		681751.8 		6 138494.4 		681752.2 		6 138510.2 		70.3		15.8

		6/15/25		11:39:01 AM		ST237		Still		269605_ST237_05		4779		681751.8 		6 138494.4 		681751.4 		6 138507.1 		69.7		12.7

		6/15/25		11:39:16 AM		ST237		Still		269605_ST237_06		4780		681751.8 		6 138494.4 		681750.2 		6 138501.2 		69.9		7.1

		6/15/25		11:39:32 AM		ST237		Still		269605_ST237_07		4781		681751.8 		6 138494.4 		681749.5 		6 138496.4 		70.0		3.1

		6/15/25		11:39:46 AM		ST237		Still		269605_ST237_08		4782		681751.8 		6 138494.4 		681749.4 		6 138492.4 		69.8		3.1

		6/15/25		11:40:20 AM		ST237		Still		269605_ST237_09		4783		681751.8 		6 138494.4 		681750.0 		6 138480.3 		70.1		14.2

		6/15/25		11:40:41 AM		ST237		Still		269605_ST237_10		4784		681751.8 		6 138494.4 		681750.1 		6 138474.3 		69.9		20.1

		6/15/25		11:40:51 AM		ST237		Still		269605_ST237_11		4785		681751.8 		6 138494.4 		681750.5 		6 138471.8 		69.8		22.6

		6/15/25		11:41:10 AM		ST237		Video		EOL		4786		681751.8 		6 138494.4 		681750.6 		6 138464.9 		70.1		29.5

		6/15/25		11:54:18 AM		ST237		DVV		FB/NS1		4787		681751.8 		6 138494.4 		681762.3 		6 138499.7 		72.2		11.7

		6/15/25		12:01:54 PM		ST237		DVV		NS2/FA		4788		681751.8 		6 138494.4 		681756.1 		6 138490.4 		70.4		5.8

		6/15/25		12:12:00 PM		ST237		DVV		PC		4789		681751.8 		6 138494.4 		681764.8 		6 138507.6 		70.3		18.5

		6/15/25		12:38:44 PM		ST238		Video		SOL		4790		681536.2 		6 140480.3 		681533.4 		6 140506.7 		67.7		26.5

		6/15/25		12:38:49 PM		ST238		Still		269605_ST238_01		4791		681536.2 		6 140480.3 		681533.2 		6 140504.4 		67.4		24.3

		6/15/25		12:38:56 PM		ST238		Still		269605_ST238_02		4792		681536.2 		6 140480.3 		681533.1 		6 140501.0 		67.7		21.0

		6/15/25		12:39:20 PM		ST238		Still		269605_ST238_03		4793		681536.2 		6 140480.3 		681532.7 		6 140491.7 		67.3		11.9

		6/15/25		12:39:31 PM		ST238		Still		269605_ST238_04		4794		681536.2 		6 140480.3 		681532.4 		6 140487.8 		67.5		8.4

		6/15/25		12:39:47 PM		ST238		Still		269605_ST238_05		4795		681536.2 		6 140480.3 		681531.0 		6 140482.5 		67.4		5.6

		6/15/25		12:40:26 PM		ST238		Still		269605_ST238_06		4796		681536.2 		6 140480.3 		681531.4 		6 140469.7 		67.5		11.6

		6/15/25		12:40:43 PM		ST238		Still		269605_ST238_07		4797		681536.2 		6 140480.3 		681532.6 		6 140465.5 		67.4		15.2

		6/15/25		12:41:02 PM		ST238		Still		269605_ST238_08		4798		681536.2 		6 140480.3 		681534.2 		6 140460.0 		67.4		20.3

		6/15/25		12:41:20 PM		ST238		Still		269605_ST238_09		4799		681536.2 		6 140480.3 		681536.4 		6 140455.9 		67.5		24.4

		6/15/25		12:41:40 PM		ST238		Video		EOL		4800		681536.2 		6 140480.3 		681539.5 		6 140451.9 		66.9		28.6

		6/15/25		12:52:59 PM		ST238		DVV		PSD		4801		681536.2 		6 140480.3 		681537.9 		6 140467.7 		67.5		12.7

		6/15/25		1:17:56 PM		ST239		Video		SOL		4802		681338.0 		6 142470.4 		681356.1 		6 142575.5 		66.9		106.6

		6/15/25		1:18:05 PM		ST239		Still		269605_ST239_01		4803		681338.0 		6 142470.4 		681356.6 		6 142572.2 		66.9		103.4

		6/15/25		1:18:25 PM		ST239		Still		269605_ST239_02		4804		681338.0 		6 142470.4 		681357.9 		6 142562.8 		67.0		94.5

		6/15/25		1:18:30 PM		ST239		Still		269605_ST239_03		4805		681338.0 		6 142470.4 		681358.6 		6 142560.6 		67.2		92.5

		6/15/25		1:18:51 PM		ST239		Still		269605_ST239_04		4806		681338.0 		6 142470.4 		681359.3 		6 142551.7 		67.1		84.0

		6/15/25		1:19:22 PM		ST239		Still		269605_ST239_05		4807		681338.0 		6 142470.4 		681359.8 		6 142536.4 		67.4		69.5

		6/15/25		1:19:39 PM		ST239		Still		269605_ST239_06		4808		681338.0 		6 142470.4 		681359.7 		6 142528.2 		67.4		61.7

		6/15/25		1:20:00 PM		ST239		Still		269605_ST239_07		4809		681338.0 		6 142470.4 		681359.3 		6 142519.8 		67.2		53.8

		6/15/25		1:20:17 PM		ST239		Still		269605_ST239_08		4810		681338.0 		6 142470.4 		681358.0 		6 142513.2 		67.3		47.2

		6/15/25		1:20:33 PM		ST239		Still		269605_ST239_09		4811		681338.0 		6 142470.4 		681355.2 		6 142505.9 		67.4		39.5

		6/15/25		1:20:52 PM		ST239		Still		269605_ST239_10		4812		681338.0 		6 142470.4 		681351.7 		6 142497.5 		67.6		30.4

		6/15/25		1:21:34 PM		ST239		Still		269605_ST239_11		4813		681338.0 		6 142470.4 		681342.3 		6 142481.7 		67.4		12.1

		6/15/25		1:21:48 PM		ST239		Still		269605_ST239_12		4814		681338.0 		6 142470.4 		681339.6 		6 142476.2 		67.5		6.0

		6/15/25		1:22:16 PM		ST239		Still		269605_ST239_13		4815		681338.0 		6 142470.4 		681336.5 		6 142465.9 		66.9		4.8

		6/15/25		1:22:23 PM		ST239		Still		269605_ST239_14		4816		681338.0 		6 142470.4 		681335.5 		6 142463.2 		67.1		7.7

		6/15/25		1:23:16 PM		ST239		Still		269605_ST239_15		4817		681338.0 		6 142470.4 		681329.8 		6 142443.1 		67.2		28.5

		6/15/25		1:23:49 PM		ST239		Still		269605_ST239_16		4818		681338.0 		6 142470.4 		681324.7 		6 142433.7 		66.9		39.1

		6/15/25		1:24:05 PM		ST239		Still		269605_ST239_17		4819		681338.0 		6 142470.4 		681321.9 		6 142426.8 		67.2		46.5

		6/15/25		1:24:27 PM		ST239		Still		269605_ST239_18		4820		681338.0 		6 142470.4 		681319.8 		6 142420.7 		67.1		53.0

		6/15/25		1:24:40 PM		ST239		Still		269605_ST239_19		4821		681338.0 		6 142470.4 		681318.3 		6 142416.0 		67.1		57.9

		6/15/25		1:24:49 PM		ST239		Still		269605_ST239_20		4822		681338.0 		6 142470.4 		681317.5 		6 142413.5 		67.1		60.5

		6/15/25		1:25:10 PM		ST239		Still		269605_ST239_21		4823		681338.0 		6 142470.4 		681315.0 		6 142405.7 		67.2		68.7

		6/15/25		1:25:21 PM		ST239		Still		269605_ST239_22		4824		681338.0 		6 142470.4 		681313.8 		6 142401.6 		67.5		72.9

		6/15/25		1:26:04 PM		ST239		Still		269605_ST239_23		4825		681338.0 		6 142470.4 		681309.2 		6 142387.0 		67.3		88.2

		6/15/25		1:26:27 PM		ST239		Still		269605_ST239_24		4826		681338.0 		6 142470.4 		681306.7 		6 142378.3 		67.5		97.3

		6/15/25		1:26:27 PM		ST239		Still		269605_ST239_25		No fix		681338.0 		6 142470.4 		681306.8 		6 142378.7 		67.4		96.9		Data taken from video

		6/15/25		1:26:47 PM		ST239		Video		EOL		4827		681338.0 		6 142470.4 		681305.2 		6 142371.0 		67.6		104.7

		6/15/25		1:37:16 PM		ST239		DVV		PC/FA		4828		681338.0 		6 142470.4 		681338.8 		6 142480.1 		68.1		9.7

		6/15/25		1:52:35 PM		ST239		DVV		FB/PSD		4829		681338.0 		6 142470.4 		681346.2 		6 142454.5 		68.2		18.0

		6/15/25		2:21:36 PM		ST240		Video		SOL		4830		681139.7 		6 144460.6 		681150.2 		6 144420.1 		69.6		41.8

		6/15/25		2:22:01 PM		ST240		Still		269605_ST240_01		4831		681139.7 		6 144460.6 		681146.9 		6 144431.0 		69.6		30.4

		6/15/25		2:22:10 PM		ST240		Still		269605_ST240_02		4832		681139.7 		6 144460.6 		681145.4 		6 144435.5 		69.8		25.8

		6/15/25		2:22:25 PM		ST240		Still		269605_ST240_03		4833		681139.7 		6 144460.6 		681143.3 		6 144440.9 		69.6		20.0

		6/15/25		2:22:33 PM		ST240		Still		269605_ST240_04		4834		681139.7 		6 144460.6 		681142.0 		6 144444.8 		69.8		16.0

		6/15/25		2:23:00 PM		ST240		Still		269605_ST240_05		4835		681139.7 		6 144460.6 		681140.4 		6 144453.9 		69.5		6.7

		6/15/25		2:23:18 PM		ST240		Still		269605_ST240_06		4836		681139.7 		6 144460.6 		681140.2 		6 144461.2 		69.9		0.7

		6/15/25		2:23:24 PM		ST240		Still		269605_ST240_07		4837		681139.7 		6 144460.6 		681140.1 		6 144462.9 		69.9		2.4

		6/15/25		2:23:30 PM		ST240		Still		269605_ST240_08		4838		681139.7 		6 144460.6 		681139.8 		6 144465.0 		69.8		4.4

		6/15/25		2:24:07 PM		ST240		Still		269605_ST240_09		4839		681139.7 		6 144460.6 		681140.7 		6 144477.3 		69.6		16.7

		6/15/25		2:24:36 PM		ST240		Video		EOL		4840		681139.7 		6 144460.6 		681141.9 		6 144487.4 		69.9		26.9

		6/15/25		2:36:33 PM		ST240		DVV		PSD		4841		681139.7 		6 144460.6 		681146.5 		6 144461.5 		70.6		6.8

		6/15/25		2:58:08 PM		ST241		Video		SOL		4842		680941.5 		6 146450.8 		680938.8 		6 146423.7 		69.2		27.2

		6/15/25		2:58:17 PM		ST241		Still		269605_ST241_01		4843		680941.5 		6 146450.8 		680940.5 		6 146428.7 		69.2		22.1

		6/15/25		2:58:21 PM		ST241		Still		269605_ST241_02		4844		680941.5 		6 146450.8 		680941.3 		6 146430.9 		69.4		19.9

		6/15/25		2:58:25 PM		ST241		Still		269605_ST241_03		4845		680941.5 		6 146450.8 		680942.1 		6 146432.7 		69.2		18.1

		6/15/25		2:58:53 PM		ST241		Still		269605_ST241_04		4846		680941.5 		6 146450.8 		680945.4 		6 146446.1 		69.3		6.0

		6/15/25		2:58:57 PM		ST241		Still		269605_ST241_05		4847		680941.5 		6 146450.8 		680945.6 		6 146448.4 		69.3		4.7

		6/15/25		2:59:06 PM		ST241		Still		269605_ST241_06		4848		680941.5 		6 146450.8 		680946.3 		6 146452.8 		69.3		5.2

		6/15/25		2:59:34 PM		ST241		Still		269605_ST241_07		4849		680941.5 		6 146450.8 		680948.5 		6 146465.9 		69.5		16.6

		6/15/25		2:59:53 PM		ST241		Still		269605_ST241_08		4850		680941.5 		6 146450.8 		680950.0 		6 146471.9 		69.3		22.8

		6/15/25		3:00:15 PM		ST241		Video		EOL		4851		680941.5 		6 146450.8 		680952.0 		6 146479.2 		69.1		30.3

		6/15/25		3:11:57 PM		ST241		DVV		NS1/NS2		4852		680941.5 		6 146450.8 		680938.6 		6 146452.5 		69.5		3.4

		6/15/25		3:21:06 PM		ST241		DVV		PC/FB		4853		680941.5 		6 146450.8 		680957.5 		6 146449.2 		70.5		16.1

		6/15/25		3:39:39 PM		ST241		DVV		PSD/FA		4854		680941.5 		6 146450.8 		680951.5 		6 146442.1 		70.1		13.2

		6/15/25		4:12:12 PM		ST242		Video		SOL		4855		680719.5 		6 148436.2 		680729.7 		6 148408.0 		70.1		30.0

		6/15/25		4:12:18 PM		ST242		Still		269605_ST242_01		4856		680719.5 		6 148436.2 		680729.4 		6 148410.8 		70.4		27.2

		6/15/25		4:12:23 PM		ST242		Still		269605_ST242_02		4857		680719.5 		6 148436.2 		680729.0 		6 148412.8 		70.4		25.2

		6/15/25		4:12:39 PM		ST242		Still		269605_ST242_03		4858		680719.5 		6 148436.2 		680729.4 		6 148419.6 		70.3		19.3

		6/15/25		4:13:00 PM		ST242		Still		269605_ST242_04		4859		680719.5 		6 148436.2 		680729.1 		6 148425.7 		70.4		14.2

		6/15/25		4:13:15 PM		ST242		Still		269605_ST242_05		4860		680719.5 		6 148436.2 		680728.7 		6 148431.7 		70.5		10.3

		6/15/25		4:13:23 PM		ST242		Still		269605_ST242_06		4861		680719.5 		6 148436.2 		680728.1 		6 148434.5 		70.6		8.8

		6/15/25		4:13:43 PM		ST242		Still		269605_ST242_07		4862		680719.5 		6 148436.2 		680727.6 		6 148440.1 		70.5		9.0

		6/15/25		4:14:03 PM		ST242		Still		269605_ST242_08		4863		680719.5 		6 148436.2 		680725.7 		6 148446.9 		70.8		12.4

		6/15/25		4:14:36 PM		ST242		Still		269605_ST242_09		4864		680719.5 		6 148436.2 		680722.9 		6 148454.9 		70.5		19.0

		6/15/25		4:14:53 PM		ST242		Still		269605_ST242_10		4865		680719.5 		6 148436.2 		680720.7 		6 148459.3 		70.0		23.2

		6/15/25		4:15:13 PM		ST242		Video		EOL		4866		680719.5 		6 148436.2 		680718.4 		6 148464.9 		70.2		28.8

		6/15/25		4:26:50 PM		ST242		DVV		PSD		4867		680719.5 		6 148436.2 		680724.2 		6 148430.4 		71.0		7.5

		6/15/25		5:14:42 PM		ST243		Video		SOL		4868		679352.6 		6 149837.2 		679357.8 		6 149812.2 		69.5		25.5

		6/15/25		5:14:52 PM		ST243		Still		269605_ST243_01		4869		679352.6 		6 149837.2 		679356.7 		6 149817.5 		70.1		20.1

		6/15/25		5:14:56 PM		ST243		Still		269605_ST243_02		4870		679352.6 		6 149837.2 		679356.3 		6 149819.0 		69.9		18.6

		6/15/25		5:15:05 PM		ST243		Still		269605_ST243_03		4871		679352.6 		6 149837.2 		679355.7 		6 149821.7 		70.0		15.8

		6/15/25		5:15:22 PM		ST243		Still		269605_ST243_04		4872		679352.6 		6 149837.2 		679353.7 		6 149826.4 		70.1		10.9

		6/15/25		5:15:40 PM		ST243		Still		269605_ST243_05		4873		679352.6 		6 149837.2 		679351.1 		6 149833.0 		69.9		4.5

		6/15/25		5:16:00 PM		ST243		Still		269605_ST243_06		4874		679352.6 		6 149837.2 		679348.1 		6 149840.7 		69.7		5.6

		6/15/25		5:16:09 PM		ST243		Still		269605_ST243_07		4875		679352.6 		6 149837.2 		679346.6 		6 149844.5 		70.0		9.4

		6/15/25		5:16:21 PM		ST243		Still		269605_ST243_08		4876		679352.6 		6 149837.2 		679344.8 		6 149849.5 		69.9		14.5

		6/15/25		5:16:53 PM		ST243		Video		EOL		4877		679352.6 		6 149837.2 		679341.3 		6 149864.1 		69.7		29.1

		6/15/25		5:29:02 PM		ST243		DVV		FA/FB		4878		679352.6 		6 149837.2 		679364.3 		6 149833.2 		70.3		12.4

		6/15/25		5:36:12 PM		ST243		DVV		PC/PSD		4879		679352.6 		6 149837.2 		679358.9 		6 149825.9 		70.2		13.0

		6/15/25		6:06:27 PM		ST244		Video		SOL		4880		679008.2 		6 151788.7 		679022.8 		6 151761.0 		72.0		31.3

		6/15/25		6:06:31 PM		ST244		Still		269605_ST244_01		4881		679008.2 		6 151788.7 		679022.0 		6 151762.8 		72.2		29.3

		6/15/25		6:06:34 PM		ST244		Still		269605_ST244_02		4882		679008.2 		6 151788.7 		679021.3 		6 151763.8 		71.9		28.1

		6/15/25		6:06:41 PM		ST244		Still		269605_ST244_03		4883		679008.2 		6 151788.7 		679019.1 		6 151766.1 		72.1		25.1

		6/15/25		6:06:48 PM		ST244		Still		269605_ST244_04		4884		679008.2 		6 151788.7 		679018.0 		6 151767.6 		71.9		23.3

		6/15/25		6:06:57 PM		ST244		Still		269605_ST244_05		4885		679008.2 		6 151788.7 		679016.5 		6 151769.7 		71.7		20.7

		6/15/25		6:07:07 PM		ST244		Still		269605_ST244_06		4886		679008.2 		6 151788.7 		679011.5 		6 151769.6 		71.0		19.4

		6/15/25		6:07:13 PM		ST244		Still		269605_ST244_07		4887		679008.2 		6 151788.7 		679011.7 		6 151773.6 		71.9		15.5

		6/15/25		6:07:20 PM		ST244		Still		269605_ST244_08		4888		679008.2 		6 151788.7 		679010.7 		6 151776.3 		70.6		12.6

		6/15/25		6:07:26 PM		ST244		Still		269605_ST244_09		4889		679008.2 		6 151788.7 		679006.6 		6 151779.9 		71.9		9.0

		6/15/25		6:07:28 PM		ST244		Still		269605_ST244_10		4890		679008.2 		6 151788.7 		679006.1 		6 151780.9 		72.1		8.1

		6/15/25		6:07:34 PM		ST244		Still		269605_ST244_11		4891		679008.2 		6 151788.7 		679004.7 		6 151782.8 		72.0		6.8

		6/15/25		6:07:46 PM		ST244		Still		269605_ST244_12		4892		679008.2 		6 151788.7 		679002.2 		6 151788.1 		71.8		6.0

		6/15/25		6:07:54 PM		ST244		Still		269605_ST244_13		4893		679008.2 		6 151788.7 		679000.4 		6 151791.0 		71.8		8.1

		6/15/25		6:07:59 PM		ST244		Still		269605_ST244_14		4894		679008.2 		6 151788.7 		678999.6 		6 151792.8 		71.7		9.6

		6/15/25		6:08:13 PM		ST244		Still		269605_ST244_15		4895		679008.2 		6 151788.7 		678997.4 		6 151798.6 		71.8		14.7

		6/15/25		6:08:18 PM		ST244		Still		269605_ST244_16		4896		679008.2 		6 151788.7 		678996.3 		6 151801.2 		71.9		17.3

		6/15/25		6:08:29 PM		ST244		Still		269605_ST244_17		4897		679008.2 		6 151788.7 		678995.0 		6 151805.4 		71.9		21.2

		6/15/25		6:08:44 PM		ST244		Still		269605_ST244_18		4898		679008.2 		6 151788.7 		678994.3 		6 151811.3 		71.9		26.5

		6/15/25		6:08:48 PM		ST244		Still		269605_ST244_19		4899		679008.2 		6 151788.7 		678994.3 		6 151813.1 		71.8		28.1

		6/15/25		6:08:52 PM		ST244		Video		EOL		4900		679008.2 		6 151788.7 		678994.1 		6 151815.0 		71.8		29.8

		6/15/25		6:20:54 PM		ST244		DVV		PSD		4901		679008.2 		6 151788.7 		679025.2 		6 151783.5 		72.4		17.8

		6/15/25		7:19:27 PM		ST250		Video		SOL		4902		677567.6 		6 163701.8 		677596.1 		6 163625.5 		79.0		81.5

		6/15/25		7:19:29 PM		ST250		Still		269605_ST250_01		4903		677567.6 		6 163701.8 		677595.8 		6 163626.0 		79.4		80.8

		6/15/25		7:19:48 PM		ST250		Still		269605_ST250_02		4904		677567.6 		6 163701.8 		677594.9 		6 163634.9 		78.9		72.2

		6/15/25		7:19:59 PM		ST250		Still		269605_ST250_03		4905		677567.6 		6 163701.8 		677595.0 		6 163640.4 		79.0		67.2

		6/15/25		7:20:04 PM		ST250		Still		269605_ST250_04		4906		677567.6 		6 163701.8 		677594.6 		6 163642.0 		78.9		65.6

		6/15/25		7:20:10 PM		ST250		Still		269605_ST250_05		4907		677567.6 		6 163701.8 		677594.0 		6 163644.4 		79.0		63.2

		6/15/25		7:20:27 PM		ST250		Still		269605_ST250_06		4908		677567.6 		6 163701.8 		677591.1 		6 163651.6 		79.1		55.5

		6/15/25		7:20:34 PM		ST250		Still		269605_ST250_07		4909		677567.6 		6 163701.8 		677589.9 		6 163653.3 		79.0		53.3

		6/15/25		7:20:51 PM		ST250		Still		269605_ST250_08		4910		677567.6 		6 163701.8 		677587.1 		6 163658.3 		79.1		47.7

		6/15/25		7:20:59 PM		ST250		Still		269605_ST250_09		4911		677567.6 		6 163701.8 		677585.3 		6 163660.7 		79.2		44.7

		6/15/25		7:21:11 PM		ST250		Still		269605_ST250_10		4912		677567.6 		6 163701.8 		677581.4 		6 163662.2 		79.1		41.9

		6/15/25		7:21:30 PM		ST250		Still		269605_ST250_11		4913		677567.6 		6 163701.8 		677576.8 		6 163665.7 		78.9		37.3

		6/15/25		7:21:51 PM		ST250		Still		269605_ST250_12		4914		677567.6 		6 163701.8 		677571.3 		6 163668.4 		79.1		33.6

		6/15/25		7:22:07 PM		ST250		Still		269605_ST250_13		4915		677567.6 		6 163701.8 		677567.4 		6 163672.0 		79.1		29.8

		6/15/25		7:22:16 PM		ST250		Still		269605_ST250_14		4916		677567.6 		6 163701.8 		677566.3 		6 163674.0 		79.0		27.8

		6/15/25		7:23:11 PM		ST250		Still		269605_ST250_15		4917		677567.6 		6 163701.8 		677568.7 		6 163697.2 		78.8		4.7

		6/15/25		7:23:38 PM		ST250		Still		269605_ST250_16		4918		677567.6 		6 163701.8 		677573.8 		6 163710.9 		78.9		11.1

		6/15/25		7:24:02 PM		ST250		Still		269605_ST250_17		4919		677567.6 		6 163701.8 		677574.7 		6 163723.5 		78.6		22.9

		6/15/25		7:24:45 PM		ST250		Still		269605_ST250_18		4920		677567.6 		6 163701.8 		677570.8 		6 163746.2 		78.9		44.5

		6/15/25		7:24:52 PM		ST250		Still		269605_ST250_19		4921		677567.6 		6 163701.8 		677570.2 		6 163749.2 		78.8		47.5

		6/15/25		7:25:11 PM		ST250		Still		269605_ST250_20		4922		677567.6 		6 163701.8 		677567.9 		6 163760.1 		78.6		58.3

		6/15/25		7:25:24 PM		ST250		Still		269605_ST250_21		4923		677567.6 		6 163701.8 		677566.4 		6 163767.8 		78.7		66.0

		6/15/25		7:25:28 PM		ST250		Still		269605_ST250_22		4924		677567.6 		6 163701.8 		677566.0 		6 163768.7 		78.7		67.0

		6/15/25		7:25:49 PM		ST250		Still		269605_ST250_23		4925		677567.6 		6 163701.8 		677563.0 		6 163779.0 		78.5		77.4

		6/15/25		7:26:02 PM		ST250		Still		269605_ST250_24		4926		677567.6 		6 163701.8 		677561.0 		6 163787.7 		78.4		86.1

		6/15/25		7:26:06 PM		ST250		Still		269605_ST250_25		4927		677567.6 		6 163701.8 		677560.2 		6 163789.2 		78.5		87.7

		6/15/25		7:27:07 PM		ST250		Still		269605_ST250_26		4928		677567.6 		6 163701.8 		677547.3 		6 163818.4 		78.0		118.4

		6/15/25		7:27:12 PM		ST250		Video		EOL		4929		677567.6 		6 163701.8 		677545.9 		6 163820.9 		78.1		121.1

		6/15/25		7:40:07 PM		ST250		DVV		PSD		4930		677567.6 		6 163701.8 		677581.4 		6 163688.4 		79.0		19.2

		6/15/25		8:04:59 PM		ST251		Video		SOL		4931		677327.5 		6 165687.3 		677350.5 		6 165679.6 		74.5		24.2

		6/15/25		8:05:04 PM		ST251		Still		269605_ST251_01		4932		677327.5 		6 165687.3 		677348.1 		6 165679.8 		74.6		21.9

		6/15/25		8:05:09 PM		ST251		Still		269605_ST251_02		4933		677327.5 		6 165687.3 		677346.3 		6 165680.1 		74.5		20.1

		6/15/25		8:05:23 PM		ST251		Still		269605_ST251_03		4934		677327.5 		6 165687.3 		677339.8 		6 165682.1 		74.5		13.4

		6/15/25		8:05:44 PM		ST251		Still		269605_ST251_04		4935		677327.5 		6 165687.3 		677331.0 		6 165686.4 		74.2		3.7

		6/15/25		8:05:48 PM		ST251		Still		269605_ST251_05		4936		677327.5 		6 165687.3 		677329.3 		6 165687.5 		74.4		1.9

		6/15/25		8:06:14 PM		ST251		Still		269605_ST251_06		4937		677327.5 		6 165687.3 		677321.3 		6 165694.9 		74.4		9.7

		6/15/25		8:06:22 PM		ST251		Still		269605_ST251_07		4938		677327.5 		6 165687.3 		677319.5 		6 165697.2 		74.0		12.7

		6/15/25		8:06:37 PM		ST251		Still		269605_ST251_08		4939		677327.5 		6 165687.3 		677313.8 		6 165705.0 		74.4		22.4

		6/15/25		8:06:47 PM		ST251		Still		269605_ST251_09		4940		677327.5 		6 165687.3 		677311.9 		6 165708.7 		74.3		26.5

		6/15/25		8:06:51 PM		ST251		Video		EOL		4941		677327.5 		6 165687.3 		677310.9 		6 165710.1 		74.4		28.2

		6/15/25		8:19:25 PM		ST251		DVV		NS1/NS2		4942		677327.5 		6 165687.3 		677334.0 		6 165689.8 		74.6		7.0

		6/15/25		8:32:22 PM		ST251		DVV		FA/FB		4943		677327.5 		6 165687.3 		677336.8 		6 165685.0 		74.3		9.6

		6/15/25		8:41:43 PM		ST251		DVV		NS3/NS4		4944		677327.5 		6 165687.3 		677335.5 		6 165694.7 		74.2		10.9

		6/15/25		8:47:58 PM		ST251		DVV		NS5/NS6		4945		677327.5 		6 165687.3 		677335.6 		6 165670.9 		74.1		18.3

		6/15/25		8:54:46 PM		ST251		DVV		PC/PSD		4946		677327.5 		6 165687.3 		677342.2 		6 165706.1 		72.1		23.9

		6/15/25		9:28:37 PM		ST252		Video		SOL		4947		677087.4 		6 167672.8 		677100.9 		6 167650.2 		74.9		26.4

		6/15/25		9:28:41 PM		ST252		Still		269605_ST252_01		4948		677087.4 		6 167672.8 		677100.4 		6 167651.0 		74.9		25.4

		6/15/25		9:28:54 PM		ST252		Still		269605_ST252_02		4949		677087.4 		6 167672.8 		677097.8 		6 167657.9 		74.8		18.2

		6/15/25		9:28:59 PM		ST252		Still		269605_ST252_03		4950		677087.4 		6 167672.8 		677096.8 		6 167660.9 		74.9		15.2

		6/15/25		9:29:20 PM		ST252		Still		269605_ST252_04		4951		677087.4 		6 167672.8 		677096.3 		6 167672.3 		74.5		9.0

		6/15/25		9:29:29 PM		ST252		Still		269605_ST252_05		4952		677087.4 		6 167672.8 		677095.9 		6 167678.4 		74.7		10.2

		6/15/25		9:29:39 PM		ST252		Still		269605_ST252_06		4953		677087.4 		6 167672.8 		677096.1 		6 167685.2 		74.9		15.2

		6/15/25		9:29:43 PM		ST252		Still		269605_ST252_07		4954		677087.4 		6 167672.8 		677096.0 		6 167687.2 		75.0		16.8

		6/15/25		9:29:48 PM		ST252		Still		269605_ST252_08		4955		677087.4 		6 167672.8 		677095.9 		6 167689.9 		74.9		19.2

		6/15/25		9:29:54 PM		ST252		Still		269605_ST252_09		4956		677087.4 		6 167672.8 		677096.5 		6 167693.4 		74.9		22.6

		6/15/25		9:30:20 PM		ST252		Video		EOL		4957		677087.4 		6 167672.8 		677098.5 		6 167708.0 		74.8		36.9

		6/15/25		9:42:17 PM		ST252		DVV		PSD		4958		677087.4 		6 167672.8 		677099.9 		6 167670.4 		74.8		12.8

		6/15/25		10:07:43 PM		ST253		Video		SOL		4959		676847.2 		6 169658.3 		676859.9 		6 169687.1 		75.7		31.4

		6/15/25		10:07:54 PM		ST253		Still		269605_ST253_01		4960		676847.2 		6 169658.3 		676856.0 		6 169683.3 		75.8		26.5

		6/15/25		10:08:09 PM		ST253		Still		269605_ST253_02		4961		676847.2 		6 169658.3 		676850.9 		6 169679.6 		75.9		21.6

		6/15/25		10:08:24 PM		ST253		Still		269605_ST253_03		4962		676847.2 		6 169658.3 		676845.8 		6 169676.0 		75.8		17.7

		6/15/25		10:08:32 PM		ST253		Still		269605_ST253_04		4963		676847.2 		6 169658.3 		676843.0 		6 169674.8 		75.6		17.0

		6/15/25		10:08:44 PM		ST253		Still		269605_ST253_05		4964		676847.2 		6 169658.3 		676838.0 		6 169670.8 		75.9		15.6

		6/15/25		10:08:55 PM		ST253		Still		269605_ST253_06		4965		676847.2 		6 169658.3 		676835.2 		6 169668.1 		75.8		15.6

		6/15/25		10:09:18 PM		ST253		Still		269605_ST253_07		4966		676847.2 		6 169658.3 		676831.5 		6 169659.8 		75.7		15.8

		6/15/25		10:09:28 PM		ST253		Still		269605_ST253_08		4967		676847.2 		6 169658.3 		676831.4 		6 169656.8 		75.8		15.9

		6/15/25		10:10:05 PM		ST253		Still		269605_ST253_09		4968		676847.2 		6 169658.3 		676833.6 		6 169639.4 		75.9		23.3

		6/15/25		10:10:10 PM		ST253		Still		269605_ST253_10		4969		676847.2 		6 169658.3 		676833.6 		6 169637.7 		76.0		24.8

		6/15/25		10:10:15 PM		ST253		Video		EOL		4970		676847.2 		6 169658.3 		676834.2 		6 169635.8 		76.1		26.0

		6/15/25		10:22:44 PM		ST253		DVV		FA/FB		4971		676847.2 		6 169658.3 		676858.9 		6 169660.2 		75.9		11.8

		6/15/25		10:32:22 PM		ST253		DVV		PC/PSD		4972		676847.2 		6 169658.3 		676849.7 		6 169640.7 		76.0		17.8

		6/15/25		11:17:43 PM		ST254		Video		SOL		4973		676607.1 		6 171643.8 		676627.5 		6 171656.6 		75.6		24.0

		6/15/25		11:17:47 PM		ST254		Still		269605_ST254_01		4974		676607.1 		6 171643.8 		676625.2 		6 171656.8 		75.4		22.2

		6/15/25		11:17:55 PM		ST254		Still		269605_ST254_02		4975		676607.1 		6 171643.8 		676622.8 		6 171654.7 		75.4		19.1

		6/15/25		11:18:08 PM		ST254		Still		269605_ST254_03		4976		676607.1 		6 171643.8 		676617.8 		6 171651.5 		75.8		13.2

		6/15/25		11:18:14 PM		ST254		Still		269605_ST254_04		4977		676607.1 		6 171643.8 		676615.5 		6 171649.9 		75.7		10.4

		6/15/25		11:18:29 PM		ST254		Still		269605_ST254_05		4978		676607.1 		6 171643.8 		676613.3 		6 171645.9 		75.3		6.5

		6/15/25		11:18:45 PM		ST254		Still		269605_ST254_06		4979		676607.1 		6 171643.8 		676611.7 		6 171640.4 		75.5		5.7

		6/15/25		11:18:59 PM		ST254		Still		269605_ST254_07		4980		676607.1 		6 171643.8 		676611.5 		6 171635.9 		75.4		9.0

		6/15/25		11:19:03 PM		ST254		Still		269605_ST254_08		4981		676607.1 		6 171643.8 		676611.9 		6 171634.1 		75.8		10.8

		6/15/25		11:19:12 PM		ST254		Still		269605_ST254_09		4982		676607.1 		6 171643.8 		676611.3 		6 171630.0 		76.0		14.5

		6/15/25		11:19:16 PM		ST254		Still		269605_ST254_10		4983		676607.1 		6 171643.8 		676611.4 		6 171628.8 		75.8		15.6

		6/15/25		11:19:30 PM		ST254		Still		269605_ST254_11		4984		676607.1 		6 171643.8 		676612.9 		6 171625.1 		75.6		19.6

		6/15/25		11:19:51 PM		ST254		Still		269605_ST254_12		4985		676607.1 		6 171643.8 		676615.7 		6 171618.0 		76.2		27.2

		6/15/25		11:19:54 PM		ST254		Video		EOL		4986		676607.1 		6 171643.8 		676616.0 		6 171617.2 		76.3		28.0

		6/15/25		11:33:46 PM		ST254		DVV		PSD		4987		676607.1 		6 171643.8 		676619.6 		6 171651.3 		76.2		14.6

		6/16/25		7:53:43 AM		ST273		Video		SOL		4988		669176.1 		6 208150.1 		669206.3 		6 208162.7 		73.8		32.7

		6/16/25		7:53:47 AM		ST273		Still		269605_ST273_01		4989		669176.1 		6 208150.1 		669205.3 		6 208161.7 		73.9		31.4

		6/16/25		7:54:11 AM		ST273		Still		269605_ST273_02		4990		669176.1 		6 208150.1 		669197.5 		6 208156.8 		73.8		22.4

		6/16/25		7:54:22 AM		ST273		Still		269605_ST273_03		4991		669176.1 		6 208150.1 		669193.1 		6 208155.2 		73.9		17.8

		6/16/25		7:54:41 AM		ST273		Still		269605_ST273_04		4992		669176.1 		6 208150.1 		669186.6 		6 208155.3 		74.1		11.7

		6/16/25		7:55:09 AM		ST273		Still		269605_ST273_05		4993		669176.1 		6 208150.1 		669177.6 		6 208156.2 		73.9		6.3

		6/16/25		7:55:25 AM		ST273		Still		269605_ST273_06		4994		669176.1 		6 208150.1 		669172.3 		6 208156.3 		74.2		7.2

		6/16/25		7:55:43 AM		ST273		Still		269605_ST273_07		4995		669176.1 		6 208150.1 		669168.0 		6 208155.6 		74.0		9.8

		6/16/25		7:55:53 AM		ST273		Still		269605_ST273_08		4996		669176.1 		6 208150.1 		669165.0 		6 208155.4 		74.4		12.2

		6/16/25		7:56:14 AM		ST273		Still		269605_ST273_09		4997		669176.1 		6 208150.1 		669160.3 		6 208153.5 		74.3		16.1

		6/16/25		7:56:40 AM		ST273		Still		269605_ST273_10		4998		669176.1 		6 208150.1 		669155.9 		6 208148.5 		74.1		20.2

		6/16/25		7:57:12 AM		ST273		Still		269605_ST273_11		4999		669176.1 		6 208150.1 		669154.6 		6 208138.6 		74.3		24.3

		6/16/25		7:57:52 AM		ST273		Video		EOL		5000		669176.1 		6 208150.1 		669153.2 		6 208127.9 		74.5		31.8

		6/16/25		8:10:06 AM		ST273		DVV		NS1/NS2		5001		669176.1 		6 208150.1 		669188.7 		6 208170.1 		72.8		23.7

		6/16/25		8:17:46 AM		ST273		DVV		FA/FB		5002		669176.1 		6 208150.1 		669192.4 		6 208158.6 		74.3		18.4

		6/16/25		8:28:12 AM		ST273		DVV		NS3/NS4		5003		669176.1 		6 208150.1 		669173.0 		6 208146.6 		75.1		4.6

		6/16/25		8:44:46 AM		ST273		DVV		PC/NS5		5004		669176.1 		6 208150.1 		669189.8 		6 208154.0 		74.3		14.3

		6/16/25		8:57:16 AM		ST273		DVV		PSD		5005		669176.1 		6 208150.1 		669194.2 		6 208146.1 		74.2		18.6

		6/16/25		9:35:52 AM		ST271		Video		SOL		5006		670066.0 		6 204250.5 		670084.1 		6 204274.2 		88.4		29.8

		6/16/25		9:35:59 AM		ST271		Still		269605_ST271_01		5007		670066.0 		6 204250.5 		670083.3 		6 204271.8 		88.4		27.5

		6/16/25		9:36:44 AM		ST271		Still		269605_ST271_02		5008		670066.0 		6 204250.5 		670076.5 		6 204261.5 		88.5		15.2

		6/16/25		9:37:32 AM		ST271		Still		269605_ST271_03		5009		670066.0 		6 204250.5 		670073.3 		6 204252.2 		88.4		7.5

		6/16/25		9:37:44 AM		ST271		Still		269605_ST271_04		5010		670066.0 		6 204250.5 		670072.0 		6 204250.0 		88.4		6.1

		6/16/25		9:38:30 AM		ST271		Still		269605_ST271_05		5011		670066.0 		6 204250.5 		670063.7 		6 204245.7 		88.1		5.3

		6/16/25		9:39:09 AM		ST271		Still		269605_ST271_06		5012		670066.0 		6 204250.5 		670056.9 		6 204244.6 		87.9		10.8

		6/16/25		9:39:25 AM		ST271		Still		269605_ST271_07		5013		670066.0 		6 204250.5 		670053.9 		6 204242.7 		87.8		14.3

		6/16/25		9:39:58 AM		ST271		Still		269605_ST271_08		5014		670066.0 		6 204250.5 		670046.6 		6 204240.6 		87.6		21.8

		6/16/25		9:40:13 AM		ST271		Still		269605_ST271_09		5015		670066.0 		6 204250.5 		670043.6 		6 204240.5 		87.7		24.5

		6/16/25		9:40:28 AM		ST271		Still		269605_ST271_10		5016		670066.0 		6 204250.5 		670039.7 		6 204240.7 		87.7		28.1

		6/16/25		9:40:30 AM		ST271		Video		EOL		5017		670066.0 		6 204250.5 		670039.3 		6 204240.5 		87.8		28.5

		6/16/25		10:26:28 AM		ST271		DVV		PC/FB		5018		670066.0 		6 204250.5 		670078.9 		6 204247.2 		88.4		13.4

		6/16/25		10:42:01 AM		ST271		DVV		PSD/FA		5019		670066.0 		6 204250.5 		670075.0 		6 204251.4 		88.2		9.1

		6/16/25		12:28:36 PM		ST270		Video		SOL		5020		670510.9 		6 202300.7 		670547.9 		6 202397.2 		85.3		103.3

		6/16/25		12:29:05 PM		ST270		Still		269605_ST270_01		5021		670510.9 		6 202300.7 		670539.9 		6 202385.8 		85.3		89.9

		6/16/25		12:29:17 PM		ST270		Still		269605_ST270_02		5022		670510.9 		6 202300.7 		670537.4 		6 202381.2 		85.1		84.7

		6/16/25		12:29:46 PM		ST270		Still		269605_ST270_03		5023		670510.9 		6 202300.7 		670531.8 		6 202368.6 		85.1		71.0

		6/16/25		12:29:50 PM		ST270		Still		269605_ST270_04		5024		670510.9 		6 202300.7 		670531.2 		6 202367.1 		85.3		69.4

		6/16/25		12:30:19 PM		ST270		Still		269605_ST270_05		5025		670510.9 		6 202300.7 		670526.4 		6 202355.8 		84.7		57.2

		6/16/25		12:30:25 PM		ST270		Still		269605_ST270_06		5026		670510.9 		6 202300.7 		670525.8 		6 202353.8 		84.7		55.1

		6/16/25		12:30:39 PM		ST270		Still		269605_ST270_07		5027		670510.9 		6 202300.7 		670524.1 		6 202347.3 		84.4		48.4

		6/16/25		12:31:05 PM		ST270		Still		269605_ST270_08		5028		670510.9 		6 202300.7 		670522.2 		6 202336.9 		84.3		37.9

		6/16/25		12:31:13 PM		ST270		Still		269605_ST270_09		5029		670510.9 		6 202300.7 		670521.7 		6 202333.8 		84.6		34.7

		6/16/25		12:31:18 PM		ST270		Still		269605_ST270_10		5030		670510.9 		6 202300.7 		670521.7 		6 202332.3 		84.6		33.3

		6/16/25		12:31:28 PM		ST270		Still		269605_ST270_11		5031		670510.9 		6 202300.7 		670520.9 		6 202328.4 		84.5		29.4

		6/16/25		12:31:44 PM		ST270		Still		269605_ST270_12		5032		670510.9 		6 202300.7 		670518.7 		6 202323.4 		84.4		24.0

		6/16/25		12:32:06 PM		ST270		Still		269605_ST270_13		5033		670510.9 		6 202300.7 		670515.1 		6 202316.3 		84.1		16.1

		6/16/25		12:32:11 PM		ST270		Still		269605_ST270_14		5034		670510.9 		6 202300.7 		670513.9 		6 202314.8 		83.7		14.4

		6/16/25		12:32:32 PM		ST270		Still		269605_ST270_15		5035		670510.9 		6 202300.7 		670508.0 		6 202307.6 		84.2		7.5

		6/16/25		12:32:58 PM		ST270		Still		269605_ST270_16		5036		670510.9 		6 202300.7 		670502.1 		6 202301.5 		83.9		8.9

		6/16/25		12:33:17 PM		ST270		Still		269605_ST270_17		5037		670510.9 		6 202300.7 		670497.5 		6 202296.7 		83.9		14.0

		6/16/25		12:33:31 PM		ST270		Still		269605_ST270_18		5038		670510.9 		6 202300.7 		670493.5 		6 202292.9 		84.2		19.1

		6/16/25		12:33:47 PM		ST270		Still		269605_ST270_19		5039		670510.9 		6 202300.7 		670489.9 		6 202290.5 		83.9		23.4

		6/16/25		12:34:02 PM		ST270		Still		269605_ST270_20		No fix		670510.9 		6 202300.7 		670475.3 		6 202286.1 		83.9		38.6		Data taken from video

		6/16/25		12:34:25 PM		ST270		Still		269605_ST270_21		5040		670510.9 		6 202300.7 		670469.4 		6 202283.8 		84.2		44.9

		6/16/25		12:34:43 PM		ST270		Still		269605_ST270_22		5041		670510.9 		6 202300.7 		670464.8 		6 202279.5 		83.9		50.8

		6/16/25		12:35:06 PM		ST270		Still		269605_ST270_23		5042		670510.9 		6 202300.7 		670455.7 		6 202259.4 		83.4		69.0

		6/16/25		12:35:15 PM		ST270		Still		269605_ST270_24		No fix		670510.9 		6 202300.7 		670454.9 		6 202253.5 		83.1		73.3		Data taken from video

		6/16/25		12:35:51 PM		ST270		Still		269605_ST270_25		No fix		670510.9 		6 202300.7 		670454.6 		6 202250.6 		83.1		75.4		Data taken from video

		6/16/25		12:36:12 PM		ST270		Still		269605_ST270_26		5043		670510.9 		6 202300.7 		670454.7 		6 202247.4 		83.4		77.5

		6/16/25		12:36:29 PM		ST270		Still		269605_ST270_27		5044		670510.9 		6 202300.7 		670455.8 		6 202239.6 		83.1		82.3

		6/16/25		12:36:39 PM		ST270		Still		269605_ST270_28		5045		670510.9 		6 202300.7 		670458.1 		6 202233.6 		83.1		85.4

		6/16/25		12:36:48 PM		ST270		Still		269605_ST270_29		5046		670510.9 		6 202300.7 		670459.2 		6 202231.0 		83.2		86.8

		6/16/25		12:37:12 PM		ST270		Still		269605_ST270_30		5047		670510.9 		6 202300.7 		670463.4 		6 202217.4 		82.6		95.9

		6/16/25		12:37:28 PM		ST270		Still		269605_ST270_31		5048		670510.9 		6 202300.7 		670464.6 		6 202212.1 		82.8		100.0

		6/16/25		12:37:35 PM		ST270		Still		269605_ST270_32		5049		670510.9 		6 202300.7 		670466.1 		6 202202.9 		82.4		107.6

		6/16/25		12:38:09 PM		ST270		Still		269605_ST270_33		5050		670510.9 		6 202300.7 		670467.2 		6 202197.1 		82.1		112.5

		6/16/25		12:38:23 PM		ST270		Still		269605_ST270_34		5051		670510.9 		6 202300.7 		670464.6 		6 202212.1 		81.9		100.0

		6/16/25		12:38:45 PM		ST270		Still		269605_ST270_35		5052		670510.9 		6 202300.7 		670466.1 		6 202202.9 		81.6		107.6

		6/16/25		12:39:01 PM		ST270		Video		EOL		5053		670510.9 		6 202300.7 		670467.2 		6 202197.1 		81.5		112.5

		6/16/25		1:05:47 PM		ST269		Video		SOL		5054		670955.9 		6 200350.9 		670962.0 		6 200375.6 		75.3		25.5

		6/16/25		1:05:58 PM		ST269		Still		269605_ST269_01		5055		670955.9 		6 200350.9 		670960.8 		6 200370.7 		75.8		20.4

		6/16/25		1:06:07 PM		ST269		Still		269605_ST269_02		5056		670955.9 		6 200350.9 		670960.2 		6 200367.6 		75.5		17.2

		6/16/25		1:06:20 PM		ST269		Still		269605_ST269_03		5057		670955.9 		6 200350.9 		670958.2 		6 200361.2 		75.8		10.5

		6/16/25		1:06:40 PM		ST269		Still		No photo		5058		670955.9 		6 200350.9 		670956.6 		6 200355.8 		75.6		4.9

		6/16/25		1:06:54 PM		ST269		Still		269605_ST269_04		5059		670955.9 		6 200350.9 		670953.8 		6 200350.6 		75.5		2.1

		6/16/25		1:07:02 PM		ST269		Still		269605_ST269_05		5060		670955.9 		6 200350.9 		670951.1 		6 200347.4 		75.7		6.0

		6/16/25		1:07:10 PM		ST269		Still		269605_ST269_06		5061		670955.9 		6 200350.9 		670948.6 		6 200345.4 		75.7		9.1

		6/16/25		1:07:32 PM		ST269		Still		269605_ST269_07		5062		670955.9 		6 200350.9 		670939.8 		6 200341.7 		75.5		18.6

		6/16/25		1:07:43 PM		ST269		Still		269605_ST269_08		5063		670955.9 		6 200350.9 		670935.9 		6 200339.5 		75.7		23.1

		6/16/25		1:07:54 PM		ST269		Still		269605_ST269_09		5064		670955.9 		6 200350.9 		670933.0 		6 200337.5 		75.6		26.6

		6/16/25		1:08:04 PM		ST269		Video		EOL		5065		670955.9 		6 200350.9 		670929.2 		6 200335.8 		75.6		30.7

		6/16/25		1:21:11 PM		ST269		DVV		NS1/NS2		5066		670955.9 		6 200350.9 		670964.0 		6 200361.7 		76.1		13.5

		6/16/25		1:28:36 PM		ST269		DVV		FB/NS3		5067		670955.9 		6 200350.9 		670951.9 		6 200366.9 		76.1		16.4

		6/16/25		1:39:40 PM		ST269		DVV		FA/PC		5068		670955.9 		6 200350.9 		670951.8 		6 200345.6 		76.4		6.7

		6/16/25		1:53:28 PM		ST269		DVV		PSD		5069		670955.9 		6 200350.9 		670963.6 		6 200339.6 		76.4		13.7

		6/16/25		2:27:24 PM		ST267		Video		SOL		5070		671845.8 		6 196451.4 		671848.7 		6 196476.8 		77.2		25.6

		6/16/25		2:27:33 PM		ST267		Still		269605_ST267_01		5071		671845.8 		6 196451.4 		671849.0 		6 196473.6 		76.9		22.5

		6/16/25		2:27:53 PM		ST267		Still		269605_ST267_02		5072		671845.8 		6 196451.4 		671849.3 		6 196462.2 		76.9		11.4

		6/16/25		2:28:11 PM		ST267		Still		269605_ST267_03		5073		671845.8 		6 196451.4 		671850.6 		6 196454.4 		77.0		5.7

		6/16/25		2:28:28 PM		ST267		Still		269605_ST267_04		5074		671845.8 		6 196451.4 		671851.8 		6 196448.0 		76.8		6.8

		6/16/25		2:28:38 PM		ST267		Still		269605_ST267_05		5075		671845.8 		6 196451.4 		671853.3 		6 196444.2 		76.9		10.4

		6/16/25		2:28:55 PM		ST267		Still		269605_ST267_06		5076		671845.8 		6 196451.4 		671856.8 		6 196440.0 		76.9		15.7

		6/16/25		2:29:09 PM		ST267		Still		269605_ST267_07		5077		671845.8 		6 196451.4 		671861.0 		6 196437.1 		77.1		20.9

		6/16/25		2:29:25 PM		ST267		Still		269605_ST267_08		5078		671845.8 		6 196451.4 		671864.7 		6 196434.6 		76.8		25.3

		6/16/25		2:29:46 PM		ST267		Still		269605_ST267_09		5079		671845.8 		6 196451.4 		671870.3 		6 196433.0 		76.8		30.6

		6/16/25		2:29:56 PM		ST267		Still		269605_ST267_10		5080		671845.8 		6 196451.4 		671873.0 		6 196431.8 		76.8		33.5

		6/16/25		2:30:07 PM		ST267		Video		EOL		5081		671845.8 		6 196451.4 		671875.3 		6 196431.3 		76.4		35.7

		6/16/25		2:42:22 PM		ST267		DVV		PC/FA		5082		671845.8 		6 196451.4 		671849.4 		6 196458.1 		77.5		7.7

		6/16/25		2:55:34 PM		ST267		DVV		PSD/FB		5083		671845.8 		6 196451.4 		671863.0 		6 196446.9 		77.4		17.8

		6/16/25		3:38:31 PM		ST265		Video		SOL		5084		672678.0 		6 192663.0 		672787.5 		6 192656.8 		75.0		109.7

		6/16/25		3:38:50 PM		ST265		Still		269605_ST265_01		5085		672678.0 		6 192663.0 		672777.6 		6 192655.8 		74.7		99.9

		6/16/25		3:39:00 PM		ST265		Still		269605_ST265_02		5086		672678.0 		6 192663.0 		672772.1 		6 192655.6 		74.8		94.3

		6/16/25		3:39:23 PM		ST265		Still		269605_ST265_03		5087		672678.0 		6 192663.0 		672759.8 		6 192656.7 		75.1		82.1

		6/16/25		3:39:39 PM		ST265		Still		269605_ST265_04		5088		672678.0 		6 192663.0 		672753.2 		6 192657.4 		74.9		75.5

		6/16/25		3:39:54 PM		ST265		Still		269605_ST265_05		5089		672678.0 		6 192663.0 		672747.3 		6 192659.3 		75.0		69.4

		6/16/25		3:40:15 PM		ST265		Still		269605_ST265_06		5090		672678.0 		6 192663.0 		672737.1 		6 192661.2 		74.9		59.1

		6/16/25		3:40:23 PM		ST265		Still		269605_ST265_07		5091		672678.0 		6 192663.0 		672734.0 		6 192661.5 		75.0		56.0

		6/16/25		3:40:40 PM		ST265		Still		269605_ST265_08		5092		672678.0 		6 192663.0 		672726.6 		6 192662.3 		74.9		48.6

		6/16/25		3:40:51 PM		ST265		Still		269605_ST265_09		5093		672678.0 		6 192663.0 		672721.9 		6 192663.5 		75.0		43.9

		6/16/25		3:41:12 PM		ST265		Still		269605_ST265_10		5094		672678.0 		6 192663.0 		672713.2 		6 192664.4 		74.7		35.3

		6/16/25		3:41:19 PM		ST265		Still		269605_ST265_11		5095		672678.0 		6 192663.0 		672710.0 		6 192664.7 		74.8		32.0

		6/16/25		3:41:33 PM		ST265		Still		269605_ST265_12		5096		672678.0 		6 192663.0 		672702.9 		6 192665.9 		74.8		25.1

		6/16/25		3:41:44 PM		ST265		Still		269605_ST265_13		5097		672678.0 		6 192663.0 		672698.1 		6 192666.9 		75.0		20.5

		6/16/25		3:42:00 PM		ST265		Still		269605_ST265_14		5098		672678.0 		6 192663.0 		672693.0 		6 192668.4 		75.0		15.9

		6/16/25		3:42:11 PM		ST265		Still		269605_ST265_15		5099		672678.0 		6 192663.0 		672689.0 		6 192668.7 		74.8		12.4

		6/16/25		3:42:26 PM		ST265		Still		269605_ST265_16		5100		672678.0 		6 192663.0 		672682.6 		6 192668.6 		75.0		7.2

		6/16/25		3:42:42 PM		ST265		Still		269605_ST265_17		5101		672678.0 		6 192663.0 		672676.5 		6 192668.2 		74.9		5.5

		6/16/25		3:43:00 PM		ST265		Still		269605_ST265_18		5102		672678.0 		6 192663.0 		672669.3 		6 192667.5 		75.0		9.8

		6/16/25		3:43:15 PM		ST265		Still		269605_ST265_19		5103		672678.0 		6 192663.0 		672662.6 		6 192666.7 		74.8		15.8

		6/16/25		3:43:30 PM		ST265		Still		269605_ST265_20		5104		672678.0 		6 192663.0 		672657.1 		6 192666.6 		74.7		21.3

		6/16/25		3:43:51 PM		ST265		Still		269605_ST265_21		5105		672678.0 		6 192663.0 		672648.2 		6 192665.9 		74.9		30.0

		6/16/25		3:44:09 PM		ST265		Still		269605_ST265_22		5106		672678.0 		6 192663.0 		672641.2 		6 192665.9 		74.8		36.9

		6/16/25		3:44:24 PM		ST265		Still		269605_ST265_23		5107		672678.0 		6 192663.0 		672634.5 		6 192665.6 		74.9		43.6

		6/16/25		3:44:32 PM		ST265		Still		269605_ST265_24		5108		672678.0 		6 192663.0 		672630.8 		6 192665.4 		75.1		47.3

		6/16/25		3:44:50 PM		ST265		Still		269605_ST265_25		5109		672678.0 		6 192663.0 		672623.3 		6 192665.0 		74.8		54.7

		6/16/25		3:45:06 PM		ST265		Still		269605_ST265_26		5110		672678.0 		6 192663.0 		672615.6 		6 192664.3 		75.0		62.4

		6/16/25		3:45:25 PM		ST265		Still		269605_ST265_27		5111		672678.0 		6 192663.0 		672608.0 		6 192663.2 		74.8		70.0

		6/16/25		3:45:35 PM		ST265		Still		269605_ST265_28		5112		672678.0 		6 192663.0 		672603.3 		6 192662.5 		75.1		74.7

		6/16/25		3:45:45 PM		ST265		Still		269605_ST265_29		5113		672678.0 		6 192663.0 		672599.6 		6 192662.2 		75.2		78.4

		6/16/25		3:45:55 PM		ST265		Still		269605_ST265_30		5114		672678.0 		6 192663.0 		672596.0 		6 192662.2 		75.1		82.0

		6/16/25		3:46:02 PM		ST265		Still		269605_ST265_31		5115		672678.0 		6 192663.0 		672593.6 		6 192662.3 		75.2		84.4

		6/16/25		3:46:21 PM		ST265		Still		269605_ST265_32		5116		672678.0 		6 192663.0 		672589.8 		6 192662.6 		75.1		88.2

		6/16/25		3:47:02 PM		ST265		Still		269605_ST265_33		5117		672678.0 		6 192663.0 		672580.5 		6 192663.9 		75.0		97.5

		6/16/25		3:47:13 PM		ST265		Still		269605_ST265_34		5118		672678.0 		6 192663.0 		672577.4 		6 192664.6 		74.9		100.6

		6/16/25		3:47:32 PM		ST265		Still		269605_ST265_35		5119		672678.0 		6 192663.0 		672569.8 		6 192666.2 		75.3		108.2

		6/16/25		3:47:39 PM		ST265		Still		269605_ST265_36		5120		672678.0 		6 192663.0 		672567.9 		6 192666.7 		75.3		110.2

		6/16/25		3:47:52 PM		ST265		Video		EOL		5121		672678.0 		6 192663.0 		672562.1 		6 192667.7 		75.2		116.0

		6/16/25		4:01:49 PM		ST265		DVV		NS1/NS2		5122		672678.0 		6 192663.0 		672676.4 		6 192649.6 		75.3		13.5

		6/16/25		4:07:47 PM		ST265		DVV		NS3/NS4		5123		672678.0 		6 192663.0 		672681.4 		6 192666.5 		75.8		4.9

		6/16/25		4:13:33 PM		ST265		DVV		FA/PC/eDNA		5124		672678.0 		6 192663.0 		672687.4 		6 192651.8 		75.4		14.6

		6/16/25		4:28:31 PM		ST265		DVV		NS5/NS6		5125		672678.0 		6 192663.0 		672667.1 		6 192649.7 		75.5		17.2

		6/16/25		4:34:24 PM		ST265		DVV		NS7/NS8		5126		672678.0 		6 192663.0 		672694.4 		6 192655.4 		75.6		18.1

		6/16/25		5:15:27 PM		ST265		DVV		NS9/NS10		5127		672678.0 		6 192663.0 		672675.2 		6 192641.6 		75.7		21.5

		6/16/25		5:22:00 PM		ST265		DVV		PSD/NS11		5128		672678.0 		6 192663.0 		672684.7 		6 192658.1 		75.9		8.3

		6/16/25		5:36:43 PM		ST265		DVV		FB		5129		672678.0 		6 192663.0 		672686.2 		6 192648.4 		75.9		16.7

		6/16/25		6:00:21 PM		ST265		WS		BOT		5130		672678.0 		6 192663.0 		672678.6 		6 192651.6 		71.6		11.4

		6/16/25		6:05:47 PM		ST265		WS		TOP		5131		672678.0 		6 192663.0 		672695.1 		6 192667.3 		2.9		17.6

		6/16/25		6:48:10 PM		ST264		Video		SOL		5132		673404.6 		6 190662.5 		673421.5 		6 190642.8 		73.9		25.9

		6/16/25		6:48:34 PM		ST264		Still		269605_ST264_01		5133		673404.6 		6 190662.5 		673410.5 		6 190646.2 		73.7		17.3

		6/16/25		6:48:38 PM		ST264		Still		269605_ST264_02		5134		673404.6 		6 190662.5 		673408.7 		6 190646.9 		73.7		16.1

		6/16/25		6:48:46 PM		ST264		Still		269605_ST264_03		5135		673404.6 		6 190662.5 		673405.0 		6 190648.6 		73.8		13.9

		6/16/25		6:48:50 PM		ST264		Still		269605_ST264_04		5136		673404.6 		6 190662.5 		673403.2 		6 190649.6 		73.7		13.0

		6/16/25		6:49:02 PM		ST264		Still		269605_ST264_05		5137		673404.6 		6 190662.5 		673398.2 		6 190652.9 		73.8		11.5

		6/16/25		6:49:07 PM		ST264		Still		269605_ST264_06		5138		673404.6 		6 190662.5 		673396.4 		6 190654.5 		73.9		11.4

		6/16/25		6:49:14 PM		ST264		Still		269605_ST264_07		5139		673404.6 		6 190662.5 		673393.8 		6 190657.2 		74.0		12.0

		6/16/25		6:49:21 PM		ST264		Still		269605_ST264_08		5140		673404.6 		6 190662.5 		673392.8 		6 190658.8 		73.8		12.4

		6/16/25		6:49:39 PM		ST264		Still		269605_ST264_09		5141		673404.6 		6 190662.5 		673387.4 		6 190666.3 		73.9		17.6

		6/16/25		6:49:53 PM		ST264		Still		269605_ST264_10		5142		673404.6 		6 190662.5 		673384.3 		6 190670.8 		74.0		21.9

		6/16/25		6:50:07 PM		ST264		Still		269605_ST264_11		5143		673404.6 		6 190662.5 		673382.2 		6 190675.3 		73.9		25.8

		6/16/25		6:50:15 PM		ST264		Video		EOL		5144		673404.6 		6 190662.5 		673380.7 		6 190678.8 		74.1		28.9

		6/16/25		7:03:15 PM		ST264		DVV		PSD		5145		673404.6 		6 190662.5 		673395.7 		6 190655.3 		74.4		11.4

		6/16/25		7:27:12 PM		ST263		Video		SOL		5146		674071.7 		6 188786.6 		674097.7 		6 188780.2 		73.0		26.9

		6/16/25		7:27:29 PM		ST263		Still		269605_ST263_01		5147		674071.7 		6 188786.6 		674091.8 		6 188781.0 		72.6		20.9

		6/16/25		7:27:35 PM		ST263		Still		269605_ST263_02		5148		674071.7 		6 188786.6 		674089.1 		6 188781.6 		72.7		18.2

		6/16/25		7:27:53 PM		ST263		Still		269605_ST263_03		5149		674071.7 		6 188786.6 		674081.4 		6 188783.4 		72.8		10.2

		6/16/25		7:28:04 PM		ST263		Still		269605_ST263_04		5150		674071.7 		6 188786.6 		674077.6 		6 188784.4 		72.6		6.3

		6/16/25		7:28:22 PM		ST263		Still		269605_ST263_05		5151		674071.7 		6 188786.6 		674070.7 		6 188786.4 		72.6		1.0

		6/16/25		7:28:26 PM		ST263		Still		269605_ST263_06		5152		674071.7 		6 188786.6 		674069.1 		6 188787.0 		72.7		2.6

		6/16/25		7:28:46 PM		ST263		Still		269605_ST263_07		5153		674071.7 		6 188786.6 		674063.5 		6 188789.7 		72.8		8.7

		6/16/25		7:29:05 PM		ST263		Still		269605_ST263_08		5154		674071.7 		6 188786.6 		674058.2 		6 188792.7 		72.7		14.8

		6/16/25		7:29:15 PM		ST263		Still		269605_ST263_09		5155		674071.7 		6 188786.6 		674054.6 		6 188794.7 		72.7		18.9

		6/16/25		7:29:43 PM		ST263		Video		EOL		5156		674071.7 		6 188786.6 		674045.9 		6 188799.2 		72.9		28.7

		6/16/25		7:41:18 PM		ST263		DVV		FB/NS1		5157		674071.7 		6 188786.6 		674081.6 		6 188790.7 		73.0		10.7

		6/16/25		7:48:14 PM		ST263		DVV		FA/PC/PSD		5158		674071.7 		6 188786.6 		674077.7 		6 188789.4 		72.9		6.7

		6/16/25		8:24:19 PM		ST262		Video		SOL		5159		675164.3 		6 187111.5 		675191.2 		6 187117.5 		78.5		27.6

		6/16/25		8:24:29 PM		ST262		Still		269605_ST262_01		5160		675164.3 		6 187111.5 		675187.1 		6 187118.3 		78.3		23.9

		6/16/25		8:24:33 PM		ST262		Still		269605_ST262_02		5161		675164.3 		6 187111.5 		675185.0 		6 187118.8 		78.5		22.0

		6/16/25		8:24:35 PM		ST262		Still		269605_ST262_03		5162		675164.3 		6 187111.5 		675184.0 		6 187119.2 		78.5		21.2

		6/16/25		8:24:51 PM		ST262		Still		269605_ST262_04		5163		675164.3 		6 187111.5 		675177.0 		6 187121.7 		78.4		16.3

		6/16/25		8:25:15 PM		ST262		Still		269605_ST262_05		5164		675164.3 		6 187111.5 		675167.5 		6 187123.7 		78.2		12.6

		6/16/25		8:25:20 PM		ST262		Still		269605_ST262_06		5165		675164.3 		6 187111.5 		675164.8 		6 187124.0 		78.2		12.6

		6/16/25		8:25:22 PM		ST262		Still		269605_ST262_07		5166		675164.3 		6 187111.5 		675163.9 		6 187124.2 		78.2		12.7

		6/16/25		8:25:39 PM		ST262		Still		269605_ST262_08		5167		675164.3 		6 187111.5 		675158.1 		6 187124.3 		78.1		14.2

		6/16/25		8:25:47 PM		ST262		Still		269605_ST262_09		5168		675164.3 		6 187111.5 		675154.8 		6 187124.3 		78.0		15.9

		6/16/25		8:25:56 PM		ST262		Still		269605_ST262_10		5169		675164.3 		6 187111.5 		675151.0 		6 187123.8 		78.0		18.1

		6/16/25		8:26:03 PM		ST262		Still		269605_ST262_11		5170		675164.3 		6 187111.5 		675148.7 		6 187123.0 		77.9		19.3

		6/16/25		8:26:16 PM		ST262		Still		269605_ST262_12		5171		675164.3 		6 187111.5 		675144.1 		6 187120.1 		77.9		21.9

		6/16/25		8:26:32 PM		ST262		Still		269605_ST262_13		5172		675164.3 		6 187111.5 		675139.2 		6 187113.8 		77.9		25.2

		6/16/25		8:26:34 PM		ST262		Video		EOL		5173		675164.3 		6 187111.5 		675138.8 		6 187113.4 		77.9		25.6

		6/16/25		8:40:31 PM		ST262		DVV		PSD		5174		675164.3 		6 187111.5 		675166.3 		6 187105.2 		78.3		6.6

		6/16/25		9:05:27 PM		ST261		Video		SOL		5175		676173.2 		6 185490.3 		676195.8 		6 185477.4 		85.0		26.0

		6/16/25		9:05:38 PM		ST261		Still		269605_ST261_01		5176		676173.2 		6 185490.3 		676192.4 		6 185477.3 		84.8		23.1

		6/16/25		9:05:55 PM		ST261		Still		269605_ST261_02		5177		676173.2 		6 185490.3 		676184.9 		6 185478.9 		84.8		16.3

		6/16/25		9:06:06 PM		ST261		Still		269605_ST261_03		5178		676173.2 		6 185490.3 		676180.7 		6 185479.5 		84.9		13.1

		6/16/25		9:06:34 PM		ST261		Still		269605_ST261_04		5179		676173.2 		6 185490.3 		676171.2 		6 185484.7 		84.7		5.9

		6/16/25		9:06:43 PM		ST261		Still		269605_ST261_05		5180		676173.2 		6 185490.3 		676167.7 		6 185486.7 		84.9		6.5

		6/16/25		9:07:02 PM		ST261		Still		269605_ST261_06		5181		676173.2 		6 185490.3 		676161.8 		6 185491.3 		84.6		11.4

		6/16/25		9:07:10 PM		ST261		Still		269605_ST261_07		5182		676173.2 		6 185490.3 		676158.8 		6 185493.7 		84.7		14.8

		6/16/25		9:07:16 PM		ST261		Still		269605_ST261_08		5183		676173.2 		6 185490.3 		676156.4 		6 185495.5 		84.8		17.6

		6/16/25		9:07:36 PM		ST261		Still		269605_ST261_09		5184		676173.2 		6 185490.3 		676149.9 		6 185501.4 		84.8		25.8

		6/16/25		9:07:40 PM		ST261		Video		EOL		5185		676173.2 		6 185490.3 		676149.0 		6 185502.4 		84.8		27.1

		6/16/25		9:32:23 PM		ST261		DVV		FA/FB		5186		676173.2 		6 185490.3 		676175.7 		6 185492.4 		84.9		3.3

		6/16/25		-		ST261		DVV		PC/PSD		No fix		676173.2 		6 185490.3 		-		-				-		No fix taken. Use FA fix

		6/16/25		10:05:08 PM		ST260		Video		SOL		5187		675937.6 		6 183507.8 		676032.2 		6 183493.5 		86.2		95.7

		6/16/25		10:05:12 PM		ST260		Still		269605_ST260_01		5188		675937.6 		6 183507.8 		676030.5 		6 183493.6 		86.2		94.0

		6/16/25		10:05:25 PM		ST260		Still		269605_ST260_02		5189		675937.6 		6 183507.8 		676024.1 		6 183494.3 		86.1		87.6

		6/16/25		10:05:36 PM		ST260		Still		269605_ST260_03		5190		675937.6 		6 183507.8 		676017.9 		6 183495.1 		85.9		81.3

		6/16/25		10:05:43 PM		ST260		Still		269605_ST260_04		5191		675937.6 		6 183507.8 		676013.5 		6 183495.9 		86.2		76.8

		6/16/25		10:05:57 PM		ST260		Still		269605_ST260_05		5192		675937.6 		6 183507.8 		676005.6 		6 183497.4 		86.1		68.9

		6/16/25		10:06:05 PM		ST260		Still		269605_ST260_06		5193		675937.6 		6 183507.8 		676003.1 		6 183497.7 		85.9		66.3

		6/16/25		10:06:36 PM		ST260		Still		269605_ST260_07		5194		675937.6 		6 183507.8 		675987.3 		6 183505.7 		85.8		49.8

		6/16/25		10:06:44 PM		ST260		Still		269605_ST260_08		5195		675937.6 		6 183507.8 		675984.6 		6 183506.2 		85.7		47.0

		6/16/25		10:07:19 PM		ST260		Still		269605_ST260_09		5196		675937.6 		6 183507.8 		675964.2 		6 183518.2 		85.7		28.6

		6/16/25		10:07:34 PM		ST260		Still		269605_ST260_10		5197		675937.6 		6 183507.8 		675956.5 		6 183523.6 		85.6		24.7

		6/16/25		10:07:50 PM		ST260		Still		269605_ST260_11		5198		675937.6 		6 183507.8 		675947.3 		6 183528.8 		85.9		23.2

		6/16/25		10:07:54 PM		ST260		Still		269605_ST260_12		5199		675937.6 		6 183507.8 		675944.5 		6 183529.7 		86.0		23.0

		6/16/25		10:08:15 PM		ST260		Still		269605_ST260_13		5200		675937.6 		6 183507.8 		675932.2 		6 183534.2 		86.0		26.9

		6/16/25		10:08:27 PM		ST260		Still		269605_ST260_14		5201		675937.6 		6 183507.8 		675926.3 		6 183535.0 		85.9		29.4

		6/16/25		10:08:47 PM		ST260		Still		269605_ST260_15		5202		675937.6 		6 183507.8 		675913.8 		6 183535.4 		86.1		36.4

		6/16/25		10:08:57 PM		ST260		Still		269605_ST260_16		5203		675937.6 		6 183507.8 		675909.8 		6 183534.6 		85.8		38.6

		6/16/25		10:09:01 PM		ST260		Still		269605_ST260_17		5204		675937.6 		6 183507.8 		675908.1 		6 183534.4 		85.8		39.8

		6/16/25		10:09:11 PM		ST260		Still		269605_ST260_18		5205		675937.6 		6 183507.8 		675902.2 		6 183533.5 		85.9		43.7

		6/16/25		10:09:30 PM		ST260		Still		269605_ST260_19		5206		675937.6 		6 183507.8 		675893.7 		6 183531.5 		85.7		49.9

		6/16/25		10:10:35 PM		ST260		Still		269605_ST260_20		5207		675937.6 		6 183507.8 		675861.5 		6 183529.7 		85.5		79.1

		6/16/25		10:11:02 PM		ST260		Still		269605_ST260_21		5208		675937.6 		6 183507.8 		675846.6 		6 183534.9 		85.5		94.9

		6/16/25		10:11:15 PM		ST260		Still		269605_ST260_22		5209		675937.6 		6 183507.8 		675841.5 		6 183537.7 		85.5		100.6

		6/16/25		10:11:33 PM		ST260		Video		EOL		5210		675937.6 		6 183507.8 		675833.6 		6 183544.4 		84.9		110.2

		6/16/25		10:29:06 PM		ST260		DVV		PSD		5211		675937.6 		6 183507.8 		675955.1 		6 183505.0 		85.9		17.8

		6/16/25		10:54:25 PM		ST259		Video		SOL		5212		675457.7 		6 181575.0 		675463.7 		6 181600.1 		81.6		25.9

		6/16/25		10:54:41 PM		ST259		Still		269605_ST259_01		5213		675457.7 		6 181575.0 		675461.9 		6 181594.5 		81.5		20.0

		6/16/25		10:55:01 PM		ST259		Still		269605_ST259_02		5214		675457.7 		6 181575.0 		675459.1 		6 181587.1 		81.4		12.3

		6/16/25		10:55:33 PM		ST259		Still		269605_ST259_03		5215		675457.7 		6 181575.0 		675453.8 		6 181577.0 		81.4		4.4

		6/16/25		10:55:37 PM		ST259		Still		269605_ST259_04		5216		675457.7 		6 181575.0 		675452.9 		6 181575.7 		81.5		4.8

		6/16/25		10:55:42 PM		ST259		Still		269605_ST259_05		5217		675457.7 		6 181575.0 		675451.8 		6 181574.1 		81.4		6.0

		6/16/25		10:55:54 PM		ST259		Still		269605_ST259_06		5218		675457.7 		6 181575.0 		675449.0 		6 181569.2 		81.4		10.4

		6/16/25		10:55:59 PM		ST259		Still		269605_ST259_07		5219		675457.7 		6 181575.0 		675447.7 		6 181567.7 		81.5		12.4

		6/16/25		10:56:08 PM		ST259		Still		269605_ST259_08		5220		675457.7 		6 181575.0 		675445.6 		6 181565.0 		81.4		15.7

		6/16/25		10:56:18 PM		ST259		Still		269605_ST259_09		5221		675457.7 		6 181575.0 		675443.2 		6 181561.4 		81.2		19.8

		6/16/25		10:56:25 PM		ST259		Still		269605_ST259_10		5222		675457.7 		6 181575.0 		675442.0 		6 181559.2 		81.4		22.2

		6/16/25		10:56:40 PM		ST259		Video		EOL		5223		675457.7 		6 181575.0 		675438.5 		6 181553.3 		81.2		29.0

		6/16/25		11:14:31 PM		ST259		DVV		FA/FB		5224		675457.7 		6 181575.0 		675462.3 		6 181588.5 		81.9		14.3

		6/16/25		11:24:51 PM		ST259		DVV		PC/PSD		5225		675457.7 		6 181575.0 		675456.5 		6 181587.7 		81.6		12.7

		6/18/25		2:20:05 PM		ST299		Video		SOL		5226		660214.3 		6 259358.9 		660247.5 		6 259389.7 		74.1		45.4

		6/18/25		2:20:14 PM		ST299		Still		269605_ST299_01		5227		660214.3 		6 259358.9 		660245.9 		6 259386.6 		74.4		42.1

		6/18/25		2:20:49 PM		ST299		Still		269605_ST299_02		5228		660214.3 		6 259358.9 		660238.6 		6 259374.1 		74.0		28.7

		6/18/25		2:21:16 PM		ST299		Still		269605_ST299_03		5229		660214.3 		6 259358.9 		660231.4 		6 259364.1 		74.1		17.9

		6/18/25		2:21:26 PM		ST299		Still		269605_ST299_04		5230		660214.3 		6 259358.9 		660227.4 		6 259360.2 		74.3		13.2

		6/18/25		2:21:52 PM		ST299		Still		269605_ST299_05		5231		660214.3 		6 259358.9 		660217.1 		6 259350.6 		74.2		8.7

		6/18/25		2:22:02 PM		ST299		Still		269605_ST299_06		5232		660214.3 		6 259358.9 		660213.6 		6 259347.7 		74.6		11.2

		6/18/25		2:22:26 PM		ST299		Still		269605_ST299_07		5233		660214.3 		6 259358.9 		660207.5 		6 259344.1 		74.1		16.2

		6/18/25		2:22:51 PM		ST299		Still		269605_ST299_08		5234		660214.3 		6 259358.9 		660202.1 		6 259335.0 		74.3		26.7

		6/18/25		2:22:54 PM		ST299		Video		EOL		5235		660214.3 		6 259358.9 		660201.7 		6 259334.4 		73.9		27.5

		6/18/25		2:56:52 PM		ST299		DVV		NS1/NS2		5236		660214.3 		6 259358.9 		660236.4 		6 259364.2 		74.6		22.8

		6/18/25		3:13:04 PM		ST299		DVV		FA/FB		5237		660214.3 		6 259358.9 		660234.4 		6 259363.5 		75.1		20.7

		6/18/25		3:30:40 PM		ST299		DVV		PC/PSD		5238		660214.3 		6 259358.9 		660229.9 		6 259363.8 		74.9		16.4

		6/18/25		4:08:31 PM		ST297		Video		SOL		5239		660875.8 		6 255414.3 		660913.2 		6 255426.1 		72.1		39.2

		6/18/25		4:08:43 PM		ST297		Still		269605_ST297_01		5240		660875.8 		6 255414.3 		660908.6 		6 255428.3 		73.1		35.6

		6/18/25		4:09:05 PM		ST297		Still		269605_ST297_02		5241		660875.8 		6 255414.3 		660900.0 		6 255429.9 		73.1		28.8

		6/18/25		4:09:22 PM		ST297		Still		269605_ST297_03		5242		660875.8 		6 255414.3 		660894.3 		6 255429.7 		73.1		24.1

		6/18/25		4:09:41 PM		ST297		Still		269605_ST297_04		5243		660875.8 		6 255414.3 		660887.7 		6 255429.0 		73.1		19.0

		6/18/25		4:09:54 PM		ST297		Still		269605_ST297_05		5244		660875.8 		6 255414.3 		660882.8 		6 255429.1 		73.0		16.3

		6/18/25		4:10:25 PM		ST297		Still		269605_ST297_06		5245		660875.8 		6 255414.3 		660872.6 		6 255431.9 		73.0		17.9

		6/18/25		4:11:00 PM		ST297		Still		269605_ST297_07		5246		660875.8 		6 255414.3 		660864.3 		6 255440.0 		73.1		28.2

		6/18/25		4:11:16 PM		ST297		Still		269605_ST297_08		5247		660875.8 		6 255414.3 		660860.5 		6 255443.8 		73.2		33.3

		6/18/25		4:11:31 PM		ST297		Still		269605_ST297_09		5248		660875.8 		6 255414.3 		660857.0 		6 255448.4 		73.0		39.0

		6/18/25		4:11:41 PM		ST297		Still		269605_ST297_10		5249		660875.8 		6 255414.3 		660854.5 		6 255451.9 		73.2		43.3

		6/18/25		4:11:46 PM		ST297		Video		EOL		5250		660875.8 		6 255414.3 		660853.5 		6 255453.7 		73.3		45.3

		6/18/25		4:43:47 PM		ST297		DVV		PC/PSD		5251		660875.8 		6 255414.3 		660884.8 		6 255399.0 		70.9		17.7

		6/18/25		4:43:57 PM		ST297		DVV		NS1/NS2		5252		660875.8 		6 255414.3 		660884.5 		6 255400.1 		73.5		16.6		Triggered in water

		6/18/25		4:55:18 PM		ST297		DVV		FA/NS3		5253		660875.8 		6 255414.3 		660876.8 		6 255396.4 		73.0		18.0

		6/18/25		5:05:21 PM		ST297		DVV		FB		5254		660875.8 		6 255414.3 		660878.0 		6 255397.6 		73.9		16.8

		6/18/25		6:26:30 PM		ST295		Video		SOL		5255		661537.4 		6 251469.7 		661557.6 		6 251365.6 		73.2		106.1		Went off line, aborted and restarted at Fix number 5270

		6/18/25		6:26:38 PM		ST295		Still		269605_ST295_01		5256		661537.4 		6 251469.7 		661557.6 		6 251368.1 		73.3		103.6

		6/18/25		6:26:44 PM		ST295		Still		269605_ST295_02		5257		661537.4 		6 251469.7 		661557.8 		6 251370.9 		73.2		100.9

		6/18/25		6:26:53 PM		ST295		Still		269605_ST295_03		5258		661537.4 		6 251469.7 		661559.4 		6 251374.8 		73.2		97.5

		6/18/25		6:26:58 PM		ST295		Still		269605_ST295_04		5259		661537.4 		6 251469.7 		661560.4 		6 251377.1 		73.1		95.4

		6/18/25		6:27:04 PM		ST295		Still		269605_ST295_05		5260		661537.4 		6 251469.7 		661562.3 		6 251380.7 		73.3		92.5

		6/18/25		6:27:35 PM		ST295		Still		269605_ST295_06		5261		661537.4 		6 251469.7 		661575.2 		6 251395.6 		73.5		83.2

		6/18/25		6:27:39 PM		ST295		Still		269605_ST295_07		5262		661537.4 		6 251469.7 		661576.4 		6 251396.9 		73.6		82.6

		6/18/25		6:27:50 PM		ST295		Still		269605_ST295_08		5263		661537.4 		6 251469.7 		661578.3 		6 251400.1 		73.6		80.7

		6/18/25		6:28:00 PM		ST295		Still		269605_ST295_09		5264		661537.4 		6 251469.7 		661580.8 		6 251403.3 		73.6		79.3

		6/18/25		6:28:18 PM		ST295		Still		269605_ST295_10		5265		661537.4 		6 251469.7 		661583.9 		6 251409.2 		73.7		76.3

		6/18/25		6:28:31 PM		ST295		Still		269605_ST295_11		5266		661537.4 		6 251469.7 		661584.8 		6 251413.6 		73.4		73.4

		6/18/25		6:28:39 PM		ST295		Still		269605_ST295_12		5267		661537.4 		6 251469.7 		661584.7 		6 251416.1 		73.6		71.5

		6/18/25		6:28:43 PM		ST295		Still		269605_ST295_13		5268		661537.4 		6 251469.7 		661584.5 		6 251417.2 		73.4		70.6

		6/18/25		6:30:46 PM		ST295		Video		EOL		5269		661537.4 		6 251469.7 		661504.9 		6 251449.7 		65.4		38.2

		6/18/25		6:48:07 PM		ST295a		Video		SOL		5270		661537.4 		6 251469.7 		661533.5 		6 251377.5 		73.0		92.3

		6/18/25		6:48:17 PM		ST295a		Still		269605_ST295a_01		5271		661537.4 		6 251469.7 		661534.9 		6 251382.2 		73.5		87.5

		6/18/25		6:48:21 PM		ST295a		Still		269605_ST295a_02		5272		661537.4 		6 251469.7 		661535.5 		6 251383.9 		73.5		85.8

		6/18/25		6:48:40 PM		ST295a		Still		269605_ST295a_03		5273		661537.4 		6 251469.7 		661538.0 		6 251391.7 		73.3		78.0

		6/18/25		6:48:48 PM		ST295a		Still		269605_ST295a_04		5274		661537.4 		6 251469.7 		661539.0 		6 251395.5 		73.4		74.2

		6/18/25		6:48:54 PM		ST295a		Still		269605_ST295a_05		5275		661537.4 		6 251469.7 		661539.4 		6 251397.4 		73.4		72.3

		6/18/25		6:48:56 PM		ST295a		Still		269605_ST295a_06		5276		661537.4 		6 251469.7 		661539.6 		6 251398.6 		73.4		71.1

		6/18/25		6:49:01 PM		ST295a		Still		269605_ST295a_07		5277		661537.4 		6 251469.7 		661539.6 		6 251400.6 		73.5		69.1

		6/18/25		6:49:12 PM		ST295a		Still		269605_ST295a_08		5278		661537.4 		6 251469.7 		661540.3 		6 251404.6 		73.4		65.1

		6/18/25		6:49:33 PM		ST295a		Still		269605_ST295a_09		5279		661537.4 		6 251469.7 		661540.8 		6 251411.2 		73.3		58.6

		6/18/25		6:50:08 PM		ST295a		Still		269605_ST295a_10		5280		661537.4 		6 251469.7 		661542.5 		6 251425.8 		73.6		44.2

		6/18/25		6:51:09 PM		ST295a		Still		269605_ST295a_11		5281		661537.4 		6 251469.7 		661545.9 		6 251455.9 		73.9		16.2

		6/18/25		6:51:13 PM		ST295a		Still		269605_ST295a_12		5282		661537.4 		6 251469.7 		661545.8 		6 251458.0 		74.0		14.4

		6/18/25		6:51:16 PM		ST295a		Still		269605_ST295a_13		5283		661537.4 		6 251469.7 		661545.6 		6 251459.7 		74.1		13.0

		6/18/25		6:51:17 PM		ST295a		Still		269605_ST295a_14		5284		661537.4 		6 251469.7 		661545.6 		6 251459.9 		74.2		12.8

		6/18/25		6:51:20 PM		ST295a		Still		269605_ST295a_15		5285		661537.4 		6 251469.7 		661545.7 		6 251461.2 		74.1		11.9

		6/18/25		6:51:24 PM		ST295a		Still		269605_ST295a_16		5286		661537.4 		6 251469.7 		661544.9 		6 251463.2 		74.0		10.0

		6/18/25		6:51:33 PM		ST295a		Still		269605_ST295a_17		5287		661537.4 		6 251469.7 		661544.4 		6 251466.6 		74.0		7.6

		6/18/25		6:51:37 PM		ST295a		Still		269605_ST295a_18		5288		661537.4 		6 251469.7 		661543.8 		6 251468.3 		74.1		6.6

		6/18/25		6:51:41 PM		ST295a		Still		269605_ST295a_19		5289		661537.4 		6 251469.7 		661543.6 		6 251469.6 		74.1		6.2

		6/18/25		6:51:55 PM		ST295a		Still		269605_ST295a_20		5290		661537.4 		6 251469.7 		661542.2 		6 251476.7 		74.3		8.5

		6/18/25		6:52:11 PM		ST295a		Still		269605_ST295a_21		5291		661537.4 		6 251469.7 		661540.0 		6 251483.6 		74.0		14.1

		6/18/25		6:52:19 PM		ST295a		Still		269605_ST295a_22		5292		661537.4 		6 251469.7 		661538.8 		6 251487.9 		74.3		18.2

		6/18/25		6:52:26 PM		ST295a		Still		269605_ST295a_23		5293		661537.4 		6 251469.7 		661537.9 		6 251491.2 		74.4		21.5

		6/18/25		6:52:30 PM		ST295a		Still		269605_ST295a_24		5294		661537.4 		6 251469.7 		661537.7 		6 251492.7 		74.4		23.0

		6/18/25		6:53:08 PM		ST295a		Still		269605_ST295a_25		5295		661537.4 		6 251469.7 		661537.0 		6 251508.1 		74.6		38.3

		6/18/25		6:53:37 PM		ST295a		Still		269605_ST295a_26		5296		661537.4 		6 251469.7 		661538.1 		6 251520.9 		74.4		51.2

		6/18/25		6:54:32 PM		ST295a		Still		269605_ST295a_27		5297		661537.4 		6 251469.7 		661543.4 		6 251544.3 		74.4		74.8

		6/18/25		6:54:37 PM		ST295a		Still		269605_ST295a_28		5298		661537.4 		6 251469.7 		661543.6 		6 251546.9 		74.4		77.5

		6/18/25		6:55:00 PM		ST295a		Still		269605_ST295a_29		5299		661537.4 		6 251469.7 		661545.0 		6 251557.9 		74.6		88.5

		6/18/25		6:55:39 PM		ST295a		Video		EOL		5300		661537.4 		6 251469.7 		661545.6 		6 251577.7 		74.5		108.3

		6/18/25		7:18:51 PM		ST295		DVV		PC/PSD/eDNA		5301		661537.4 		6 251469.7 		661532.7 		6 251457.5 		74.8		13.1

		6/18/25		7:35:57 PM		ST295		DVV		FB/NS1		5302		661537.4 		6 251469.7 		661527.9 		6 251459.1 		74.5		14.2

		6/18/25		7:49:13 PM		ST295		DVV		NS2/NS3		5303		661537.4 		6 251469.7 		661542.1 		6 251466.0 		74.7		6.0

		6/18/25		7:56:12 PM		ST295		DVV		FA		5304		661537.4 		6 251469.7 		661539.9 		6 251474.3 		74.5		5.2

		6/18/25		8:24:34 PM		ST295		WS		BOT		5305		661537.4 		6 251469.7 		661555.8 		6 251459.3 		70.3		21.2

		6/18/25		8:31:26 PM		ST295		WS		TOP		5306		661537.4 		6 251469.7 		661533.3 		6 251453.7 		2.9		16.5

		6/18/25		9:16:24 PM		ST293		Video		SOL		5307		662199.0 		6 247525.1 		662211.1 		6 247501.0 		71.9		27.0

		6/18/25		9:16:28 PM		ST293		Still		269605_ST293_01		5308		662199.0 		6 247525.1 		662210.5 		6 247502.6 		71.9		25.3

		6/18/25		9:16:45 PM		ST293		Still		269605_ST293_02		5309		662199.0 		6 247525.1 		662207.9 		6 247509.8 		71.8		17.8

		6/18/25		9:16:51 PM		ST293		Still		269605_ST293_03		5310		662199.0 		6 247525.1 		662207.1 		6 247512.5 		71.8		15.0

		6/18/25		9:17:00 PM		ST293		Still		269605_ST293_04		5311		662199.0 		6 247525.1 		662205.1 		6 247517.3 		71.9		9.9

		6/18/25		9:17:28 PM		ST293		Still		269605_ST293_05		5312		662199.0 		6 247525.1 		662197.6 		6 247529.9 		71.8		5.0

		6/18/25		9:17:54 PM		ST293		Still		269605_ST293_06		5313		662199.0 		6 247525.1 		662190.3 		6 247540.7 		71.5		17.8

		6/18/25		9:18:07 PM		ST293		Still		269605_ST293_07		5314		662199.0 		6 247525.1 		662187.1 		6 247546.4 		71.5		24.4

		6/18/25		9:18:12 PM		ST293		Video		EOL		5315		662199.0 		6 247525.1 		662185.8 		6 247548.1 		71.4		26.5

		6/18/25		9:32:03 PM		ST293		DVV		FA/FB		5316		662199.0 		6 247525.1 		662199.2 		6 247517.8 		72.0		7.4

		6/18/25		9:43:42 PM		ST293		DVV		PC/PSD		5317		662199.0 		6 247525.1 		662204.4 		6 247514.6 		72.0		11.8

		6/18/25		10:22:40 PM		ST291		Video		SOL		5318		662860.5 		6 243580.5 		662880.4 		6 243569.8 		71.8		22.6

		6/18/25		10:22:50 PM		ST291		Still		269605_ST291_01		5319		662860.5 		6 243580.5 		662876.9 		6 243575.6 		71.9		17.1

		6/18/25		10:22:54 PM		ST291		Still		269605_ST291_02		5320		662860.5 		6 243580.5 		662875.9 		6 243577.7 		71.9		15.6

		6/18/25		10:23:01 PM		ST291		Still		269605_ST291_03		5321		662860.5 		6 243580.5 		662873.7 		6 243582.3 		72.0		13.2

		6/18/25		10:23:07 PM		ST291		Still		269605_ST291_04		5322		662860.5 		6 243580.5 		662871.8 		6 243585.7 		72.1		12.4

		6/18/25		10:23:20 PM		ST291		Still		269605_ST291_05		5323		662860.5 		6 243580.5 		662868.7 		6 243592.1 		72.1		14.2

		6/18/25		10:23:24 PM		ST291		Still		269605_ST291_06		5324		662860.5 		6 243580.5 		662867.7 		6 243594.6 		72.1		15.8

		6/18/25		10:23:32 PM		ST291		Still		269605_ST291_07		5325		662860.5 		6 243580.5 		662866.3 		6 243599.5 		71.9		19.8

		6/18/25		10:23:46 PM		ST291		Still		269605_ST291_08		5326		662860.5 		6 243580.5 		662863.6 		6 243606.4 		71.9		26.0

		6/18/25		10:23:54 PM		ST291		Still		269605_ST291_09		5327		662860.5 		6 243580.5 		662861.7 		6 243610.5 		71.9		30.0

		6/18/25		10:23:58 PM		ST291		Video		EOL		5328		662860.5 		6 243580.5 		662860.8 		6 243612.6 		72.0		32.0

		6/18/25		10:39:34 PM		ST291		DVV		FA/FB		5329		662860.5 		6 243580.5 		662875.0 		6 243598.7 		69.8		23.2

		6/18/25		10:49:14 PM		ST291		DVV		PC/PSD		5330		662860.5 		6 243580.5 		662872.2 		6 243586.1 		71.9		12.9

		6/19/25		12:17:11 AM		ST290		Video		SOL		5331		663191.3 		6 241608.2 		663251.8 		6 241688.0 		70.5		100.2

		6/19/25		12:17:26 AM		ST290		Still		269605_ST290_01		5332		663191.3 		6 241608.2 		663244.3 		6 241681.0 		70.8		90.0

		6/19/25		12:17:48 AM		ST290		Still		269605_ST290_02		5333		663191.3 		6 241608.2 		663233.1 		6 241670.7 		70.8		75.1

		6/19/25		12:18:01 AM		ST290		Still		269605_ST290_03		5334		663191.3 		6 241608.2 		663226.9 		6 241664.5 		70.7		66.6

		6/19/25		12:18:24 AM		ST290		Still		269605_ST290_04		5335		663191.3 		6 241608.2 		663216.1 		6 241651.8 		70.5		50.2

		6/19/25		12:18:27 AM		ST290		Still		269605_ST290_05		5336		663191.3 		6 241608.2 		663214.5 		6 241650.0 		70.6		47.8

		6/19/25		12:18:36 AM		ST290		Still		269605_ST290_06		5337		663191.3 		6 241608.2 		663211.9 		6 241646.7 		70.4		43.6

		6/19/25		12:18:40 AM		ST290		Still		269605_ST290_07		5338		663191.3 		6 241608.2 		663209.6 		6 241644.2 		70.5		40.4

		6/19/25		12:18:52 AM		ST290		Still		269605_ST290_08		5339		663191.3 		6 241608.2 		663204.2 		6 241636.0 		70.5		30.6

		6/19/25		12:19:00 AM		ST290		Still		269605_ST290_09		5340		663191.3 		6 241608.2 		663200.8 		6 241631.3 		71.1		24.9

		6/19/25		12:19:12 AM		ST290		Still		269605_ST290_10		5341		663191.3 		6 241608.2 		663196.4 		6 241625.0 		70.6		17.5

		6/19/25		12:19:21 AM		ST290		Still		269605_ST290_11		5342		663191.3 		6 241608.2 		663193.8 		6 241620.0 		70.8		12.1

		6/19/25		12:19:32 AM		ST290		Still		269605_ST290_12		5343		663191.3 		6 241608.2 		663190.7 		6 241614.0 		70.9		5.8

		6/19/25		12:19:36 AM		ST290		Still		269605_ST290_13		5344		663191.3 		6 241608.2 		663189.6 		6 241612.3 		70.9		4.4

		6/19/25		12:19:49 AM		ST290		Still		269605_ST290_14		5345		663191.3 		6 241608.2 		663185.8 		6 241606.0 		70.5		6.0

		6/19/25		12:20:00 AM		ST290		Still		269605_ST290_15		5346		663191.3 		6 241608.2 		663182.1 		6 241599.3 		71.2		12.8

		6/19/25		12:20:10 AM		ST290		Still		269605_ST290_16		5347		663191.3 		6 241608.2 		663179.1 		6 241594.6 		70.8		18.3

		6/19/25		12:20:19 AM		ST290		Still		269605_ST290_17		5348		663191.3 		6 241608.2 		663176.5 		6 241590.0 		70.7		23.5

		6/19/25		12:20:34 AM		ST290		Still		269605_ST290_18		5349		663191.3 		6 241608.2 		663171.7 		6 241583.0 		70.7		31.9

		6/19/25		12:20:38 AM		ST290		Still		269605_ST290_19		5350		663191.3 		6 241608.2 		663170.0 		6 241580.8 		70.9		34.7

		6/19/25		12:20:41 AM		ST290		Still		269605_ST290_20		5351		663191.3 		6 241608.2 		663169.0 		6 241579.7 		71.0		36.2

		6/19/25		12:20:49 AM		ST290		Still		269605_ST290_21		5352		663191.3 		6 241608.2 		663166.1 		6 241576.8 		70.7		40.3

		6/19/25		12:20:57 AM		ST290		Still		269605_ST290_22		5353		663191.3 		6 241608.2 		663163.6 		6 241573.2 		70.8		44.6

		6/19/25		12:21:11 AM		ST290		Still		269605_ST290_23		5354		663191.3 		6 241608.2 		663158.9 		6 241567.3 		70.7		52.2

		6/19/25		12:21:32 AM		ST290		Still		269605_ST290_24		5355		663191.3 		6 241608.2 		663149.6 		6 241557.2 		70.9		65.9

		6/19/25		12:21:36 AM		ST290		Still		269605_ST290_25		5356		663191.3 		6 241608.2 		663148.6 		6 241555.9 		70.7		67.5

		6/19/25		12:21:39 AM		ST290		Still		269605_ST290_26		5357		663191.3 		6 241608.2 		663147.2 		6 241554.7 		70.7		69.4

		6/19/25		12:22:10 AM		ST290		Still		269605_ST290_27		5358		663191.3 		6 241608.2 		663134.3 		6 241543.6 		70.7		86.2

		6/19/25		12:22:22 AM		ST290		Still		269605_ST290_28		5359		663191.3 		6 241608.2 		663129.4 		6 241539.9 		70.4		92.2

		6/19/25		12:22:34 AM		ST290		Still		269605_ST290_29		5360		663191.3 		6 241608.2 		663124.3 		6 241537.0 		70.7		97.8

		6/19/25		12:22:39 AM		ST290		Video		EOL		5361		663191.3 		6 241608.2 		663122.5 		6 241535.9 		70.7		99.8

		6/19/25		12:51:02 AM		ST289		Video		SOL		5362		663522.1 		6 239635.9 		663529.1 		6 239662.1 		70.2		27.1

		6/19/25		12:51:23 AM		ST289		Still		269605_ST289_01		5363		663522.1 		6 239635.9 		663523.0 		6 239652.0 		70.3		16.1

		6/19/25		12:51:32 AM		ST289		Still		269605_ST289_02		5364		663522.1 		6 239635.9 		663520.5 		6 239648.4 		69.8		12.6

		6/19/25		12:51:38 AM		ST289		Still		269605_ST289_03		5365		663522.1 		6 239635.9 		663518.8 		6 239645.7 		70.2		10.3

		6/19/25		12:51:46 AM		ST289		Still		269605_ST289_04		5366		663522.1 		6 239635.9 		663516.4 		6 239642.3 		70.2		8.5

		6/19/25		12:51:53 AM		ST289		Still		269605_ST289_05		5367		663522.1 		6 239635.9 		663515.0 		6 239639.8 		70.2		8.1

		6/19/25		12:51:59 AM		ST289		Still		269605_ST289_06		5368		663522.1 		6 239635.9 		663513.6 		6 239637.5 		70.1		8.7

		6/19/25		12:52:13 AM		ST289		Still		269605_ST289_07		5369		663522.1 		6 239635.9 		663510.2 		6 239632.1 		70.0		12.5

		6/19/25		12:52:25 AM		ST289		Still		269605_ST289_08		5370		663522.1 		6 239635.9 		663507.0 		6 239626.9 		70.2		17.6

		6/19/25		12:52:43 AM		ST289		Still		269605_ST289_09		5371		663522.1 		6 239635.9 		663501.7 		6 239618.8 		70.2		26.6

		6/19/25		12:52:54 AM		ST289		Video		EOL		5372		663522.1 		6 239635.9 		663498.1 		6 239614.0 		69.9		32.5

		6/19/25		1:06:56 AM		ST289		DVV		FA/FB		5373		663522.1 		6 239635.9 		663527.9 		6 239644.4 		70.2		10.2

		6/19/25		1:21:51 AM		ST289		DVV		PC/PSD		5374		663522.1 		6 239635.9 		663534.0 		6 239640.9 		70.2		12.9

		6/19/25		2:01:59 AM		ST287		Video		SOL		5375		664183.7 		6 235691.3 		664185.1 		6 235720.4 		69.5		29.2

		6/19/25		2:02:09 AM		ST287		Still		269605_ST287_01		5376		664183.7 		6 235691.3 		664185.1 		6 235717.0 		69.5		25.8

		6/19/25		2:02:32 AM		ST287		Still		269605_ST287_02		5377		664183.7 		6 235691.3 		664184.8 		6 235707.2 		69.5		16.0

		6/19/25		2:02:35 AM		ST287		Still		269605_ST287_03		5378		664183.7 		6 235691.3 		664184.8 		6 235706.0 		69.6		14.8

		6/19/25		2:02:43 AM		ST287		Still		269605_ST287_04		5379		664183.7 		6 235691.3 		664184.6 		6 235702.8 		69.4		11.5

		6/19/25		2:02:49 AM		ST287		Still		269605_ST287_05		5380		664183.7 		6 235691.3 		664184.3 		6 235700.1 		69.6		8.8

		6/19/25		2:02:55 AM		ST287		Still		269605_ST287_06		5381		664183.7 		6 235691.3 		664184.5 		6 235697.0 		69.6		5.7

		6/19/25		2:03:01 AM		ST287		Still		269605_ST287_07		5382		664183.7 		6 235691.3 		664184.1 		6 235694.5 		69.5		3.3

		6/19/25		2:03:13 AM		ST287		Still		269605_ST287_08		5383		664183.7 		6 235691.3 		664183.8 		6 235689.4 		69.6		1.8

		6/19/25		2:03:20 AM		ST287		Still		269605_ST287_09		5384		664183.7 		6 235691.3 		664183.9 		6 235685.9 		69.6		5.4

		6/19/25		2:03:37 AM		ST287		Still		269605_ST287_10		5385		664183.7 		6 235691.3 		664182.8 		6 235677.9 		69.6		13.4

		6/19/25		2:03:49 AM		ST287		Still		269605_ST287_11		5386		664183.7 		6 235691.3 		664182.2 		6 235672.4 		69.7		18.9

		6/19/25		2:04:03 AM		ST287		Video		EOL		5387		664183.7 		6 235691.3 		664181.7 		6 235665.4 		69.3		25.9

		6/19/25		2:20:19 AM		ST287		DVV		FA/FB		5388		664183.7 		6 235691.3 		664179.5 		6 235702.2 		69.9		11.7

		6/19/25		2:29:04 AM		ST287		DVV		PC/PSD		5389		664183.7 		6 235691.3 		664186.0 		6 235711.5 		70.0		20.4

		6/19/25		3:04:44 AM		ST285		Video		SOL		5390		664845.3 		6 231746.6 		664860.3 		6 231833.7 		67.1		88.4

		6/19/25		3:04:54 AM		ST285		Still		269605_ST285_01		5391		664845.3 		6 231746.6 		664859.8 		6 231829.3 		69.8		83.9

		6/19/25		3:05:39 AM		ST285		Still		269605_ST285_02		5392		664845.3 		6 231746.6 		664858.3 		6 231800.6 		69.8		55.5

		6/19/25		3:05:45 AM		ST285		Still		269605_ST285_03		5393		664845.3 		6 231746.6 		664858.1 		6 231796.7 		69.9		51.7

		6/19/25		3:05:53 AM		ST285		Still		269605_ST285_04		5394		664845.3 		6 231746.6 		664857.5 		6 231792.3 		69.9		47.2

		6/19/25		3:05:59 AM		ST285		Still		269605_ST285_05		5395		664845.3 		6 231746.6 		664856.6 		6 231789.6 		69.8		44.4

		6/19/25		3:06:14 AM		ST285		Still		269605_ST285_06		5396		664845.3 		6 231746.6 		664855.1 		6 231780.3 		69.9		35.1

		6/19/25		3:06:41 AM		ST285		Still		269605_ST285_07		5397		664845.3 		6 231746.6 		664851.5 		6 231764.8 		70.0		19.2

		6/19/25		3:06:45 AM		ST285		Still		269605_ST285_08		5398		664845.3 		6 231746.6 		664851.2 		6 231763.2 		70.0		17.5

		6/19/25		3:06:54 AM		ST285		Still		269605_ST285_09		5399		664845.3 		6 231746.6 		664850.0 		6 231758.2 		69.9		12.5

		6/19/25		3:07:05 AM		ST285		Still		269605_ST285_10		5400		664845.3 		6 231746.6 		664848.1 		6 231752.3 		69.9		6.3

		6/19/25		3:07:18 AM		ST285		Still		269605_ST285_11		5401		664845.3 		6 231746.6 		664846.1 		6 231744.8 		69.8		2.0

		6/19/25		3:07:28 AM		ST285		Still		269605_ST285_12		5402		664845.3 		6 231746.6 		664845.2 		6 231739.0 		69.7		7.7

		6/19/25		3:07:42 AM		ST285		Still		269605_ST285_13		5403		664845.3 		6 231746.6 		664842.8 		6 231731.0 		69.9		15.9

		6/19/25		3:07:50 AM		ST285		Still		269605_ST285_14		5404		664845.3 		6 231746.6 		664841.3 		6 231726.5 		69.7		20.5

		6/19/25		3:08:01 AM		ST285		Still		269605_ST285_15		5405		664845.3 		6 231746.6 		664839.9 		6 231719.7 		69.9		27.4

		6/19/25		3:08:11 AM		ST285		Still		269605_ST285_16		5406		664845.3 		6 231746.6 		664838.3 		6 231714.1 		69.9		33.2

		6/19/25		3:08:25 AM		ST285		Still		269605_ST285_17		5407		664845.3 		6 231746.6 		664836.5 		6 231706.3 		69.8		41.3

		6/19/25		3:08:51 AM		ST285		Still		269605_ST285_18		5408		664845.3 		6 231746.6 		664831.6 		6 231691.1 		70.0		57.2

		6/19/25		3:09:03 AM		ST285		Still		269605_ST285_19		5409		664845.3 		6 231746.6 		664828.8 		6 231684.6 		70.1		64.2

		6/19/25		3:09:22 AM		ST285		Still		269605_ST285_20		5410		664845.3 		6 231746.6 		664824.8 		6 231673.3 		70.0		76.2

		6/19/25		3:09:34 AM		ST285		Still		269605_ST285_21		5411		664845.3 		6 231746.6 		664822.2 		6 231666.8 		70.0		83.1

		6/19/25		3:09:50 AM		ST285		Still		269605_ST285_22		5412		664845.3 		6 231746.6 		664818.3 		6 231656.8 		70.1		93.8

		6/19/25		3:09:57 AM		ST285		Still		269605_ST285_23		5413		664845.3 		6 231746.6 		664817.2 		6 231653.9 		69.9		96.9

		6/19/25		3:10:11 AM		ST285		Still		269605_ST285_24		5414		664845.3 		6 231746.6 		664814.1 		6 231646.9 		70.0		104.5

		6/19/25		3:10:40 AM		ST285		Video		EOL		5415		664845.3 		6 231746.6 		664809.8 		6 231633.0 		69.9		119.1

		6/19/25		3:24:26 AM		ST285		DVV		FA/FB		5416		664845.3 		6 231746.6 		664821.3 		6 231743.2 		64.6		24.2

		6/19/25		3:33:14 AM		ST285		DVV		PC/PSD/eDNA		5417		664845.3 		6 231746.6 		664844.4 		6 231741.1 		70.1		5.7

		6/19/25		4:05:25 AM		ST285		WS		BOT		5418		664845.3 		6 231746.6 		664834.9 		6 231726.8 		67.8		22.4

		6/19/25		4:12:39 AM		ST285		WS		TOP		5419		664845.3 		6 231746.6 		664866.8 		6 231744.4 		2.5		21.7

		6/19/25		5:35:28 AM		ST283		Video		SOL		5420		665506.8 		6 227802.0 		665505.8 		6 227779.9 		72.1		22.2

		6/19/25		5:35:48 AM		ST283		Still		269605_ST283_01		5421		665506.8 		6 227802.0 		665507.5 		6 227788.6 		72.1		13.5

		6/19/25		5:35:53 AM		ST283		Still		269605_ST283_02		5422		665506.8 		6 227802.0 		665507.6 		6 227791.1 		72.3		10.9

		6/19/25		5:36:02 AM		ST283		Still		269605_ST283_03		5423		665506.8 		6 227802.0 		665507.9 		6 227795.3 		72.1		6.8

		6/19/25		5:36:13 AM		ST283		Still		269605_ST283_04		5424		665506.8 		6 227802.0 		665508.4 		6 227801.4 		72.3		1.6

		6/19/25		5:36:25 AM		ST283		Still		269605_ST283_05		5425		665506.8 		6 227802.0 		665509.6 		6 227806.7 		72.3		5.5

		6/19/25		5:36:36 AM		ST283		Still		269605_ST283_06		5426		665506.8 		6 227802.0 		665510.7 		6 227812.0 		72.2		10.7

		6/19/25		5:36:51 AM		ST283		Still		269605_ST283_07		5427		665506.8 		6 227802.0 		665511.5 		6 227818.8 		72.2		17.4

		6/19/25		5:37:15 AM		ST283		Still		269605_ST283_08		5428		665506.8 		6 227802.0 		665513.1 		6 227829.0 		72.1		27.7

		6/19/25		5:37:23 AM		ST283		Video		EOL		5429		665506.8 		6 227802.0 		665513.5 		6 227832.7 		72.3		31.4

		6/19/25		5:52:27 AM		ST283		DVV		PC/PSD		5430		665506.8 		6 227802.0 		665498.7 		6 227789.8 		72.7		14.6

		6/19/25		6:06:56 AM		ST283		DVV		FA/FB		5431		665506.8 		6 227802.0 		665500.6 		6 227792.8 		72.8		11.1

		6/19/25		6:47:18 AM		ST281		Video		SOL		5432		666168.4 		6 223857.3 		666158.6 		6 223824.2 		78.3		34.6

		6/19/25		6:47:29 AM		ST281		Still		269605_ST281_01		5433		666168.4 		6 223857.3 		666159.6 		6 223827.7 		78.1		31.0

		6/19/25		6:47:42 AM		ST281		Still		269605_ST281_02		5434		666168.4 		6 223857.3 		666161.1 		6 223833.1 		78.2		25.4

		6/19/25		6:47:58 AM		ST281		Still		269605_ST281_03		5435		666168.4 		6 223857.3 		666162.5 		6 223838.6 		78.3		19.7

		6/19/25		6:48:21 AM		ST281		Still		269605_ST281_04		5436		666168.4 		6 223857.3 		666163.9 		6 223845.9 		78.3		12.3

		6/19/25		6:48:47 AM		ST281		Still		269605_ST281_05		5437		666168.4 		6 223857.3 		666166.5 		6 223854.5 		78.2		3.4

		6/19/25		6:49:08 AM		ST281		Still		269605_ST281_06		5438		666168.4 		6 223857.3 		666168.9 		6 223861.5 		78.2		4.2

		6/19/25		6:49:37 AM		ST281		Still		269605_ST281_07		5439		666168.4 		6 223857.3 		666171.4 		6 223871.1 		78.3		14.1

		6/19/25		6:50:02 AM		ST281		Still		269605_ST281_08		5440		666168.4 		6 223857.3 		666173.5 		6 223879.6 		78.3		22.8

		6/19/25		6:50:11 AM		ST281		Still		269605_ST281_09		5441		666168.4 		6 223857.3 		666173.6 		6 223882.7 		78.2		25.8

		6/19/25		6:50:17 AM		ST281		Video		EOL		5442		666168.4 		6 223857.3 		666174.1 		6 223884.5 		78.2		27.8

		6/19/25		7:06:39 AM		ST281		DVV		PC/PSD		5443		666168.4 		6 223857.3 		666161.3 		6 223848.8 		78.7		11.1

		6/19/25		7:22:56 AM		ST281		DVV		FA/FB		5444		666168.4 		6 223857.3 		666159.5 		6 223850.5 		78.7		11.2

		6/19/25		7:53:50 AM		ST280		Video		SOL		5445		666499.2 		6 221885.0 		666468.3 		6 221806.4 		75.5		84.5

		6/19/25		7:54:03 AM		ST280		Still		269605_ST280_01		5446		666499.2 		6 221885.0 		666471.6 		6 221812.2 		75.5		77.9

		6/19/25		7:54:17 AM		ST280		Still		269605_ST280_02		5447		666499.2 		6 221885.0 		666474.0 		6 221817.2 		75.7		72.4

		6/19/25		7:54:38 AM		ST280		Still		269605_ST280_03		5448		666499.2 		6 221885.0 		666478.1 		6 221824.8 		75.6		63.8

		6/19/25		7:55:05 AM		ST280		Still		269605_ST280_04		5449		666499.2 		6 221885.0 		666481.9 		6 221835.0 		75.8		52.9

		6/19/25		7:55:36 AM		ST280		Still		269605_ST280_05		5450		666499.2 		6 221885.0 		666484.6 		6 221844.9 		75.7		42.7

		6/19/25		7:55:43 AM		ST280		Still		269605_ST280_06		5451		666499.2 		6 221885.0 		666485.2 		6 221847.1 		75.6		40.4

		6/19/25		7:55:56 AM		ST280		Still		269605_ST280_07		5452		666499.2 		6 221885.0 		666486.6 		6 221851.5 		76.0		35.8

		6/19/25		7:56:16 AM		ST280		Still		269605_ST280_08		5453		666499.2 		6 221885.0 		666488.1 		6 221858.3 		76.0		28.9

		6/19/25		7:56:58 AM		ST280		Still		269605_ST280_09		5454		666499.2 		6 221885.0 		666490.3 		6 221873.0 		76.2		15.0

		6/19/25		7:57:24 AM		ST280		Still		269605_ST280_10		5455		666499.2 		6 221885.0 		666490.6 		6 221881.5 		76.2		9.3

		6/19/25		7:57:38 AM		ST280		Still		269605_ST280_11		5456		666499.2 		6 221885.0 		666490.9 		6 221886.2 		76.2		8.4

		6/19/25		7:58:10 AM		ST280		Still		269605_ST280_12		5457		666499.2 		6 221885.0 		666491.1 		6 221897.5 		75.9		14.8

		6/19/25		7:58:46 AM		ST280		Still		269605_ST280_13		5458		666499.2 		6 221885.0 		666490.2 		6 221911.8 		76.2		28.2

		6/19/25		7:59:03 AM		ST280		Still		269605_ST280_14		5459		666499.2 		6 221885.0 		666489.5 		6 221917.6 		76.2		34.0

		6/19/25		7:59:31 AM		ST280		Still		269605_ST280_15		5460		666499.2 		6 221885.0 		666488.2 		6 221928.2 		76.3		44.6

		6/19/25		7:59:58 AM		ST280		Still		269605_ST280_16		5461		666499.2 		6 221885.0 		666487.3 		6 221938.0 		76.3		54.3

		6/19/25		8:00:34 AM		ST280		Still		269605_ST280_17		5462		666499.2 		6 221885.0 		666487.5 		6 221950.6 		76.4		66.6

		6/19/25		8:00:43 AM		ST280		Still		269605_ST280_18		5463		666499.2 		6 221885.0 		666487.4 		6 221953.8 		76.6		69.8

		6/19/25		8:01:08 AM		ST280		Still		269605_ST280_19		5464		666499.2 		6 221885.0 		666486.6 		6 221962.7 		76.6		78.7

		6/19/25		8:01:36 AM		ST280		Still		269605_ST280_20		5465		666499.2 		6 221885.0 		666486.2 		6 221971.7 		76.6		87.7

		6/19/25		8:01:58 AM		ST280		Still		269605_ST280_21		5466		666499.2 		6 221885.0 		666484.6 		6 221979.1 		76.8		95.2

		6/19/25		8:02:19 AM		ST280		Still		269605_ST280_22		5467		666499.2 		6 221885.0 		666483.0 		6 221985.2 		76.8		101.5

		6/19/25		8:02:39 AM		ST280		Still		269605_ST280_23		5468		666499.2 		6 221885.0 		666480.7 		6 221991.5 		76.7		108.1

		6/19/25		8:03:00 AM		ST280		Video		EOL		5469		666499.2 		6 221885.0 		666477.7 		6 221997.8 		76.7		114.8

		6/19/25		8:35:25 AM		ST279		Video		SOL		5470		666830.0 		6 219912.7 		666822.6 		6 219883.7 		76.5		29.9

		6/19/25		8:35:36 AM		ST279		Still		269605_ST279_01		5471		666830.0 		6 219912.7 		666821.7 		6 219888.3 		76.6		25.7

		6/19/25		8:35:50 AM		ST279		Still		269605_ST279_02		5472		666830.0 		6 219912.7 		666821.8 		6 219894.6 		76.4		19.8

		6/19/25		8:36:00 AM		ST279		Still		269605_ST279_03		5473		666830.0 		6 219912.7 		666822.2 		6 219898.6 		76.5		16.2

		6/19/25		8:36:12 AM		ST279		Still		269605_ST279_04		5474		666830.0 		6 219912.7 		666821.8 		6 219902.6 		76.4		12.9

		6/19/25		8:36:25 AM		ST279		Still		269605_ST279_05		5475		666830.0 		6 219912.7 		666821.8 		6 219907.1 		76.4		9.9

		6/19/25		8:36:41 AM		ST279		Still		269605_ST279_06		5476		666830.0 		6 219912.7 		666821.4 		6 219912.7 		76.5		8.6

		6/19/25		8:36:56 AM		ST279		Still		269605_ST279_07		5477		666830.0 		6 219912.7 		666821.1 		6 219918.6 		76.6		10.6

		6/19/25		8:37:10 AM		ST279		Still		269605_ST279_08		5478		666830.0 		6 219912.7 		666821.0 		6 219922.3 		76.5		13.2

		6/19/25		8:37:31 AM		ST279		Still		269605_ST279_09		5479		666830.0 		6 219912.7 		666819.9 		6 219927.5 		76.4		18.0

		6/19/25		8:37:46 AM		ST279		Still		269605_ST279_10		5480		666830.0 		6 219912.7 		666819.1 		6 219932.0 		76.4		22.2

		6/19/25		8:37:59 AM		ST279		Still		269605_ST279_11		5481		666830.0 		6 219912.7 		666818.1 		6 219936.0 		76.5		26.2

		6/19/25		8:38:04 AM		ST279		Video		EOL		5482		666830.0 		6 219912.7 		666817.8 		6 219937.4 		76.5		27.6

		6/19/25		8:51:49 AM		ST279		DVV		PC/PSD		5483		666830.0 		6 219912.7 		666834.3 		6 219914.0 		76.9		4.5

		6/19/25		9:06:46 AM		ST279		DVV		FA/FB		5484		666830.0 		6 219912.7 		666838.0 		6 219915.5 		76.9		8.4

		6/19/25		9:42:02 AM		ST277		Video		SOL_A		5485		667491.6 		6 215968.0 		667476.0 		6 216000.2 		78.4		35.8		Abandoned as drifting out of circle, restarted at fix 5490

		6/19/25		9:42:19 AM		ST277		Still		269605_ST277_01		5486		667491.6 		6 215968.0 		667476.3 		6 215994.2 		78.3		30.3

		6/19/25		9:42:28 AM		ST277		Still		269605_ST277_02		5487		667491.6 		6 215968.0 		667476.2 		6 215991.1 		78.4		27.7

		6/19/25		9:42:47 AM		ST277		Still		269605_ST277_03		5488		667491.6 		6 215968.0 		667476.4 		6 215984.4 		78.5		22.4

		6/19/25		9:43:16 AM		ST277		Video		EOL		5489		667491.6 		6 215968.0 		667476.6 		6 215975.1 		78.5		16.6

		6/19/25		9:49:41 AM		ST277a		Video		SOL		5490		667491.6 		6 215968.0 		667501.9 		6 215939.8 		78.6		30.0

		6/19/25		9:49:53 AM		ST277a		Still		269605_ST277a_01		5491		667491.6 		6 215968.0 		667502.5 		6 215943.8 		78.6		26.6

		6/19/25		9:50:14 AM		ST277a		Still		269605_ST277a_02		5492		667491.6 		6 215968.0 		667501.7 		6 215950.3 		78.4		20.4

		6/19/25		9:50:24 AM		ST277a		Still		269605_ST277a_03		5493		667491.6 		6 215968.0 		667500.9 		6 215953.6 		78.5		17.1

		6/19/25		9:50:44 AM		ST277a		Still		269605_ST277a_04		5494		667491.6 		6 215968.0 		667499.1 		6 215958.7 		78.5		11.9

		6/19/25		9:51:20 AM		ST277a		Still		269605_ST277a_05		5495		667491.6 		6 215968.0 		667496.0 		6 215969.2 		78.5		4.6

		6/19/25		9:51:41 AM		ST277a		Still		269605_ST277a_06		5496		667491.6 		6 215968.0 		667494.5 		6 215975.4 		78.5		8.0

		6/19/25		9:52:04 AM		ST277a		Still		269605_ST277a_07		5497		667491.6 		6 215968.0 		667493.1 		6 215981.3 		78.5		13.4

		6/19/25		9:52:26 AM		ST277a		Still		269605_ST277a_08		5498		667491.6 		6 215968.0 		667491.2 		6 215987.1 		78.5		19.1

		6/19/25		9:52:51 AM		ST277a		Still		269605_ST277a_09		5499		667491.6 		6 215968.0 		667491.1 		6 215993.9 		78.3		25.9

		6/19/25		9:52:58 AM		ST277a		Video		EOL		5500		667491.6 		6 215968.0 		667491.3 		6 215995.7 		78.3		27.7

		6/19/25		10:07:40 AM		ST277		DVV		PC/PSD		5501		667491.6 		6 215968.0 		667474.9 		6 215972.0 		78.6		17.1

		6/19/25		10:22:38 AM		ST277		DVV		FA/FB		5502		667491.6 		6 215968.0 		667503.1 		6 215979.8 		78.6		16.5

		6/19/25		11:08:45 AM		ST275		Video		SOL		5503		668286.6 		6 212049.6 		668261.7 		6 212158.4 		84.6		111.6

		6/19/25		11:09:07 AM		ST275		Still		269605_ST275_01		5504		668286.6 		6 212049.6 		668262.3 		6 212150.7 		84.5		103.9

		6/19/25		11:09:23 AM		ST275		Still		269605_ST275_02		5505		668286.6 		6 212049.6 		668262.0 		6 212145.1 		84.5		98.6

		6/19/25		11:09:57 AM		ST275		Still		269605_ST275_03		5506		668286.6 		6 212049.6 		668259.8 		6 212133.6 		84.2		88.1

		6/19/25		11:10:30 AM		ST275		Still		269605_ST275_04		5507		668286.6 		6 212049.6 		668259.0 		6 212122.5 		84.0		78.0

		6/19/25		11:10:53 AM		ST275		Still		269605_ST275_05		5508		668286.6 		6 212049.6 		668259.2 		6 212114.7 		83.7		70.6

		6/19/25		11:11:27 AM		ST275		Still		269605_ST275_06		5509		668286.6 		6 212049.6 		668258.8 		6 212102.8 		83.2		60.0

		6/19/25		11:12:07 AM		ST275		Still		269605_ST275_07		5510		668286.6 		6 212049.6 		668261.2 		6 212088.0 		82.9		46.0

		6/19/25		11:12:59 AM		ST275		Still		269605_ST275_08		5511		668286.6 		6 212049.6 		668270.6 		6 212071.0 		82.8		26.6

		6/19/25		11:13:57 AM		ST275		Still		269605_ST275_09		5512		668286.6 		6 212049.6 		668287.9 		6 212058.9 		82.5		9.4

		6/19/25		11:14:41 AM		ST275		Still		269605_ST275_10		5513		668286.6 		6 212049.6 		668303.6 		6 212054.6 		82.8		17.7

		6/19/25		11:15:23 AM		ST275		Still		269605_ST275_11		5514		668286.6 		6 212049.6 		668318.4 		6 212050.6 		82.8		31.9

		6/19/25		11:16:15 AM		ST275		Still		269605_ST275_12		5515		668286.6 		6 212049.6 		668328.4 		6 212041.1 		82.7		42.6

		6/19/25		11:16:47 AM		ST275		Still		269605_ST275_13		5516		668286.6 		6 212049.6 		668329.1 		6 212031.8 		82.7		46.1

		6/19/25		11:17:15 AM		ST275		Still		269605_ST275_14		5517		668286.6 		6 212049.6 		668328.0 		6 212023.6 		82.7		48.9

		6/19/25		11:18:20 AM		ST275		Still		269605_ST275_15		5518		668286.6 		6 212049.6 		668320.9 		6 212010.1 		82.3		52.4

		6/19/25		11:19:26 AM		ST275		Still		269605_ST275_16		5519		668286.6 		6 212049.6 		668308.0 		6 212002.1 		81.8		52.2

		6/19/25		11:20:17 AM		ST275		Still		269605_ST275_17		5520		668286.6 		6 212049.6 		668303.7 		6 211987.5 		82.1		64.4

		6/19/25		11:20:49 AM		ST275		Still		269605_ST275_18		5521		668286.6 		6 212049.6 		668303.9 		6 211978.3 		82.1		73.4

		6/19/25		11:21:31 AM		ST275		Still		269605_ST275_19		5522		668286.6 		6 212049.6 		668301.4 		6 211968.3 		81.6		82.6

		6/19/25		11:22:14 AM		ST275		Still		269605_ST275_20		5523		668286.6 		6 212049.6 		668294.6 		6 211956.5 		81.3		93.5

		6/19/25		11:22:37 AM		ST275		Video		EOL		5524		668286.6 		6 212049.6 		668289.7 		6 211950.3 		80.8		99.4

		6/19/25		11:39:01 AM		ST275		DVV		PC/PSD		5525		668286.6 		6 212049.6 		668290.5 		6 212070.8 		83.2		21.5

		6/19/25		11:57:30 AM		ST275		DVV		FA/FB		5526		668286.6 		6 212049.6 		668287.4 		6 212068.8 		82.9		19.2

		6/19/25		12:20:15 PM		ST275		WS		BOT		5527		668286.6 		6 212049.6 		668282.9 		6 212073.5 		74.5		24.2

		6/19/25		12:27:51 PM		ST275		WS		TOP		5528		668286.6 		6 212049.6 		668277.3 		6 212064.7 		0.6		17.7

		6/19/25		2:18:46 PM		ST270a		Video		SOL		5529		670514.0 		6 201797.0 		670507.2 		6 201920.3 		76.2		123.5

		6/19/25		2:19:10 PM		ST270a		Still		269605_ST270a_01		5530		670514.0 		6 201797.0 		670505.9 		6 201910.6 		76.3		113.8

		6/19/25		2:19:28 PM		ST270a		Still		269605_ST270a_02		5531		670514.0 		6 201797.0 		670504.2 		6 201904.2 		76.2		107.7

		6/19/25		2:19:36 PM		ST270a		Still		269605_ST270a_03		5532		670514.0 		6 201797.0 		670502.6 		6 201900.4 		76.3		104.0

		6/19/25		2:19:47 PM		ST270a		Still		269605_ST270a_04		5533		670514.0 		6 201797.0 		670501.0 		6 201896.1 		76.3		99.9

		6/19/25		2:20:05 PM		ST270a		Still		269605_ST270a_05		5534		670514.0 		6 201797.0 		670498.9 		6 201889.8 		76.0		94.0

		6/19/25		2:20:17 PM		ST270a		Still		269605_ST270a_06		5535		670514.0 		6 201797.0 		670497.3 		6 201886.4 		76.0		91.0

		6/19/25		2:20:29 PM		ST270a		Still		269605_ST270a_07		5536		670514.0 		6 201797.0 		670495.9 		6 201882.2 		76.2		87.1

		6/19/25		2:20:36 PM		ST270a		Still		269605_ST270a_08		5537		670514.0 		6 201797.0 		670495.9 		6 201879.8 		76.0		84.8

		6/19/25		2:20:42 PM		ST270a		Still		269605_ST270a_09		5538		670514.0 		6 201797.0 		670495.7 		6 201878.3 		75.9		83.3

		6/19/25		2:20:51 PM		ST270a		Still		269605_ST270a_10		5539		670514.0 		6 201797.0 		670495.6 		6 201875.6 		75.9		80.7

		6/19/25		2:21:01 PM		ST270a		Still		269605_ST270a_11		5540		670514.0 		6 201797.0 		670495.9 		6 201872.3 		75.8		77.5

		6/19/25		2:21:17 PM		ST270a		Still		269605_ST270a_12		5541		670514.0 		6 201797.0 		670496.4 		6 201866.7 		75.9		71.9

		6/19/25		2:21:40 PM		ST270a		Still		269605_ST270a_13		5542		670514.0 		6 201797.0 		670496.2 		6 201860.2 		75.8		65.7

		6/19/25		2:21:47 PM		ST270a		Still		269605_ST270a_14		5543		670514.0 		6 201797.0 		670495.8 		6 201857.6 		75.7		63.3

		6/19/25		2:22:05 PM		ST270a		Still		269605_ST270a_15		5544		670514.0 		6 201797.0 		670496.0 		6 201851.1 		75.6		57.0

		6/19/25		2:22:18 PM		ST270a		Still		269605_ST270a_16		5545		670514.0 		6 201797.0 		670496.8 		6 201845.5 		75.8		51.5

		6/19/25		2:22:37 PM		ST270a		Still		269605_ST270a_17		5546		670514.0 		6 201797.0 		670498.6 		6 201838.5 		75.7		44.3

		6/19/25		2:22:43 PM		ST270a		Still		269605_ST270a_18		5547		670514.0 		6 201797.0 		670499.7 		6 201836.5 		75.8		42.0

		6/19/25		2:23:23 PM		ST270a		Still		269605_ST270a_19		5548		670514.0 		6 201797.0 		670508.0 		6 201825.5 		75.5		29.1

		6/19/25		2:23:34 PM		ST270a		Still		269605_ST270a_20		5549		670514.0 		6 201797.0 		670511.2 		6 201822.1 		75.6		25.2

		6/19/25		2:23:47 PM		ST270a		Still		269605_ST270a_21		5550		670514.0 		6 201797.0 		670514.8 		6 201818.6 		75.6		21.6

		6/19/25		2:24:00 PM		ST270a		Still		269605_ST270a_22		5551		670514.0 		6 201797.0 		670517.7 		6 201814.8 		75.5		18.2

		6/19/25		2:24:46 PM		ST270a		Still		269605_ST270a_23		5552		670514.0 		6 201797.0 		670524.3 		6 201800.2 		75.4		10.8

		6/19/25		2:25:18 PM		ST270a		Still		269605_ST270a_24		5553		670514.0 		6 201797.0 		670528.2 		6 201788.2 		75.1		16.7

		6/19/25		2:25:21 PM		ST270a		Still		269605_ST270a_25		5554		670514.0 		6 201797.0 		670528.9 		6 201787.1 		75.4		17.9

		6/19/25		2:25:49 PM		ST270a		Still		269605_ST270a_26		5555		670514.0 		6 201797.0 		670533.2 		6 201776.7 		75.4		27.9

		6/19/25		2:26:01 PM		ST270a		Still		269605_ST270a_27		5556		670514.0 		6 201797.0 		670535.3 		6 201771.9 		75.5		32.9

		6/19/25		2:26:19 PM		ST270a		Still		269605_ST270a_28		5557		670514.0 		6 201797.0 		670537.3 		6 201765.0 		75.4		39.6

		6/19/25		2:26:30 PM		ST270a		Still		269605_ST270a_29		5558		670514.0 		6 201797.0 		670538.2 		6 201760.7 		75.3		43.6

		6/19/25		2:26:56 PM		ST270a		Still		269605_ST270a_30		5559		670514.0 		6 201797.0 		670539.5 		6 201750.9 		75.1		52.7

		6/19/25		2:27:25 PM		ST270a		Still		269605_ST270a_31		5560		670514.0 		6 201797.0 		670539.7 		6 201740.3 		75.1		62.3

		6/19/25		2:27:51 PM		ST270a		Still		269605_ST270a_32		5561		670514.0 		6 201797.0 		670537.7 		6 201728.8 		75.2		72.2

		6/19/25		2:28:02 PM		ST270a		Still		269605_ST270a_33		5562		670514.0 		6 201797.0 		670536.6 		6 201724.4 		75.2		76.1

		6/19/25		2:28:12 PM		ST270a		Still		No photo		5563		670514.0 		6 201797.0 		670535.2 		6 201720.2 		75.5		79.7

		6/19/25		2:28:29 PM		ST270a		Still		269605_ST270a_34		5564		670514.0 		6 201797.0 		670532.5 		6 201715.2 		75.3		83.8

		6/19/25		2:28:47 PM		ST270a		Still		269605_ST270a_35		5565		670514.0 		6 201797.0 		670527.5 		6 201707.9 		75.3		90.1

		6/19/25		2:28:59 PM		ST270a		Still		269605_ST270a_36		5566		670514.0 		6 201797.0 		670524.1 		6 201704.2 		75.2		93.4

		6/19/25		2:29:23 PM		ST270a		Still		269605_ST270a_37		5567		670514.0 		6 201797.0 		670515.4 		6 201699.6 		75.5		97.5

		6/19/25		2:29:46 PM		ST270a		Still		269605_ST270a_38		5568		670514.0 		6 201797.0 		670505.6 		6 201696.4 		75.4		100.9

		6/19/25		2:30:02 PM		ST270a		Still		269605_ST270a_39		5569		670514.0 		6 201797.0 		670499.1 		6 201693.8 		75.5		104.3

		6/19/25		2:30:14 PM		ST270a		Still		269605_ST270a_40		5570		670514.0 		6 201797.0 		670495.2 		6 201691.6 		75.5		107.0

		6/19/25		2:30:36 PM		ST270a		Still		269605_ST270a_41		5571		670514.0 		6 201797.0 		670489.7 		6 201686.3 		75.3		113.3

		6/19/25		2:30:52 PM		ST270a		Still		269605_ST270a_42		5572		670514.0 		6 201797.0 		670486.5 		6 201682.9 		75.5		117.4

		6/19/25		2:31:08 PM		ST270a		Still		269605_ST270a_43		5573		670514.0 		6 201797.0 		670483.4 		6 201678.8 		75.6		122.1

		6/19/25		2:31:23 PM		ST270a		Still		269605_ST270a_44		5574		670514.0 		6 201797.0 		670479.7 		6 201674.5 		75.6		127.2

		6/19/25		2:31:46 PM		ST270a		Still		269605_ST270a_45		5575		670514.0 		6 201797.0 		670472.8 		6 201668.4 		75.6		135.0

		6/19/25		2:32:04 PM		ST270a		Still		269605_ST270a_46		5576		670514.0 		6 201797.0 		670466.6 		6 201663.6 		75.9		141.5

		6/19/25		2:32:22 PM		ST270a		Still		269605_ST270a_47		5577		670514.0 		6 201797.0 		670461.4 		6 201658.1 		76.0		148.5

		6/19/25		2:32:34 PM		ST270a		Still		269605_ST270a_48		5578		670514.0 		6 201797.0 		670458.6 		6 201654.5 		75.9		152.9

		6/19/25		2:32:57 PM		ST270a		Still		269605_ST270a_49		5579		670514.0 		6 201797.0 		670453.7 		6 201646.7 		75.8		161.9

		6/19/25		2:33:06 PM		ST270a		Still		269605_ST270a_50		5580		670514.0 		6 201797.0 		670451.7 		6 201643.2 		76.0		165.9

		6/19/25		2:33:17 PM		ST270a		Still		269605_ST270a_51		5581		670514.0 		6 201797.0 		670450.2 		6 201638.7 		76.1		170.6

		6/19/25		2:33:28 PM		ST270a		Still		269605_ST270a_52		5582		670514.0 		6 201797.0 		670449.5 		6 201634.5 		76.2		174.9

		6/19/25		2:33:46 PM		ST270a		Still		269605_ST270a_53		5583		670514.0 		6 201797.0 		670448.6 		6 201627.6 		76.3		181.6

		6/19/25		2:34:08 PM		ST270a		Still		269605_ST270a_54		5584		670514.0 		6 201797.0 		670448.6 		6 201619.3 		76.3		189.3

		6/19/25		2:34:37 PM		ST270a		Still		269605_ST270a_55		5585		670514.0 		6 201797.0 		670448.6 		6 201608.8 		76.3		199.2

		6/19/25		2:34:53 PM		ST270a		Still		269605_ST270a_56		5586		670514.0 		6 201797.0 		670447.2 		6 201603.6 		76.5		204.6

		6/19/25		2:34:58 PM		ST270a		Still		269605_ST270a_57		5587		670514.0 		6 201797.0 		670446.8 		6 201601.7 		76.6		206.5

		6/19/25		2:35:24 PM		ST270a		Video		EOL		5588		670514.0 		6 201797.0 		670444.2 		6 201592.4 		76.5		216.1

		6/19/25		4:26:16 PM		ST258		Video		SOL		5589		675693.0 		6 179614.0 		675683.9 		6 179724.0 		70.5		110.4

		6/19/25		4:26:30 PM		ST258		Still		269605_ST258_01		5590		675693.0 		6 179614.0 		675680.6 		6 179718.4 		71.1		105.1

		6/19/25		4:26:42 PM		ST258		Still		269605_ST258_02		5591		675693.0 		6 179614.0 		675678.2 		6 179714.1 		71.0		101.1

		6/19/25		4:26:52 PM		ST258		Still		269605_ST258_03		5592		675693.0 		6 179614.0 		675676.5 		6 179710.1 		71.1		97.5

		6/19/25		4:27:17 PM		ST258		Still		269605_ST258_04		5593		675693.0 		6 179614.0 		675671.8 		6 179700.0 		71.0		88.6

		6/19/25		4:27:29 PM		ST258		Still		269605_ST258_05		5594		675693.0 		6 179614.0 		675670.9 		6 179694.9 		71.1		83.8

		6/19/25		4:27:45 PM		ST258		Still		269605_ST258_06		5595		675693.0 		6 179614.0 		675670.3 		6 179688.2 		71.1		77.6

		6/19/25		4:28:04 PM		ST258		Still		269605_ST258_07		5596		675693.0 		6 179614.0 		675670.2 		6 179680.0 		70.9		69.9

		6/19/25		4:28:18 PM		ST258		Still		269605_ST258_08		5597		675693.0 		6 179614.0 		675670.2 		6 179674.0 		71.1		64.2

		6/19/25		4:28:34 PM		ST258		Still		269605_ST258_09		5598		675693.0 		6 179614.0 		675669.7 		6 179666.4 		71.4		57.4

		6/19/25		4:28:52 PM		ST258		Still		269605_ST258_10		5599		675693.0 		6 179614.0 		675669.8 		6 179658.5 		70.9		50.2

		6/19/25		4:29:06 PM		ST258		Still		269605_ST258_11		5600		675693.0 		6 179614.0 		675670.9 		6 179652.2 		71.0		44.1

		6/19/25		4:29:24 PM		ST258		Still		269605_ST258_12		5601		675693.0 		6 179614.0 		675672.4 		6 179643.5 		71.0		35.9

		6/19/25		4:29:38 PM		ST258		Still		269605_ST258_13		5602		675693.0 		6 179614.0 		675674.6 		6 179637.0 		71.0		29.5

		6/19/25		4:30:04 PM		ST258		Still		269605_ST258_14		5603		675693.0 		6 179614.0 		675680.5 		6 179625.6 		70.9		17.1

		6/19/25		4:30:22 PM		ST258		Still		269605_ST258_15		5604		675693.0 		6 179614.0 		675686.6 		6 179618.4 		71.0		7.8

		6/19/25		4:30:43 PM		ST258		Still		269605_ST258_16		5605		675693.0 		6 179614.0 		675693.5 		6 179611.0 		70.6		3.0

		6/19/25		4:30:58 PM		ST258		Still		269605_ST258_17		5606		675693.0 		6 179614.0 		675698.6 		6 179605.6 		70.8		10.1

		6/19/25		4:31:28 PM		ST258		Still		269605_ST258_18		5607		675693.0 		6 179614.0 		675709.2 		6 179594.9 		70.8		25.0

		6/19/25		4:31:42 PM		ST258		Still		269605_ST258_19		5608		675693.0 		6 179614.0 		675713.9 		6 179590.5 		71.0		31.4

		6/19/25		4:32:01 PM		ST258		Still		269605_ST258_20		5609		675693.0 		6 179614.0 		675719.8 		6 179584.1 		71.0		40.2

		6/19/25		4:32:15 PM		ST258		Still		269605_ST258_21		5610		675693.0 		6 179614.0 		675724.5 		6 179580.1 		71.1		46.3

		6/19/25		4:32:45 PM		ST258		Still		269605_ST258_22		5611		675693.0 		6 179614.0 		675732.1 		6 179570.8 		70.9		58.3

		6/19/25		4:33:01 PM		ST258		Still		269605_ST258_23		5612		675693.0 		6 179614.0 		675736.0 		6 179565.8 		70.9		64.5

		6/19/25		4:33:10 PM		ST258		Still		269605_ST258_24		5613		675693.0 		6 179614.0 		675738.0 		6 179563.2 		70.9		67.8

		6/19/25		4:33:45 PM		ST258		Still		269605_ST258_25		5614		675693.0 		6 179614.0 		675745.7 		6 179552.7 		70.9		80.8

		6/19/25		4:33:58 PM		ST258		Still		269605_ST258_26		5615		675693.0 		6 179614.0 		675748.0 		6 179549.8 		70.8		84.6

		6/19/25		4:34:10 PM		ST258		Still		269605_ST258_27		5616		675693.0 		6 179614.0 		675750.3 		6 179546.8 		70.9		88.3

		6/19/25		4:34:33 PM		ST258		Still		269605_ST258_28		5617		675693.0 		6 179614.0 		675755.3 		6 179540.6 		70.8		96.3

		6/19/25		4:34:38 PM		ST258		Still		269605_ST258_29		5618		675693.0 		6 179614.0 		675756.2 		6 179539.3 		70.7		97.9

		6/19/25		4:34:54 PM		ST258		Video		EOL		5619		675693.0 		6 179614.0 		675758.4 		6 179535.1 		70.6		102.5

		6/19/25		4:51:02 PM		ST258		DVV		NS1/NS2		5620		675693.0 		6 179614.0 		675683.7 		6 179631.0 		71.4		19.4

		6/19/25		4:58:09 PM		ST258		DVV		NS3/NS4		5621		675693.0 		6 179614.0 		675670.6 		6 179617.6 		71.4		22.7

		6/19/25		5:11:48 PM		ST258		DVV		NS5/NS6		5622		675693.0 		6 179614.0 		675695.9 		6 179610.4 		71.4		4.6

		6/19/25		5:46:08 PM		ST258		HG		NS7		5623		675693.0 		6 179614.0 		675685.7 		6 179629.9 		72.0		17.5

		6/19/25		6:01:53 PM		ST258		HG		NS8		5624		675693.0 		6 179614.0 		675676.6 		6 179605.9 		72.1		18.3

		6/19/25		6:14:17 PM		ST258		HG		NS9		5625		675693.0 		6 179614.0 		675694.9 		6 179638.6 		72.1		24.7

		6/19/25		6:41:31 PM		ST257		Video		SOL		5626		675886.8 		6 177600.3 		675866.7 		6 177617.5 		79.0		26.5

		6/19/25		6:41:35 PM		ST257		Still		269605_ST257_01		5627		675886.8 		6 177600.3 		675867.6 		6 177616.4 		79.2		25.0

		6/19/25		6:41:51 PM		ST257		Still		269605_ST257_02		5628		675886.8 		6 177600.3 		675871.0 		6 177611.7 		79.0		19.5

		6/19/25		6:42:10 PM		ST257		Still		269605_ST257_03		5629		675886.8 		6 177600.3 		675876.1 		6 177605.7 		79.0		12.1

		6/19/25		6:42:29 PM		ST257		Still		269605_ST257_04		5630		675886.8 		6 177600.3 		675882.8 		6 177600.1 		78.9		4.0

		6/19/25		6:42:43 PM		ST257		Still		269605_ST257_05		5631		675886.8 		6 177600.3 		675888.6 		6 177596.5 		79.1		4.2

		6/19/25		6:42:55 PM		ST257		Still		269605_ST257_06		5632		675886.8 		6 177600.3 		675893.9 		6 177594.4 		79.0		9.2

		6/19/25		6:43:07 PM		ST257		Still		269605_ST257_07		5633		675886.8 		6 177600.3 		675899.4 		6 177592.9 		79.1		14.6

		6/19/25		6:43:38 PM		ST257		Video		EOL		5634		675886.8 		6 177600.3 		675915.1 		6 177591.8 		77.5		29.5

		6/19/25		7:19:02 PM		ST257		DVV		FA/FB		5635		675886.8 		6 177600.3 		675885.6 		6 177625.9 		76.5		25.6

		6/19/25		7:31:04 PM		ST257		DVV		PC/PSD		5636		675886.8 		6 177600.3 		675878.5 		6 177615.8 		79.8		17.5

		6/19/25		7:59:23 PM		ST256		Video		SOL		5637		676126.9 		6 175614.8 		676102.6 		6 175632.6 		79.7		30.2

		6/19/25		7:59:33 PM		ST256		Still		269605_ST256_01		5638		676126.9 		6 175614.8 		676103.2 		6 175626.6 		79.4		26.5

		6/19/25		8:00:02 PM		ST256		Still		269605_ST256_02		5639		676126.9 		6 175614.8 		676106.8 		6 175608.5 		79.4		21.1

		6/19/25		8:00:21 PM		ST256		Video		EOL		5640		676126.9 		6 175614.8 		676113.7 		6 175596.0 		76.4		23.0		Aborted as offline

		6/19/25		8:09:16 PM		ST256a		Video		SOL		5641		676126.9 		6 175614.8 		676126.4 		6 175595.6 		78.7		19.2

		6/19/25		8:09:20 PM		ST256a		Still		269605_ST256a_01		5642		676126.9 		6 175614.8 		676125.2 		6 175596.5 		79.2		18.4

		6/19/25		8:09:27 PM		ST256a		Still		269605_ST256a_02		5643		676126.9 		6 175614.8 		676123.1 		6 175598.1 		79.2		17.1

		6/19/25		8:09:37 PM		ST256a		Still		269605_ST256a_03		5644		676126.9 		6 175614.8 		676120.5 		6 175601.8 		79.3		14.5

		6/19/25		8:09:52 PM		ST256a		Still		269605_ST256a_04		5645		676126.9 		6 175614.8 		676115.3 		6 175608.1 		79.5		13.4

		6/19/25		8:10:05 PM		ST256a		Still		269605_ST256a_05		5646		676126.9 		6 175614.8 		676110.8 		6 175614.5 		79.5		16.2

		6/19/25		8:10:14 PM		ST256a		Still		269605_ST256a_06		5647		676126.9 		6 175614.8 		676108.3 		6 175619.0 		79.9		19.1

		6/19/25		8:10:24 PM		ST256a		Still		269605_ST256a_07		5648		676126.9 		6 175614.8 		676105.9 		6 175623.1 		79.8		22.6

		6/19/25		8:10:34 PM		ST256a		Still		269605_ST256a_08		5649		676126.9 		6 175614.8 		676104.0 		6 175628.0 		79.6		26.4

		6/19/25		8:10:42 PM		ST256a		Video		EOL		5650		676126.9 		6 175614.8 		676103.5 		6 175630.8 		79.7		28.3

		6/19/25		8:26:36 PM		ST256		DVV		PSD		5651		676126.9 		6 175614.8 		676118.5 		6 175629.6 		80.0		17.0

		6/19/25		8:57:54 PM		ST255		Video		SOL		5652		676367.0 		6 173629.3 		676309.6 		6 173710.6 		78.8		99.6

		6/19/25		8:57:59 PM		ST255		Still		269605_ST255_01		5653		676367.0 		6 173629.3 		676310.4 		6 173708.8 		79.1		97.6

		6/19/25		8:58:13 PM		ST255		Still		269605_ST255_02		5654		676367.0 		6 173629.3 		676312.3 		6 173700.8 		79.0		90.0

		6/19/25		8:58:17 PM		ST255		Still		269605_ST255_03		5655		676367.0 		6 173629.3 		676313.0 		6 173699.3 		78.9		88.5

		6/19/25		8:58:37 PM		ST255		Still		269605_ST255_04		5656		676367.0 		6 173629.3 		676318.8 		6 173689.1 		78.7		76.8

		6/19/25		8:58:41 PM		ST255		Still		269605_ST255_05		5657		676367.0 		6 173629.3 		676319.7 		6 173687.8 		78.6		75.3

		6/19/25		8:58:47 PM		ST255		Still		269605_ST255_06		5658		676367.0 		6 173629.3 		676321.4 		6 173685.3 		78.6		72.2

		6/19/25		8:59:14 PM		ST255		Still		269605_ST255_07		5659		676367.0 		6 173629.3 		676329.0 		6 173675.0 		78.4		59.5

		6/19/25		8:59:17 PM		ST255		Still		269605_ST255_08		5660		676367.0 		6 173629.3 		676330.2 		6 173673.8 		78.4		57.7

		6/19/25		8:59:23 PM		ST255		Still		269605_ST255_09		5661		676367.0 		6 173629.3 		676331.8 		6 173671.9 		78.4		55.3

		6/19/25		8:59:58 PM		ST255		Still		269605_ST255_10		5662		676367.0 		6 173629.3 		676338.9 		6 173655.0 		77.8		38.1

		6/19/25		9:00:20 PM		ST255		Still		269605_ST255_11		5663		676367.0 		6 173629.3 		676342.0 		6 173641.3 		77.7		27.8

		6/19/25		9:00:44 PM		ST255		Still		269605_ST255_12		5664		676367.0 		6 173629.3 		676347.0 		6 173626.6 		77.1		20.2

		6/19/25		9:00:48 PM		ST255		Still		269605_ST255_13		5665		676367.0 		6 173629.3 		676348.0 		6 173624.0 		77.2		19.7

		6/19/25		9:00:55 PM		ST255		Still		269605_ST255_14		5666		676367.0 		6 173629.3 		676349.2 		6 173621.2 		77.2		19.6

		6/19/25		9:01:28 PM		ST255		Still		269605_ST255_15		5667		676367.0 		6 173629.3 		676358.5 		6 173606.4 		76.7		24.5

		6/19/25		9:01:52 PM		ST255		Still		269605_ST255_16		5668		676367.0 		6 173629.3 		676368.1 		6 173598.2 		76.5		31.1

		6/19/25		9:02:01 PM		ST255		Still		269605_ST255_17		5669		676367.0 		6 173629.3 		676372.9 		6 173595.4 		76.6		34.4

		6/19/25		9:02:25 PM		ST255		Still		269605_ST255_18		5670		676367.0 		6 173629.3 		676381.4 		6 173589.9 		76.2		41.9

		6/19/25		9:02:41 PM		ST255		Still		269605_ST255_19		5671		676367.0 		6 173629.3 		676387.9 		6 173585.3 		76.3		48.7

		6/19/25		9:03:13 PM		ST255		Still		269605_ST255_20		5672		676367.0 		6 173629.3 		676399.1 		6 173573.5 		76.2		64.4

		6/19/25		9:03:37 PM		ST255		Still		269605_ST255_21		5673		676367.0 		6 173629.3 		676404.1 		6 173564.7 		75.8		74.4

		6/19/25		9:03:44 PM		ST255		Still		269605_ST255_22		5674		676367.0 		6 173629.3 		676407.4 		6 173561.7 		76.2		78.7

		6/19/25		9:04:00 PM		ST255		Still		269605_ST255_23		5675		676367.0 		6 173629.3 		676409.5 		6 173556.8 		75.9		84.0

		6/19/25		9:04:10 PM		ST255		Still		269605_ST255_24		5676		676367.0 		6 173629.3 		676411.6 		6 173552.9 		75.9		88.5

		6/19/25		9:04:39 PM		ST255		Still		269605_ST255_25		5677		676367.0 		6 173629.3 		676413.3 		6 173540.1 		75.7		100.5

		6/19/25		9:04:48 PM		ST255		Video		EOL		5678		676367.0 		6 173629.3 		676412.8 		6 173535.5 		75.8		104.4

		6/19/25		9:18:24 PM		ST255		DVV		FA/FB		5679		676367.0 		6 173629.3 		676346.4 		6 173630.3 		76.7		20.6

		6/19/25		9:27:42 PM		ST255		DVV		PC/PSD/eDNA		5680		676367.0 		6 173629.3 		676363.8 		6 173651.7 		77.8		22.6

		6/19/25		10:05:22 PM		ST255		WS		BOT		5681		676367.0 		6 173629.3 		676362.6 		6 173646.4 		77.1		17.7

		6/19/25		10:13:55 PM		ST255		WS		TOP		5682		676367.0 		6 173629.3 		676363.4 		6 173648.1 		3.9		19.2

		6/19/25		11:56:04 PM		ST249		Video		SOL		5683		677807.7 		6 161716.3 		677809.1 		6 161744.4 		73.0		28.2

		6/19/25		11:56:11 PM		ST249		Still		269605_ST249_01		5684		677807.7 		6 161716.3 		677808.0 		6 161741.8 		73.1		25.6

		6/19/25		11:56:25 PM		ST249		Still		269605_ST249_02		5685		677807.7 		6 161716.3 		677806.3 		6 161735.6 		73.3		19.3

		6/19/25		11:56:37 PM		ST249		Still		269605_ST249_03		5686		677807.7 		6 161716.3 		677805.8 		6 161732.5 		73.2		16.3

		6/19/25		11:56:41 PM		ST249		Still		269605_ST249_04		5687		677807.7 		6 161716.3 		677805.6 		6 161731.3 		73.1		15.1

		6/19/25		11:57:11 PM		ST249		Still		269605_ST249_05		5688		677807.7 		6 161716.3 		677804.5 		6 161719.2 		73.2		4.4

		6/19/25		11:57:22 PM		ST249		Still		269605_ST249_06		5689		677807.7 		6 161716.3 		677804.4 		6 161714.6 		73.4		3.7

		6/19/25		11:57:25 PM		ST249		Still		269605_ST249_07		5690		677807.7 		6 161716.3 		677804.4 		6 161713.6 		73.4		4.2

		6/19/25		11:57:33 PM		ST249		Still		269605_ST249_08		5691		677807.7 		6 161716.3 		677804.9 		6 161711.9 		73.3		5.2

		6/19/25		11:57:42 PM		ST249		Still		269605_ST249_09		5692		677807.7 		6 161716.3 		677804.5 		6 161708.0 		73.5		8.9

		6/19/25		11:58:20 PM		ST249		Still		269605_ST249_10		5693		677807.7 		6 161716.3 		677799.0 		6 161697.7 		73.4		20.5

		6/19/25		11:58:36 PM		ST249		Video		EOL		5694		677807.7 		6 161716.3 		677796.0 		6 161693.9 		73.4		25.2

		6/20/25		12:12:30 AM		ST249		DVV		NS1/NS2		5695		677807.7 		6 161716.3 		677818.4 		6 161727.8 		73.0		15.8		Didn't trigger

		6/20/25		12:20:10 AM		ST249		DVV		FA/FB		5696		677807.7 		6 161716.3 		677802.7 		6 161735.1 		73.3		19.5

		6/20/25		12:31:42 AM		ST249		DVV		PC/PSD		5697		677807.7 		6 161716.3 		677808.1 		6 161734.1 		73.1		17.8

		6/20/25		1:24:02 AM		ST248		Video		SOL		5699		678047.8 		6 159730.8 		678045.0 		6 159756.8 		70.6		26.1

		6/20/25		1:24:05 AM		ST248		Still		269605_ST248_01		5700		678047.8 		6 159730.8 		678044.8 		6 159755.3 		70.9		24.7

		6/20/25		1:24:09 AM		ST248		Still		269605_ST248_02		5701		678047.8 		6 159730.8 		678044.6 		6 159754.4 		70.7		23.8

		6/20/25		1:24:17 AM		ST248		Still		269605_ST248_03		5702		678047.8 		6 159730.8 		678044.1 		6 159751.9 		70.5		21.5

		6/20/25		1:24:30 AM		ST248		Still		269605_ST248_04		5703		678047.8 		6 159730.8 		678043.2 		6 159747.9 		70.9		17.7

		6/20/25		1:24:39 AM		ST248		Still		269605_ST248_05		5704		678047.8 		6 159730.8 		678042.5 		6 159744.7 		70.9		14.9

		6/20/25		1:25:04 AM		ST248		Still		269605_ST248_06		5705		678047.8 		6 159730.8 		678039.2 		6 159737.3 		70.6		10.8

		6/20/25		1:25:09 AM		ST248		Still		269605_ST248_07		5706		678047.8 		6 159730.8 		678039.2 		6 159735.3 		71.0		9.7

		6/20/25		1:25:27 AM		ST248		Still		269605_ST248_08		5707		678047.8 		6 159730.8 		678037.8 		6 159730.1 		71.1		10.0

		6/20/25		1:25:44 AM		ST248		Still		269605_ST248_09		5708		678047.8 		6 159730.8 		678037.9 		6 159724.8 		70.8		11.5

		6/20/25		1:26:05 AM		ST248		Still		269605_ST248_10		5709		678047.8 		6 159730.8 		678039.4 		6 159718.6 		70.8		14.8

		6/20/25		1:26:14 AM		ST248		Still		269605_ST248_11		5710		678047.8 		6 159730.8 		678039.7 		6 159716.8 		71.0		16.1

		6/20/25		1:26:47 AM		ST248		Video		EOL		5711		678047.8 		6 159730.8 		678039.0 		6 159708.8 		70.5		23.6

		6/20/25		1:40:28 AM		ST248		DVV		NS1/NS2		5712		678047.8 		6 159730.8 		678046.8 		6 159766.0 		71.2		35.3		Outwith circle

		6/20/25		1:48:19 AM		ST248		DVV		PSD		5713		678047.8 		6 159730.8 		678036.9 		6 159738.0 		71.3		13.1

		6/20/25		2:18:02 AM		ST247		Video		SOL		5714		678287.9 		6 157745.3 		678289.1 		6 157774.8 		69.8		29.6

		6/20/25		2:18:17 AM		ST247		Still		269605_ST247_01		5715		678287.9 		6 157745.3 		678291.7 		6 157770.1 		69.8		25.2

		6/20/25		2:18:25 AM		ST247		Still		269605_ST247_02		5716		678287.9 		6 157745.3 		678292.8 		6 157767.5 		69.7		22.8

		6/20/25		2:18:30 AM		ST247		Still		269605_ST247_03		5717		678287.9 		6 157745.3 		678293.4 		6 157765.9 		69.8		21.3

		6/20/25		2:18:39 AM		ST247		Still		269605_ST247_04		5718		678287.9 		6 157745.3 		678294.4 		6 157763.6 		69.6		19.4

		6/20/25		2:18:49 AM		ST247		Still		269605_ST247_05		5719		678287.9 		6 157745.3 		678295.3 		6 157759.8 		69.6		16.4

		6/20/25		2:19:01 AM		ST247		Still		269605_ST247_06		5720		678287.9 		6 157745.3 		678294.3 		6 157756.6 		69.4		13.1

		6/20/25		2:19:10 AM		ST247		Still		269605_ST247_07		5721		678287.9 		6 157745.3 		678293.8 		6 157753.6 		69.4		10.2

		6/20/25		2:19:39 AM		ST247		Still		269605_ST247_08		5722		678287.9 		6 157745.3 		678288.6 		6 157744.2 		69.6		1.2

		6/20/25		2:20:30 AM		ST247		Still		269605_ST247_09		5723		678287.9 		6 157745.3 		678276.0 		6 157726.9 		69.6		21.9

		6/20/25		2:20:42 AM		ST247		Video		EOL		5724		678287.9 		6 157745.3 		678272.4 		6 157722.9 		68.9		27.2

		6/20/25		2:50:42 AM		ST247		DVV		NS1/NS2		5725		678287.9 		6 157745.3 		678268.8 		6 157761.3 		65.7		24.9

		6/20/25		3:06:47 AM		ST247		DVV		NS3/NS4		5726		678287.9 		6 157745.3 		678301.9 		6 157754.1 		69.8		16.6

		6/20/25		3:19:44 AM		ST247		DVV		NS5/NS6		5727		678287.9 		6 157745.3 		678307.8 		6 157758.1 		52.9		23.7

		6/20/25		3:49:46 AM		ST247		HG		NS1		5729		678287.9 		6 157745.3 		678305.6 		6 157756.2 		66.6		20.9

		6/20/25		3:58:33 AM		ST247		HG		NS2		5730		678287.9 		6 157745.3 		678281.5 		6 157765.7 		69.3		21.4

		6/20/25		4:07:38 AM		ST247		HG		NS3		5731		678287.9 		6 157745.3 		678282.2 		6 157750.4 		69.7		7.7		Station abandoned

		6/20/25		4:32:18 AM		ST301		Video		SOL		5732		678592.0 		6 156110.0 		678571.1 		6 156211.2 		71.1		103.3

		6/20/25		4:32:24 AM		ST301		Still		269605_ST301_01		5733		678592.0 		6 156110.0 		678568.2 		6 156211.1 		70.5		103.8

		6/20/25		4:32:33 AM		ST301		Still		269605_ST301_02		5734		678592.0 		6 156110.0 		678572.2 		6 156208.7 		69.6		100.7

		6/20/25		4:32:39 AM		ST301		Still		269605_ST301_03		5735		678592.0 		6 156110.0 		678571.6 		6 156206.7 		69.3		98.8

		6/20/25		4:32:44 AM		ST301		Still		269605_ST301_04		5736		678592.0 		6 156110.0 		678571.5 		6 156201.9 		69.9		94.2

		6/20/25		4:32:47 AM		ST301		Still		269605_ST301_05		5737		678592.0 		6 156110.0 		678572.3 		6 156200.8 		69.3		92.9

		6/20/25		4:32:56 AM		ST301		Still		269605_ST301_06		5738		678592.0 		6 156110.0 		678573.5 		6 156196.3 		69.6		88.3

		6/20/25		4:32:59 AM		ST301		Still		269605_ST301_07		5739		678592.0 		6 156110.0 		678573.0 		6 156194.2 		69.9		86.4

		6/20/25		4:33:05 AM		ST301		Still		269605_ST301_08		5740		678592.0 		6 156110.0 		678573.5 		6 156191.4 		70.1		83.4

		6/20/25		4:33:09 AM		ST301		Still		269605_ST301_09		5741		678592.0 		6 156110.0 		678573.5 		6 156189.3 		70.2		81.4

		6/20/25		4:33:14 AM		ST301		Still		269605_ST301_10		5742		678592.0 		6 156110.0 		678573.7 		6 156187.3 		70.1		79.4

		6/20/25		4:33:23 AM		ST301		Still		269605_ST301_11		5743		678592.0 		6 156110.0 		678574.3 		6 156183.5 		69.9		75.6

		6/20/25		4:33:31 AM		ST301		Still		269605_ST301_12		5744		678592.0 		6 156110.0 		678574.8 		6 156180.6 		69.8		72.7

		6/20/25		4:33:40 AM		ST301		Still		269605_ST301_13		5745		678592.0 		6 156110.0 		678576.5 		6 156176.9 		69.6		68.7

		6/20/25		4:33:44 AM		ST301		Still		269605_ST301_14		5746		678592.0 		6 156110.0 		678576.8 		6 156175.3 		69.6		67.1

		6/20/25		4:34:07 AM		ST301		Still		269605_ST301_15		5747		678592.0 		6 156110.0 		678584.8 		6 156161.4 		72.4		51.9

		6/20/25		4:34:11 AM		ST301		Still		269605_ST301_16		5748		678592.0 		6 156110.0 		678582.9 		6 156161.8 		71.4		52.6

		6/20/25		4:34:28 AM		ST301		Still		269605_ST301_17		5749		678592.0 		6 156110.0 		678582.7 		6 156155.8 		69.7		46.7

		6/20/25		4:34:45 AM		ST301		Still		269605_ST301_18		5750		678592.0 		6 156110.0 		678584.1 		6 156145.9 		69.5		36.8

		6/20/25		4:34:57 AM		ST301		Still		269605_ST301_19		5751		678592.0 		6 156110.0 		678584.9 		6 156140.1 		69.7		30.9

		6/20/25		4:35:24 AM		ST301		Still		269605_ST301_20		5752		678592.0 		6 156110.0 		678585.9 		6 156125.3 		69.8		16.4

		6/20/25		4:35:27 AM		ST301		Still		269605_ST301_21		5753		678592.0 		6 156110.0 		678585.5 		6 156123.5 		69.8		15.0

		6/20/25		4:35:31 AM		ST301		Still		269605_ST301_22		5754		678592.0 		6 156110.0 		678585.9 		6 156122.0 		69.8		13.5

		6/20/25		4:35:40 AM		ST301		Still		269605_ST301_23		5755		678592.0 		6 156110.0 		678586.5 		6 156117.5 		69.9		9.3

		6/20/25		4:35:47 AM		ST301		Still		269605_ST301_24		5756		678592.0 		6 156110.0 		678586.4 		6 156114.0 		69.5		6.8

		6/20/25		4:35:55 AM		ST301		Still		269605_ST301_25		5757		678592.0 		6 156110.0 		678586.6 		6 156109.3 		69.7		5.4

		6/20/25		4:36:07 AM		ST301		Still		269605_ST301_26		5758		678592.0 		6 156110.0 		678586.8 		6 156105.2 		69.8		7.1

		6/20/25		4:36:26 AM		ST301		Still		269605_ST301_27		5759		678592.0 		6 156110.0 		678587.8 		6 156098.5 		69.7		12.2

		6/20/25		4:36:56 AM		ST301		Still		269605_ST301_28		5760		678592.0 		6 156110.0 		678586.3 		6 156087.4 		69.7		23.3

		6/20/25		4:37:26 AM		ST301		Still		269605_ST301_29		5761		678592.0 		6 156110.0 		678584.6 		6 156073.9 		70.0		36.9

		6/20/25		4:37:30 AM		ST301		Still		269605_ST301_30		5762		678592.0 		6 156110.0 		678584.7 		6 156072.1 		70.1		38.6

		6/20/25		4:38:01 AM		ST301		Still		269605_ST301_31		5763		678592.0 		6 156110.0 		678584.2 		6 156056.8 		70.4		53.8

		6/20/25		4:38:28 AM		ST301		Still		269605_ST301_32		5764		678592.0 		6 156110.0 		678580.4 		6 156043.5 		70.3		67.5

		6/20/25		4:38:55 AM		ST301		Still		269605_ST301_33		5765		678592.0 		6 156110.0 		678573.4 		6 156031.7 		70.6		80.5

		6/20/25		4:39:27 AM		ST301		Still		269605_ST301_34		5766		678592.0 		6 156110.0 		678562.4 		6 156018.5 		71.0		96.1

		6/20/25		4:39:40 AM		ST301		Video		EOL		5767		678592.0 		6 156110.0 		678556.2 		6 156014.3 		70.3		102.1

		6/20/25		5:27:52 AM		ST246		Video		SOL		5768		678528.0 		6 155759.7 		678525.9 		6 155796.2 		74.9		36.5

		6/20/25		5:28:09 AM		ST246		Still		269605_ST146_01		5769		678528.0 		6 155759.7 		678525.4 		6 155790.4 		73.2		30.7

		6/20/25		5:28:29 AM		ST246		Still		269605_ST146_02		5770		678528.0 		6 155759.7 		678524.6 		6 155783.5 		73.1		24.0

		6/20/25		5:28:49 AM		ST246		Still		269605_ST146_03		5771		678528.0 		6 155759.7 		678524.7 		6 155776.4 		73.2		16.9

		6/20/25		5:29:12 AM		ST246		Still		269605_ST146_04		5772		678528.0 		6 155759.7 		678524.2 		6 155769.3 		73.0		10.3

		6/20/25		5:29:33 AM		ST246		Still		269605_ST146_05		5773		678528.0 		6 155759.7 		678524.0 		6 155763.5 		73.3		5.5

		6/20/25		5:29:42 AM		ST246		Still		269605_ST146_06		5774		678528.0 		6 155759.7 		678524.2 		6 155760.7 		73.1		3.9

		6/20/25		5:30:24 AM		ST246		Still		269605_ST146_07		5775		678528.0 		6 155759.7 		678523.8 		6 155746.0 		73.2		14.4

		6/20/25		5:30:52 AM		ST246		Still		269605_ST146_08		5776		678528.0 		6 155759.7 		678521.1 		6 155738.2 		73.3		22.6

		6/20/25		5:31:26 AM		ST246		Still		269605_ST146_09		5777		678528.0 		6 155759.7 		678516.6 		6 155729.2 		73.4		32.6

		6/20/25		5:32:03 AM		ST246		Still		269605_ST146_10		5778		678528.0 		6 155759.7 		678512.3 		6 155720.2 		73.5		42.6

		6/20/25		5:32:20 AM		ST246		Still		269605_ST146_11		5779		678528.0 		6 155759.7 		678510.0 		6 155715.2 		73.5		48.1

		6/20/25		5:32:26 AM		ST246		Other 1		No photo		5780		678528.0 		6 155759.7 		678509.6 		6 155713.4 		73.4		49.8

		6/20/25		5:56:24 AM		ST246		Video		EOL		5781		678528.0 		6 155759.7 		678512.9 		6 155758.8 		45.8		15.2

		6/20/25		5:57:19 AM		ST246		DVV		NS1/NS2		5782		678528.0 		6 155759.7 		678523.3 		6 155764.3 		74.1		6.6		vessel strike+ too windy to deploy

		6/20/25		9:05:01 PM		ST157		Video		SOL		5784		714272.0 		6 021375.0 		714206.9 		6 021447.3 		56.6		97.3

		6/20/25		9:05:06 PM		ST157		Still		269605_ST157_01		5785		714272.0 		6 021375.0 		714208.4 		6 021445.1 		56.7		94.6

		6/20/25		9:05:22 PM		ST157		Still		269605_ST157_02		5786		714272.0 		6 021375.0 		714217.4 		6 021439.1 		57.5		84.2

		6/20/25		9:05:30 PM		ST157		Still		269605_ST157_03		5787		714272.0 		6 021375.0 		714220.9 		6 021434.7 		57.4		78.6

		6/20/25		9:05:42 PM		ST157		Still		269605_ST157_04		5788		714272.0 		6 021375.0 		714225.6 		6 021429.6 		57.3		71.6

		6/20/25		9:05:51 PM		ST157		Still		269605_ST157_05		5789		714272.0 		6 021375.0 		714229.8 		6 021424.9 		57.2		65.3

		6/20/25		9:06:01 PM		ST157		Still		269605_ST157_06		5790		714272.0 		6 021375.0 		714234.8 		6 021421.4 		57.2		59.4

		6/20/25		9:06:16 PM		ST157		Still		269605_ST157_07		5791		714272.0 		6 021375.0 		714242.9 		6 021415.9 		56.8		50.2

		6/20/25		9:06:23 PM		ST157		Still		269605_ST157_08		5792		714272.0 		6 021375.0 		714246.8 		6 021413.9 		56.7		46.3

		6/20/25		9:06:40 PM		ST157		Still		269605_ST157_09		5793		714272.0 		6 021375.0 		714257.5 		6 021407.4 		56.9		35.5

		6/20/25		9:06:45 PM		ST157		Still		269605_ST157_10		5794		714272.0 		6 021375.0 		714261.3 		6 021405.6 		57.7		32.4

		6/20/25		9:06:55 PM		ST157		Still		269605_ST157_11		5795		714272.0 		6 021375.0 		714265.4 		6 021402.7 		58.1		28.5

		6/20/25		9:07:06 PM		ST157		Still		269605_ST157_12		5796		714272.0 		6 021375.0 		714270.4 		6 021397.1 		57.3		22.2

		6/20/25		9:07:18 PM		ST157		Still		269605_ST157_13		5797		714272.0 		6 021375.0 		714276.3 		6 021389.2 		57.2		14.9

		6/20/25		9:07:32 PM		ST157		Still		269605_ST157_14		5798		714272.0 		6 021375.0 		714282.3 		6 021379.9 		56.8		11.4

		6/20/25		9:07:41 PM		ST157		Still		269605_ST157_15		5799		714272.0 		6 021375.0 		714286.1 		6 021373.8 		56.8		14.1

		6/20/25		9:07:50 PM		ST157		Still		269605_ST157_16		5800		714272.0 		6 021375.0 		714290.0 		6 021367.2 		56.9		19.6

		6/20/25		9:07:55 PM		ST157		Still		269605_ST157_17		5801		714272.0 		6 021375.0 		714292.6 		6 021364.6 		56.9		23.1

		6/20/25		9:08:02 PM		ST157		Still		269605_ST157_18		5802		714272.0 		6 021375.0 		714296.5 		6 021360.9 		57.2		28.3

		6/20/25		9:08:21 PM		ST157		Still		269605_ST157_19		5803		714272.0 		6 021375.0 		714305.3 		6 021353.5 		56.9		39.6

		6/20/25		9:09:12 PM		ST157		Still		269605_ST157_20		5804		714272.0 		6 021375.0 		714332.3 		6 021352.0 		57.4		64.6

		6/20/25		9:09:26 PM		ST157		Still		269605_ST157_21		5805		714272.0 		6 021375.0 		714342.0 		6 021353.4 		57.1		73.3

		6/20/25		9:09:33 PM		ST157		Still		269605_ST157_22		5806		714272.0 		6 021375.0 		714346.8 		6 021353.8 		57.1		77.7

		6/20/25		9:09:43 PM		ST157		Still		269605_ST157_23		5807		714272.0 		6 021375.0 		714354.7 		6 021353.0 		56.8		85.5

		6/20/25		9:10:00 PM		ST157		Still		269605_ST157_24		5808		714272.0 		6 021375.0 		714368.5 		6 021351.6 		57.1		99.3

		6/20/25		9:10:03 PM		ST157		Still		269605_ST157_25		5809		714272.0 		6 021375.0 		714371.4 		6 021351.2 		57.1		102.2

		6/20/25		9:10:11 PM		ST157		Still		269605_ST157_26		5810		714272.0 		6 021375.0 		714377.5 		6 021349.7 		57.0		108.5

		6/20/25		9:10:15 PM		ST157		Still		269605_ST157_27		5811		714272.0 		6 021375.0 		714380.2 		6 021349.1 		57.1		111.2

		6/20/25		9:10:27 PM		ST157		Still		269605_ST157_28		5812		714272.0 		6 021375.0 		714389.0 		6 021346.7 		57.1		120.4

		6/20/25		9:10:35 PM		ST157		Video		EOL		5813		714272.0 		6 021375.0 		714396.0 		6 021344.2 		57.0		127.7

		6/21/25		12:08:11 AM		ST139		DVV		PC/PSD		5814		739135.4 		5 986140.4 		739143.8 		5 986134.5 		48.5		10.3

		6/21/25		2:17:36 AM		ST115		Video		SOL		5815		756456.0 		5 958939.0 		756485.4 		5 958838.0 		27.5		105.2

		6/21/25		2:17:48 AM		ST115		Still		269605_ST115_01		5816		756456.0 		5 958939.0 		756481.2 		5 958847.6 		27.6		94.8

		6/21/25		2:18:00 AM		ST115		Still		269605_ST115_02		5817		756456.0 		5 958939.0 		756477.8 		5 958857.8 		28.1		84.1

		6/21/25		2:18:13 AM		ST115		Still		269605_ST115_03		5818		756456.0 		5 958939.0 		756475.5 		5 958868.4 		27.8		73.2

		6/21/25		2:18:18 AM		ST115		Still		269605_ST115_04		5819		756456.0 		5 958939.0 		756474.6 		5 958872.0 		28.0		69.5

		6/21/25		2:18:41 AM		ST115		Still		269605_ST115_05		5820		756456.0 		5 958939.0 		756471.5 		5 958888.7 		27.7		52.6

		6/21/25		2:19:03 AM		ST115		Still		269605_ST115_06		5821		756456.0 		5 958939.0 		756467.3 		5 958904.9 		28.0		36.0

		6/21/25		2:19:12 AM		ST115		Still		269605_ST115_07		5822		756456.0 		5 958939.0 		756466.1 		5 958911.7 		28.0		29.1

		6/21/25		2:19:31 AM		ST115		Still		269605_ST115_08		5823		756456.0 		5 958939.0 		756462.0 		5 958926.3 		27.7		14.0

		6/21/25		2:19:36 AM		ST115		Still		269605_ST115_09		5824		756456.0 		5 958939.0 		756461.2 		5 958930.4 		27.8		10.0

		6/21/25		2:19:45 AM		ST115		Still		269605_ST115_10		5825		756456.0 		5 958939.0 		756459.1 		5 958936.4 		27.8		4.0

		6/21/25		2:19:54 AM		ST115		Still		269605_ST115_11		5826		756456.0 		5 958939.0 		756456.5 		5 958943.7 		27.9		4.7

		6/21/25		2:20:38 AM		ST115		Still		269605_ST115_12		5827		756456.0 		5 958939.0 		756441.2 		5 958973.6 		28.1		37.6

		6/21/25		2:20:41 AM		ST115		Still		269605_ST115_13		5828		756456.0 		5 958939.0 		756440.4 		5 958974.9 		28.1		39.2

		6/21/25		2:20:46 AM		ST115		Still		269605_ST115_14		5829		756456.0 		5 958939.0 		756438.9 		5 958977.6 		28.0		42.3

		6/21/25		2:20:50 AM		ST115		Still		269605_ST115_15		5830		756456.0 		5 958939.0 		756437.4 		5 958979.8 		27.9		44.9

		6/21/25		2:21:01 AM		ST115		Still		269605_ST115_16		5831		756456.0 		5 958939.0 		756435.3 		5 958987.5 		28.2		52.7

		6/21/25		2:21:07 AM		ST115		Still		269605_ST115_17		5832		756456.0 		5 958939.0 		756435.2 		5 958990.7 		28.3		55.7

		6/21/25		2:21:16 AM		ST115		Still		269605_ST115_18		5833		756456.0 		5 958939.0 		756436.3 		5 958996.7 		27.8		61.0

		6/21/25		2:21:29 AM		ST115		Still		269605_ST115_19		5834		756456.0 		5 958939.0 		756438.4 		5 959005.2 		27.9		68.5

		6/21/25		2:21:37 AM		ST115		Still		269605_ST115_20		5835		756456.0 		5 958939.0 		756439.5 		5 959010.4 		27.9		73.3

		6/21/25		2:22:18 AM		ST115		Still		269605_ST115_21		5836		756456.0 		5 958939.0 		756435.0 		5 959037.1 		27.8		100.3		Re run to improve photo quality

		6/21/25		2:22:37 AM		ST115		Video		EOL		5837		756456.0 		5 958939.0 		756431.1 		5 959051.0 		28.0		114.7

		6/21/25		2:41:17 AM		ST115a		Video		SOL		5838		756456.0 		5 958939.0 		756513.6 		5 958865.0 		27.9		93.8

		6/21/25		2:41:32 AM		ST115a		Still		269605_ST115a_01		5839		756456.0 		5 958939.0 		756509.8 		5 958872.4 		27.9		85.6

		6/21/25		2:41:54 AM		ST115a		Still		269605_ST115a_02		5840		756456.0 		5 958939.0 		756503.5 		5 958885.1 		28.0		71.8

		6/21/25		2:42:02 AM		ST115a		Still		269605_ST115a_03		5841		756456.0 		5 958939.0 		756501.1 		5 958889.0 		27.8		67.3

		6/21/25		2:42:15 AM		ST115a		Still		269605_ST115a_04		5842		756456.0 		5 958939.0 		756496.2 		5 958895.6 		28.0		59.2

		6/21/25		2:42:31 AM		ST115a		Still		269605_ST115a_05		5843		756456.0 		5 958939.0 		756489.8 		5 958903.8 		27.9		48.8

		6/21/25		2:42:40 AM		ST115a		Still		269605_ST115a_06		5844		756456.0 		5 958939.0 		756487.3 		5 958907.5 		28.0		44.5

		6/21/25		2:42:44 AM		ST115a		Still		269605_ST115a_07		5845		756456.0 		5 958939.0 		756485.8 		5 958909.6 		28.2		41.8

		6/21/25		2:42:51 AM		ST115a		Still		269605_ST115a_08		5846		756456.0 		5 958939.0 		756483.7 		5 958912.4 		27.8		38.4

		6/21/25		2:42:55 AM		ST115a		Still		269605_ST115a_09		5847		756456.0 		5 958939.0 		756482.6 		5 958914.3 		28.1		36.3

		6/21/25		2:42:59 AM		ST115a		Still		269605_ST115a_10		5848		756456.0 		5 958939.0 		756481.4 		5 958915.8 		27.9		34.5

		6/21/25		2:43:04 AM		ST115a		Still		269605_ST115a_11		5849		756456.0 		5 958939.0 		756479.7 		5 958918.2 		27.9		31.5

		6/21/25		2:43:07 AM		ST115a		Still		269605_ST115a_12		5850		756456.0 		5 958939.0 		756478.7 		5 958919.3 		28.2		30.0

		6/21/25		2:43:12 AM		ST115a		Still		269605_ST115a_13		5851		756456.0 		5 958939.0 		756477.6 		5 958920.8 		27.9		28.3

		6/21/25		2:43:16 AM		ST115a		Still		269605_ST115a_14		5852		756456.0 		5 958939.0 		756476.3 		5 958922.2 		27.9		26.3

		6/21/25		2:43:22 AM		ST115a		Still		269605_ST115a_15		5853		756456.0 		5 958939.0 		756474.7 		5 958924.5 		28.1		23.7

		6/21/25		2:43:24 AM		ST115a		Still		269605_ST115a_16		5854		756456.0 		5 958939.0 		756474.3 		5 958925.1 		28.0		22.9

		6/21/25		2:43:28 AM		ST115a		Still		269605_ST115a_17		5855		756456.0 		5 958939.0 		756473.1 		5 958926.6 		28.0		21.2

		6/21/25		2:43:31 AM		ST115a		Still		269605_ST115a_18		5856		756456.0 		5 958939.0 		756472.2 		5 958927.8 		28.0		19.7

		6/21/25		2:43:35 AM		ST115a		Still		269605_ST115a_19		5857		756456.0 		5 958939.0 		756470.9 		5 958929.4 		28.0		17.7

		6/21/25		2:43:39 AM		ST115a		Still		269605_ST115a_20		5858		756456.0 		5 958939.0 		756469.7 		5 958931.2 		28.0		15.8

		6/21/25		2:43:42 AM		ST115a		Still		269605_ST115a_21		5859		756456.0 		5 958939.0 		756459.9 		5 958946.8 		27.9		8.7

		6/21/25		2:43:47 AM		ST115a		Still		269605_ST115a_22		5860		756456.0 		5 958939.0 		756458.7 		5 958948.9 		28.0		10.3

		6/21/25		2:43:59 AM		ST115a		Still		269605_ST115a_23		5861		756456.0 		5 958939.0 		756464.0 		5 958939.9 		28.0		8.0

		6/21/25		2:44:03 AM		ST115a		Still		269605_ST115a_24		5862		756456.0 		5 958939.0 		756463.1 		5 958941.2 		27.9		7.4

		6/21/25		2:44:06 AM		ST115a		Still		269605_ST115a_25		5863		756456.0 		5 958939.0 		756453.9 		5 958955.1 		27.8		16.3

		6/21/25		2:44:09 AM		ST115a		Still		269605_ST115a_26		5864		756456.0 		5 958939.0 		756451.9 		5 958957.7 		27.8		19.1

		6/21/25		2:44:15 AM		ST115a		Still		269605_ST115a_27		5865		756456.0 		5 958939.0 		756450.4 		5 958960.0 		27.8		21.7

		6/21/25		2:44:18 AM		ST115a		Still		269605_ST115a_28		5866		756456.0 		5 958939.0 		756449.0 		5 958962.3 		27.8		24.3

		6/21/25		2:44:33 AM		ST115a		Still		269605_ST115a_29		5867		756456.0 		5 958939.0 		756446.7 		5 958966.2 		27.8		28.7

		6/21/25		2:44:46 AM		ST115a		Still		269605_ST115a_30		5868		756456.0 		5 958939.0 		756451.4 		5 958958.3 		28.0		19.9

		6/21/25		2:44:52 AM		ST115a		Still		269605_ST115a_31		5869		756456.0 		5 958939.0 		756449.7 		5 958961.1 		27.9		23.0

		6/21/25		2:44:58 AM		ST115a		Still		269605_ST115a_32		5870		756456.0 		5 958939.0 		756448.4 		5 958963.6 		27.8		25.8

		6/21/25		2:45:05 AM		ST115a		Still		269605_ST115a_33		5871		756456.0 		5 958939.0 		756446.5 		5 958966.5 		27.8		29.1

		6/21/25		2:45:08 AM		ST115a		Still		269605_ST115a_34		5872		756456.0 		5 958939.0 		756445.9 		5 958967.5 		27.8		30.2

		6/21/25		2:45:11 AM		ST115a		Still		269605_ST115a_35		5873		756456.0 		5 958939.0 		756445.1 		5 958968.8 		27.8		31.7

		6/21/25		2:45:16 AM		ST115a		Still		269605_ST115a_36		5874		756456.0 		5 958939.0 		756444.3 		5 958970.6 		27.8		33.8

		6/21/25		2:45:21 AM		ST115a		Still		269605_ST115a_37		5875		756456.0 		5 958939.0 		756436.2 		5 958985.8 		28.1		50.8

		6/21/25		2:45:24 AM		ST115a		Still		269605_ST115a_38		5876		756456.0 		5 958939.0 		756434.0 		5 958990.6 		28.1		56.1

		6/21/25		2:45:37 AM		ST115a		Still		269605_ST115a_39		5877		756456.0 		5 958939.0 		756439.1 		5 958979.7 		27.8		44.1

		6/21/25		2:45:59 AM		ST115a		Still		269605_ST115a_40		5878		756456.0 		5 958939.0 		756434.0 		5 958990.6 		28.1		56.1

		6/21/25		2:46:09 AM		ST115a		Still		269605_ST115a_41		5879		756456.0 		5 958939.0 		756431.4 		5 958994.9 		28.0		61.1

		6/21/25		2:46:41 AM		ST115a		Still		269605_ST115a_42		5880		756456.0 		5 958939.0 		756422.6 		5 959010.5 		28.0		78.9

		6/21/25		2:46:46 AM		ST115a		Still		269605_ST115a_43		5881		756456.0 		5 958939.0 		756421.4 		5 959012.3 		27.7		81.0

		6/21/25		2:46:54 AM		ST115a		Still		269605_ST115a_44		5882		756456.0 		5 958939.0 		756418.7 		5 959015.8 		27.7		85.3

		6/21/25		2:46:58 AM		ST115a		Still		269605_ST115a_45		5883		756456.0 		5 958939.0 		756417.2 		5 959018.0 		27.7		88.0

		6/21/25		2:47:15 AM		ST115a		Still		269605_ST115a_46		5884		756456.0 		5 958939.0 		756411.7 		5 959026.1 		27.8		97.8

		6/21/25		2:47:27 AM		ST115a		Still		269605_ST115a_47		5885		756456.0 		5 958939.0 		756407.3 		5 959032.3 		27.8		105.2

		6/21/25		2:47:32 AM		ST115a		Still		269605_ST115a_48		5886		756456.0 		5 958939.0 		756405.3 		5 959034.8 		27.9		108.4

		6/21/25		2:47:53 AM		ST115a		Still		269605_ST115a_49		5887		756456.0 		5 958939.0 		756397.5 		5 959045.9 		27.8		121.9

		6/21/25		2:48:05 AM		ST115a		Video		EOL		5888		756456.0 		5 958939.0 		756393.0 		5 959052.3 		27.8		129.7

		6/21/25		5:11:59 AM		ST037		DG		NS1		5889		745083.0 		5 955323.0 		745075.2 		5 955346.4 		25.6		24.7

		6/21/25		5:16:41 AM		ST037		DG		NS2		5890		745083.0 		5 955323.0 		745087.2 		5 955343.2 		24.6		20.5

		6/21/25		5:21:04 AM		ST037		DG		NS3		5891		745083.0 		5 955323.0 		745073.4 		5 955343.0 		25.0		22.1

		6/21/25		9:40:51 AM		ST006a		Video		SOL		5892		726242.5 		5 916483.8 		726192.8 		5 916388.2 		16.3		107.8

		6/21/25		9:41:16 AM		ST006a		Still		269605_ST006a_01		5893		726242.5 		5 916483.8 		726203.1 		5 916396.7 		16.0		95.6

		6/21/25		9:41:22 AM		ST006a		Still		269605_ST006a_02		5894		726242.5 		5 916483.8 		726206.7 		5 916399.8 		16.2		91.4		Station was moved

		6/21/25		9:41:26 AM		ST006a		Still		269605_ST006a_03		5895		726242.5 		5 916483.8 		726208.6 		5 916401.6 		16.2		89.0

		6/21/25		9:41:32 AM		ST006a		Still		269605_ST006a_04		5896		726242.5 		5 916483.8 		726211.0 		5 916404.1 		16.3		85.7

		6/21/25		9:41:38 AM		ST006a		Still		269605_ST006a_05		5897		726242.5 		5 916483.8 		726213.5 		5 916407.0 		16.0		82.1

		6/21/25		9:41:47 AM		ST006a		Still		269605_ST006a_06		5898		726242.5 		5 916483.8 		726216.1 		5 916410.3 		16.2		78.1

		6/21/25		9:41:56 AM		ST006a		Still		269605_ST006a_07		5899		726242.5 		5 916483.8 		726217.9 		5 916412.2 		16.1		75.7

		6/21/25		9:42:00 AM		ST006a		Still		269605_ST006a_08		5900		726242.5 		5 916483.8 		726218.7 		5 916413.2 		16.2		74.5

		6/21/25		9:42:15 AM		ST006a		Still		269605_ST006a_09		5901		726242.5 		5 916483.8 		726222.1 		5 916416.7 		16.1		70.2

		6/21/25		9:42:25 AM		ST006a		Still		269605_ST006a_10		5902		726242.5 		5 916483.8 		726224.1 		5 916419.1 		16.0		67.3

		6/21/25		9:42:33 AM		ST006a		Still		269605_ST006a_11		5903		726242.5 		5 916483.8 		726225.9 		5 916421.6 		16.2		64.4

		6/21/25		9:42:44 AM		ST006a		Still		269605_ST006a_12		5904		726242.5 		5 916483.8 		726227.4 		5 916424.2 		16.2		61.5

		6/21/25		9:42:58 AM		ST006a		Still		269605_ST006a_13		5905		726242.5 		5 916483.8 		726229.8 		5 916428.0 		16.2		57.2

		6/21/25		9:43:09 AM		ST006a		Still		269605_ST006a_14		5906		726242.5 		5 916483.8 		726231.7 		5 916431.6 		16.4		53.3

		6/21/25		9:43:14 AM		ST006a		Still		269605_ST006a_15		5907		726242.5 		5 916483.8 		726232.6 		5 916433.5 		16.3		51.3

		6/21/25		9:43:23 AM		ST006a		Still		269605_ST006a_16		5908		726242.5 		5 916483.8 		726234.0 		5 916436.2 		16.2		48.3

		6/21/25		9:43:36 AM		ST006a		Still		269605_ST006a_17		5909		726242.5 		5 916483.8 		726235.7 		5 916439.7 		16.3		44.6

		6/21/25		9:43:43 AM		ST006a		Still		269605_ST006a_18		5910		726242.5 		5 916483.8 		726236.9 		5 916442.7 		16.4		41.5

		6/21/25		9:43:58 AM		ST006a		Still		269605_ST006a_19		5911		726242.5 		5 916483.8 		726239.1 		5 916447.9 		16.4		36.1

		6/21/25		9:44:08 AM		ST006a		Still		269605_ST006a_20		5912		726242.5 		5 916483.8 		726240.4 		5 916451.9 		16.4		32.0

		6/21/25		9:44:18 AM		ST006a		Still		269605_ST006a_21		5913		726242.5 		5 916483.8 		726241.3 		5 916454.6 		16.6		29.2

		6/21/25		9:44:49 AM		ST006a		Still		269605_ST006a_22		5914		726242.5 		5 916483.8 		726242.6 		5 916460.0 		16.6		23.8

		6/21/25		9:44:58 AM		ST006a		Still		269605_ST006a_23		5915		726242.5 		5 916483.8 		726243.2 		5 916462.4 		16.5		21.5

		6/21/25		9:45:09 AM		ST006a		Still		269605_ST006a_24		5916		726242.5 		5 916483.8 		726243.6 		5 916464.8 		16.6		19.0

		6/21/25		9:45:19 AM		ST006a		Still		269605_ST006a_25		5917		726242.5 		5 916483.8 		726244.3 		5 916467.8 		16.5		16.1

		6/21/25		9:45:38 AM		ST006a		Still		269605_ST006a_26		5918		726242.5 		5 916483.8 		726246.5 		5 916475.0 		16.6		9.7

		6/21/25		9:45:44 AM		ST006a		Still		269605_ST006a_27		5919		726242.5 		5 916483.8 		726247.6 		5 916477.4 		16.8		8.2

		6/21/25		9:45:52 AM		ST006a		Still		269605_ST006a_28		5920		726242.5 		5 916483.8 		726249.3 		5 916480.4 		16.7		7.6

		6/21/25		9:46:00 AM		ST006a		Still		269605_ST006a_29		5921		726242.5 		5 916483.8 		726251.3 		5 916482.9 		16.5		8.9

		6/21/25		9:46:10 AM		ST006a		Still		269605_ST006a_30		5922		726242.5 		5 916483.8 		726254.0 		5 916486.1 		16.7		11.7

		6/21/25		9:46:36 AM		ST006a		Still		269605_ST006a_31		5923		726242.5 		5 916483.8 		726261.1 		5 916491.7 		16.6		20.2

		6/21/25		9:46:47 AM		ST006a		Still		269605_ST006a_32		5924		726242.5 		5 916483.8 		726264.3 		5 916493.7 		16.8		23.9

		6/21/25		9:47:04 AM		ST006a		Still		269605_ST006a_33		5925		726242.5 		5 916483.8 		726269.0 		5 916495.6 		16.8		29.0

		6/21/25		9:47:23 AM		ST006a		Still		269605_ST006a_34		5926		726242.5 		5 916483.8 		726274.4 		5 916496.9 		16.8		34.5

		6/21/25		9:47:33 AM		ST006a		Still		269605_ST006a_35		5927		726242.5 		5 916483.8 		726276.8 		5 916497.6 		16.8		37.0

		6/21/25		9:47:59 AM		ST006a		Still		269605_ST006a_36		5928		726242.5 		5 916483.8 		726283.0 		5 916499.2 		16.8		43.3

		6/21/25		9:48:12 AM		ST006a		Still		269605_ST006a_37		5929		726242.5 		5 916483.8 		726285.9 		5 916499.8 		16.8		46.3

		6/21/25		9:48:39 AM		ST006a		Still		269605_ST006a_38		5930		726242.5 		5 916483.8 		726295.2 		5 916503.3 		16.8		56.2

		6/21/25		9:48:43 AM		ST006a		Still		269605_ST006a_39		5931		726242.5 		5 916483.8 		726296.8 		5 916504.0 		16.8		57.9

		6/21/25		9:48:47 AM		ST006a		Still		269605_ST006a_40		5932		726242.5 		5 916483.8 		726297.9 		5 916504.6 		16.7		59.2

		6/21/25		9:49:01 AM		ST006a		Still		269605_ST006a_41		5933		726242.5 		5 916483.8 		726301.3 		5 916506.4 		16.8		63.0

		6/21/25		9:49:11 AM		ST006a		Still		269605_ST006a_42		5934		726242.5 		5 916483.8 		726304.3 		5 916508.2 		16.8		66.4

		6/21/25		9:49:30 AM		ST006a		Still		269605_ST006a_43		5935		726242.5 		5 916483.8 		726308.8 		5 916511.2 		16.8		71.8

		6/21/25		9:49:51 AM		ST006a		Still		269605_ST006a_44		5936		726242.5 		5 916483.8 		726313.0 		5 916514.6 		16.9		76.9

		6/21/25		9:50:17 AM		ST006a		Still		269605_ST006a_45		5937		726242.5 		5 916483.8 		726318.3 		5 916520.7 		16.9		84.2

		6/21/25		9:50:33 AM		ST006a		Still		269605_ST006a_46		5938		726242.5 		5 916483.8 		726320.8 		5 916524.4 		16.8		88.2

		6/21/25		9:50:49 AM		ST006a		Still		269605_ST006a_47		5939		726242.5 		5 916483.8 		726323.2 		5 916528.6 		16.8		92.3

		6/21/25		9:51:08 AM		ST006a		Still		269605_ST006a_48		5940		726242.5 		5 916483.8 		726325.0 		5 916533.2 		16.8		96.2

		6/21/25		9:51:27 AM		ST006a		Still		269605_ST006a_49		5941		726242.5 		5 916483.8 		726327.1 		5 916539.1 		16.9		101.0

		6/21/25		9:51:51 AM		ST006a		Still		269605_ST006a_50		5942		726242.5 		5 916483.8 		726328.4 		5 916544.2 		16.9		105.1

		6/21/25		9:51:59 AM		ST006a		Still		269605_ST006a_51		5943		726242.5 		5 916483.8 		726328.7 		5 916545.7 		16.9		106.1

		6/21/25		9:52:20 AM		ST006a		Still		269605_ST006a_52		5944		726242.5 		5 916483.8 		726329.4 		5 916549.8 		16.8		109.1

		6/21/25		9:52:31 AM		ST006a		Video		EOL		5945		726242.5 		5 916483.8 		726329.8 		5 916552.2 		16.9		110.9

		6/21/25		10:12:18 AM		ST006a		HG		FA		5946		726242.5 		5 916483.8 		726262.7 		5 916413.6 		16.8		73.1		Grab sampling outwith 25m circle in an effort to get softer sediments seen on patches in the photographic data

		6/21/25		10:20:23 AM		ST006a		HG		PC/PSD		5947		726242.5 		5 916483.8 		726229.1 		5 916386.0 		16.7		98.7

		6/21/25		10:23:59 AM		ST006a		HG		FB		5948		726242.5 		5 916483.8 		726256.6 		5 916426.3 		16.8		59.2

		6/21/25		11:32:54 AM		ST005		Video		SOL		5949		727183.6 		5 914669.1 		727196.3 		5 914568.1 		17.2		101.8

		6/21/25		11:33:03 AM		ST005		Still		269605_ST005_01		5950		727183.6 		5 914669.1 		727195.1 		5 914570.8 		17.1		99.0

		6/21/25		11:33:11 AM		ST005		Still		269605_ST005_02		5951		727183.6 		5 914669.1 		727194.7 		5 914573.5 		16.8		96.3

		6/21/25		11:33:28 AM		ST005		Still		269605_ST005_03		5952		727183.6 		5 914669.1 		727194.1 		5 914578.1 		17.0		91.6

		6/21/25		11:33:53 AM		ST005		Still		269605_ST005_04		5953		727183.6 		5 914669.1 		727196.3 		5 914585.6 		17.1		84.5

		6/21/25		11:34:24 AM		ST005		Still		269605_ST005_05		5954		727183.6 		5 914669.1 		727193.1 		5 914597.7 		16.9		72.0

		6/21/25		11:34:31 AM		ST005		Still		269605_ST005_06		5955		727183.6 		5 914669.1 		727192.2 		5 914600.9 		16.9		68.8

		6/21/25		11:34:39 AM		ST005		Still		269605_ST005_07		5956		727183.6 		5 914669.1 		727191.5 		5 914603.4 		16.9		66.2

		6/21/25		11:34:58 AM		ST005		Still		269605_ST005_08		5957		727183.6 		5 914669.1 		727189.9 		5 914609.2 		17.0		60.3

		6/21/25		11:35:11 AM		ST005		Still		269605_ST005_09		5958		727183.6 		5 914669.1 		727189.4 		5 914613.0 		17.0		56.4

		6/21/25		11:35:45 AM		ST005		Still		269605_ST005_10		5959		727183.6 		5 914669.1 		727189.7 		5 914624.2 		16.9		45.4

		6/21/25		11:36:00 AM		ST005		Still		269605_ST005_11		5960		727183.6 		5 914669.1 		727190.2 		5 914627.9 		17.0		41.8

		6/21/25		11:36:22 AM		ST005		Still		269605_ST005_12		5961		727183.6 		5 914669.1 		727188.2 		5 914634.8 		16.9		34.7

		6/21/25		11:36:39 AM		ST005		Still		269605_ST005_13		5962		727183.6 		5 914669.1 		727185.8 		5 914640.7 		17.0		28.6

		6/21/25		11:36:57 AM		ST005		Still		269605_ST005_14		5963		727183.6 		5 914669.1 		727184.1 		5 914645.6 		16.9		23.5

		6/21/25		11:37:16 AM		ST005		Still		269605_ST005_15		5964		727183.6 		5 914669.1 		727183.1 		5 914651.9 		16.8		17.3

		6/21/25		11:37:36 AM		ST005		Still		269605_ST005_16		5965		727183.6 		5 914669.1 		727183.5 		5 914659.6 		17.0		9.5

		6/21/25		11:37:53 AM		ST005		Still		269605_ST005_17		5966		727183.6 		5 914669.1 		727183.1 		5 914666.0 		16.8		3.2

		6/21/25		11:38:09 AM		ST005		Still		269605_ST005_18		5967		727183.6 		5 914669.1 		727182.6 		5 914671.6 		16.9		2.7

		6/21/25		11:38:30 AM		ST005		Still		269605_ST005_19		5968		727183.6 		5 914669.1 		727181.4 		5 914679.0 		16.9		10.1

		6/21/25		11:38:45 AM		ST005		Still		269605_ST005_20		5969		727183.6 		5 914669.1 		727181.3 		5 914683.6 		16.9		14.6

		6/21/25		11:38:58 AM		ST005		Still		269605_ST005_21		5970		727183.6 		5 914669.1 		727181.2 		5 914687.3 		17.2		18.3

		6/21/25		11:39:11 AM		ST005		Still		269605_ST005_22		5971		727183.6 		5 914669.1 		727181.4 		5 914689.7 		17.2		20.6

		6/21/25		11:39:24 AM		ST005		Still		269605_ST005_23		5972		727183.6 		5 914669.1 		727181.6 		5 914691.8 		17.2		22.8

		6/21/25		11:39:27 AM		ST005		Still		269605_ST005_24		5973		727183.6 		5 914669.1 		727181.7 		5 914692.3 		17.1		23.2

		6/21/25		11:39:37 AM		ST005		Still		269605_ST005_25		5974		727183.6 		5 914669.1 		727182.3 		5 914693.5 		16.9		24.4

		6/21/25		11:40:04 AM		ST005		Still		269605_ST005_26		5975		727183.6 		5 914669.1 		727183.9 		5 914696.8 		17.1		27.7

		6/21/25		11:40:45 AM		ST005		Still		269605_ST005_27		5976		727183.6 		5 914669.1 		727187.7 		5 914706.0 		17.0		37.1

		6/21/25		11:40:52 AM		ST005		Still		269605_ST005_28		5977		727183.6 		5 914669.1 		727188.0 		5 914707.4 		17.1		38.5

		6/21/25		11:41:20 AM		ST005		Still		269605_ST005_29		5978		727183.6 		5 914669.1 		727188.9 		5 914713.6 		17.3		44.8

		6/21/25		11:41:38 AM		ST005		Still		269605_ST005_30		5979		727183.6 		5 914669.1 		727188.3 		5 914718.3 		17.4		49.4

		6/21/25		11:42:02 AM		ST005		Still		269605_ST005_31		5980		727183.6 		5 914669.1 		727186.7 		5 914726.4 		17.4		57.3

		6/21/25		11:42:19 AM		ST005		Still		269605_ST005_32		5981		727183.6 		5 914669.1 		727184.3 		5 914731.4 		17.4		62.2

		6/21/25		11:42:37 AM		ST005		Still		269605_ST005_33		5982		727183.6 		5 914669.1 		727181.4 		5 914736.4 		17.5		67.2

		6/21/25		11:42:56 AM		ST005		Still		269605_ST005_34		5983		727183.6 		5 914669.1 		727178.0 		5 914742.1 		17.3		73.1

		6/21/25		11:43:02 AM		ST005		Still		269605_ST005_35		5984		727183.6 		5 914669.1 		727176.9 		5 914743.6 		17.4		74.7

		6/21/25		11:43:13 AM		ST005		Still		269605_ST005_36		5985		727183.6 		5 914669.1 		727174.8 		5 914746.8 		17.0		78.1

		6/21/25		11:43:19 AM		ST005		Still		269605_ST005_37		5986		727183.6 		5 914669.1 		727173.5 		5 914748.5 		17.1		80.0

		6/21/25		11:43:42 AM		ST005		Still		269605_ST005_38		5987		727183.6 		5 914669.1 		727169.3 		5 914755.2 		17.0		87.2

		6/21/25		11:43:58 AM		ST005		Still		269605_ST005_39		5988		727183.6 		5 914669.1 		727165.6 		5 914761.3 		17.0		93.9

		6/21/25		11:44:10 AM		ST005		Still		269605_ST005_40		5989		727183.6 		5 914669.1 		727162.2 		5 914765.8 		17.3		99.0

		6/21/25		11:44:24 AM		ST005		Still		269605_ST005_41		5990		727183.6 		5 914669.1 		727158.8 		5 914769.7 		17.1		103.5

		6/21/25		11:44:51 AM		ST005		Still		269605_ST005_42		5991		727183.6 		5 914669.1 		727151.8 		5 914773.3 		17.1		108.9

		6/21/25		11:45:14 AM		ST005		Video		EOL		5992		727183.6 		5 914669.1 		727145.9 		5 914777.8 		17.3		114.9

		6/21/25		11:53:18 AM		ST005		HG		PSD		5993		727183.6 		5 914669.1 		727174.4 		5 914642.4 		16.9		28.3

		6/21/25		12:15:07 PM		ST011		Video		SOL		5994		727366.0 		5 913510.3 		727379.7 		5 913417.6 		18.4		93.7

		6/21/25		12:15:14 PM		ST011		Still		269605_ST011_01		5995		727366.0 		5 913510.3 		727379.2 		5 913419.8 		18.0		91.5

		6/21/25		12:15:23 PM		ST011		Still		269605_ST011_02		5996		727366.0 		5 913510.3 		727378.8 		5 913422.7 		18.3		88.6

		6/21/25		12:15:29 PM		ST011		Still		269605_ST011_03		5997		727366.0 		5 913510.3 		727378.6 		5 913424.2 		18.2		87.0

		6/21/25		12:15:36 PM		ST011		Still		269605_ST011_04		5998		727366.0 		5 913510.3 		727378.9 		5 913426.3 		18.4		85.0

		6/21/25		12:15:52 PM		ST011		Still		269605_ST011_05		5999		727366.0 		5 913510.3 		727379.2 		5 913430.8 		18.3		80.6

		6/21/25		12:16:03 PM		ST011		Still		269605_ST011_06		6000		727366.0 		5 913510.3 		727379.4 		5 913433.7 		18.2		77.7

		6/21/25		12:16:13 PM		ST011		Still		269605_ST011_07		6001		727366.0 		5 913510.3 		727379.5 		5 913436.6 		18.3		74.9

		6/21/25		12:16:35 PM		ST011		Still		269605_ST011_08		6002		727366.0 		5 913510.3 		727380.4 		5 913442.9 		18.4		68.9

		6/21/25		12:16:54 PM		ST011		Still		269605_ST011_09		6003		727366.0 		5 913510.3 		727378.8 		5 913449.9 		18.1		61.8

		6/21/25		12:17:13 PM		ST011		Still		269605_ST011_10		6004		727366.0 		5 913510.3 		727376.5 		5 913456.7 		18.3		54.6

		6/21/25		12:17:34 PM		ST011		Still		269605_ST011_11		6005		727366.0 		5 913510.3 		727374.8 		5 913463.1 		18.2		48.0

		6/21/25		12:17:46 PM		ST011		Still		269605_ST011_12		6006		727366.0 		5 913510.3 		727374.1 		5 913467.0 		18.1		44.1

		6/21/25		12:18:03 PM		ST011		Still		269605_ST011_13		6007		727366.0 		5 913510.3 		727373.0 		5 913472.2 		18.1		38.8

		6/21/25		12:18:19 PM		ST011		Still		269605_ST011_14		6008		727366.0 		5 913510.3 		727371.6 		5 913476.2 		18.1		34.6

		6/21/25		12:18:29 PM		ST011		Still		269605_ST011_15		6009		727366.0 		5 913510.3 		727371.1 		5 913478.8 		18.2		31.9

		6/21/25		12:19:04 PM		ST011		Still		269605_ST011_16		6010		727366.0 		5 913510.3 		727370.8 		5 913492.1 		17.9		18.8

		6/21/25		12:19:15 PM		ST011		Still		269605_ST011_17		6011		727366.0 		5 913510.3 		727370.4 		5 913496.2 		17.9		14.8

		6/21/25		12:19:26 PM		ST011		Still		269605_ST011_18		6012		727366.0 		5 913510.3 		727370.0 		5 913499.0 		17.9		12.0

		6/21/25		12:19:46 PM		ST011		Still		269605_ST011_19		6013		727366.0 		5 913510.3 		727370.0 		5 913504.7 		18.0		6.9

		6/21/25		12:19:54 PM		ST011		Still		269605_ST011_20		6014		727366.0 		5 913510.3 		727370.1 		5 913506.5 		17.9		5.6

		6/21/25		12:20:03 PM		ST011		Still		269605_ST011_21		6015		727366.0 		5 913510.3 		727370.0 		5 913508.6 		18.0		4.3

		6/21/25		12:20:17 PM		ST011		Still		269605_ST011_22		6016		727366.0 		5 913510.3 		727369.9 		5 913510.3 		17.7		3.9

		6/21/25		12:20:50 PM		ST011		Still		269605_ST011_23		6017		727366.0 		5 913510.3 		727369.9 		5 913518.8 		18.1		9.3

		6/21/25		12:21:00 PM		ST011		Still		269605_ST011_24		6018		727366.0 		5 913510.3 		727368.7 		5 913522.3 		17.7		12.3

		6/21/25		12:21:17 PM		ST011		Still		269605_ST011_25		6019		727366.0 		5 913510.3 		727366.4 		5 913527.2 		18.0		16.9

		6/21/25		12:21:17 PM		ST011		Still		269605_ST011_26		No fix		727366.0 		5 913510.3 		727369.9 		5 913515.1 		18.0		6.2		Data taken from video

		6/21/25		12:21:36 PM		ST011		Still		269605_ST011_27		6020		727366.0 		5 913510.3 		727365.2 		5 913533.2 		18.0		22.9

		6/21/25		12:21:52 PM		ST011		Still		269605_ST011_28		6021		727366.0 		5 913510.3 		727364.9 		5 913539.6 		18.1		29.3

		6/21/25		12:22:11 PM		ST011		Still		269605_ST011_29		6022		727366.0 		5 913510.3 		727364.8 		5 913547.0 		18.0		36.7

		6/21/25		12:22:15 PM		ST011		Still		269605_ST011_30		6023		727366.0 		5 913510.3 		727364.8 		5 913548.7 		18.1		38.4

		6/21/25		12:22:39 PM		ST011		Still		269605_ST011_31		6024		727366.0 		5 913510.3 		727363.9 		5 913555.7 		17.9		45.4

		6/21/25		12:22:55 PM		ST011		Still		269605_ST011_32		6025		727366.0 		5 913510.3 		727363.8 		5 913560.6 		18.1		50.4

		6/21/25		12:23:14 PM		ST011		Still		269605_ST011_33		6026		727366.0 		5 913510.3 		727365.3 		5 913565.8 		18.0		55.5

		6/21/25		12:23:36 PM		ST011		Still		269605_ST011_34		6027		727366.0 		5 913510.3 		727368.8 		5 913572.4 		18.2		62.2

		6/21/25		12:23:53 PM		ST011		Still		269605_ST011_35		6028		727366.0 		5 913510.3 		727371.5 		5 913577.2 		18.3		67.1

		6/21/25		12:24:01 PM		ST011		Still		269605_ST011_36		6029		727366.0 		5 913510.3 		727372.6 		5 913579.5 		18.4		69.5

		6/21/25		12:24:26 PM		ST011		Still		269605_ST011_37		6030		727366.0 		5 913510.3 		727375.5 		5 913586.7 		18.3		77.0

		6/21/25		12:24:44 PM		ST011		Still		269605_ST011_38		6031		727366.0 		5 913510.3 		727377.7 		5 913592.8 		18.4		83.3

		6/21/25		12:25:19 PM		ST011		Still		269605_ST011_39		6032		727366.0 		5 913510.3 		727381.0 		5 913604.6 		18.6		95.5

		6/21/25		12:25:26 PM		ST011		Still		269605_ST011_40		6033		727366.0 		5 913510.3 		727381.7 		5 913607.2 		18.5		98.1

		6/21/25		12:25:36 PM		ST011		Still		269605_ST011_41		6034		727366.0 		5 913510.3 		727382.6 		5 913610.9 		18.5		102.0

		6/21/25		12:25:51 PM		ST011		Still		269605_ST011_42		6035		727366.0 		5 913510.3 		727383.9 		5 913615.1 		18.2		106.3

		6/21/25		12:26:14 PM		ST011		Still		269605_ST011_43		6036		727366.0 		5 913510.3 		727384.9 		5 913621.7 		18.3		113.0

		6/21/25		12:26:32 PM		ST011		Still		269605_ST011_44		6037		727366.0 		5 913510.3 		727385.4 		5 913626.8 		18.1		118.1

		6/21/25		12:26:42 PM		ST011		Still		269605_ST011_45		6038		727366.0 		5 913510.3 		727385.4 		5 913629.9 		18.1		121.2

		6/21/25		12:26:52 PM		ST011		Still		269605_ST011_46		6039		727366.0 		5 913510.3 		727385.3 		5 913634.0 		18.3		125.2

		6/21/25		12:27:14 PM		ST011		Still		269605_ST011_47		6040		727366.0 		5 913510.3 		727385.2 		5 913639.1 		18.3		130.2

		6/21/25		12:27:20 PM		ST011		Still		269605_ST011_48		6041		727366.0 		5 913510.3 		727385.1 		5 913640.7 		18.3		131.8

		6/21/25		12:27:35 PM		ST011		Still		269605_ST011_49		6042		727366.0 		5 913510.3 		727385.1 		5 913644.4 		18.3		135.4

		6/21/25		12:27:42 PM		ST011		Still		269605_ST011_50		6043		727366.0 		5 913510.3 		727385.1 		5 913646.0 		18.4		137.0

		6/21/25		12:27:55 PM		ST011		Still		269605_ST011_51		6044		727366.0 		5 913510.3 		727385.2 		5 913649.3 		18.4		140.3

		6/21/25		12:28:24 PM		ST011		Video		EOL		6045		727366.0 		5 913510.3 		727387.0 		5 913657.5 		18.2		148.7

		6/21/25		12:48:11 PM		ST004		Video		SOL		6046		727081.2 		5 912707.6 		727080.5 		5 912691.0 		17.5		16.6

		6/21/25		12:48:19 PM		ST004		Still		269605_ST004_01		6047		727081.2 		5 912707.6 		727080.0 		5 912693.1 		17.5		14.6

		6/21/25		12:48:25 PM		ST004		Still		269605_ST004_02		6048		727081.2 		5 912707.6 		727079.6 		5 912695.1 		17.3		12.7

		6/21/25		12:48:36 PM		ST004		Still		269605_ST004_03		6049		727081.2 		5 912707.6 		727079.3 		5 912698.2 		17.7		9.6

		6/21/25		12:48:46 PM		ST004		Still		269605_ST004_04		6050		727081.2 		5 912707.6 		727079.2 		5 912700.9 		17.7		7.0

		6/21/25		12:49:03 PM		ST004		Still		269605_ST004_05		6051		727081.2 		5 912707.6 		727079.7 		5 912705.9 		17.5		2.3

		6/21/25		12:49:15 PM		ST004		Still		269605_ST004_06		6052		727081.2 		5 912707.6 		727080.6 		5 912709.5 		17.5		2.0

		6/21/25		12:49:22 PM		ST004		Still		269605_ST004_07		6053		727081.2 		5 912707.6 		727081.3 		5 912711.5 		17.8		3.9

		6/21/25		12:49:31 PM		ST004		Still		269605_ST004_08		6054		727081.2 		5 912707.6 		727082.5 		5 912714.1 		17.5		6.6

		6/21/25		12:49:47 PM		ST004		Still		269605_ST004_09		6055		727081.2 		5 912707.6 		727085.2 		5 912719.0 		17.6		12.1

		6/21/25		12:49:56 PM		ST004		Still		269605_ST004_10		6056		727081.2 		5 912707.6 		727087.0 		5 912721.3 		17.5		14.9

		6/21/25		12:50:03 PM		ST004		Still		269605_ST004_11		6057		727081.2 		5 912707.6 		727088.4 		5 912723.3 		17.7		17.2

		6/21/25		12:50:17 PM		ST004		Still		269605_ST004_12		6058		727081.2 		5 912707.6 		727091.2 		5 912727.0 		17.8		21.8

		6/21/25		12:50:29 PM		ST004		Still		269605_ST004_13		6059		727081.2 		5 912707.6 		727093.4 		5 912730.2 		17.8		25.7

		6/21/25		12:50:39 PM		ST004		Still		269605_ST004_14		6060		727081.2 		5 912707.6 		727094.8 		5 912732.7 		17.9		28.5

		6/21/25		12:50:43 PM		ST004		Still		269605_ST004_15		6061		727081.2 		5 912707.6 		727095.8 		5 912734.2 		17.9		30.3

		6/21/25		12:51:04 PM		ST004		Still		269605_ST004_16		6062		727081.2 		5 912707.6 		727098.4 		5 912740.1 		17.8		36.8

		6/21/25		12:51:15 PM		ST004		Video		EOL		6063		727081.2 		5 912707.6 		727099.6 		5 912743.3 		17.9		40.2

		6/21/25		12:57:37 PM		ST004		HG		FA		6064		727081.2 		5 912707.6 		727088.7 		5 912690.9 		17.7		18.3

		6/21/25		1:00:51 PM		ST004		HG		FB		6065		727081.2 		5 912707.6 		727092.4 		5 912692.5 		17.8		18.8

		6/21/25		1:04:35 PM		ST004		HG		PC/PSD		6066		727081.2 		5 912707.6 		727091.9 		5 912689.9 		17.8		20.6

		6/21/25		2:10:09 PM		ST003		Video		SOL		6067		726546.5 		5 911227.1 		726551.6 		5 911207.4 		16.7		20.4

		6/21/25		2:10:17 PM		ST003		Still		269605_ST003_01		6068		726546.5 		5 911227.1 		726551.8 		5 911209.6 		16.6		18.3

		6/21/25		2:10:22 PM		ST003		Still		269605_ST003_02		6069		726546.5 		5 911227.1 		726552.3 		5 911211.4 		16.6		16.7

		6/21/25		2:10:34 PM		ST003		Still		269605_ST003_03		6070		726546.5 		5 911227.1 		726553.4 		5 911214.8 		16.7		14.1

		6/21/25		2:10:42 PM		ST003		Still		269605_ST003_04		6071		726546.5 		5 911227.1 		726554.0 		5 911217.4 		16.6		12.3

		6/21/25		2:11:04 PM		ST003		Still		269605_ST003_05		6072		726546.5 		5 911227.1 		726552.0 		5 911225.2 		16.5		5.9

		6/21/25		2:11:21 PM		ST003		Still		269605_ST003_06		6073		726546.5 		5 911227.1 		726548.7 		5 911231.6 		16.8		5.0

		6/21/25		2:11:33 PM		ST003		Still		269605_ST003_07		6074		726546.5 		5 911227.1 		726546.3 		5 911236.0 		16.6		8.9

		6/21/25		2:11:49 PM		ST003		Still		269605_ST003_08		6075		726546.5 		5 911227.1 		726543.0 		5 911242.5 		16.5		15.8

		6/21/25		2:11:58 PM		ST003		Still		269605_ST003_09		6076		726546.5 		5 911227.1 		726541.6 		5 911245.4 		16.7		18.9

		6/21/25		2:12:04 PM		ST003		Still		269605_ST003_10		6077		726546.5 		5 911227.1 		726540.6 		5 911247.3 		16.6		21.0

		6/21/25		2:12:10 PM		ST003		Still		269605_ST003_11		6078		726546.5 		5 911227.1 		726539.6 		5 911249.1 		16.7		23.1

		6/21/25		2:12:28 PM		ST003		Still		269605_ST003_12		6079		726546.5 		5 911227.1 		726536.8 		5 911253.9 		16.6		28.5

		6/21/25		2:12:34 PM		ST003		Still		269605_ST003_13		6080		726546.5 		5 911227.1 		726535.9 		5 911255.0 		16.6		29.9

		6/21/25		2:12:42 PM		ST003		Still		269605_ST003_14		6081		726546.5 		5 911227.1 		726534.1 		5 911257.0 		16.7		32.3

		6/21/25		2:12:57 PM		ST003		Video		EOL		6082		726546.5 		5 911227.1 		726531.6 		5 911260.6 		16.7		36.6

		6/21/25		2:19:19 PM		ST003		HG		PSD		6083		726546.5 		5 911227.1 		726536.1 		5 911222.5 		16.6		11.3

		6/21/25		2:34:10 PM		ST009		Video		SOL		6084		725852.0 		5 910264.0 		725913.5 		5 910184.2 		16.2		100.7

		6/21/25		2:34:21 PM		ST009		Still		269605_ST009_01		6085		725852.0 		5 910264.0 		725911.5 		5 910184.8 		16.1		99.0

		6/21/25		2:34:34 PM		ST009		Still		269605_ST009_02		6086		725852.0 		5 910264.0 		725907.9 		5 910187.2 		16.2		95.0

		6/21/25		2:34:41 PM		ST009		Still		269605_ST009_03		6087		725852.0 		5 910264.0 		725905.5 		5 910188.9 		16.3		92.3

		6/21/25		2:34:54 PM		ST009		Still		269605_ST009_04		6088		725852.0 		5 910264.0 		725901.9 		5 910191.6 		16.2		87.9

		6/21/25		2:35:21 PM		ST009		Still		269605_ST009_05		6089		725852.0 		5 910264.0 		725893.8 		5 910198.1 		16.4		78.0

		6/21/25		2:35:41 PM		ST009		Still		269605_ST009_06		6090		725852.0 		5 910264.0 		725889.1 		5 910203.1 		16.3		71.3

		6/21/25		2:35:59 PM		ST009		Still		269605_ST009_07		6091		725852.0 		5 910264.0 		725885.5 		5 910208.3 		16.3		65.0

		6/21/25		2:36:16 PM		ST009		Still		269605_ST009_08		6092		725852.0 		5 910264.0 		725882.4 		5 910212.4 		16.4		59.9

		6/21/25		2:36:36 PM		ST009		Still		269605_ST009_09		6093		725852.0 		5 910264.0 		725878.5 		5 910217.9 		16.3		53.2

		6/21/25		2:36:52 PM		ST009		Still		269605_ST009_10		6094		725852.0 		5 910264.0 		725876.3 		5 910221.9 		16.4		48.6

		6/21/25		2:37:16 PM		ST009		Still		269605_ST009_11		6095		725852.0 		5 910264.0 		725872.0 		5 910228.5 		16.3		40.8

		6/21/25		2:37:38 PM		ST009		Still		269605_ST009_12		6096		725852.0 		5 910264.0 		725868.5 		5 910234.3 		16.3		34.0

		6/21/25		2:37:53 PM		ST009		Still		269605_ST009_13		6097		725852.0 		5 910264.0 		725865.9 		5 910238.3 		16.3		29.2

		6/21/25		2:38:14 PM		ST009		Still		269605_ST009_14		6098		725852.0 		5 910264.0 		725862.2 		5 910243.9 		16.3		22.5

		6/21/25		2:38:20 PM		ST009		Still		269605_ST009_15		6099		725852.0 		5 910264.0 		725861.3 		5 910245.5 		16.3		20.7

		6/21/25		2:38:44 PM		ST009		Still		269605_ST009_16		6100		725852.0 		5 910264.0 		725856.8 		5 910251.5 		16.3		13.4

		6/21/25		2:39:18 PM		ST009		Still		269605_ST009_17		6101		725852.0 		5 910264.0 		725850.5 		5 910260.8 		16.3		3.5

		6/21/25		2:39:33 PM		ST009		Still		269605_ST009_18		6102		725852.0 		5 910264.0 		725847.6 		5 910264.8 		16.4		4.5

		6/21/25		2:39:46 PM		ST009		Still		269605_ST009_19		6103		725852.0 		5 910264.0 		725845.4 		5 910268.2 		16.4		7.8

		6/21/25		2:40:09 PM		ST009		Still		269605_ST009_20		6104		725852.0 		5 910264.0 		725841.3 		5 910274.6 		16.4		15.1

		6/21/25		2:40:25 PM		ST009		Still		269605_ST009_21		6105		725852.0 		5 910264.0 		725838.5 		5 910278.7 		16.3		20.0

		6/21/25		2:40:40 PM		ST009		Still		269605_ST009_22		6106		725852.0 		5 910264.0 		725836.3 		5 910282.2 		16.4		24.0

		6/21/25		2:40:58 PM		ST009		Still		269605_ST009_23		6107		725852.0 		5 910264.0 		725833.7 		5 910286.4 		16.4		29.0

		6/21/25		2:41:11 PM		ST009		Still		269605_ST009_24		6108		725852.0 		5 910264.0 		725832.0 		5 910289.2 		16.4		32.2

		6/21/25		2:41:27 PM		ST009		Still		269605_ST009_25		6109		725852.0 		5 910264.0 		725830.6 		5 910292.9 		16.4		36.0

		6/21/25		2:41:44 PM		ST009		Still		269605_ST009_26		6110		725852.0 		5 910264.0 		725829.9 		5 910297.3 		16.4		39.9

		6/21/25		2:42:04 PM		ST009		Still		269605_ST009_27		6111		725852.0 		5 910264.0 		725829.3 		5 910302.6 		16.4		44.8

		6/21/25		2:42:09 PM		ST009		Still		269605_ST009_28		6112		725852.0 		5 910264.0 		725829.1 		5 910304.2 		16.4		46.3

		6/21/25		2:42:39 PM		ST009		Still		269605_ST009_29		6113		725852.0 		5 910264.0 		725827.7 		5 910312.2 		16.4		54.0

		6/21/25		2:42:58 PM		ST009		Still		269605_ST009_30		6114		725852.0 		5 910264.0 		725826.6 		5 910317.6 		16.4		59.3

		6/21/25		2:43:11 PM		ST009		Still		269605_ST009_31		6115		725852.0 		5 910264.0 		725825.7 		5 910321.1 		16.4		62.9

		6/21/25		2:43:43 PM		ST009		Still		269605_ST009_32		6116		725852.0 		5 910264.0 		725819.0 		5 910333.2 		16.3		76.7

		6/21/25		2:44:00 PM		ST009		Still		269605_ST009_33		6117		725852.0 		5 910264.0 		725814.4 		5 910339.4 		16.4		84.2

		6/21/25		2:44:10 PM		ST009		Still		269605_ST009_34		6118		725852.0 		5 910264.0 		725812.2 		5 910342.0 		16.4		87.6

		6/21/25		2:44:16 PM		ST009		Still		269605_ST009_35		6119		725852.0 		5 910264.0 		725810.8 		5 910343.9 		16.4		89.9

		6/21/25		2:44:20 PM		ST009		Other 1		No photo		6120		725852.0 		5 910264.0 		725809.3 		5 910345.4 		16.4		91.9

		6/21/25		2:44:20 PM		ST009		Other 1		No photo		6121		725852.0 		5 910264.0 		725809.3 		5 910345.4 		16.4		91.9

		6/21/25		2:44:20 PM		ST009		Other 1		No photo		6122		725852.0 		5 910264.0 		725809.3 		5 910345.4 		16.4		92.0

		6/21/25		2:44:20 PM		ST009		Other 1		No photo		6123		725852.0 		5 910264.0 		725809.3 		5 910345.4 		16.4		92.0

		6/21/25		2:44:59 PM		ST009		Video		EOL		6124		725852.0 		5 910264.0 		725796.3 		5 910360.7 		16.2		111.6

		6/21/25		3:13:53 PM		ST001		Video		SOL		6125		723116.7 		5 908505.1 		723050.6 		5 908592.9 		10.8		109.9

		6/21/25		3:14:01 PM		ST001		Still		269605_ST001_01		6126		723116.7 		5 908505.1 		723051.4 		5 908590.7 		10.9		107.7

		6/21/25		3:14:09 PM		ST001		Still		269605_ST001_02		6127		723116.7 		5 908505.1 		723052.4 		5 908588.1 		10.8		105.0

		6/21/25		3:14:20 PM		ST001		Still		269605_ST001_03		6128		723116.7 		5 908505.1 		723054.0 		5 908585.2 		10.9		101.8

		6/21/25		3:14:28 PM		ST001		Still		269605_ST001_04		6129		723116.7 		5 908505.1 		723055.0 		5 908583.3 		10.9		99.7

		6/21/25		3:14:43 PM		ST001		Still		269605_ST001_05		6130		723116.7 		5 908505.1 		723056.4 		5 908578.7 		10.8		95.2

		6/21/25		3:15:02 PM		ST001		Still		269605_ST001_06		6131		723116.7 		5 908505.1 		723058.2 		5 908573.5 		10.9		90.0

		6/21/25		3:15:07 PM		ST001		Still		269605_ST001_07		6132		723116.7 		5 908505.1 		723058.6 		5 908572.6 		10.8		89.1

		6/21/25		3:15:14 PM		ST001		Still		269605_ST001_08		6133		723116.7 		5 908505.1 		723059.8 		5 908570.9 		11.0		87.0

		6/21/25		3:15:41 PM		ST001		Still		269605_ST001_09		6134		723116.7 		5 908505.1 		723064.4 		5 908565.9 		10.9		80.3

		6/21/25		3:15:47 PM		ST001		Still		269605_ST001_10		6135		723116.7 		5 908505.1 		723065.3 		5 908565.0 		11.1		79.0

		6/21/25		3:16:16 PM		ST001		Still		269605_ST001_11		6136		723116.7 		5 908505.1 		723072.2 		5 908562.0 		10.9		72.3

		6/21/25		3:16:35 PM		ST001		Still		269605_ST001_12		6137		723116.7 		5 908505.1 		723076.5 		5 908558.9 		10.9		67.2

		6/21/25		3:16:57 PM		ST001		Still		269605_ST001_13		6138		723116.7 		5 908505.1 		723077.9 		5 908551.7 		11.0		60.7

		6/21/25		3:17:05 PM		ST001		Still		269605_ST001_14		6139		723116.7 		5 908505.1 		723077.9 		5 908548.6 		10.9		58.4

		6/21/25		3:17:12 PM		ST001		Still		269605_ST001_15		6140		723116.7 		5 908505.1 		723078.3 		5 908546.2 		10.9		56.3

		6/21/25		3:17:34 PM		ST001		Still		269605_ST001_16		6141		723116.7 		5 908505.1 		723081.0 		5 908539.2 		10.9		49.4

		6/21/25		3:17:43 PM		ST001		Still		269605_ST001_17		6142		723116.7 		5 908505.1 		723082.9 		5 908536.2 		11.0		45.9

		6/21/25		3:18:05 PM		ST001		Still		269605_ST001_18		6143		723116.7 		5 908505.1 		723088.6 		5 908530.1 		11.1		37.7

		6/21/25		3:18:14 PM		ST001		Still		269605_ST001_19		6144		723116.7 		5 908505.1 		723091.3 		5 908527.8 		11.1		34.1

		6/21/25		3:18:45 PM		ST001		Still		269605_ST001_20		6145		723116.7 		5 908505.1 		723101.8 		5 908520.7 		10.9		21.6

		6/21/25		3:19:03 PM		ST001		Still		269605_ST001_21		6146		723116.7 		5 908505.1 		723109.6 		5 908517.4 		11.0		14.2

		6/21/25		3:19:20 PM		ST001		Still		269605_ST001_22		6147		723116.7 		5 908505.1 		723115.8 		5 908516.3 		11.4		11.2

		6/21/25		3:19:32 PM		ST001		Still		269605_ST001_23		6148		723116.7 		5 908505.1 		723118.6 		5 908516.8 		10.9		11.9

		6/21/25		3:19:39 PM		ST001		Still		269605_ST001_24		6149		723116.7 		5 908505.1 		723120.2 		5 908516.9 		10.8		12.3

		6/21/25		3:19:51 PM		ST001		Still		269605_ST001_25		6150		723116.7 		5 908505.1 		723124.1 		5 908516.4 		10.9		13.5

		6/21/25		3:20:12 PM		ST001		Still		269605_ST001_26		6151		723116.7 		5 908505.1 		723130.2 		5 908515.1 		11.0		16.8

		6/21/25		3:20:28 PM		ST001		Still		269605_ST001_27		6152		723116.7 		5 908505.1 		723135.1 		5 908512.7 		10.9		19.9

		6/21/25		3:20:44 PM		ST001		Still		269605_ST001_28		6153		723116.7 		5 908505.1 		723138.9 		5 908509.5 		10.9		22.6

		6/21/25		3:20:50 PM		ST001		Still		269605_ST001_29		6154		723116.7 		5 908505.1 		723140.5 		5 908508.8 		10.8		24.0

		6/21/25		3:21:12 PM		ST001		Still		269605_ST001_30		6155		723116.7 		5 908505.1 		723146.3 		5 908505.4 		10.7		29.6

		6/21/25		3:21:28 PM		ST001		Still		269605_ST001_31		6156		723116.7 		5 908505.1 		723150.7 		5 908502.8 		11.0		34.1

		6/21/25		3:21:49 PM		ST001		Still		269605_ST001_32		6157		723116.7 		5 908505.1 		723155.6 		5 908499.6 		10.8		39.2

		6/21/25		3:22:01 PM		ST001		Still		269605_ST001_33		6158		723116.7 		5 908505.1 		723157.8 		5 908498.0 		10.7		41.7

		6/21/25		3:22:21 PM		ST001		Still		269605_ST001_34		6159		723116.7 		5 908505.1 		723162.2 		5 908494.2 		10.8		46.7

		6/21/25		3:22:27 PM		ST001		Still		269605_ST001_35		6160		723116.7 		5 908505.1 		723163.3 		5 908493.5 		10.7		48.0

		6/21/25		3:22:59 PM		ST001		Still		269605_ST001_36		6161		723116.7 		5 908505.1 		723168.6 		5 908487.2 		10.6		54.9

		6/21/25		3:23:24 PM		ST001		Still		269605_ST001_37		6162		723116.7 		5 908505.1 		723173.6 		5 908480.9 		10.8		61.8

		6/21/25		3:23:32 PM		ST001		Still		269605_ST001_38		6163		723116.7 		5 908505.1 		723175.3 		5 908479.1 		10.9		64.0

		6/21/25		3:23:45 PM		ST001		Still		269605_ST001_39		6164		723116.7 		5 908505.1 		723178.2 		5 908476.1 		10.9		67.9

		6/21/25		3:23:51 PM		ST001		Still		269605_ST001_40		6165		723116.7 		5 908505.1 		723179.3 		5 908475.1 		10.9		69.4

		6/21/25		3:24:10 PM		ST001		Still		269605_ST001_41		6166		723116.7 		5 908505.1 		723182.7 		5 908471.0 		10.8		74.3

		6/21/25		3:24:20 PM		ST001		Still		269605_ST001_42		6167		723116.7 		5 908505.1 		723184.5 		5 908469.2 		10.8		76.7

		6/21/25		3:24:36 PM		ST001		Still		269605_ST001_43		6168		723116.7 		5 908505.1 		723187.4 		5 908466.2 		10.7		80.7

		6/21/25		3:24:45 PM		ST001		Still		269605_ST001_44		6169		723116.7 		5 908505.1 		723189.2 		5 908464.3 		10.5		83.1

		6/21/25		3:25:02 PM		ST001		Still		269605_ST001_45		6170		723116.7 		5 908505.1 		723193.3 		5 908459.8 		10.7		89.0

		6/21/25		3:25:14 PM		ST001		Still		269605_ST001_46		6171		723116.7 		5 908505.1 		723197.3 		5 908455.6 		10.7		94.6

		6/21/25		3:25:33 PM		ST001		Video		EOL		6172		723116.7 		5 908505.1 		723204.3 		5 908447.1 		10.7		105.0

		6/21/25		3:33:00 PM		ST001		HG		NS1		6173		723116.7 		5 908505.1 		723104.9 		5 908525.8 		10.9		23.9

		6/21/25		3:35:44 PM		ST001		HG		NS2		6175		723116.7 		5 908505.1 		723103.3 		5 908523.5 		11.0		22.8

		6/21/25		3:38:55 PM		ST001		HG		NS3		6176		723116.7 		5 908505.1 		723114.4 		5 908516.6 		10.9		11.8

		6/21/25		3:48:41 PM		ST001		HG		NS4		6177		723116.7 		5 908505.1 		723097.1 		5 908508.4 		10.9		19.9

		6/21/25		3:52:31 PM		ST001		HG		PSD		6178		723116.7 		5 908505.1 		723121.4 		5 908516.2 		10.8		12.1

		6/21/25		4:12:33 PM		ST002		Video		SOL		6179		724782.5 		5 909599.4 		724772.4 		5 909623.2 		11.2		25.8

		6/21/25		4:12:40 PM		ST002		Still		269605_ST002_01		6180		724782.5 		5 909599.4 		724772.3 		5 909620.8 		10.3		23.7

		6/21/25		4:12:46 PM		ST002		Still		269605_ST002_02		6181		724782.5 		5 909599.4 		724772.8 		5 909618.3 		11.0		21.3

		6/21/25		4:12:59 PM		ST002		Still		269605_ST002_03		6182		724782.5 		5 909599.4 		724774.1 		5 909615.0 		11.1		17.7

		6/21/25		4:13:15 PM		ST002		Still		269605_ST002_04		6183		724782.5 		5 909599.4 		724776.2 		5 909611.5 		10.8		13.6

		6/21/25		4:13:42 PM		ST002		Still		269605_ST002_05		6184		724782.5 		5 909599.4 		724779.9 		5 909606.1 		11.6		7.3

		6/21/25		4:13:50 PM		ST002		Still		269605_ST002_06		6185		724782.5 		5 909599.4 		724781.2 		5 909604.7 		11.9		5.5

		6/21/25		4:14:17 PM		ST002		Still		269605_ST002_07		6186		724782.5 		5 909599.4 		724785.3 		5 909599.7 		11.8		2.8

		6/21/25		4:14:23 PM		ST002		Still		269605_ST002_08		6187		724782.5 		5 909599.4 		724786.2 		5 909598.2 		11.7		3.9

		6/21/25		4:14:40 PM		ST002		Still		269605_ST002_09		6188		724782.5 		5 909599.4 		724788.9 		5 909593.4 		11.5		8.7

		6/21/25		4:15:05 PM		ST002		Still		269605_ST002_10		6189		724782.5 		5 909599.4 		724793.1 		5 909587.6 		11.7		15.8

		6/21/25		4:15:25 PM		ST002		Still		269605_ST002_11		6190		724782.5 		5 909599.4 		724796.2 		5 909583.8 		11.7		20.7

		6/21/25		4:15:44 PM		ST002		Still		269605_ST002_12		6191		724782.5 		5 909599.4 		724799.6 		5 909580.1 		11.7		25.8

		6/21/25		4:16:14 PM		ST002		Video		EOL		6192		724782.5 		5 909599.4 		724806.6 		5 909576.9 		11.7		32.9

		6/21/25		4:31:27 PM		ST002		DVV		NS1		6193		724782.5 		5 909599.4 		724768.7 		5 909619.1 		11.8		24.1

		6/21/25		4:36:18 PM		ST002		DVV		FA/FB		6194		724782.5 		5 909599.4 		724781.6 		5 909616.5 		11.8		17.1

		6/21/25		4:43:07 PM		ST002		DVV		PC/PSD		6195		724782.5 		5 909599.4 		724771.4 		5 909617.6 		11.8		21.3

		6/21/25		5:43:37 PM		ST007		Video		SOL		6196		724897.3 		5 918047.6 		724895.2 		5 918064.1 		14.6		16.7

		6/21/25		5:43:47 PM		ST007		Still		269605_ST007_01		6197		724897.3 		5 918047.6 		724895.8 		5 918061.0 		15.2		13.5

		6/21/25		5:43:58 PM		ST007		Still		269605_ST007_02		6198		724897.3 		5 918047.6 		724896.9 		5 918057.0 		15.1		9.4

		6/21/25		5:44:02 PM		ST007		Still		269605_ST007_03		6199		724897.3 		5 918047.6 		724896.9 		5 918055.3 		15.0		7.7

		6/21/25		5:44:07 PM		ST007		Still		269605_ST007_04		6200		724897.3 		5 918047.6 		724896.3 		5 918053.2 		15.0		5.7

		6/21/25		5:44:20 PM		ST007		Still		269605_ST007_05		6201		724897.3 		5 918047.6 		724893.0 		5 918047.8 		15.0		4.3

		6/21/25		5:44:32 PM		ST007		Still		269605_ST007_06		6202		724897.3 		5 918047.6 		724890.9 		5 918044.0 		15.1		7.3

		6/21/25		5:44:39 PM		ST007		Still		269605_ST007_07		6203		724897.3 		5 918047.6 		724889.8 		5 918041.6 		15.2		9.6

		6/21/25		5:44:52 PM		ST007		Still		269605_ST007_08		6204		724897.3 		5 918047.6 		724888.9 		5 918036.1 		14.9		14.3

		6/21/25		5:44:55 PM		ST007		Still		269605_ST007_09		6205		724897.3 		5 918047.6 		724888.6 		5 918034.0 		14.8		16.2

		6/21/25		5:45:15 PM		ST007		Still		269605_ST007_10		6206		724897.3 		5 918047.6 		724889.6 		5 918026.0 		15.0		22.9

		6/21/25		5:45:17 PM		ST007		Still		269605_ST007_11		6207		724897.3 		5 918047.6 		724890.1 		5 918024.8 		15.0		23.9

		6/21/25		5:45:25 PM		ST007		Still		269605_ST007_12		6208		724897.3 		5 918047.6 		724891.3 		5 918022.4 		15.1		25.9

		6/21/25		5:45:29 PM		ST007		Still		269605_ST007_13		6209		724897.3 		5 918047.6 		724891.7 		5 918021.3 		15.0		26.9

		6/21/25		5:45:37 PM		ST007		Still		269605_ST007_14		6210		724897.3 		5 918047.6 		724891.8 		5 918018.6 		15.0		29.5

		6/21/25		5:45:46 PM		ST007		Still		269605_ST007_15		6211		724897.3 		5 918047.6 		724890.9 		5 918016.0 		14.9		32.3

		6/21/25		5:45:51 PM		ST007		Still		269605_ST007_16		6212		724897.3 		5 918047.6 		724890.1 		5 918014.5 		14.7		33.9

		6/21/25		5:46:00 PM		ST007		Still		269605_ST007_17		6213		724897.3 		5 918047.6 		724888.2 		5 918012.3 		14.1		36.5

		6/21/25		5:46:09 PM		ST007		Video		EOL		6214		724897.3 		5 918047.6 		724886.3 		5 918010.1 		14.9		39.0

		6/21/25		6:03:23 PM		ST007		HG		FA		6215		724897.3 		5 918047.6 		724884.7 		5 918073.9 		14.8		29.2

		6/21/25		6:07:09 PM		ST007		HG		FB		6216		724897.3 		5 918047.6 		724889.1 		5 918071.4 		14.8		25.1

		6/21/25		6:09:59 PM		ST007		HG		PC/PSD		6217		724897.3 		5 918047.6 		724888.1 		5 918063.5 		14.8		18.4

		6/21/25		6:47:52 PM		ST008		Video		SOL		6218		724530.0 		5 920370.0 		724527.3 		5 920374.3 		12.8		5.0

		6/21/25		6:47:59 PM		ST008		Still		269605_ST008_01		6219		724530.0 		5 920370.0 		724528.7 		5 920369.8 		12.9		1.3

		6/21/25		6:48:05 PM		ST008		Still		269605_ST008_02		6220		724530.0 		5 920370.0 		724529.5 		5 920367.7 		12.9		2.4

		6/21/25		6:48:08 PM		ST008		Still		269605_ST008_03		6221		724530.0 		5 920370.0 		724529.8 		5 920366.4 		12.9		3.6

		6/21/25		6:48:16 PM		ST008		Still		269605_ST008_04		6222		724530.0 		5 920370.0 		724530.6 		5 920363.8 		12.8		6.2

		6/21/25		6:48:19 PM		ST008		Still		269605_ST008_05		6223		724530.0 		5 920370.0 		724530.8 		5 920362.6 		12.9		7.4

		6/21/25		6:48:22 PM		ST008		Still		269605_ST008_06		6224		724530.0 		5 920370.0 		724531.1 		5 920361.7 		12.9		8.4

		6/21/25		6:48:30 PM		ST008		Still		269605_ST008_07		6225		724530.0 		5 920370.0 		724532.1 		5 920359.4 		12.8		10.8

		6/21/25		6:48:34 PM		ST008		Still		269605_ST008_08		6226		724530.0 		5 920370.0 		724532.9 		5 920358.4 		12.8		12.0

		6/21/25		6:48:39 PM		ST008		Still		269605_ST008_09		6227		724530.0 		5 920370.0 		724533.6 		5 920357.2 		12.9		13.3

		6/21/25		6:48:42 PM		ST008		Still		269605_ST008_10		6228		724530.0 		5 920370.0 		724534.1 		5 920356.6 		12.8		14.0

		6/21/25		6:48:49 PM		ST008		Still		269605_ST008_11		6229		724530.0 		5 920370.0 		724534.8 		5 920354.9 		12.8		15.8

		6/21/25		6:48:51 PM		ST008		Still		269605_ST008_12		6230		724530.0 		5 920370.0 		724534.9 		5 920354.8 		12.9		16.0

		6/21/25		6:48:54 PM		ST008		Still		269605_ST008_13		6231		724530.0 		5 920370.0 		724535.2 		5 920354.1 		13.0		16.7

		6/21/25		6:49:09 PM		ST008		Still		269605_ST008_14		6232		724530.0 		5 920370.0 		724534.8 		5 920349.3 		12.9		21.2

		6/21/25		6:49:17 PM		ST008		Still		269605_ST008_15		6233		724530.0 		5 920370.0 		724534.3 		5 920346.2 		12.9		24.1

		6/21/25		6:49:23 PM		ST008		Still		269605_ST008_16		6234		724530.0 		5 920370.0 		724534.0 		5 920344.3 		13.1		26.0

		6/21/25		6:49:37 PM		ST008		Still		269605_ST008_17		6235		724530.0 		5 920370.0 		724535.7 		5 920339.3 		13.1		31.2

		6/21/25		6:49:58 PM		ST008		Still		269605_ST008_18		6236		724530.0 		5 920370.0 		724538.4 		5 920331.4 		12.9		39.5

		6/21/25		6:50:01 PM		ST008		Still		269605_ST008_19		6237		724530.0 		5 920370.0 		724538.8 		5 920330.1 		12.8		40.9

		6/21/25		6:50:07 PM		ST008		Video		EOL		6238		724530.0 		5 920370.0 		724539.3 		5 920328.2 		12.9		42.8

		6/21/25		7:00:06 PM		ST008		HG		PSD		6239		724530.0 		5 920370.0 		724519.4 		5 920385.9 		13.2		19.1

		6/21/25		7:25:43 PM		ST010		Video		SOL		6240		723267.5 		5 923082.7 		723218.1 		5 923176.4 		9.8		105.9

		6/21/25		7:26:07 PM		ST010		Still		269605_ST0010_01		6241		723267.5 		5 923082.7 		723219.4 		5 923169.4 		10.2		99.1

		6/21/25		7:26:12 PM		ST010		Still		269605_ST0010_02		6242		723267.5 		5 923082.7 		723219.6 		5 923168.4 		10.1		98.1

		6/21/25		7:26:23 PM		ST010		Still		269605_ST0010_03		6243		723267.5 		5 923082.7 		723220.7 		5 923164.4 		10.1		94.1

		6/21/25		7:26:38 PM		ST010		Still		269605_ST0010_04		6244		723267.5 		5 923082.7 		723224.6 		5 923158.5 		10.2		87.1

		6/21/25		7:26:42 PM		ST010		Still		269605_ST0010_05		6245		723267.5 		5 923082.7 		723226.0 		5 923157.1 		10.1		85.1

		6/21/25		7:26:49 PM		ST010		Still		269605_ST0010_06		6246		723267.5 		5 923082.7 		723228.2 		5 923153.2 		11.7		80.7

		6/21/25		7:26:52 PM		ST010		Still		269605_ST0010_07		6247		723267.5 		5 923082.7 		723228.3 		5 923153.0 		10.7		80.4

		6/21/25		7:27:02 PM		ST010		Still		269605_ST0010_08		6248		723267.5 		5 923082.7 		723230.4 		5 923149.7 		9.9		76.5

		6/21/25		7:27:26 PM		ST010		Still		269605_ST0010_09		6249		723267.5 		5 923082.7 		723234.0 		5 923141.8 		10.3		67.9

		6/21/25		7:27:35 PM		ST010		Still		269605_ST0010_10		6250		723267.5 		5 923082.7 		723235.2 		5 923139.0 		10.1		64.9

		6/21/25		7:27:49 PM		ST010		Still		269605_ST0010_11		6251		723267.5 		5 923082.7 		723236.8 		5 923135.6 		10.0		61.1

		6/21/25		7:27:54 PM		ST010		Still		269605_ST0010_12		6252		723267.5 		5 923082.7 		723237.4 		5 923134.7 		10.0		60.1

		6/21/25		7:28:00 PM		ST010		Still		269605_ST0010_13		6253		723267.5 		5 923082.7 		723238.1 		5 923133.9 		9.8		59.0

		6/21/25		7:28:59 PM		ST010		Still		269605_ST0010_14		6254		723267.5 		5 923082.7 		723246.8 		5 923116.7 		10.5		39.8

		6/21/25		7:29:12 PM		ST010		Still		269605_ST0010_15		6255		723267.5 		5 923082.7 		723251.0 		5 923110.8 		9.9		32.6

		6/21/25		7:29:26 PM		ST010		Still		269605_ST0010_16		6256		723267.5 		5 923082.7 		723255.0 		5 923103.9 		10.4		24.5

		6/21/25		7:29:33 PM		ST010		Still		269605_ST0010_17		6257		723267.5 		5 923082.7 		723255.9 		5 923101.4 		10.5		22.0

		6/21/25		7:29:43 PM		ST010		Still		269605_ST0010_18		6258		723267.5 		5 923082.7 		723256.5 		5 923096.9 		10.3		18.0

		6/21/25		7:29:52 PM		ST010		Still		269605_ST0010_19		No fix		723267.5 		5 923082.7 		723265.8 		5 923074.7 		10.6		8.2		Data taken from video

		6/21/25		7:30:01 PM		ST010		Still		269605_ST0010_20		No fix		723267.5 		5 923082.7 		723266.7 		5 923072.2 		10.6		10.5		Data taken from video

		6/21/25		7:30:10 PM		ST010		Still		269605_ST0010_21		6259		723267.5 		5 923082.7 		723259.1 		5 923084.9 		10.4		8.7

		6/21/25		7:30:13 PM		ST010		Still		269605_ST0010_22		6260		723267.5 		5 923082.7 		723259.5 		5 923083.7 		10.7		8.1

		6/21/25		7:30:29 PM		ST010		Still		269605_ST0010_23		6261		723267.5 		5 923082.7 		723263.0 		5 923079.1 		10.3		5.7

		6/21/25		7:30:43 PM		ST010		Still		269605_ST0010_24		6262		723267.5 		5 923082.7 		723265.6 		5 923075.4 		10.2		7.6

		6/21/25		7:30:47 PM		ST010		Still		269605_ST0010_25		6263		723267.5 		5 923082.7 		723266.1 		5 923074.0 		10.7		8.8

		6/21/25		7:31:14 PM		ST010		Still		269605_ST0010_26		6264		723267.5 		5 923082.7 		723266.9 		5 923065.0 		10.3		17.7

		6/21/25		7:31:26 PM		ST010		Still		269605_ST0010_27		6265		723267.5 		5 923082.7 		723268.0 		5 923060.1 		10.7		22.6

		6/21/25		7:31:43 PM		ST010		Still		269605_ST0010_28		6266		723267.5 		5 923082.7 		723270.6 		5 923054.8 		10.5		28.1

		6/21/25		7:32:03 PM		ST010		Still		269605_ST0010_29		6267		723267.5 		5 923082.7 		723274.1 		5 923047.8 		10.6		35.6

		6/21/25		7:32:23 PM		ST010		Still		269605_ST0010_30		6268		723267.5 		5 923082.7 		723277.2 		5 923041.7 		10.7		42.2

		6/21/25		7:32:30 PM		ST010		Still		269605_ST0010_31		6269		723267.5 		5 923082.7 		723277.9 		5 923040.4 		10.7		43.6

		6/21/25		7:32:51 PM		ST010		Still		269605_ST0010_32		6270		723267.5 		5 923082.7 		723280.0 		5 923034.9 		10.6		49.4

		6/21/25		7:33:20 PM		ST010		Still		269605_ST0010_33		6271		723267.5 		5 923082.7 		723283.4 		5 923026.6 		10.6		58.4

		6/21/25		7:33:30 PM		ST010		Still		269605_ST0010_34		6272		723267.5 		5 923082.7 		723285.2 		5 923024.2 		10.7		61.1

		6/21/25		7:33:46 PM		ST010		Still		269605_ST0010_35		6273		723267.5 		5 923082.7 		723286.8 		5 923021.5 		10.4		64.3

		6/21/25		7:34:06 PM		ST010		Still		269605_ST0010_36		6274		723267.5 		5 923082.7 		723288.3 		5 923018.1 		10.6		67.9

		6/21/25		7:34:23 PM		ST010		Still		269605_ST0010_37		6275		723267.5 		5 923082.7 		723289.0 		5 923014.5 		10.6		71.5

		6/21/25		7:34:31 PM		ST010		Still		269605_ST0010_38		6276		723267.5 		5 923082.7 		723289.0 		5 923013.3 		10.6		72.7

		6/21/25		7:34:38 PM		ST010		Still		269605_ST0010_39		6277		723267.5 		5 923082.7 		723288.6 		5 923011.8 		10.6		74.0

		6/21/25		7:35:30 PM		ST010		Still		269605_ST0010_40		6278		723267.5 		5 923082.7 		723286.2 		5 923001.5 		10.8		83.3

		6/21/25		7:35:48 PM		ST010		Still		269605_ST0010_41		6279		723267.5 		5 923082.7 		723287.2 		5 922993.1 		10.7		91.8

		6/21/25		7:35:56 PM		ST010		Still		269605_ST0010_42		6280		723267.5 		5 923082.7 		723289.0 		5 922989.2 		10.7		96.0

		6/21/25		7:36:15 PM		ST010		Video		EOL		6281		723267.5 		5 923082.7 		723295.0 		5 922982.8 		11.0		103.6

		6/21/25		7:44:52 PM		ST010		HG		PC/PSD/eDNA		6282		723267.5 		5 923082.7 		723262.5 		5 923105.0 		10.5		22.9

		6/21/25		7:48:05 PM		ST010		HG		FA		6283		723267.5 		5 923082.7 		723267.2 		5 923098.9 		10.7		16.2

		6/21/25		7:53:29 PM		ST010		HG		NS1		6284		723267.5 		5 923082.7 		723255.5 		5 923094.6 		10.8		16.8

		6/21/25		7:58:58 PM		ST010		HG		FB		6285		723267.5 		5 923082.7 		723259.3 		5 923092.4 		10.4		12.7

		6/21/25		8:31:26 PM		ST010		WS		BOT		6286		723267.5 		5 923082.7 		723261.3 		5 923095.3 		7.0		14.0

		6/21/25		8:35:09 PM		ST010		WS		TOP		6287		723267.5 		5 923082.7 		723246.3 		5 923083.7 		3.3		21.2

		6/21/25		9:12:59 PM		ST070		Video		SOL		6288		722516.0 		5 924928.0 		722491.1 		5 924947.2 		10.8		31.4

		6/21/25		9:13:04 PM		ST070		Still		269605_ST070_01		6289		722516.0 		5 924928.0 		722491.7 		5 924943.7 		10.8		28.9

		6/21/25		9:13:09 PM		ST070		Still		269605_ST070_02		6290		722516.0 		5 924928.0 		722492.9 		5 924940.8 		11.1		26.4

		6/21/25		9:13:18 PM		ST070		Still		269605_ST070_03		6291		722516.0 		5 924928.0 		722494.9 		5 924934.5 		10.7		22.1

		6/21/25		9:13:23 PM		ST070		Still		269605_ST070_04		6292		722516.0 		5 924928.0 		722496.4 		5 924931.3 		11.0		19.9

		6/21/25		9:13:26 PM		ST070		Still		269605_ST070_05		6293		722516.0 		5 924928.0 		722497.2 		5 924929.9 		11.5		18.9

		6/21/25		9:13:32 PM		ST070		Still		269605_ST070_06		6294		722516.0 		5 924928.0 		722497.8 		5 924928.2 		10.7		18.2

		6/21/25		9:13:34 PM		ST070		Still		269605_ST070_07		6295		722516.0 		5 924928.0 		722498.0 		5 924927.3 		10.5		18.0

		6/21/25		9:13:39 PM		ST070		Still		269605_ST070_08		6296		722516.0 		5 924928.0 		722498.7 		5 924925.1 		11.0		17.5

		6/21/25		9:13:46 PM		ST070		Still		269605_ST070_09		6297		722516.0 		5 924928.0 		722500.0 		5 924922.4 		10.9		16.9

		6/21/25		9:13:52 PM		ST070		Still		269605_ST070_10		6298		722516.0 		5 924928.0 		722501.2 		5 924919.3 		10.8		17.1

		6/21/25		9:13:58 PM		ST070		Still		269605_ST070_11		6299		722516.0 		5 924928.0 		722501.9 		5 924916.8 		10.8		18.0

		6/21/25		9:14:02 PM		ST070		Still		269605_ST070_12		6300		722516.0 		5 924928.0 		722502.4 		5 924915.5 		11.0		18.5

		6/21/25		9:14:12 PM		ST070		Still		269605_ST070_13		6301		722516.0 		5 924928.0 		722502.9 		5 924911.6 		10.7		20.9

		6/21/25		9:14:26 PM		ST070		Still		269605_ST070_14		6302		722516.0 		5 924928.0 		722503.7 		5 924906.6 		10.8		24.7

		6/21/25		9:14:29 PM		ST070		Video		EOL		6303		722516.0 		5 924928.0 		722504.0 		5 924905.8 		10.8		25.2

		6/21/25		9:27:02 PM		ST070		HG		NS1		6304		722516.0 		5 924928.0 		722501.4 		5 924931.8 		11.4		15.1

		6/21/25		9:32:46 PM		ST070		HG		NS2		6305		722516.0 		5 924928.0 		722511.5 		5 924939.8 		12.0		12.7

		6/21/25		9:39:08 PM		ST070		HG		NS3		6306		722516.0 		5 924928.0 		722514.4 		5 924929.7 		11.9		2.3		Station abandoned - coarse substrate 

		6/21/25		10:01:41 PM		ST012		Video		SOL		6307		722067.5 		5 926857.5 		722041.4 		5 926866.6 		10.3		27.6

		6/21/25		10:01:46 PM		ST012		Still		269605_ST012_01		6308		722067.5 		5 926857.5 		722042.9 		5 926865.0 		10.2		25.7

		6/21/25		10:01:51 PM		ST012		Still		269605_ST012_02		6309		722067.5 		5 926857.5 		722045.5 		5 926864.7 		10.9		23.2

		6/21/25		10:01:59 PM		ST012		Still		269605_ST012_03		6310		722067.5 		5 926857.5 		722047.8 		5 926862.6 		10.1		20.3

		6/21/25		10:02:03 PM		ST012		Still		269605_ST012_04		6311		722067.5 		5 926857.5 		722049.7 		5 926861.8 		10.2		18.4

		6/21/25		10:02:07 PM		ST012		Still		269605_ST012_05		6312		722067.5 		5 926857.5 		722051.3 		5 926860.7 		10.6		16.6

		6/21/25		10:02:22 PM		ST012		Still		269605_ST012_06		6313		722067.5 		5 926857.5 		722057.7 		5 926857.9 		10.2		9.9

		6/21/25		10:02:38 PM		ST012		Still		269605_ST012_07		6314		722067.5 		5 926857.5 		722063.9 		5 926857.1 		10.5		3.7

		6/21/25		10:02:43 PM		ST012		Still		269605_ST012_08		6315		722067.5 		5 926857.5 		722065.5 		5 926856.7 		10.5		2.1

		6/21/25		10:02:49 PM		ST012		Still		269605_ST012_09		6316		722067.5 		5 926857.5 		722067.7 		5 926856.0 		10.7		1.5

		6/21/25		10:02:57 PM		ST012		Still		269605_ST012_10		6317		722067.5 		5 926857.5 		722069.4 		5 926855.4 		10.2		2.8

		6/21/25		10:03:04 PM		ST012		Still		269605_ST012_11		6318		722067.5 		5 926857.5 		722072.0 		5 926854.8 		10.1		5.2

		6/21/25		10:03:17 PM		ST012		Still		269605_ST012_12		6319		722067.5 		5 926857.5 		722075.8 		5 926854.1 		10.3		8.9

		6/21/25		10:03:22 PM		ST012		Still		269605_ST012_13		6320		722067.5 		5 926857.5 		722077.6 		5 926853.7 		10.4		10.8

		6/21/25		10:03:31 PM		ST012		Still		269605_ST012_14		6321		722067.5 		5 926857.5 		722080.2 		5 926853.4 		9.8		13.3

		6/21/25		10:03:47 PM		ST012		Still		269605_ST012_15		6322		722067.5 		5 926857.5 		722085.0 		5 926852.0 		10.4		18.3

		6/21/25		10:04:03 PM		ST012		Video		EOL		6323		722067.5 		5 926857.5 		722091.5 		5 926850.3 		10.2		25.0

		6/21/25		10:11:01 PM		ST012		HG		NS1		6324		722067.5 		5 926857.5 		722056.7 		5 926863.9 		11.0		12.5

		6/21/25		10:14:34 PM		ST012		HG		NS2		6325		722067.5 		5 926857.5 		722056.8 		5 926873.5 		10.9		19.2

		6/21/25		10:18:07 PM		ST012		HG		NS3		6326		722067.5 		5 926857.5 		722060.9 		5 926861.7 		10.7		7.8

		6/21/25		10:32:15 PM		ST072		Video		SOL		6327		722273.0 		5 927823.0 		722238.7 		5 927724.0 		10.0		104.8		Station abandoned - coarse substrate 

		6/21/25		10:32:27 PM		ST072		Still		269605_ST072_01		6328		722273.0 		5 927823.0 		722240.6 		5 927730.0 		10.3		98.5

		6/21/25		10:32:32 PM		ST072		Still		269605_ST072_02		6329		722273.0 		5 927823.0 		722241.3 		5 927732.0 		10.3		96.4

		6/21/25		10:32:56 PM		ST072		Still		269605_ST072_03		6330		722273.0 		5 927823.0 		722244.7 		5 927742.3 		9.8		85.5

		6/21/25		10:33:08 PM		ST072		Still		269605_ST072_04		6331		722273.0 		5 927823.0 		722247.2 		5 927748.0 		10.4		79.3

		6/21/25		10:33:21 PM		ST072		Still		269605_ST072_05		6332		722273.0 		5 927823.0 		722249.2 		5 927753.6 		9.9		73.4

		6/21/25		10:33:37 PM		ST072		Still		269605_ST072_06		6333		722273.0 		5 927823.0 		722250.7 		5 927759.7 		10.2		67.1

		6/21/25		10:33:42 PM		ST072		Still		269605_ST072_07		6334		722273.0 		5 927823.0 		722250.7 		5 927761.3 		9.8		65.6

		6/21/25		10:33:46 PM		ST072		Still		269605_ST072_08		6335		722273.0 		5 927823.0 		722251.5 		5 927762.8 		10.2		63.9

		6/21/25		10:33:56 PM		ST072		Still		269605_ST072_09		6336		722273.0 		5 927823.0 		722252.7 		5 927766.5 		10.2		60.0

		6/21/25		10:34:06 PM		ST072		Still		269605_ST072_10		6337		722273.0 		5 927823.0 		722254.2 		5 927770.2 		10.4		56.1

		6/21/25		10:34:22 PM		ST072		Still		269605_ST072_11		6338		722273.0 		5 927823.0 		722256.5 		5 927775.2 		9.6		50.5

		6/21/25		10:34:37 PM		ST072		Still		269605_ST072_12		6339		722273.0 		5 927823.0 		722259.0 		5 927781.2 		11.3		44.1

		6/21/25		10:34:42 PM		ST072		Still		269605_ST072_13		6340		722273.0 		5 927823.0 		722259.5 		5 927782.3 		10.3		42.9

		6/21/25		10:35:09 PM		ST072		Still		269605_ST072_14		6341		722273.0 		5 927823.0 		722261.8 		5 927790.8 		10.2		34.0

		6/21/25		10:35:24 PM		ST072		Still		269605_ST072_15		6342		722273.0 		5 927823.0 		722263.7 		5 927795.3 		10.2		29.3

		6/21/25		10:35:52 PM		ST072		Still		269605_ST072_16		6343		722273.0 		5 927823.0 		722264.7 		5 927804.3 		10.5		20.5

		6/21/25		10:36:12 PM		ST072		Still		269605_ST072_17		6344		722273.0 		5 927823.0 		722265.1 		5 927811.2 		10.8		14.2

		6/21/25		10:36:27 PM		ST072		Still		269605_ST072_18		6345		722273.0 		5 927823.0 		722266.0 		5 927816.5 		10.9		9.5

		6/21/25		10:36:33 PM		ST072		Still		269605_ST072_19		6346		722273.0 		5 927823.0 		722266.7 		5 927818.7 		11.0		7.6

		6/21/25		10:36:53 PM		ST072		Still		269605_ST072_20		6347		722273.0 		5 927823.0 		722268.0 		5 927823.7 		11.1		5.1

		6/21/25		10:37:10 PM		ST072		Still		269605_ST072_21		6348		722273.0 		5 927823.0 		722270.4 		5 927829.6 		11.6		7.1

		6/21/25		10:37:19 PM		ST072		Still		269605_ST072_22		6349		722273.0 		5 927823.0 		722273.0 		5 927833.1 		11.6		10.1

		6/21/25		10:37:31 PM		ST072		Still		269605_ST072_23		6350		722273.0 		5 927823.0 		722275.1 		5 927837.7 		11.6		14.9

		6/21/25		10:37:45 PM		ST072		Still		269605_ST072_24		6351		722273.0 		5 927823.0 		722277.3 		5 927843.0 		11.9		20.5

		6/21/25		10:37:54 PM		ST072		Still		269605_ST072_25		6352		722273.0 		5 927823.0 		722279.1 		5 927846.0 		11.9		23.8

		6/21/25		10:38:09 PM		ST072		Still		269605_ST072_26		6353		722273.0 		5 927823.0 		722281.3 		5 927850.0 		11.7		28.2

		6/21/25		10:38:27 PM		ST072		Still		269605_ST072_27		6354		722273.0 		5 927823.0 		722284.7 		5 927854.5 		12.1		33.6

		6/21/25		10:38:33 PM		ST072		Still		269605_ST072_28		6355		722273.0 		5 927823.0 		722285.4 		5 927855.7 		12.0		34.9

		6/21/25		10:39:10 PM		ST072		Still		269605_ST072_29		6356		722273.0 		5 927823.0 		722290.3 		5 927867.2 		12.3		47.5

		6/21/25		10:39:42 PM		ST072		Still		269605_ST072_30		6357		722273.0 		5 927823.0 		722294.9 		5 927878.1 		12.5		59.3

		6/21/25		10:40:16 PM		ST072		Still		269605_ST072_31		6358		722273.0 		5 927823.0 		722302.0 		5 927889.8 		11.8		72.8

		6/21/25		10:41:10 PM		ST072		Still		269605_ST072_32		6359		722273.0 		5 927823.0 		722312.5 		5 927913.2 		12.3		98.5

		6/21/25		10:41:18 PM		ST072		Video		EOL		6360		722273.0 		5 927823.0 		722314.1 		5 927917.0 		12.3		102.6

		6/21/25		11:48:01 PM		ST013		Video		SOL		6361		722837.6 		5 928649.8 		722832.2 		5 928623.9 		12.2		26.4

		6/21/25		11:48:09 PM		ST013		Still		269605_ST013_01		6362		722837.6 		5 928649.8 		722833.0 		5 928627.5 		12.7		22.8

		6/21/25		11:48:17 PM		ST013		Still		269605_ST013_02		6363		722837.6 		5 928649.8 		722833.6 		5 928631.9 		12.3		18.4

		6/21/25		11:48:25 PM		ST013		Still		269605_ST013_03		6364		722837.6 		5 928649.8 		722833.6 		5 928636.7 		13.0		13.7

		6/21/25		11:48:32 PM		ST013		Still		269605_ST013_04		6365		722837.6 		5 928649.8 		722833.1 		5 928640.3 		13.0		10.5

		6/21/25		11:48:39 PM		ST013		Still		269605_ST013_05		6366		722837.6 		5 928649.8 		722832.4 		5 928643.6 		12.7		8.1

		6/21/25		11:48:45 PM		ST013		Still		269605_ST013_06		6367		722837.6 		5 928649.8 		722831.9 		5 928645.9 		12.9		6.9

		6/21/25		11:48:49 PM		ST013		Still		269605_ST013_07		6368		722837.6 		5 928649.8 		722831.8 		5 928647.3 		12.8		6.3

		6/21/25		11:48:54 PM		ST013		Still		269605_ST013_08		6369		722837.6 		5 928649.8 		722831.8 		5 928648.8 		12.8		5.8

		6/21/25		11:48:58 PM		ST013		Still		269605_ST013_09		6370		722837.6 		5 928649.8 		722831.8 		5 928650.2 		12.4		5.8

		6/21/25		11:49:09 PM		ST013		Still		269605_ST013_10		6371		722837.6 		5 928649.8 		722831.7 		5 928653.0 		12.7		6.7

		6/21/25		11:49:25 PM		ST013		Still		269605_ST013_11		6372		722837.6 		5 928649.8 		722832.1 		5 928657.4 		12.1		9.3

		6/21/25		11:49:38 PM		ST013		Still		269605_ST013_12		6373		722837.6 		5 928649.8 		722832.5 		5 928660.8 		12.5		12.1

		6/21/25		11:50:27 PM		ST013		Still		269605_ST013_13		6374		722837.6 		5 928649.8 		722834.4 		5 928674.5 		12.4		24.9

		6/21/25		11:50:30 PM		ST013		Still		269605_ST013_14		6375		722837.6 		5 928649.8 		722835.6 		5 928675.0 		12.3		25.2

		6/21/25		11:50:37 PM		ST013		Video		EOL		6376		722837.6 		5 928649.8 		722837.0 		5 928677.7 		12.7		27.9

		6/21/25		11:54:40 PM		ST013		HG		PSD		6377		722837.6 		5 928649.8 		722827.1 		5 928646.2 		13.0		11.0

		6/22/25		12:14:49 AM		ST014		Video		SOL		6378		724619.8 		5 929527.8 		724631.7 		5 929508.6 		13.1		22.5

		6/22/25		12:14:57 AM		ST014		Still		269605_ST014_01		6379		724619.8 		5 929527.8 		724631.7 		5 929512.5 		14.5		19.4

		6/22/25		12:15:00 AM		ST014		Still		269605_ST014_02		6380		724619.8 		5 929527.8 		724632.1 		5 929514.2 		13.6		18.3

		6/22/25		12:15:05 AM		ST014		Still		269605_ST014_03		6381		724619.8 		5 929527.8 		724631.9 		5 929516.2 		13.6		16.7

		6/22/25		12:15:10 AM		ST014		Still		269605_ST014_04		6382		724619.8 		5 929527.8 		724631.5 		5 929518.3 		13.4		15.1

		6/22/25		12:15:14 AM		ST014		Still		269605_ST014_05		6383		724619.8 		5 929527.8 		724631.2 		5 929519.8 		13.3		13.9

		6/22/25		12:15:18 AM		ST014		Still		269605_ST014_06		6384		724619.8 		5 929527.8 		724630.8 		5 929521.7 		13.6		12.6

		6/22/25		12:15:40 AM		ST014		Still		269605_ST014_07		6385		724619.8 		5 929527.8 		724627.8 		5 929529.4 		14.2		8.1

		6/22/25		12:15:46 AM		ST014		Still		269605_ST014_08		6386		724619.8 		5 929527.8 		724626.1 		5 929531.5 		13.9		7.2

		6/22/25		12:15:52 AM		ST014		Still		269605_ST014_09		6387		724619.8 		5 929527.8 		724623.8 		5 929533.2 		13.7		6.7

		6/22/25		12:16:01 AM		ST014		Still		269605_ST014_10		6388		724619.8 		5 929527.8 		724619.8 		5 929535.1 		13.8		7.3

		6/22/25		12:16:13 AM		ST014		Still		269605_ST014_11		6389		724619.8 		5 929527.8 		724616.5 		5 929537.3 		13.4		10.1

		6/22/25		12:16:29 AM		ST014		Still		269605_ST014_12		6390		724619.8 		5 929527.8 		724613.0 		5 929540.2 		13.6		14.2

		6/22/25		12:16:38 AM		ST014		Still		269605_ST014_13		6391		724619.8 		5 929527.8 		724611.3 		5 929542.5 		14.0		17.0

		6/22/25		12:16:42 AM		ST014		Still		269605_ST014_14		6392		724619.8 		5 929527.8 		724610.1 		5 929543.6 		13.6		18.6

		6/22/25		12:17:09 AM		ST014		Still		269605_ST014_15		No fix		724619.8 		5 929527.8 		724607.0 		5 929549.5 		13.1		25.2		Data taken from video

		6/22/25		12:17:13 AM		ST014		Video		EOL		6393		724619.8 		5 929527.8 		724607.5 		5 929555.7 		13.5		30.5

		6/22/25		12:22:19 AM		ST014		HG		NS1		6394		724619.8 		5 929527.8 		724604.9 		5 929515.6 		13.8		19.3

		6/22/25		12:25:31 AM		ST014		HG		NS2		6395		724619.8 		5 929527.8 		724623.3 		5 929519.3 		13.9		9.1

		6/22/25		12:28:31 AM		ST014		HG		NS3		6396		724619.8 		5 929527.8 		724621.6 		5 929531.1 		14.1		3.8

		6/22/25		12:31:51 AM		ST014		HG		NS4		6397		724619.8 		5 929527.8 		724631.1 		5 929513.5 		14.3		18.2		Station abandoned - coarse substrate 

		6/22/25		12:50:09 AM		ST015		Video		SOL		6398		726301.6 		5 930432.3 		726302.8 		5 930407.3 		14.4		25.0

		6/22/25		12:50:18 AM		ST015		Still		269605_ST015_01		6399		726301.6 		5 930432.3 		726303.3 		5 930411.3 		14.6		21.0

		6/22/25		12:50:27 AM		ST015		Still		269605_ST015_02		6400		726301.6 		5 930432.3 		726303.7 		5 930414.7 		14.6		17.7

		6/22/25		12:50:45 AM		ST015		Still		269605_ST015_03		6401		726301.6 		5 930432.3 		726305.9 		5 930422.2 		14.2		11.0

		6/22/25		12:50:56 AM		ST015		Still		269605_ST015_04		6402		726301.6 		5 930432.3 		726307.5 		5 930426.5 		14.7		8.3

		6/22/25		12:50:59 AM		ST015		Still		269605_ST015_05		6403		726301.6 		5 930432.3 		726308.0 		5 930428.2 		14.7		7.6

		6/22/25		12:51:13 AM		ST015		Still		269605_ST015_06		6404		726301.6 		5 930432.3 		726308.8 		5 930435.0 		14.5		7.8

		6/22/25		12:51:24 AM		ST015		Still		269605_ST015_07		6405		726301.6 		5 930432.3 		726307.6 		5 930439.9 		14.3		9.7

		6/22/25		12:51:33 AM		ST015		Still		269605_ST015_08		6406		726301.6 		5 930432.3 		726306.5 		5 930443.9 		14.9		12.6

		6/22/25		12:51:37 AM		ST015		Still		269605_ST015_09		6407		726301.6 		5 930432.3 		726305.7 		5 930445.7 		14.9		14.0

		6/22/25		12:51:42 AM		ST015		Still		269605_ST015_10		6408		726301.6 		5 930432.3 		726304.9 		5 930447.1 		14.8		15.2

		6/22/25		12:51:49 AM		ST015		Still		269605_ST015_11		6409		726301.6 		5 930432.3 		726303.6 		5 930449.6 		15.0		17.4

		6/22/25		12:51:58 AM		ST015		Still		269605_ST015_12		6410		726301.6 		5 930432.3 		726301.0 		5 930453.8 		15.1		21.5

		6/22/25		12:52:00 AM		ST015		Still		269605_ST015_13		6411		726301.6 		5 930432.3 		726300.8 		5 930453.8 		14.8		21.6

		6/22/25		12:52:05 AM		ST015		Still		269605_ST015_14		6412		726301.6 		5 930432.3 		726300.3 		5 930455.7 		14.7		23.5

		6/22/25		12:52:10 AM		ST015		Video		EOL		6413		726301.6 		5 930432.3 		726299.5 		5 930458.3 		14.4		26.1

		6/22/25		12:56:58 AM		ST015		HG		NS1		6414		726301.6 		5 930432.3 		726305.3 		5 930425.4 		15.0		7.8

		6/22/25		1:01:52 AM		ST015		HG		PSD		6415		726301.6 		5 930432.3 		726309.2 		5 930414.7 		15.2		19.1

		6/22/25		1:49:50 AM		ST016		Video		SOL		6416		728232.4 		5 930955.6 		728236.3 		5 930854.5 		15.6		101.1

		6/22/25		1:49:56 AM		ST016		Still		269605_ST016_01		6417		728232.4 		5 930955.6 		728236.8 		5 930856.1 		15.6		99.5

		6/22/25		1:49:59 AM		ST016		Still		269605_ST016_02		6418		728232.4 		5 930955.6 		728236.9 		5 930857.0 		15.6		98.7

		6/22/25		1:50:04 AM		ST016		Still		269605_ST016_03		6419		728232.4 		5 930955.6 		728237.3 		5 930858.3 		15.6		97.4

		6/22/25		1:50:22 AM		ST016		Still		269605_ST016_04		6420		728232.4 		5 930955.6 		728239.7 		5 930864.7 		15.7		91.2

		6/22/25		1:50:40 AM		ST016		Still		269605_ST016_05		6421		728232.4 		5 930955.6 		728245.4 		5 930870.5 		15.6		86.0

		6/22/25		1:51:00 AM		ST016		Still		269605_ST016_06		6422		728232.4 		5 930955.6 		728248.9 		5 930879.1 		15.8		78.2

		6/22/25		1:51:05 AM		ST016		Still		269605_ST016_07		6423		728232.4 		5 930955.6 		728249.0 		5 930880.7 		15.7		76.7

		6/22/25		1:51:18 AM		ST016		Still		269605_ST016_08		6424		728232.4 		5 930955.6 		728249.2 		5 930885.7 		15.7		71.8

		6/22/25		1:51:24 AM		ST016		Still		269605_ST016_09		6425		728232.4 		5 930955.6 		728248.7 		5 930888.0 		15.7		69.5

		6/22/25		1:51:29 AM		ST016		Still		269605_ST016_10		6426		728232.4 		5 930955.6 		728247.9 		5 930889.5 		15.7		67.8

		6/22/25		1:51:33 AM		ST016		Still		269605_ST016_11		6427		728232.4 		5 930955.6 		728247.1 		5 930890.6 		15.5		66.6

		6/22/25		1:51:42 AM		ST016		Still		269605_ST016_12		6428		728232.4 		5 930955.6 		728245.3 		5 930893.1 		15.5		63.8

		6/22/25		1:52:00 AM		ST016		Still		269605_ST016_13		6429		728232.4 		5 930955.6 		728242.2 		5 930898.3 		15.6		58.1

		6/22/25		1:52:26 AM		ST016		Still		269605_ST016_14		6430		728232.4 		5 930955.6 		728241.8 		5 930906.3 		15.7		50.1

		6/22/25		1:52:37 AM		ST016		Still		269605_ST016_15		6431		728232.4 		5 930955.6 		728241.7 		5 930910.3 		15.6		46.2

		6/22/25		1:52:43 AM		ST016		Still		269605_ST016_16		6432		728232.4 		5 930955.6 		728241.2 		5 930911.6 		15.6		44.8

		6/22/25		1:53:27 AM		ST016		Still		269605_ST016_17		6433		728232.4 		5 930955.6 		728240.0 		5 930927.3 		15.7		29.2

		6/22/25		1:53:44 AM		ST016		Still		269605_ST016_18		6434		728232.4 		5 930955.6 		728239.1 		5 930935.1 		15.9		21.5

		6/22/25		1:53:49 AM		ST016		Still		269605_ST016_19		6435		728232.4 		5 930955.6 		728238.8 		5 930937.3 		16.0		19.3

		6/22/25		1:54:01 AM		ST016		Still		269605_ST016_20		6436		728232.4 		5 930955.6 		728237.8 		5 930942.9 		15.8		13.7

		6/22/25		1:54:06 AM		ST016		Still		269605_ST016_21		6437		728232.4 		5 930955.6 		728237.2 		5 930945.1 		16.1		11.5

		6/22/25		1:54:26 AM		ST016		Still		269605_ST016_22		6438		728232.4 		5 930955.6 		728235.7 		5 930953.4 		16.1		3.9

		6/22/25		1:54:30 AM		ST016		Still		269605_ST016_23		6439		728232.4 		5 930955.6 		728235.5 		5 930954.8 		16.1		3.2

		6/22/25		1:54:39 AM		ST016		Still		269605_ST016_24		6440		728232.4 		5 930955.6 		728234.8 		5 930959.1 		16.0		4.3

		6/22/25		1:55:27 AM		ST016		Still		269605_ST016_25		6441		728232.4 		5 930955.6 		728227.6 		5 930981.6 		16.0		26.5

		6/22/25		1:55:43 AM		ST016		Still		269605_ST016_26		6442		728232.4 		5 930955.6 		728226.9 		5 930988.9 		16.1		33.8

		6/22/25		1:55:55 AM		ST016		Still		269605_ST016_27		6443		728232.4 		5 930955.6 		728226.8 		5 930994.1 		15.9		39.0

		6/22/25		1:56:22 AM		ST016		Still		269605_ST016_28		6444		728232.4 		5 930955.6 		728229.2 		5 931011.4 		15.9		55.9

		6/22/25		1:56:30 AM		ST016		Still		269605_ST016_29		6445		728232.4 		5 930955.6 		728229.3 		5 931016.4 		16.2		60.9

		6/22/25		1:56:44 AM		ST016		Still		269605_ST016_30		6446		728232.4 		5 930955.6 		728229.3 		5 931025.2 		16.1		69.7

		6/22/25		1:56:49 AM		ST016		Still		269605_ST016_31		6447		728232.4 		5 930955.6 		728229.2 		5 931028.3 		15.9		72.8

		6/22/25		1:57:01 AM		ST016		Still		269605_ST016_32		6448		728232.4 		5 930955.6 		728230.2 		5 931035.6 		15.6		80.1

		6/22/25		1:57:10 AM		ST016		Still		269605_ST016_33		6449		728232.4 		5 930955.6 		728230.7 		5 931041.4 		15.6		85.8

		6/22/25		1:57:24 AM		ST016		Still		269605_ST016_34		6450		728232.4 		5 930955.6 		728231.4 		5 931048.7 		15.7		93.1

		6/22/25		1:57:53 AM		ST016		Still		269605_ST016_35		6451		728232.4 		5 930955.6 		728231.8 		5 931064.8 		15.9		109.3

		6/22/25		1:58:00 AM		ST016		Video		EOL		6452		728232.4 		5 930955.6 		728231.3 		5 931068.8 		16.1		113.2		No grab sampling - stony reef

		6/22/25		2:25:50 AM		ST017		Video		SOL		6453		730151.7 		5 931508.0 		730156.3 		5 931480.6 		17.2		27.8

		6/22/25		2:26:01 AM		ST017		Still		269605_ST017_01		6454		730151.7 		5 931508.0 		730156.3 		5 931484.7 		16.9		23.8

		6/22/25		2:26:17 AM		ST017		Still		269605_ST017_02		6455		730151.7 		5 931508.0 		730154.5 		5 931492.6 		17.2		15.7

		6/22/25		2:26:22 AM		ST017		Still		269605_ST017_03		6456		730151.7 		5 931508.0 		730153.5 		5 931494.2 		16.6		13.9

		6/22/25		2:26:33 AM		ST017		Still		269605_ST017_04		6457		730151.7 		5 931508.0 		730150.9 		5 931498.5 		17.2		9.5

		6/22/25		2:26:38 AM		ST017		Still		269605_ST017_05		6458		730151.7 		5 931508.0 		730150.2 		5 931500.0 		17.2		8.2

		6/22/25		2:26:41 AM		ST017		Still		269605_ST017_06		6459		730151.7 		5 931508.0 		730150.0 		5 931501.1 		17.2		7.1

		6/22/25		2:26:58 AM		ST017		Still		269605_ST017_07		6460		730151.7 		5 931508.0 		730148.8 		5 931507.4 		16.8		2.9

		6/22/25		2:27:14 AM		ST017		Still		269605_ST017_08		6461		730151.7 		5 931508.0 		730148.1 		5 931514.9 		16.9		7.8

		6/22/25		2:27:30 AM		ST017		Still		269605_ST017_09		6462		730151.7 		5 931508.0 		730149.6 		5 931523.5 		17.1		15.6

		6/22/25		2:27:41 AM		ST017		Still		269605_ST017_10		6463		730151.7 		5 931508.0 		730151.2 		5 931528.3 		16.7		20.3

		6/22/25		2:27:53 AM		ST017		Still		269605_ST017_11		6464		730151.7 		5 931508.0 		730153.1 		5 931534.5 		16.7		26.5

		6/22/25		2:28:01 AM		ST017		Still		269605_ST017_12		6465		730151.7 		5 931508.0 		730153.1 		5 931538.8 		16.6		30.8

		6/22/25		2:28:12 AM		ST017		Video		EOL		6466		730151.7 		5 931508.0 		730152.9 		5 931545.4 		16.7		37.4		No grab sampling - stony reef

		6/22/25		2:48:03 AM		ST018		Video		SOL		6467		731944.3 		5 932396.1 		731953.7 		5 932375.3 		18.3		22.8

		6/22/25		2:48:11 AM		ST018		Still		269605_ST018_01		6468		731944.3 		5 932396.1 		731951.5 		5 932378.7 		18.4		18.8

		6/22/25		2:48:16 AM		ST018		Still		269605_ST018_02		6469		731944.3 		5 932396.1 		731950.1 		5 932380.7 		18.0		16.5

		6/22/25		2:48:24 AM		ST018		Still		269605_ST018_03		6470		731944.3 		5 932396.1 		731947.7 		5 932384.6 		18.4		11.9

		6/22/25		2:48:35 AM		ST018		Still		269605_ST018_04		6471		731944.3 		5 932396.1 		731943.8 		5 932390.7 		18.0		5.4

		6/22/25		2:48:40 AM		ST018		Still		269605_ST018_05		6472		731944.3 		5 932396.1 		731941.7 		5 932393.2 		18.2		4.0

		6/22/25		2:48:47 AM		ST018		Still		269605_ST018_06		6473		731944.3 		5 932396.1 		731939.0 		5 932396.4 		18.3		5.3

		6/22/25		2:48:55 AM		ST018		Still		269605_ST018_07		6474		731944.3 		5 932396.1 		731936.4 		5 932399.6 		18.6		8.7

		6/22/25		2:48:58 AM		ST018		Still		269605_ST018_08		6475		731944.3 		5 932396.1 		731935.1 		5 932400.5 		18.3		10.2

		6/22/25		2:49:09 AM		ST018		Still		269605_ST018_09		6476		731944.3 		5 932396.1 		731929.8 		5 932405.6 		18.3		17.4

		6/22/25		2:49:14 AM		ST018		Still		269605_ST018_10		6477		731944.3 		5 932396.1 		731928.3 		5 932406.8 		18.4		19.2

		6/22/25		2:49:17 AM		ST018		Still		269605_ST018_11		6478		731944.3 		5 932396.1 		731926.9 		5 932408.0 		18.5		21.1

		6/22/25		2:49:30 AM		ST018		Still		269605_ST018_12		6479		731944.3 		5 932396.1 		731922.0 		5 932411.9 		18.0		27.3

		6/22/25		2:49:33 AM		ST018		Video		EOL		6480		731944.3 		5 932396.1 		731920.6 		5 932413.0 		18.3		29.1		No grab sampling - stony reef

		6/22/25		3:07:21 AM		ST019		Video		SOL		6481		733433.7 		5 933598.2 		733447.5 		5 933575.9 		18.6		26.2

		6/22/25		3:07:26 AM		ST019		Still		269605_ST019_01		6482		733433.7 		5 933598.2 		733445.9 		5 933577.7 		18.5		23.9

		6/22/25		3:07:38 AM		ST019		Still		269605_ST019_02		6483		733433.7 		5 933598.2 		733442.5 		5 933582.7 		18.4		17.9

		6/22/25		3:07:43 AM		ST019		Still		269605_ST019_03		6484		733433.7 		5 933598.2 		733441.6 		5 933584.3 		18.3		16.0

		6/22/25		3:07:47 AM		ST019		Still		269605_ST019_04		6485		733433.7 		5 933598.2 		733440.9 		5 933585.3 		18.3		14.8

		6/22/25		3:07:52 AM		ST019		Still		269605_ST019_05		6486		733433.7 		5 933598.2 		733439.9 		5 933586.9 		18.4		12.9

		6/22/25		3:07:56 AM		ST019		Still		269605_ST019_06		6487		733433.7 		5 933598.2 		733438.9 		5 933588.6 		18.5		11.0

		6/22/25		3:08:04 AM		ST019		Still		269605_ST019_07		6488		733433.7 		5 933598.2 		733437.6 		5 933591.3 		18.4		7.9

		6/22/25		3:08:16 AM		ST019		Still		269605_ST019_08		6489		733433.7 		5 933598.2 		733435.3 		5 933595.5 		18.5		3.2

		6/22/25		3:08:21 AM		ST019		Still		269605_ST019_09		6490		733433.7 		5 933598.2 		733434.4 		5 933597.6 		18.6		1.0

		6/22/25		3:08:30 AM		ST019		Still		269605_ST019_10		6491		733433.7 		5 933598.2 		733433.3 		5 933600.8 		18.4		2.7

		6/22/25		3:08:35 AM		ST019		Still		269605_ST019_11		6492		733433.7 		5 933598.2 		733432.6 		5 933602.3 		18.4		4.2

		6/22/25		3:08:40 AM		ST019		Still		269605_ST019_12		6493		733433.7 		5 933598.2 		733432.2 		5 933604.1 		18.5		6.1

		6/22/25		3:08:44 AM		ST019		Still		269605_ST019_13		6494		733433.7 		5 933598.2 		733431.4 		5 933605.8 		18.5		7.9

		6/22/25		3:09:00 AM		ST019		Still		269605_ST019_14		6495		733433.7 		5 933598.2 		733428.7 		5 933612.5 		18.4		15.2

		6/22/25		3:09:13 AM		ST019		Still		269605_ST019_15		6496		733433.7 		5 933598.2 		733426.6 		5 933618.2 		18.0		21.2

		6/22/25		3:09:30 AM		ST019		Video		EOL		6497		733433.7 		5 933598.2 		733423.3 		5 933626.5 		18.2		30.1

		6/22/25		3:15:02 AM		ST019		HG		NS1		6498		733433.7 		5 933598.2 		733423.1 		5 933595.1 		18.9		11.0

		6/22/25		3:18:52 AM		ST019		HG		PSD		6499		733433.7 		5 933598.2 		733449.9 		5 933602.1 		18.9		16.7

		6/22/25		3:31:17 AM		ST019a		Video		SOL		6500		733433.7 		5 933598.2 		733455.7 		5 933583.6 		18.3		26.4		re run to get better photos

		6/22/25		3:31:24 AM		ST019a		Still		269605_ST019a_01		6501		733433.7 		5 933598.2 		733453.9 		5 933585.0 		18.5		24.2

		6/22/25		3:31:29 AM		ST019a		Still		269605_ST019a_02		6502		733433.7 		5 933598.2 		733452.3 		5 933586.1 		18.2		22.2

		6/22/25		3:31:36 AM		ST019a		Still		269605_ST019a_03		6503		733433.7 		5 933598.2 		733449.9 		5 933588.0 		18.4		19.2

		6/22/25		3:31:46 AM		ST019a		Still		269605_ST019a_04		6504		733433.7 		5 933598.2 		733447.6 		5 933590.1 		18.2		16.1

		6/22/25		3:31:50 AM		ST019a		Still		269605_ST019a_05		6505		733433.7 		5 933598.2 		733446.3 		5 933591.3 		18.2		14.4

		6/22/25		3:32:04 AM		ST019a		Still		269605_ST019a_06		6506		733433.7 		5 933598.2 		733441.9 		5 933595.3 		18.6		8.7

		6/22/25		3:32:07 AM		ST019a		Still		269605_ST019a_07		6507		733433.7 		5 933598.2 		733441.6 		5 933595.3 		18.3		8.5

		6/22/25		3:32:19 AM		ST019a		Still		269605_ST019a_08		6508		733433.7 		5 933598.2 		733436.3 		5 933599.4 		18.7		2.9

		6/22/25		3:32:22 AM		ST019a		Still		269605_ST019a_09		6509		733433.7 		5 933598.2 		733435.7 		5 933599.8 		18.4		2.6

		6/22/25		3:32:39 AM		ST019a		Still		269605_ST019a_10		6510		733433.7 		5 933598.2 		733429.1 		5 933605.3 		18.6		8.5

		6/22/25		3:32:58 AM		ST019a		Still		269605_ST019a_11		6511		733433.7 		5 933598.2 		733423.0 		5 933611.3 		18.4		16.9

		6/22/25		3:33:03 AM		ST019a		Still		269605_ST019a_12		6512		733433.7 		5 933598.2 		733421.9 		5 933612.7 		18.3		18.7

		6/22/25		3:33:10 AM		ST019a		Still		269605_ST019a_13		6513		733433.7 		5 933598.2 		733420.3 		5 933614.7 		18.5		21.2

		6/22/25		3:33:15 AM		ST019a		Still		269605_ST019a_14		6514		733433.7 		5 933598.2 		733419.2 		5 933615.7 		18.3		22.7

		6/22/25		3:33:19 AM		ST019a		Still		269605_ST019a_15		6515		733433.7 		5 933598.2 		733418.4 		5 933616.5 		18.4		23.8

		6/22/25		3:33:25 AM		ST019a		Still		269605_ST019a_16		6516		733433.7 		5 933598.2 		733417.2 		5 933618.1 		18.5		25.8

		6/22/25		3:33:27 AM		ST019a		Still		269605_ST019a_17		6517		733433.7 		5 933598.2 		733416.6 		5 933618.7 		18.5		26.6

		6/22/25		3:33:32 AM		ST019a		Still		269605_ST019a_18		6518		733433.7 		5 933598.2 		733415.5 		5 933619.7 		18.6		28.1

		6/22/25		3:33:35 AM		ST019a		Video		EOL		6519		733433.7 		5 933598.2 		733414.7 		5 933620.5 		18.6		29.3

		6/22/25		3:54:34 AM		ST018a		Video		SOL		6520		731944.3 		5 932396.1 		732035.2 		5 932386.5 		14.2		91.4		re run to get better photos

		6/22/25		4:05:21 AM		ST018a		Other 1		No photo		6521		731944.3 		5 932396.1 		731960.0 		5 932418.9 		17.9		27.7

		6/22/25		4:05:34 AM		ST018a		Still		269605_ST018a_01		6522		731944.3 		5 932396.1 		731956.8 		5 932415.9 		17.9		23.4

		6/22/25		4:05:42 AM		ST018a		Still		269605_ST018a_02		6523		731944.3 		5 932396.1 		731954.5 		5 932413.1 		18.0		19.8

		6/22/25		4:05:47 AM		ST018a		Still		269605_ST018a_03		6524		731944.3 		5 932396.1 		731953.6 		5 932412.0 		18.2		18.4

		6/22/25		4:05:50 AM		ST018a		Still		269605_ST018a_04		6525		731944.3 		5 932396.1 		731953.0 		5 932411.2 		18.1		17.4

		6/22/25		4:05:56 AM		ST018a		Still		269605_ST018a_05		6526		731944.3 		5 932396.1 		731951.9 		5 932409.5 		18.1		15.4

		6/22/25		4:05:59 AM		ST018a		Still		269605_ST018a_06		6527		731944.3 		5 932396.1 		731951.3 		5 932408.7 		18.1		14.5

		6/22/25		4:06:02 AM		ST018a		Still		269605_ST018a_07		6528		731944.3 		5 932396.1 		731950.9 		5 932408.1 		18.0		13.7

		6/22/25		4:06:06 AM		ST018a		Still		269605_ST018a_08		6529		731944.3 		5 932396.1 		731950.3 		5 932407.0 		18.0		12.5

		6/22/25		4:06:12 AM		ST018a		Still		269605_ST018a_09		6530		731944.3 		5 932396.1 		731949.2 		5 932405.6 		18.1		10.7

		6/22/25		4:06:15 AM		ST018a		Still		269605_ST018a_10		6531		731944.3 		5 932396.1 		731948.6 		5 932404.8 		18.1		9.7

		6/22/25		4:06:21 AM		ST018a		Still		269605_ST018a_11		6532		731944.3 		5 932396.1 		731947.3 		5 932403.3 		18.0		7.8

		6/22/25		4:06:24 AM		ST018a		Still		269605_ST018a_12		6533		731944.3 		5 932396.1 		731946.2 		5 932402.2 		18.1		6.4

		6/22/25		4:06:29 AM		ST018a		Still		269605_ST018a_13		6534		731944.3 		5 932396.1 		731945.4 		5 932401.4 		18.0		5.4

		6/22/25		4:06:34 AM		ST018a		Still		269605_ST018a_14		6535		731944.3 		5 932396.1 		731944.5 		5 932400.4 		18.0		4.3

		6/22/25		4:06:37 AM		ST018a		Still		269605_ST018a_15		6536		731944.3 		5 932396.1 		731943.9 		5 932399.7 		18.0		3.7

		6/22/25		4:06:40 AM		ST018a		Still		269605_ST018a_16		6537		731944.3 		5 932396.1 		731931.7 		5 932395.4 		18.0		12.6

		6/22/25		4:06:44 AM		ST018a		Still		269605_ST018a_17		6538		731944.3 		5 932396.1 		731929.9 		5 932394.9 		18.1		14.5

		6/22/25		4:06:47 AM		ST018a		Still		269605_ST018a_18		6539		731944.3 		5 932396.1 		731927.8 		5 932394.2 		18.0		16.7

		6/22/25		4:06:55 AM		ST018a		Still		269605_ST018a_19		6540		731944.3 		5 932396.1 		731926.5 		5 932393.5 		18.0		17.9

		6/22/25		4:06:59 AM		ST018a		Still		269605_ST018a_20		6541		731944.3 		5 932396.1 		731924.9 		5 932392.9 		17.9		19.7

		6/22/25		4:07:03 AM		ST018a		Still		269605_ST018a_21		6542		731944.3 		5 932396.1 		731923.5 		5 932392.2 		18.1		21.2

		6/22/25		4:07:08 AM		ST018a		Still		269605_ST018a_22		6543		731944.3 		5 932396.1 		731921.2 		5 932391.1 		18.0		23.7

		6/22/25		4:07:14 AM		ST018a		Still		269605_ST018a_23		6544		731944.3 		5 932396.1 		731919.7 		5 932390.8 		18.0		25.2

		6/22/25		4:07:21 AM		ST018a		Still		269605_ST018a_24		6545		731944.3 		5 932396.1 		731918.1 		5 932390.3 		18.0		26.8

		6/22/25		4:07:24 AM		ST018a		Still		269605_ST018a_25		6546		731944.3 		5 932396.1 		731916.4 		5 932389.6 		18.0		28.6

		6/22/25		4:07:28 AM		ST018a		Still		269605_ST018a_26		6547		731944.3 		5 932396.1 		731914.4 		5 932389.0 		17.7		30.7

		6/22/25		4:07:31 AM		ST018a		Still		269605_ST018a_27		6548		731944.3 		5 932396.1 		731910.8 		5 932387.8 		17.5		34.6

		6/22/25		4:07:36 AM		ST018a		Still		269605_ST018a_28		6549		731944.3 		5 932396.1 		731908.3 		5 932387.1 		17.5		37.1

		6/22/25		4:07:40 AM		ST018a		Still		269605_ST018a_29		6550		731944.3 		5 932396.1 		731905.1 		5 932386.3 		17.5		40.4

		6/22/25		4:07:43 AM		ST018a		Still		269605_ST018a_30		6551		731944.3 		5 932396.1 		731902.7 		5 932386.0 		18.0		42.8

		6/22/25		4:07:45 AM		ST018a		Still		269605_ST018a_31		6552		731944.3 		5 932396.1 		731899.5 		5 932385.8 		17.7		46.0

		6/22/25		4:07:49 AM		ST018a		Still		269605_ST018a_32		6553		731944.3 		5 932396.1 		731896.8 		5 932385.6 		17.5		48.7

		6/22/25		4:07:53 AM		ST018a		Still		269605_ST018a_33		6554		731944.3 		5 932396.1 		731890.8 		5 932385.8 		17.7		54.5

		6/22/25		4:07:57 AM		ST018a		Still		269605_ST018a_34		6555		731944.3 		5 932396.1 		731886.7 		5 932386.4 		17.7		58.4

		6/22/25		4:07:59 AM		ST018a		Still		269605_ST018a_35		6556		731944.3 		5 932396.1 		731882.6 		5 932387.8 		17.7		62.3

		6/22/25		4:08:05 AM		ST018a		Video		EOL		6557		731944.3 		5 932396.1 		731880.2 		5 932388.5 		17.5		64.6

		6/24/25		7:54:10 PM		ST231		Video		SOL		6558		686187.1 		6 127343.9 		686184.6 		6 127366.6 		74.3		22.8

		6/24/25		7:54:14 PM		ST231		Still		269605_ST231_01		6559		686187.1 		6 127343.9 		686184.7 		6 127365.2 		73.9		21.4

		6/24/25		7:54:35 PM		ST231		Still		269605_ST231_02		6560		686187.1 		6 127343.9 		686184.2 		6 127357.9 		73.4		14.3

		6/24/25		7:54:45 PM		ST231		Still		269605_ST231_03		6561		686187.1 		6 127343.9 		686182.3 		6 127352.9 		73.9		10.2

		6/24/25		7:54:51 PM		ST231		Still		269605_ST231_04		6562		686187.1 		6 127343.9 		686181.6 		6 127349.7 		74.2		8.1

		6/24/25		7:54:54 PM		ST231		Still		269605_ST231_05		6563		686187.1 		6 127343.9 		686181.2 		6 127348.8 		74.2		7.6

		6/24/25		7:54:58 PM		ST231		Still		269605_ST231_06		6564		686187.1 		6 127343.9 		686181.2 		6 127347.7 		74.1		7.1

		6/24/25		7:55:25 PM		ST231		Still		269605_ST231_07		6565		686187.1 		6 127343.9 		686181.8 		6 127340.0 		74.3		6.6

		6/24/25		7:55:31 PM		ST231		Still		269605_ST231_08		6566		686187.1 		6 127343.9 		686182.4 		6 127336.3 		74.6		9.0

		6/24/25		7:55:36 PM		ST231		Still		269605_ST231_09		6567		686187.1 		6 127343.9 		686182.7 		6 127334.3 		74.5		10.6

		6/24/25		7:55:41 PM		ST231		Still		269605_ST231_10		6568		686187.1 		6 127343.9 		686183.3 		6 127332.7 		74.3		11.8

		6/24/25		7:55:55 PM		ST231		Still		269605_ST231_11		6569		686187.1 		6 127343.9 		686184.3 		6 127327.2 		74.2		16.9

		6/24/25		7:56:09 PM		ST231		Still		269605_ST231_12		6570		686187.1 		6 127343.9 		686185.4 		6 127321.3 		74.5		22.7

		6/24/25		7:56:23 PM		ST231		Still		269605_ST231_13		6571		686187.1 		6 127343.9 		686186.3 		6 127315.4 		74.5		28.5

		6/24/25		7:56:26 PM		ST231		Video		EOL		6572		686187.1 		6 127343.9 		686186.5 		6 127314.6 		74.6		29.3

		6/24/25		8:10:55 PM		ST231		DVV		FA/FB		6573		686187.1 		6 127343.9 		686203.3 		6 127356.2 		74.6		20.3

		6/24/25		8:20:05 PM		ST231		DVV		PC/PSD		6574		686187.1 		6 127343.9 		686197.7 		6 127362.9 		73.2		21.7

		6/24/25		8:59:45 PM		ST233		Video		SOL		6575		684708.7 		6 131060.8 		684709.8 		6 131088.8 		71.3		28.1

		6/24/25		8:59:54 PM		ST233		Still		269605_ST233_01		6576		684708.7 		6 131060.8 		684710.5 		6 131084.7 		71.1		24.0

		6/24/25		9:00:06 PM		ST233		Still		269605_ST233_02		6577		684708.7 		6 131060.8 		684712.7 		6 131079.7 		71.0		19.4

		6/24/25		9:00:24 PM		ST233		Still		269605_ST233_03		6578		684708.7 		6 131060.8 		684716.3 		6 131072.7 		70.6		14.2

		6/24/25		9:00:31 PM		ST233		Still		269605_ST233_04		6579		684708.7 		6 131060.8 		684716.8 		6 131070.3 		70.7		12.5

		6/24/25		9:00:42 PM		ST233		Still		269605_ST233_05		6580		684708.7 		6 131060.8 		684718.6 		6 131065.0 		70.6		10.8

		6/24/25		9:00:49 PM		ST233		Still		269605_ST233_06		6581		684708.7 		6 131060.8 		684719.9 		6 131061.1 		70.8		11.3

		6/24/25		9:00:54 PM		ST233		Still		269605_ST233_07		6582		684708.7 		6 131060.8 		684720.5 		6 131058.7 		71.0		12.0

		6/24/25		9:01:07 PM		ST233		Still		269605_ST233_08		6583		684708.7 		6 131060.8 		684722.0 		6 131052.5 		70.8		15.7

		6/24/25		9:01:15 PM		ST233		Still		269605_ST233_09		6584		684708.7 		6 131060.8 		684722.2 		6 131048.7 		70.6		18.2

		6/24/25		9:01:24 PM		ST233		Still		269605_ST233_10		6585		684708.7 		6 131060.8 		684723.0 		6 131044.6 		70.6		21.6

		6/24/25		9:01:42 PM		ST233		Still		269605_ST233_11		6586		684708.7 		6 131060.8 		684725.4 		6 131036.0 		70.9		29.9

		6/24/25		9:01:48 PM		ST233		Video		EOL		6587		684708.7 		6 131060.8 		684726.3 		6 131032.6 		71.1		33.2

		6/24/25		9:14:14 PM		ST233		DVV		FA/FB		6588		684708.7 		6 131060.8 		684711.8 		6 131050.8 		72.0		10.4

		6/24/25		9:23:07 PM		ST233		DVV		PC/PSD		6589		684708.7 		6 131060.8 		684727.6 		6 131059.4 		72.2		19.0

		6/24/25		11:15:35 PM		ST245		Video		SOL		6590		678768.1 		6 153774.2 		678724.5 		6 153791.7 		72.8		46.9

		6/24/25		11:15:43 PM		ST245		Still		269605_ST245_01		6591		678768.1 		6 153774.2 		678726.9 		6 153790.9 		72.9		44.4

		6/24/25		11:15:52 PM		ST245		Still		269605_ST245_02		6592		678768.1 		6 153774.2 		678733.7 		6 153788.6 		72.7		37.3

		6/24/25		11:15:58 PM		ST245		Still		269605_ST245_03		6593		678768.1 		6 153774.2 		678738.2 		6 153786.9 		72.9		32.5

		6/24/25		11:16:04 PM		ST245		Still		269605_ST245_04		6594		678768.1 		6 153774.2 		678741.5 		6 153785.9 		72.8		29.1

		6/24/25		11:16:10 PM		ST245		Still		269605_ST245_05		6595		678768.1 		6 153774.2 		678746.0 		6 153784.4 		72.7		24.3

		6/24/25		11:16:19 PM		ST245		Still		269605_ST245_06		6596		678768.1 		6 153774.2 		678751.8 		6 153782.4 		72.6		18.2

		6/24/25		11:16:24 PM		ST245		Still		269605_ST245_07		6597		678768.1 		6 153774.2 		678753.6 		6 153781.2 		72.8		16.2

		6/24/25		11:16:28 PM		ST245		Still		269605_ST245_08		6598		678768.1 		6 153774.2 		678755.0 		6 153780.5 		72.6		14.5

		6/24/25		11:16:33 PM		ST245		Still		269605_ST245_09		6599		678768.1 		6 153774.2 		678757.2 		6 153779.0 		72.9		11.9

		6/24/25		11:16:39 PM		ST245		Still		269605_ST245_10		6600		678768.1 		6 153774.2 		678759.9 		6 153777.1 		73.1		8.8

		6/24/25		11:16:44 PM		ST245		Still		269605_ST245_11		6601		678768.1 		6 153774.2 		678762.7 		6 153776.2 		72.4		5.7

		6/24/25		11:16:55 PM		ST245		Still		269605_ST245_12		6602		678768.1 		6 153774.2 		678771.8 		6 153772.5 		72.9		4.1

		6/24/25		11:17:07 PM		ST245		Still		269605_ST245_13		6603		678768.1 		6 153774.2 		678779.5 		6 153769.5 		73.0		12.3

		6/24/25		11:17:13 PM		ST245		Still		269605_ST245_14		6604		678768.1 		6 153774.2 		678782.6 		6 153768.3 		72.9		15.7

		6/24/25		11:17:24 PM		ST245		Still		269605_ST245_15		6605		678768.1 		6 153774.2 		678790.2 		6 153764.7 		73.4		24.1

		6/24/25		11:17:33 PM		ST245		Still		269605_ST245_16		6606		678768.1 		6 153774.2 		678797.1 		6 153762.8 		73.3		31.2

		6/24/25		11:17:43 PM		ST245		Still		269605_ST245_17		6607		678768.1 		6 153774.2 		678804.1 		6 153760.6 		73.5		38.5

		6/24/25		11:17:57 PM		ST245		Still		269605_ST245_18		6608		678768.1 		6 153774.2 		678813.7 		6 153756.4 		73.6		49.0

		6/24/25		11:18:03 PM		ST245		Still		269605_ST245_19		6609		678768.1 		6 153774.2 		678816.1 		6 153754.7 		73.5		51.8

		6/24/25		11:18:13 PM		ST245		Still		269605_ST245_20		6610		678768.1 		6 153774.2 		678821.3 		6 153753.3 		74.1		57.2

		6/24/25		11:18:21 PM		ST245		Still		269605_ST245_21		6611		678768.1 		6 153774.2 		678824.7 		6 153751.3 		73.6		61.1

		6/24/25		11:18:26 PM		ST245		Still		269605_ST245_22		6612		678768.1 		6 153774.2 		678828.3 		6 153749.9 		73.7		64.9

		6/24/25		11:18:36 PM		ST245		Still		269605_ST245_23		6613		678768.1 		6 153774.2 		678834.9 		6 153747.8 		74.1		71.9

		6/24/25		11:18:45 PM		ST245		Still		269605_ST245_24		6614		678768.1 		6 153774.2 		678838.5 		6 153746.3 		73.5		75.8

		6/24/25		11:18:51 PM		ST245		Still		269605_ST245_25		6615		678768.1 		6 153774.2 		678842.1 		6 153744.6 		74.0		79.7

		6/24/25		11:18:57 PM		ST245		Still		269605_ST245_26		6616		678768.1 		6 153774.2 		678846.6 		6 153742.2 		75.2		84.7

		6/24/25		11:19:00 PM		ST245		Still		269605_ST245_27		6617		678768.1 		6 153774.2 		678847.4 		6 153742.6 		73.3		85.4

		6/24/25		11:19:05 PM		ST245		Still		269605_ST245_28		6618		678768.1 		6 153774.2 		678850.4 		6 153741.8 		73.5		88.4

		6/24/25		11:19:11 PM		ST245		Still		269605_ST245_29		6619		678768.1 		6 153774.2 		678852.4 		6 153740.7 		73.3		90.7

		6/24/25		11:19:17 PM		ST245		Still		269605_ST245_30		No fix		678768.1 		6 153774.2 		678853.4 		6 153740.4 		73.6		97.1		Data taken from video

		6/24/25		11:19:23 PM		ST245		Still		269605_ST245_31		6621		678768.1 		6 153774.2 		678858.3 		6 153738.4 		72.9		113.6

		6/24/25		11:19:44 PM		ST245		Still		269605_ST245_32		6622		678768.1 		6 153774.2 		678874.1 		6 153733.1 		72.9		121.7

		6/24/25		11:19:56 PM		ST245		Still		269605_ST245_33		6623		678768.1 		6 153774.2 		678881.3 		6 153729.4 		73.4		125.2

		6/24/25		11:20:02 PM		ST245		Still		269605_ST245_34		6624		678768.1 		6 153774.2 		678884.4 		6 153728.0 		73.3		127.1

		6/24/25		11:20:06 PM		ST245		Still		269605_ST245_35		6625		678768.1 		6 153774.2 		678886.2 		6 153727.2 		73.2		133.2

		6/24/25		11:20:18 PM		ST245		Still		269605_ST245_36		6626		678768.1 		6 153774.2 		678891.8 		6 153724.8 		73.3		135.4

		6/24/25		11:20:22 PM		ST245		Still		269605_ST245_37		6627		678768.1 		6 153774.2 		678893.8 		6 153723.8 		73.4		139.3

		6/24/25		11:20:30 PM		ST245		Still		269605_ST245_38		6628		678768.1 		6 153774.2 		678897.0 		6 153721.4 		73.5		143.4

		6/24/25		11:20:37 PM		ST245		Still		269605_ST245_39		6629		678768.1 		6 153774.2 		678900.6 		6 153719.5 		73.3		149.3

		6/24/25		11:20:48 PM		ST245		Still		269605_ST245_40		6630		678768.1 		6 153774.2 		678905.9 		6 153716.5 		73.6		152.1

		6/24/25		11:20:53 PM		ST245		Still		269605_ST245_41		6631		678768.1 		6 153774.2 		678907.3 		6 153712.9 		72.8		158.6

		6/24/25		11:21:04 PM		ST245		Still		269605_ST245_42		6632		678768.1 		6 153774.2 		678913.9 		6 153711.7 		73.2		163.2

		6/24/25		11:21:12 PM		ST245		Still		269605_ST245_43		6633		678768.1 		6 153774.2 		678917.8 		6 153709.3 		73.8		165.9

		6/24/25		11:21:16 PM		ST245		Video		EOL		6634		678768.1 		6 153774.2 		678920.1 		6 153707.7 		74.0		165.9

		6/24/25		11:36:06 PM		ST245		DVV		FA/FB		6635		678768.1 		6 153774.2 		678781.1 		6 153767.8 		72.9		14.5

		6/24/25		11:46:14 PM		ST245		DVV		PC/PSD/eDNA		6636		678768.1 		6 153774.2 		678776.3 		6 153770.4 		73.8		9.0

		6/25/25		12:11:30 AM		ST245		WS		BOT		6637		678768.1 		6 153774.2 		678775.0 		6 153761.4 		69.8		14.6

		6/25/25		12:20:19 AM		ST245		WS		TOP		6638		678768.1 		6 153774.2 		678771.4 		6 153779.0 		1.0		5.8

		6/25/25		12:57:13 AM		ST246a		Video		SOL		6639		678528.0 		6 155759.7 		678549.9 		6 155740.7 		74.5		29.0

		6/25/25		12:57:17 AM		ST246a		Still		269605_ST246a_01		6640		678528.0 		6 155759.7 		678548.6 		6 155741.7 		74.9		27.4

		6/25/25		12:57:23 AM		ST246a		Still		269605_ST246a_02		6641		678528.0 		6 155759.7 		678547.6 		6 155742.0 		74.7		26.4

		6/25/25		12:57:31 AM		ST246a		Still		269605_ST246a_03		6642		678528.0 		6 155759.7 		678544.9 		6 155742.1 		74.3		24.4

		6/25/25		12:57:34 AM		ST246a		Still		269605_ST246a_04		6643		678528.0 		6 155759.7 		678543.7 		6 155742.4 		74.4		23.3

		6/25/25		12:57:40 AM		ST246a		Still		269605_ST246a_05		6644		678528.0 		6 155759.7 		678540.9 		6 155744.1 		74.5		20.3

		6/25/25		12:57:50 AM		ST246a		Still		269605_ST246a_06		6645		678528.0 		6 155759.7 		678536.1 		6 155747.5 		75.1		14.7

		6/25/25		12:58:13 AM		ST246a		Still		269605_ST246a_07		6646		678528.0 		6 155759.7 		678529.4 		6 155754.8 		74.5		5.1

		6/25/25		12:58:23 AM		ST246a		Still		269605_ST246a_08		6647		678528.0 		6 155759.7 		678526.7 		6 155759.3 		74.8		1.3

		6/25/25		12:58:28 AM		ST246a		Still		269605_ST246a_09		6648		678528.0 		6 155759.7 		678526.5 		6 155760.8 		75.1		1.8

		6/25/25		12:58:33 AM		ST246a		Still		269605_ST246a_10		6649		678528.0 		6 155759.7 		678525.9 		6 155761.7 		74.9		2.9

		6/25/25		12:58:39 AM		ST246a		Still		269605_ST246a_11		6650		678528.0 		6 155759.7 		678526.8 		6 155764.1 		75.6		4.6

		6/25/25		12:58:46 AM		ST246a		Still		269605_ST246a_12		6651		678528.0 		6 155759.7 		678526.0 		6 155764.5 		74.1		5.1

		6/25/25		12:58:50 AM		ST246a		Still		269605_ST246a_13		6652		678528.0 		6 155759.7 		678524.9 		6 155766.2 		74.8		7.1

		6/25/25		12:59:07 AM		ST246a		Still		269605_ST246a_14		6653		678528.0 		6 155759.7 		678525.4 		6 155768.5 		72.6		9.2

		6/25/25		12:59:29 AM		ST246a		Still		269605_ST246a_15		6654		678528.0 		6 155759.7 		678529.4 		6 155780.4 		75.0		20.8

		6/25/25		12:59:34 AM		ST246a		Still		269605_ST246a_16		6655		678528.0 		6 155759.7 		678531.1 		6 155781.7 		75.0		22.2

		6/25/25		12:59:42 AM		ST246a		Still		269605_ST246a_17		6656		678528.0 		6 155759.7 		678532.3 		6 155784.4 		74.2		25.0

		6/25/25		12:59:50 AM		ST246a		Video		EOL		6657		678528.0 		6 155759.7 		678532.9 		6 155788.6 		75.4		29.3

		6/25/25		1:22:07 AM		ST246		DVV		PSD		6658		678528.0 		6 155759.7 		678527.9 		6 155760.2 		75.7		0.4

		Notes

		BSL = Below sea level

		DG = Day grab sample

		DVV = Dual Van Veen grab sample

		eDNA = Environmental DNA sample

		EOL  = End of line

		FA/FB/FC = Faunal sample A, B or C

		HG  = Hammon Grab sample

		NS = No sample

		PC = Physico chemical sample

		PSD = Particle size distribution sample

		SOL = Start of line

		UTC = Coordinated niversal time

		WS = Water sample








File Attachment
Appendix C.1 Survey Log.xlsx


Sheet1

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Date		Time     [UTC]		Station		Event		Sample		Grab Type		Fix		Sample Depth [cm for DVV / L for Hamon Grab]		Sediment Description				Comments (Fauna, Smell, Bioturbation, Debris)		Sampling Personnel (Initials)

																		Type		Description 

		5/30/25		12:37:00 PM		ST028		NS		NS		Dual Van-Veen		10		-

		5/30/25		1:17:02 PM		ST028		PC		PC		Hamon grab		11		6L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		1:26:01 PM		ST028		FA		FA		Hamon grab		12		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		1:31:55 PM		ST028		NS1		NS1		Hamon grab		13		-

		5/30/25		1:35:51 PM		ST028		NS2		NS2		Hamon grab		14		-

		5/30/25		1:40:04 PM		ST028		FB		FB		Hamon grab		15		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		2:52:42 PM		ST027		NS1		NS1		Hamon grab		26		-

		5/30/25		2:59:06 PM		ST027		PSD		PSD		Hamon grab		27		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		3:49:41 PM		ST026		PC		PC		Hamon grab		37		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		3:53:20 PM		ST026		FA		FA		Hamon grab		38		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		3:56:50 PM		ST026		FB		FB		Hamon grab		39		5L		gS		Very coarse sand with intact shells and pebbles				JS/IH

		5/30/25		6:09:33 PM		ST025		PSD		PSD		Hamon grab		83		5L		gS		Very coarse sand with intact shells and pebbles				LCC/GCM

		5/30/25		7:05:49 PM		ST024		NS1		NS		Hamon grab		97		0L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		7:09:17 PM		ST024		NS2		NS		Hamon grab		98		2L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		7:14:11 PM		ST024		NS3		NS		Hamon grab		100		0L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		7:48:14 PM		ST023		NS1		NS		Hamon grab		113		0L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		7:52:50 PM		ST023		NS2		NS		Hamon grab		114		3.5L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		7:58:33 PM		ST023		PSD		PSD		Hamon grab		115		5L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		8:29:38 PM		ST022		NS1		NS		Hamon grab		131		0L		S		Very coarse and shelly sand				LCC/GCM

		5/30/25		8:29:38 PM		ST022		NS1		NS3		Hamon grab		131		0 L						Rock in jaws		LCC/GLM

		5/30/25		8:32:41 PM		ST022		PSD		PSD		Hamon grab		132		2L						Under size sample		LCC/GCM

		5/30/25		8:36:17 PM		ST022		NS2		NS		Hamon grab		133		0L								LCC/GCM

		5/30/25		8:36:17 PM		ST022		NS2		NS4		Hamon grab		133		0 L						Rock in jaws		LCC/GLM

		5/30/25		9:06:39 PM		ST021		NS1		NS		Hamon grab		149		0L		mS		Gravelly cobbely muddy sand				LCC/GCM

		5/30/25		9:10:13 PM		ST021		PSD		PSD		Hamon grab		150		4L		mS				Under size sample		LCC/GCM

		5/30/25		9:47:02 PM		ST020		PSD/eDNA		eDNA		Hamon grab		177		4L		mS				Under size sample		LCC/GCM

		5/30/25		9:47:02 PM		ST020		PSD/Edna		PSD		Hamon grab		177		4 L		(g)mS		muddy gravelly sand				LCC/GLM

		5/30/25		9:51:16 PM		ST020		NS1		NS1		Hamon grab		178		0L						washout		LCC/GCM

		5/30/25		9:55:44 PM		ST020		NS2		NS2		Hamon grab		179		0L		mS				Small amount of sabellaria on a cobble		LCC/GCM

		5/31/25		1:39:13 AM		ST029		PSD		PSD		Hamon grab		194		2L		mS				Under size sample		LCC/GCM

		5/31/25		3:00:50 AM		ST030		PC/PSD		PC		Dual Van-Veen		217		7cm		mS						LCC/GCM

		5/31/25		3:00:50 AM		ST030		PC/PSD		PSD		Dual Van-Veen		217		7cm		mS						LCC/GCM

		5/31/25		3:35:31 AM		ST030		FA/FC		FA		Dual Van-Veen		218		7cm		mS						LCC/GCM

		5/31/25		3:35:31 AM		ST030		FA/FC		FC		Dual Van-Veen		218		7cm		mS						LCC/GCM

		5/31/25		3:55:31 AM		ST030		NS1		NS1		Dual Van-Veen		219		-

		5/31/25		3:59:36 AM		ST030		FB		FB		Dual Van-Veen		220		7cm		mS						LCC/GCM

		5/31/25		8:50:27 AM		ST033		FA/NS1		FA		Dual Van-Veen		385		8cm		gS		Gravelly sand and shell fragments		10L bucket		JS/IH

		5/31/25		8:50:27 AM		ST033		FA/NS1		NS		Dual Van-Veen		385		0cm								JS/IH

		5/31/25		9:04:14 AM		ST033		FC/NS3		FC		Dual Van-Veen		386		7cm		gS		Gravelly sand and shells		10L bucket		JS/IH

		5/31/25		9:04:14 AM		ST033		FC/NS3		NS		Dual Van-Veen		386		0cm								JS/IH

		5/31/25		9:10:05 AM		ST033		NS4/NS5		NS		Dual Van-Veen		387		7cm		gS		Gravelly sand and shells				JS/IH

		5/31/25		9:10:05 AM		ST033		NS4/NS5		NS		Dual Van-Veen		387		0cm								JS/IH

		5/31/25		9:16:09 AM		ST033		PC/NS6		PC		Dual Van-Veen		388		7cm		gS		Gravelly sand and shells				JS/IH

		5/31/25		9:33:48 AM		ST033		PSD		PSD		Dual Van-Veen		389		7cm		gS		Gravelly sand and shells				JS/IH

		5/31/25		10:27:44 AM		ST032		NS1/NS2		NS1/NS2		Dual Van-Veen		390		-								JS/IH

		5/31/25		10:33:00 AM		ST032		PSD		PSD		Dual Van-Veen		391		-								JS/IH

		5/31/25		2:23:48 PM		ST036		PSD		PSD		Dual Van-Veen		534		7cm		gS		Gravelly sand, pebbles and shells				JS/IH

		5/31/25		2:33:26 PM		ST037		NS1/NS2		NS		Dual Van-Veen		535		-								JS/IH

		5/31/25		2:37:55 PM		ST037		NS3/NS4		NS		Dual Van-Veen		536		-								JS/IH

		5/31/25		2:38:02 PM		ST037		NS5/NS6		NS		Dual Van-Veen		537		-								JS/IH

		5/31/25		2:41:42 PM		ST037		NS7/NS8		NS		Dual Van-Veen		538		-								JS/IH

		5/31/25		2:54:24 PM		ST037		NS9/NS10		NS		Dual Van-Veen		541		-								JS/IH

		5/31/25		3:08:16 PM		ST039		NS1/NS2		NS		Dual Van-Veen		542		6cm		gS		Gravelly sand, pebbles and shells		DVV - not enough samples		JS/IH

		5/31/25		3:08:16 PM		ST039		NS1/NS2		NS		Dual Van-Veen		542		4cm						DVV - not enough samples		JS/IH

		5/31/25		3:08:16 PM		ST039		NS1/NS2		NS		Dual Van-Veen		542		0cm						DVV - not enough samples		JS/IH

		5/31/25		3:08:16 PM		ST039		NS1/NS2		NS		Dual Van-Veen		542		3cm						DVV - not enough samples		JS/IH

		5/31/25		3:18:14 PM		ST039		NS3/NS4		NS3/NS4		Dual Van-Veen		543		-

		5/31/25		3:41:37 PM		ST039		FA		FA		Hamon grab		544		4L		gS		Gravelly sand, pebbles and shells		Under size sample		JS/IH

		5/31/25		3:47:22 PM		ST039		FB		FB		Hamon grab		545		4L		gS		Gravelly sand, pebbles and shells		Under size sample		JS/IH

		5/31/25		3:52:31 PM		ST039		FC		FC		Hamon grab		546		4L		gS		Gravelly sand, pebbles and shells		Under size sample		JS/IH

		5/31/25		4:00:16 PM		ST039		NS1		NS		Hamon grab		547		0L								JS/IH

		5/31/25		4:04:13 PM		ST039		PC		PC		Hamon grab		548		4L		gS		Gravelly sand, pebbles and shells		Under size sample		JS/IH

		5/31/25		6:54:49 PM		ST043		NS1/NS2		NS		Dual Van-Veen		729		NA						Under size sample		LCC/GLM

		5/31/25		6:58:52 PM		ST043		NS3/NS4		NS		Dual Van-Veen		730		NA						Under size sample		LCC/GLM

		5/31/25		7:03:31 PM		ST043		NS5/NS6		NS		Dual Van-Veen		731		NA						Under size sample		LCC/GLM

		5/31/25		7:33:34 PM		ST043		FC		FC		Hamon grab		732		4L		gS		Gravelly sand, pebbles and shells		3 L bucket		LCC/GLM

		5/31/25		7:38:31 PM		ST043		FA		FA		Hamon grab		733		4L		gS		Gravelly sand, pebbles and shells		5 L bucket		LCC/GLM

		5/31/25		7:42:51 PM		ST043		PC/PSD		PC/PSD		Hamon grab		734		4L		gS		Gravelly sand, pebbles and shells				LCC/GLM

		5/31/25		8:51:44 PM		ST041		NS		NS		Hamon grab		736		-

		5/31/25		8:51:44 PM		ST041		NS		NS		Hamon grab		736		-

		5/31/25		8:56:19 PM		ST041		PSD		PSD		Hamon grab		737		-

		5/31/25		-		ST033		FB/NS2		FB		Dual Van-Veen		No fix		8cm		gS		Gravelly sand and shells		10L bucket		JS/IH

		5/31/25		-		ST033		FB/NS2		NS		Dual Van-Veen		No fix		0cm								JS/IH

		6/1/25		8:38:31 PM		ST043		FB		FB		Hamon grab		735		4 L		gS		Gravelly sand, pebbles and shells		5 L bucket		LCC/GLM

		6/1/25		1:00:20 AM		ST047		PC/PSD		PC/PSD		Hamon grab		895		5L		gS		Gravelly sand, pebbles and shells				LCC/GLM

		6/1/25		1:05:31 AM		ST047		FC		FC		Hamon grab		896		4 L		gS		Gravelly sand, pebbles and shells		5 L bucket		LCC/GLM

		6/1/25		1:09:32 AM		ST047		FA		FA		Hamon grab		897		5 L		gS		Gravelly sand, pebbles and shells		10 L bucket		LCC/GLM

		6/1/25		1:13:29 AM		ST047		FB		FB		Hamon grab		898		5L		gS		Gravelly sand, pebbles and shells		10 L bucket		LCC/GLM

		6/1/25		8:42:51 PM		ST045		NS1		NS		Hamon grab		899		1 L		gS		Gravelly sand, pebbles and shells		Not enough sample		LCC/GLM

		6/1/25		4:00:07 AM		ST049		PSD		PSD		Hamon grab		1027		5L		gS		Gravelly sand, pebbles and shells				LCC/GLM

		6/1/25		5:38:51 AM		ST051		PC		PC		Hamon grab		1028		4L		gS		Coarse sand pebbles and shells		undersize sample 		JS/NM

		6/1/25		5:44:26 AM		ST051		NS1		NS		Hamon grab		1030		1L		gS		Coarse sand pebbles and shells		Mainly water		JS/NM

		6/1/25		5:48:51 AM		ST051		NS2		NS		Hamon grab		1031		> 1L		gS		Coarse sand pebbles and shells		Mainly water		JS/NM

		6/1/25		5:52:22 AM		ST051		NS3		NS		Hamon grab		1032		> 1L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		5:58:01 AM		ST051		FA		FA		Hamon grab		1033		4L		gS		Coarse sand pebbles and shells		undersize sample 		JS/NM

		6/1/25		6:01:28 AM		ST051		NS4		NS		Hamon grab		1034		> 1L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		8:43:14 AM		ST055		PC		PC		Hamon grab		1164		5L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		8:46:43 AM		ST055		FA		FA		Hamon grab		1165		5L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		8:50:19 AM		ST055		FB		FB		Hamon grab		1166		5L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		8:54:03 AM		ST055		FC		FC		Hamon grab		1167		5L		gS		Coarse sand pebbles and shells				JS/NM

		6/1/25		9:32:43 AM		ST053		PSD		PSD		Hamon grab		1168		5L		gS		Coarse sand pebbles and shell fragments				JS/NM

		6/1/25		11:43:09 AM		ST057		PSD		PSD		Hamon grab		1276		5L		gS		Coarse sand pebbles and shell fragments				JS/NM

		6/1/25		12:01:58 PM		ST059		FA		FA		Hamon grab		1277		4.5L		gS		Coarse sand pebbles and shell fragments		Sandeel		JS/NM

		6/1/25		12:05:36 PM		ST059		PC		PC		Hamon grab		1278		5L		gS		Coarse sand pebbles and shell fragments				JS/NM

		6/1/25		12:09:06 PM		ST059		FB		FB		Hamon grab		1279		5.5L		gS		Coarse sand pebbles and shell fragments				JS/NM

		6/1/25		12:12:23 PM		ST059		FC		FC		Hamon grab		1280		5.5L		gS		Coarse sand pebbles and shell fragments				JS/NM

		6/1/25		3:20:13 PM		ST061		PSD		PSD		Hamon grab		1445		5L		gS		Very coarse sand with intact shells and pebbles 				IH/NM

		6/1/25		5:47:14 PM		ST063		NS1/NS2		NS		Dual Van-Veen		1449		0						Shell in jaws		LCC/GLM

		6/1/25		5:52:13 PM		ST063		NS3/NS4		NS		Dual Van-Veen		1450		0						Shell in jaws		LCC/GLM

		6/1/25		5:57:23 PM		ST063		NS5/NS6		NS		Dual Van-Veen		1451		0						Shell in jaws		LCC/GLM

		6/1/25		6:22:07 PM		ST063		FC		FC		Hamon grab		1452		3 L		gS		Coarse sand pebbles and shell fragments		Smaller sample accepted		LCC/GLM

		6/1/25		6:27:08 PM		ST063		FB		FB		Hamon grab		1453		4 L		gS		Coarse sand pebbles and shell fragments		Smaller sample accepted		LCC/GLM

		6/1/25		6:31:43 PM		ST063		FA		FA		Hamon grab		1454		4L		gS		Coarse sand pebbles and shell fragments		Smaller sample accepted		LCC/GLM

		6/1/25		6:35:34 PM		ST063		PC/PSD/eDNA		PC/PSD/eDNA		Hamon grab		1455		5 L		gS		Coarse sand pebbles and shell fragments				LCC/GLM

		6/1/25		6:47:42 PM		ST063		NS7		NS7		Hamon grab		1456		-

		6/1/25		6:58:46 PM		ST063		NS8		NS8		Hamon grab		1457		-

		6/1/25		10:19:26 PM		ST067		PC/PSD		PC/PSD		Dual Van-Veen		1737		12 cm		S		Coarse sand pebbles and shell fragments				LCC/GLM

		6/1/25		10:47:18 PM		ST067		FA/FB		FA		Dual Van-Veen		1738		12 cm		gS		Coarse sand pebbles and shell fragments				LCC/GLM

		6/1/25		10:47:18 PM		ST067		FA/FB		FB		Dual Van-Veen		1738		12 cm		gS		Coarse sand pebbles and shell fragments				LCC/GLM

		6/1/25		10:55:45 PM		ST067		NS1		NS1		Dual Van-Veen		1739		0						Triggered in water		LCC/GLM

		6/1/25		10:59:44 PM		ST067		FC		FC		Dual Van-Veen		1740		12 cm		S		Coarse sand pebbles and shell fragments				LCC/GLM

		6/1/25		6:47:42 PM		ST063		NS7		NS7		Hamon grab		1456		-

		6/2/25		9:42:51 PM		ST045		PSD		PSD		Hamon grab		900		4L		gS		Gravelly sand, pebbles and shells				LCC/GLM

		6/2/25		12:55:31 AM		ST065		PSD		PSD		Dual Van-Veen		1742		13 cm		(g)M		Mud with shells				LCC/GLM

		6/2/25		2:32:45 AM		ST069		NS1/NS2		NS1/NS2		Dual Van-Veen		1908		2 cm		mS		Muddy sand with shells		Sample too small		LCC/GLM

		6/2/25		2:36:41 AM		ST069		NS3/NS4		NS3/NS4		Dual Van-Veen		1909		0						Stone in jaws		LCC/GLM

		6/2/25		2:42:32 AM		ST069		PSD		PSD		Dual Van-Veen		1910		7 cm		mS		Muddy sand with shells				LCC/GLM

		6/2/25		3:04:44 AM		ST071		NS1/NS2		NS1/NS2		Dual Van-Veen		1911		0 cm						Stone in jaws		LCC/GLM

		6/2/25		3:10:27 AM		ST071		NS3/NS4		NS3/NS4		Dual Van-Veen		1912		0 cm						Stone in jaws		LCC/GLM

		6/2/25		3:17:15 AM		ST071		NS5/NS6		NS5/NS6		Dual Van-Veen		1913		0 cm						Stone in jaws		LCC/GLM

		6/2/25		3:45:18 AM		ST071		FC		FC		Hamon grab		1914		3 L		mS		Muddy sand with shells		Small sample accepted 		LCC/GLM

		6/2/25		3:52:20 AM		ST071		PC/PSD		PC/PSD		Hamon grab		1915		4 L		mS		Muddy sand with shells		5 L bucket		LCC/GLM

		6/2/25		3:56:38 AM		ST071		FB		FB		Hamon grab		1916		4 L		mS		Muddy sand with shells		5 L bucket		LCC/GLM

		6/2/25		4:01:42 AM		ST071		FA		FA		Hamon grab		1917		5 L		mS		Muddy sand with shells		10 L bucket		LCC/GLM

		6/2/25		5:44:11 AM		ST074		NS1/NS2		NS1/NS2		Dual Van-Veen		1918		3 cm						Pebble caught in jaws, washout		IH/NM

		6/2/25		5:49:22 AM		ST074		NS3/NS4		NS3/NS4		Dual Van-Veen		1919		3 cm						Pebble caught in jaws, washout		IH/NM

		6/2/25		5:58:51 AM		ST074		PSD		PSD		Dual Van-Veen		1920		8 cm		S		Coarse sand				IH/NM

		6/2/25		8:16:02 AM		ST093		NS1		NS1		Hamon grab		1938		<1		S		coarse sand		Photo taken		IH/NM

		6/2/25		8:20:36 AM		ST093		NS2		NS2		Hamon grab		1939		<1L		S		coarse sand		Photo taken		IH/NM

		6/2/25		8:25:02 AM		ST093		NS3		NS3		Hamon grab		1940		<1L		S		coarse sand		too small/ mainly water		IH/NM

		6/2/25		9:06:43 AM		ST094		NS1		NS1		Hamon grab		1955		<1L		gS		Coarse sand and pebbles		too small/ mainly water		IH/NM

		6/2/25		9:10:04 AM		ST094		NS2		NS2		Hamon grab		1956		2L		gS		Coarse sand and pebbles		too small/ mainly water		IH/NM

		6/2/25		9:13:49 AM		ST094		PSD		PSD		Hamon grab		1957		3.5L						Undersize Sample		IH/NM

		6/2/25		9:54:15 AM		ST095		NS1		NS1		Hamon grab		1970		1L		gS		Coarse sand and pebbles		Photo taken		IH/NM

		6/2/25		9:57:12 AM		ST095		NS2		NS2		Hamon grab		1971		<1L		gS		Coarse sand and pebbles		Photo taken, cobble in jaw - anemone		IH/NM

		6/2/25		10:00:58 AM		ST095		NS3		NS3		Hamon grab		1972		<1L		gS		Coarse sand and pebbles		Photo taken		IH/NM

		6/2/25		10:39:54 AM		ST096		PSD		PSD		Hamon grab		1985		4.5L		gS		Coarse sand and pebbles				IH/NM

		6/2/25		1:24:19 PM		ST099		NS1		NS		Hamon grab		2133		2L		gS		Coarse sand and pebbles		too small/ mainly water		JS/NM

		6/2/25		1:28:58 PM		ST099		NS2		NS		Hamon grab		2134		1L		gS		Coarse sand and pebbles		too small/ mainly water		JS/NM

		6/2/25		1:33:47 PM		ST099		NS3		NS		Hamon grab		2135		1L		gS		Coarse sand and pebbles		too small/ mainly water		JS/NM

		6/2/25		2:40:59 PM		ST097		PC/FA		FA		Dual Van-Veen		2139		9 cm		gS		Coarse sand and pebbles				JS/IH

		6/2/25		2:40:59 PM		ST097		PC/FA		PC		Dual Van-Veen		2139		15 cm		gS		Coarse sand and pebbles				JS/IH

		6/2/25		2:57:56 PM		ST097		FB/FC		FB		Dual Van-Veen		2140		9.5 cm		gS		Coarse sand and pebbles				JS/IH

		6/2/25		2:57:56 PM		ST097		FB/FC		FC		Dual Van-Veen		2140		7 cm		gS		Coarse sand and pebbles				JS/IH

		6/2/25		6:51:02 PM		ST101		NS1/NS2		NS		Dual Van-Veen		2377		0 cm				Just water				LCC/GLM

		6/2/25		6:54:10 PM		ST101		NS3/NS4		NS		Dual Van-Veen		2378		0 cm				Just water 				LCC/GLM

		6/2/25		6:59:24 PM		ST101		NS5/NS6		NS		Dual Van-Veen		2379		0 cm				Stone in Jaws 				LCC/GLM

		6/2/25		7:05:16 PM		ST101		NS7/NS8		NS		Dual Van-Veen		2380		0 cm				Stone in Jaws 				LCC/GLM

		6/2/25		7:33:51 PM		ST101		NS1		NS1		Hamon grab		2381		0L				-		Triggered in WC		LCC/GLM

		6/2/25		7:38:28 PM		ST101		NS2		NS2		Hamon grab		2382		3L		(g)mS		Muddy gravelly sand		Sample too small		LCC/GLM

		6/2/25		7:43:44 PM		ST101		NS3		NS3		Hamon grab		2383		0				-		Didn’t fire		LCC/GLM

		6/2/25		7:50:32 PM		ST101		NS4		NS4		Hamon grab		2384		0.5L				-		Mainly water		LCC/GLM

		6/2/25		8:11:09 PM		ST103		NS1		NS1		Hamon grab		2385		3L		(g)mS		Muddy gravelly sand		Sample too small		LCC/GLM

		6/2/25		8:16:45 PM		ST103		NS2		NS2		Hamon grab		2386		0.5L				-		Sample too small/mainly water		LCC/GLM

		6/2/25		8:20:29 PM		ST103		PSD		PSD		Hamon grab		2387		3.5L		(g)mS		Muddy gravelly sand				LCC/GLM

		6/3/25		5:25:21 PM		ST022		NS3		NS5		Hamon grab		2427		0 L						Rock in jaws		LCC/GLM

		6/3/25		5:25:21 PM		ST022		NS3		NS3		Hamon grab		2427		-

		6/3/25		6:05:02 PM		ST020		PC/PSD		PC		Hamon grab		2428		-								LCC/GLM

		6/3/25		6:05:02 PM		ST020		PC/PSD		PSD		Hamon grab		2428		-								LCC/GLM

		6/3/25		6:11:38 PM		ST020		NS3		NS3		Hamon grab		2429		2 L						Rock in jaws		LCC/GLM

		6/3/25		6:15:57 PM		ST020		FA		FA		Hamon grab		2430		4 L		(g)mS		muddy gravelly sand		3 L bucket		LCC/GLM

		6/3/25		6:18:36 PM		ST020		NS4		NS4		Hamon grab		2431		0 L						Rock in jaws		LCC/GLM

		6/3/25		6:22:46 PM		ST020		NS5		NS5		Hamon grab		2432		0 L						Rock in jaws		LCC/GLM

		6/3/25		8:32:58 PM		ST030		eDNA		eDNA		Hamon grab		2496		4 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/3/25		10:31:14 PM		ST087		PC/PSD		PC/PSD		Hamon grab		2523		4 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/3/25		10:36:01 PM		ST087		NS1		NS1		Hamon grab		2524		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/3/25		10:39:50 PM		ST087		NS2		NS2		Hamon grab		2525		0 L						Rock in jaws		LCC/GLM

		6/3/25		10:42:52 PM		ST087		NS3		NS3		Hamon grab		2526		1 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/3/25		11:50:48 PM		ST097		NS1		NS1		Hamon grab		2527		-

		6/3/25		11:53:03 PM		ST097		eDNA		eDNA		Hamon grab		2528		6 L		S		shelly sand				LCC/GLM

		6/4/25		12:26:35 AM		ST105		PC/PSD		PC/PSD		Hamon grab		2529		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		12:29:45 AM		ST105		FA		FA		Hamon grab		2530		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		12:33:09 AM		ST105		NS		NS		Hamon grab		2531		1 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		12:36:41 AM		ST105		FB		FB		Hamon grab		2532		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		12:39:55 AM		ST105		FC		FC		Hamon grab		2533		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		1:59:05 AM		ST107		NS1/NS2		NS1/NS2		Dual Van-Veen		2555		0 cm						Stone in jaws		LCC/GLM

		6/4/25		2:05:29 AM		ST107		NS3/NS4		NS3/NS4		Dual Van-Veen		2556		0 cm						Stone in jaws		LCC/GLM

		6/4/25		2:10:27 AM		ST107		NS5/NS6		NS5/NS6		Dual Van-Veen		2557		0 cm						Stone in jaws		LCC/GLM

		6/4/25		2:21:28 AM		ST107		NS1		NS1		Hamon grab		2558		0 L						Just water		LCC/GLM

		6/4/25		2:25:51 AM		ST107		NS2		NS2		Hamon grab		2559		0 L						Stone in jaws		LCC/GLM

		6/4/25		2:30:40 AM		ST107		PSD		PSD		Hamon grab		2560		3 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		3:13:22 AM		ST108		NS1		NS1		Hamon grab		2580		1 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		3:16:28 AM		ST108		NS2		NS2		Hamon grab		2581		1 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		3:21:05 AM		ST108		NS3		NS3		Hamon grab		2582		1 L		(g)mS		muddy gravelly sand				LCC/GLM

		6/4/25		3:51:49 AM		ST109		PSD		PSD		Hamon grab		2603		6 L		gS		Gravelly sand				LCC/GLM

		6/4/25		4:21:28 AM		ST110		PSD		PSD		Hamon grab		2622		-								LCC/GLM

		6/4/25		7:10:13 AM		ST111		NS1/NS2		NS1		Dual Van-Veen		2663		1cm								JS/IH

		6/4/25		7:10:13 AM		ST111		NS1/NS2		NS2		Dual Van-Veen		2663		0cm						stone in jaw		JS/IH

		6/4/25		7:14:25 AM		ST111		NS3/NS4		NS3		Dual Van-Veen		2664		0cm						stone in jaw		JS/IH

		6/4/25		7:14:25 AM		ST111		NS3/NS4		NS4		Dual Van-Veen		2664		3cm						Not enough sample		JS/IH

		6/4/25		7:18:20 AM		ST111		PC/NS5		NS5		Dual Van-Veen		2665		4cm		gS		Gravelly sand		stone in jaw		JS/IH

		6/4/25		7:18:20 AM		ST111		PC/NS5		PC		Dual Van-Veen		2665		9cm		gS		Gravelly sand		Gravelly sand		JS/IH

		6/4/25		7:41:52 AM		ST111		FA/FB		FA		Dual Van-Veen		2666		7cm		gS		Gravelly sand				JS/IH

		6/4/25		7:41:52 AM		ST111		FA/FB		FB		Dual Van-Veen		2666		7cm		gS		Gravelly sand				JS/IH

		6/4/25		8:35:44 AM		ST112		PSD		PSD		Dual Van-Veen		2684		11cm		gS		Coarse sand with shell fragments				JS/IH

		6/4/25		9:09:12 AM		ST113		NS1/NS2		NS1		Dual Van-Veen		2699		-				-		Not in 25m radius sampling circle		JS/IH

		6/4/25		9:09:12 AM		ST113		NS1/NS2		NS2		Dual Van-Veen		2699		-				-		Not in 25m radius sampling circle		JS/IH

		6/4/25		9:13:20 AM		ST113		PSD/NS3		NS3		Dual Van-Veen		2700		<1cm		sG		Sandy gravel		Not enough sample		JS/IH

		6/4/25		9:13:20 AM		ST113		PSD/NS3		PSD		Dual Van-Veen		2700		8cm		sG		Sandy gravel				JS/IH

		6/4/25		10:06:00 AM		ST114		PSD		PSD		Dual Van-Veen		2725		8cm		sG		Sandy gravel				JS/IH

		6/4/25		11:38:02 AM		ST117		PC/PSD		PC/PSD		Dual Van-Veen		2752		11cm		sG		Sandy gravel				JS/IH

		6/4/25		11:54:53 AM		ST118		FA/NS1		FA		Dual Van-Veen		2753		7cm		sG		Sandy gravel				JS/IH

		6/4/25		11:54:53 AM		ST118		FA/NS1		NS1		Dual Van-Veen		2753		0cm		sG		Sandy gravel		Washout		JS/IH

		6/4/25		12:01:18 PM		ST118		NS2/NS3		NS2		Dual Van-Veen		2754		6cm		sG		Sandy gravel				JS/IH

		6/4/25		12:01:18 PM		ST118		NS2/NS3		NS3		Dual Van-Veen		2754		2cm		sG		Sandy gravel		Not enough sample		JS/IH

		6/4/25		12:05:38 PM		ST118		PC/NS4		NS4		Dual Van-Veen		2755		6cm		sG		Sandy gravel				JS/IH

		6/4/25		12:05:38 PM		ST118		PC/NS4		PC		Dual Van-Veen		2755		11cm		sG		Sandy gravel				JS/IH

		6/4/25		12:19:57 PM		ST118		FB		FB		Dual Van-Veen		2756		10cm		sG		Sandy gravel				JS/IH

		6/4/25		1:18:58 PM		ST119		PSD		PSD		Dual Van-Veen		2777		10cm		msG		Sandy muddy gravel				JS/IH

		6/4/25		1:50:58 PM		ST121		PC/FA		FA		Dual Van-Veen		2789		9cm		msG		Sandy muddy gravel				JS/IH

		6/4/25		1:50:58 PM		ST121		PC/FA		PC		Dual Van-Veen		2789		7cm		msG		Sandy muddy gravel				JS/IH

		6/4/25		2:04:25 PM		ST121		FB		FB		Dual Van-Veen		2790		8cm		msG		Sandy muddy gravel				JS/IH

		6/4/25		3:12:27 PM		ST122		NS1/NS2		NS1		Dual Van-Veen		2803		0cm				-		Beacon didn't pick up		JS/IH

		6/4/25		3:12:27 PM		ST122		NS1/NS2		NS2		Dual Van-Veen		2803		0cm				-		Beacon didn't pick up		JS/IH

		6/4/25		3:16:37 PM		ST122		NS3/NS4		NS3		Dual Van-Veen		2804		<1cm		gS		Gravelly sand				JS/IH

		6/4/25		3:16:37 PM		ST122		NS3/NS4		NS4		Dual Van-Veen		2804		<1cm		gS		Gravelly sand				JS/IH

		6/4/25		3:23:23 PM		ST122		NS5/NS6		NS5		Dual Van-Veen		2805		<1cm		gS		Gravelly sand				JS/IH

		6/4/25		3:23:23 PM		ST122		NS5/NS6		NS6		Dual Van-Veen		2805		<1cm		gS		Gravelly sand				JS/IH

		6/4/25		3:29:37 PM		ST122		NS7/NS8		NS7		Dual Van-Veen		2806		<1cm		gS		Gravelly sand				JS/IH

		6/4/25		3:29:37 PM		ST122		NS7/NS8		NS8		Dual Van-Veen		2806		4cm		gS		Gravelly sand				JS/IH

		6/4/25		3:46:08 PM		ST122		NS9		NS9		Hamon grab		2807		1L		gS		Gravelly sand				JS/IH

		6/4/25		3:50:50 PM		ST122		NS10		NS10		Hamon grab		2808		1L		gS		Gravelly sand				JS/IH

		6/4/25		3:55:10 PM		ST122		NS11		NS11		Hamon grab		2809		1L		gS		Gravelly sand				JS/IH

		6/4/25		5:22:12 PM		ST123		NS1		NS1		Hamon grab		2821		0 L				-		Didn't trigger		LCC/GLM

		6/4/25		5:24:33 PM		ST123		PC/PSD		PC/PSD		Hamon grab		2822		6 L		gS		Gravelly sand				LCC/GLM

		6/4/25		5:28:59 PM		ST123		FA		FA		Hamon grab		2823		6 L		gS		Gravelly sand				LCC/GLM

		6/4/25		5:32:53 PM		ST123		FB		FB		Hamon grab		2824		5 L		gS		Gravelly sand				LCC/GLM

		6/4/25		6:55:03 PM		ST124		NS1/NS2		NS1/NS2		Dual Van-Veen		2849		0						Washout		LCC/GLM

		6/4/25		6:59:03 PM		ST124		PSD		PSD		Dual Van-Veen		2850		10 cm		gS		Gravelly sand				LCC/GLM

		6/4/25		7:47:45 PM		ST125		NS1/NS2		NS1/NS2		Dual Van-Veen		2906		0 cm						Washout		LCC/GLM

		6/4/25		7:52:29 PM		ST125		PC/eDNA		PC/eDNA		Dual Van-Veen		2907		10 cm		mS		Muddy sand		Shells		LCC/GLM

		6/4/25		8:13:00 PM		ST125		PSD/NS3		PSD/NS3		Dual Van-Veen		2908		10 cm		mS		Muddy sand		Shells		LCC/GLM

		6/4/25		8:23:40 PM		ST125		FA/NS4		FA/NS4		Dual Van-Veen		2909		9 cm		mS		Muddy sand		Shells		LCC/GLM

		6/4/25		8:29:05 PM		ST125		FB/NS5		FB/NS5		Dual Van-Veen		2910		9 cm		mS		Muddy sand		Shells		LCC/GLM

		6/4/25		10:31:58 PM		ST126		NS1/NS2		NS1/NS2		Dual Van-Veen		2937		0 cm				-		Stone in jaws		LCC/GLM

		6/4/25		10:40:51 PM		ST126		NS3/NS4		NS3/NS4		Dual Van-Veen		2938		0 cm				-		Stone in jaws		LCC/GLM

		6/4/25		10:44:04 PM		ST126		NS5/NS6		NS5/NS6		Dual Van-Veen		2939		0 cm				-		Stone in jaws		LCC/GLM

		6/4/25		10:47:53 PM		ST126		NS7/NS8		NS7/NS8		Dual Van-Veen		2940		0 cm				-		Stone in jaws		LCC/GLM

		6/4/25		11:02:44 PM		ST126		PSD		PSD		Hamon grab		2941		4 L		msG		Muddy sandy gravel				LCC/GLM

		6/5/25		12:28:18 AM		ST127		PSD		PSD		Hamon grab		2962		6 L		S		Sand		Shells		LCC/GLM

		6/5/25		1:06:33 AM		ST128		FA/FB		FA		Dual Van-Veen		2985		10 cm		S		Sand				LCC/GLM

		6/5/25		1:06:33 AM		ST128		FA/FB		FB		Dual Van-Veen		2985		10 cm		S		Sand				LCC/GLM

		6/5/25		1:12:51 AM		ST128		NS1/NS2		NS1/NS2		Dual Van-Veen		2986		3 cm		S		Sand		Not enough sample		LCC/GLM

		6/5/25		1:17:35 AM		ST128		PC/NS3		PC/NS3		Dual Van-Veen		2987		10 cm		S		Sand				LCC/GLM

		6/5/25		1:31:26 AM		ST128		PSD		PSD		Dual Van-Veen		2988		10 cm		S		Sand				LCC/GLM

		6/5/25		7:02:52 PM		ST078		NS1/NS2		NS1/NS2		Dual Van-Veen		3034		0 cm						Stone in jaws		LCC/GLM

		6/5/25		7:07:17 PM		ST078		PC/PSD		PC		Dual Van-Veen		3035		10 cm		S		Sand				LCC/GLM

		6/5/25		7:07:17 PM		ST078		PC/PSD		PSD		Dual Van-Veen		3035		10 cm		S		Sand				LCC/GLM

		6/5/25		8:08:02 PM		ST079		PSD		PSD		Hamon grab		3060		4 L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/5/25		8:44:34 PM		ST081		NS1		NS1		Hamon grab		3082		2 L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/5/25		8:54:06 PM		ST081		FA		FA		Hamon grab		3083		3 L		(g)mS		Gravelly muddy sand		Smaller sample accepted		LCC/GLM

		6/5/25		8:58:27 PM		ST081		FB		FB		Hamon grab		3084		3 L		(g)mS		Gravelly muddy sand		Smaller sample accepted		LCC/GLM

		6/5/25		9:02:50 PM		ST081		PC/PSD		PC/PSD		Hamon grab		3085		4 L		(g)mS		Gravelly muddy sand		Smaller sample accepted		LCC/GLM

		6/6/25		12:01:50 AM		ST082		PSD		PSD		Hamon grab		3130		4 L		gS		Gravelly sand				LCC/GLM

		6/6/25		12:59:04 AM		ST084		NS1/NS2		NS1/NS2		Dual Van-Veen		3147		0 cm		(g)mS		Gravelly muddy sand		washout		LCC/GLM

		6/6/25		1:05:19 AM		ST084		NS3/NS4		NS3/NS4		Dual Van-Veen		3148		0 cm		(g)mS		Gravelly muddy sand		washout#		LCC/GLM

		6/6/25		1:09:27 AM		ST084		NS5/NS6		NS5/NS6		Dual Van-Veen		3149		0 cm		(g)mS		Gravelly muddy sand		washout		LCC/GLM

		6/6/25		1:27:36 AM		ST084		NS1		NS1		Hamon grab		3150		1 L		(g)mS		Gravelly muddy sand		too small		LCC/GLM

		6/6/25		1:32:18 AM		ST084		NS2		NS2		Hamon grab		3151		1 L		(g)mS		Gravelly muddy sand		too small		LCC/GLM

		6/6/25		1:36:06 AM		ST084		NS3		NS3		Hamon grab		3152		2 L		(g)mS		Gravelly muddy sand		too small		LCC/GLM

		6/6/25		2:31:05 AM		ST085		PSD		PSD		Hamon grab		3164		4 L		mS		Muddy sand				LCC/GLM

		6/6/25		3:26:26 AM		ST088		PC/PSD		PC		Dual Van-Veen		3175		10 cm		S		Sand and shell fragments				LCC/GLM

		6/6/25		3:26:26 AM		ST088		PC/PSD		PSD		Dual Van-Veen		3175		10 cm		S		Sand and shell fragments				LCC/GLM

		6/6/25		4:10:20 AM		ST089		PSD		PSD		Dual Van-Veen		3188		7 cm		S		Sand and shell fragments				LCC/GLM

		6/6/25		5:50:37 AM		ST090		PC/NS1		PC		Dual Van-Veen		3202		9cm		S		Sand and shell fragments				JS/IH

		6/6/25		5:50:37 AM		ST090		PC/NS1		NS1		Dual Van-Veen		3202		5.5cm		S		Sand and shell fragments				JS/IH

		6/6/25		6:08:59 AM		ST090		FA/FB		FA		Dual Van-Veen		3203		14cm		S		Sand and shell fragments				JS/IH

		6/6/25		6:08:59 AM		ST090		FA/FB		FB		Dual Van-Veen		3203		10cm		S		Sand and shell fragments				JS/IH

		6/6/25		7:01:29 AM		ST091		PSD		PSD		Dual Van-Veen		3214		8cm		S		Sand and shell fragments				JS/IH

		6/6/25		7:44:19 AM		ST129		PSD		PSD		Dual Van-Veen		3216		11cm		S		Sand and shell fragments				JS/IH

		6/6/25		8:20:50 AM		ST130		PC/PSD		PC/PSD		Dual Van-Veen		3230		11cm		S		Sand and shell fragments				JS/IH

		6/6/25		10:14:52 AM		ST132		PSD		PSD		Dual Van-Veen		3244		12cm		S		Sand and shell fragments				JS/IH

		6/6/25		11:44:32 AM		ST133		PC/FA		FA		Dual Van-Veen		3269		15cm		S		Sand and shell fragments				JS/IH

		6/6/25		11:44:32 AM		ST133		PC/FA		PC		Dual Van-Veen		3269		14cm		S		Sand and shell fragments				JS/IH

		6/6/25		11:56:18 AM		ST133		FB		FB		Dual Van-Veen		3270		11cm		S		Sand and shell fragments				JS/IH

		6/6/25		12:42:19 PM		ST136		PSD		PSD		Dual Van-Veen		3282		10.5cm		S		Sand and shell fragments				JS/IH

		6/6/25		1:16:17 PM		ST138		PC/PSD		PC/PSD		Dual Van-Veen		3291		13cm		mS		Muddy sand				JS/IH

		6/6/25		1:49:53 PM		ST092		NS1/NS2		NS1/NS2		Dual Van-Veen		3302		-

		6/6/25		1:55:16 PM		ST092		PSD		PSD		Dual Van-Veen		3303		13cm		mS		Muddy sand				IH/NM

		6/6/25		1:55:16 PM		ST092		PSD		NS1		Dual Van-Veen		3303		0cm						Shell in jaws		IH/NM

		6/6/25		1:55:16 PM		ST092		PSD		NS2		Dual Van-Veen		3303		0cm						Shell in jaws		IH/NM

		6/6/25		2:33:23 PM		ST139		FA/NS1		FA		Dual Van-Veen		3311		8cm		mS		Muddy sand				JS/IH

		6/6/25		2:33:23 PM		ST139		FA/NS1		NS1		Dual Van-Veen		3311		5cm		mS		Muddy sand				JS/IH

		6/6/25		2:41:42 PM		ST139		PC/FB		FB		Dual Van-Veen		3312		7cm		mS		Muddy sand				JS/IH

		6/6/25		2:41:42 PM		ST139		PC/FB		PC		Dual Van-Veen		3312		11cm		mS		Muddy sand				JS/IH

		6/6/25		2:41:42 PM		ST139		PC/FB		PC/FB		Dual Van-Veen		3312		-

		6/6/25		4:22:08 PM		ST140		PSD		PSD		Dual Van-Veen		3325		9cm		mS		Muddy sand				LCC/GLM

		6/6/25		5:36:12 PM		ST143		PSD		PSD		Dual Van-Veen		3335		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		6:11:07 PM		ST146		PC/PSD		PC		Dual Van-Veen		3348		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		6:11:07 PM		ST146		PC/PSD		PSD		Dual Van-Veen		3348		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		6:46:15 PM		ST147		PSD		PSD		Dual Van-Veen		3360		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		7:01:54 PM		ST147		NS1/NS2		NS1/NS2		Dual Van-Veen		3361		< 1 cm		S		Sand		washout		LCC/GLM

		6/6/25		7:06:04 PM		ST147		FA/FB		FA		Dual Van-Veen		3362		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		7:06:04 PM		ST147		FA/FB		FB		Dual Van-Veen		3362		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		8:02:13 PM		ST148		PSD		PSD		Dual Van-Veen		3377		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		8:38:18 PM		ST149		PSD		PSD		Dual Van-Veen		3390		9 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		9:41:21 PM		ST150		PSD/eDNA/FB		FB		Dual Van-Veen		3446		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		9:41:21 PM		ST150		PSD/eDNA/FB		PSD/eDNA		Dual Van-Veen		3446		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/6/25		9:58:13 PM		ST150		FA		FA		Dual Van-Veen		3447		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		12:25:51 AM		ST151		PC/PSD		PC		Dual Van-Veen		3462		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		12:25:51 AM		ST151		PC/PSD		PSD		Dual Van-Veen		3462		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		1:16:20 AM		ST152		PSD		PSD		Dual Van-Veen		3479		8 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		2:13:26 AM		ST154		PSD		PSD		Dual Van-Veen		3492		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		2:26:53 AM		ST154		FA/FB		FA		Dual Van-Veen		3493		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		2:26:53 AM		ST154		FA/FB		FB		Dual Van-Veen		3493		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		3:27:39 AM		ST156		PSD		PSD		Dual Van-Veen		3502		7 cm		S		Sand		Shell fragments		LCC/GLM

		6/7/25		5:36:33 AM		ST158		FA/PSD		PSD		Dual Van-Veen		3516		10cm		S		Sand		Shell fragments		IH/NM

		6/7/25		5:36:33 AM		ST158		FA/PSD		FA		Dual Van-Veen		3516		9cm		S		Sand		Shell fragments		IH/NM

		6/7/25		5:47:32 AM		ST158		FB		FB		Dual Van-Veen		3517		9cm		S		Sand		Shell fragments		IH/NM

		6/7/25		6:31:33 AM		ST159		PC/PSD		PC/PSD		Dual Van-Veen		3530		10 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		7:04:10 AM		ST160		PSD		PSD		Dual Van-Veen		3542		8 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		7:37:56 AM		ST161		PSD/FA		FA		Dual Van-Veen		3554		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		7:37:56 AM		ST161		PSD/FA		PSD		Dual Van-Veen		3554		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		7:49:32 AM		ST161		NS1/NS2		NS1		Dual Van-Veen		3555		0 cm						Didn't trigger		IH/NM

		6/7/25		7:49:32 AM		ST161		NS1/NS2		NS2		Dual Van-Veen		3555		0 cm						washout		IH/NM

		6/7/25		7:53:37 AM		ST161		NS3/NS4		NS3		Dual Van-Veen		3556		0 cm						stone in jaws		IH/NM

		6/7/25		7:53:37 AM		ST161		NS3/NS4		NS4		Dual Van-Veen		3556		3 cm						too small		IH/NM

		6/7/25		7:59:16 AM		ST161		FB		FB		Dual Van-Veen		3557		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		9:04:41 AM		ST162		PSD		PSD		Dual Van-Veen		3568		10 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		9:44:13 AM		ST163		NS1/NS2		NS1		Dual Van-Veen		3578		5 cm						too small		IH/NM

		6/7/25		9:44:13 AM		ST163		NS1/NS2		NS2		Dual Van-Veen		3578		0 cm						stone in jaw		IH/NM

		6/7/25		9:48:49 AM		ST163		PSD/NS3		NS3		Dual Van-Veen		3579		0 cm						stone in jaw		IH/NM

		6/7/25		9:48:49 AM		ST163		PSD/NS3		PSD		Dual Van-Veen		3579		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		9:58:24 AM		ST163		FA/FB		FA		Dual Van-Veen		3580		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		9:58:24 AM		ST163		FA/FB		FB		Dual Van-Veen		3580		8 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		11:37:08 AM		ST164		NS1/NS2		NS1		Dual Van-Veen		3591		3 cm		S		Sand		Too small		IH/NM

		6/7/25		11:37:08 AM		ST164		NS1/NS2		NS2		Dual Van-Veen		3591		2 cm		S		Sand		Too small		IH/NM

		6/7/25		11:42:31 AM		ST164		NS3/NS4		NS3		Dual Van-Veen		3592		5 cm		S		Sand		Too small		IH/NM

		6/7/25		11:42:31 AM		ST164		NS3/NS4		NS4		Dual Van-Veen		3592		5 cm		S		Sand		Too small		IH/NM

		6/7/25		11:47:19 AM		ST164		PSD		PSD		Dual Van-Veen		3593		9 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		12:45:12 PM		ST165		PSD/FA		FA		Dual Van-Veen		3621		10 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		12:45:12 PM		ST165		PSD/FA		PSD		Dual Van-Veen		3621		11 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		12:58:24 PM		ST165		FB		FB		Dual Van-Veen		3622		11 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		2:20:05 PM		ST166		PSD		PSD		Dual Van-Veen		3646		11 cm		S		Sand		Shell fragments		IH/NM

		6/7/25		2:31:18 PM		ST167		FA/NS		FA		Dual Van-Veen		3647		8 cm		S		Slightly muddy sand		Arctica Shells		IH/NM

		6/7/25		2:31:18 PM		ST167		FA/NS		NS		Dual Van-Veen		3647		0 cm						washout		IH/NM

		6/7/25		2:39:15 PM		ST167		FB/PSD		PSD		Dual Van-Veen		3648		10 cm		S		Slightly muddy sand		shell fragments		IH/NM

		6/7/25		2:39:15 PM		ST167		FB/PSD		FB		Dual Van-Veen		3648		8 cm		S		Slightly muddy sand		shell fragments		IH/NM

		6/7/25		5:25:02 PM		ST147		PC		PC		Dual Van-Veen		3649		9 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		5:56:32 PM		ST150		PC		PC		Dual Van-Veen		3650		9 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		6:25:01 PM		ST154		PC		PC		Dual Van-Veen		3651		11 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		6:56:59 PM		ST158		PC		PC		Dual Van-Veen		3652		11 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		7:25:11 PM		ST161		PC		PC		Dual Van-Veen		3653		9 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		7:52:38 PM		ST163		PC		PC		Dual Van-Veen		3654		12 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		8:22:05 PM		ST165		PC		PC		Dual Van-Veen		3655		8 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		8:51:23 PM		ST167		PC		PC		Dual Van-Veen		3656		12 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		9:46:52 PM		ST168		PSD/NS1		PSD/NS1		Dual Van-Veen		3667		11 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		10:28:55 PM		ST169		PSD/NS1		PSD/NS1		Dual Van-Veen		3680		8 cm		S		Sand		shell fragments		LCC/GLM

		6/7/25		10:46:42 PM		ST169		FA/FB		FA		Dual Van-Veen		3681		8 cm		S		Sand		very shelly		LCC/GLM

		6/7/25		10:46:42 PM		ST169		FA/FB		FB		Dual Van-Veen		3681		8 cm		S				very shelly		LCC/GLM

		6/7/25		10:53:50 PM		ST169		PC/NS2		PC/NS2		Dual Van-Veen		3682		7 cm		S		Sand		very shelly		LCC/GLM

		6/8/25		12:44:17 AM		ST170		PSD		PSD		Dual Van-Veen		3706		7 cm		S		Sand		shell fragments		LCC/GLM

		6/8/25		1:37:24 AM		ST171		NS1/NS2		NS1/NS2		Dual Van-Veen		3719		0 cm				-		Didn’t trigger		LCC/GLM

		6/8/25		1:40:01 AM		ST171		PC/PSD		PC		Dual Van-Veen		3720		7 cm		S		Sand		shell fragments		LCC/GLM

		6/8/25		1:40:01 AM		ST171		PC/PSD		PSD		Dual Van-Veen		3720		7 cm		S		Sand		shell fragments		LCC/GLM

		6/8/25		1:59:02 AM		ST171		FA/FB		FA		Dual Van-Veen		3721		8 cm		S		Sand		shell fragments		LCC/GLM

		6/8/25		1:59:02 AM		ST171		FA/FB		FB		Dual Van-Veen		3721		8 cm		S		Sand		shell fragments		LCC/GLM

		6/8/25		4:07:46 PM		ST172		PSD		PSD		Dual Van-Veen		3732		8 cm		S		Fine sand with shell fragments		Arctica Shells		JS/NM

		6/8/25		4:52:01 PM		ST173		NS1/NS2		NS1		Dual Van-Veen		3743		3 cm		(g)S		Sand with shells and some pebbles		shells in jaws		JS/NM

		6/8/25		4:52:01 PM		ST173		NS1/NS2		NS2		Dual Van-Veen		3743		3 cm		(g)S		Sand with shells and some pebbles		shells in jaws		JS/NM

		6/8/25		4:52:01 PM		ST173		NS1/NS2		NS1/NS2		Dual Van-Veen		3743		7 cm		S		Sand with shells fragments				LCC/GLM

		6/8/25		4:58:23 PM		ST173		PC/PSD		PC		Dual Van-Veen		3744		10 cm		S		Sand with shells fragments				JS/NM

		6/8/25		4:58:23 PM		ST173		PC/PSD		PSD		Dual Van-Veen		3744		9 cm		S		Sand with shells fragments				JS/NM

		6/8/25		5:35:00 PM		ST173		NS3/NS4		NS3/NS4		Dual Van-Veen		3745		-

		6/8/25		5:41:34 PM		ST173		FA/FB		FA		Dual Van-Veen		3746		7 cm		S		Sand with shells fragments				LCC/GLM

		6/8/25		5:41:34 PM		ST173		FA/FB		FB		Dual Van-Veen		3746		7 cm		S		Sand with shells fragments				LCC/GLM

		6/8/25		8:22:37 PM		ST174a		PSD		PSD		Dual Van-Veen		3778		7 cm		S		Sand with shells fragments				LCC/GLM

		6/8/25		9:15:22 PM		ST175		FA/FB		FA		Dual Van-Veen		3801		9 cm		mS		slightly muddy sand				LCC/GLM

		6/8/25		9:15:22 PM		ST175		FA/FB		FB		Dual Van-Veen		3801		9 cm		mS		slightly muddy sand				LCC/GLM

		6/8/25		9:23:42 PM		ST175		PC/NS1		PC/NS1		Dual Van-Veen		3802		10 cm		mS		slightly muddy sand				LCC/GLM

		6/8/25		9:44:02 PM		ST175		PSD/eDNA		PSD/eDNA		Dual Van-Veen		3803		9 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		12:32:23 AM		ST176		PSD		PSD		Dual Van-Veen		3833		10 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		1:15:24 AM		ST177		NS1/NS2		NS1/NS2		Dual Van-Veen		3845		0 cm						Didn't trigger		LCC/GLM

		6/9/25		1:19:09 AM		ST177		NS3/NS4		NS3/NS4		Dual Van-Veen		3846		3 cm		mS		slightly muddy sand		Too small		LCC/GLM

		6/9/25		1:25:24 AM		ST177		FA/FB		FA		Dual Van-Veen		3847		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		1:25:24 AM		ST177		FA/FB		FB		Dual Van-Veen		3847		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		1:33:29 AM		ST177		PC/PSD		PC		Dual Van-Veen		3848		10 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		1:33:29 AM		ST177		PC/PSD		PSD		Dual Van-Veen		3848		10 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		2:51:10 AM		ST178		PSD		PSD		Dual Van-Veen		3857		10 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		3:47:04 AM		ST179		PSD/NS1		PSD/NS1		Dual Van-Veen		3873		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		3:56:42 AM		ST179		FA/FB		FA		Dual Van-Veen		3874		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		3:56:42 AM		ST179		FA/FB		FB		Dual Van-Veen		3874		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		4:04:47 AM		ST179		NS2/NS3		NS2/NS3		Dual Van-Veen		3875		0 cm						Didn't trigger		LCC/GLM

		6/9/25		4:10:09 AM		ST179		PC/NS4		PC/NS4		Dual Van-Veen		3876		7 cm		mS		slightly muddy sand				LCC/GLM

		6/9/25		5:37:53 AM		ST180		PSD		PSD		Dual Van-Veen		3889		7 cm		S		Sandy with shell fragments				JS/IH

		6/9/25		6:28:45 AM		ST181		NS1/NS2		NS		Dual Van-Veen		3912		6 cm		S		Sand				JS/IH

		6/9/25		6:28:45 AM		ST181		NS1/NS2		NS		Dual Van-Veen		3912		1 cm				Stone in Jaws 				JS/IH

		6/9/25		6:34:32 AM		ST181		NS3/NS4		NS		Dual Van-Veen		3913		2 cm				Shell in jaws				JS/IH

		6/9/25		6:34:32 AM		ST181		NS3/NS4		NS		Dual Van-Veen		3913		4 cm		S		sand				JS/IH

		6/9/25		6:40:35 AM		ST181		NS5/NS6		NS		Dual Van-Veen		3914		4 cm		S		sand				JS/IH

		6/9/25		6:40:35 AM		ST181		NS5/NS6		NS		Dual Van-Veen		3914		1 cm				Stone in Jaws 				JS/IH

		6/9/25		6:53:57 AM		ST181		NS7		NS		Hamon grab		3915		2L		S		Sand		scallop shells		JS/IH

		6/9/25		6:59:29 AM		ST181		NS8		NS		Hamon grab		3916		1L		S		sand with shells				JS/IH

		6/9/25		7:05:17 AM		ST181		NS9		NS		Hamon grab		3917		1L		S		sand with shells				JS/IH

		6/9/25		7:27:58 AM		ST181		PC		PC		Hamon grab		3918		4L		S		sand with shell fragments		Removed footplate for better chance at grab 		JS/IH

		6/9/25		7:42:29 AM		ST181		FA		FA		Hamon grab		3919		4L		S		sand with shell fragments				JS/IH

		6/9/25		7:47:57 AM		ST181		NS10		NS		Hamon grab		3920		2L		S		sand with shell fragments		scallop shells		JS/IH

		6/9/25		7:55:51 AM		ST181		FB		FB		Hamon grab		3921		4L		S		sand with shell fragments		arctica shells, scallop shells		JS/IH

		6/9/25		8:57:59 AM		ST182		PSD		PSD		Dual Van-Veen		3933		7 cm		S		muddy sand with shell fragments 				JS/IH

		6/9/25		9:41:35 AM		ST183		PC/FA		FA		Dual Van-Veen		3945		8 cm		S		muddy sand with shell fragments 				JS/IH

		6/9/25		9:41:35 AM		ST183		PC/FA		PC		Dual Van-Veen		3945		11 cm		S		muddy sand with shell fragments 				JS/IH

		6/9/25		9:57:56 AM		ST183		FB		FB		Dual Van-Veen		3946		9 cm		S		muddy sand with shell fragments 				JS/IH

		6/9/25		11:40:07 AM		ST184		PSD		PSD		Dual Van-Veen		3958		10 cm		S		sand				JS/IH

		6/9/25		12:19:00 PM		ST185		NS/NS		NS		Dual Van-Veen		3971		0 cm				Didn’t trigger				JS/IH

		6/9/25		12:19:00 PM		ST185		NS/NS		NS		Dual Van-Veen		3971		0 cm				Only water in grab most likely triggered early				JS/IH

		6/9/25		12:23:15 PM		ST185		FA/NS		FA		Dual Van-Veen		3972		9 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		12:23:15 PM		ST185		FA/NS		NS		Dual Van-Veen		3972		0 cm				-				JS/IH

		6/9/25		12:33:05 PM		ST185		PC/FB		FB		Dual Van-Veen		3973		9 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		12:33:05 PM		ST185		PC/FB		PC		Dual Van-Veen		3973		12 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		2:16:46 PM		ST186		PSD		PSD		Dual Van-Veen		4008		13 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		3:37:48 PM		ST187		PC/NS		NS		Dual Van-Veen		4020		5 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		3:37:48 PM		ST187		PC/NS		PC		Dual Van-Veen		4020		9 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		3:56:57 PM		ST187		FA/FB		FA		Dual Van-Veen		4021		10.5 cm		S		Slightly muddy sand 		Amphipod and broken arctica shell		JS/IH

		6/9/25		3:56:57 PM		ST187		FA/FB		FB		Dual Van-Veen		4021		7 cm		S		Slightly muddy sand 				JS/IH

		6/9/25		5:22:08 PM		ST188		NS1/NS2		NS1/NS2		Dual Van-Veen		4042		0 cm		S		Slightly muddy sand 		washout		GLM/LCC

		6/9/25		5:27:28 PM		ST188		PSD		PSD		Dual Van-Veen		4043		7 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		6:14:45 PM		ST189		FA/FB		FA		Dual Van-Veen		4051		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		6:14:45 PM		ST189		FA/FB		FB		Dual Van-Veen		4051		8 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		6:23:41 PM		ST189		NS1/NS2		NS1/NS2		Dual Van-Veen		4052		< 5 cm		S		Slightly muddy sand 		Too small		GLM/LCC

		6/9/25		6:30:24 PM		ST189		NS3/NS4		NS3/NS4		Dual Van-Veen		4053		0 cm						Triggered in water		GLM/LCC

		6/9/25		6:35:31 PM		ST189		PC1/PSD1		PC1		Dual Van-Veen		4054		9 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		6:35:31 PM		ST189		PC1/PSD1		PSD1		Dual Van-Veen		4054		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		6:42:33 PM		ST189		PC2/PSD2		PC2		Dual Van-Veen		4055		-								GLM/LCC

		6/9/25		6:42:33 PM		ST189		PC2/PSD2		PSD2		Dual Van-Veen		4055		-								GLM/LCC

		6/9/25		7:40:50 PM		ST190		PSD		PSD		Dual Van-Veen		4066		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		8:27:51 PM		ST191		FA/FB		FA		Dual Van-Veen		4076		11 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		8:27:51 PM		ST191		FA/FB		FB		Dual Van-Veen		4076		11 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		8:35:35 PM		ST191		PC/PSD		PC		Dual Van-Veen		4077		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		8:35:35 PM		ST191		PC/PSD		PSD		Dual Van-Veen		4077		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		9:31:19 PM		ST192		NS1/NS2		NS1/NS2		Dual Van-Veen		4086		0 cm						Rock in jaws		GLM/LCC

		6/9/25		9:39:14 PM		ST192		NS3/NS4		NS3/NS4		Dual Van-Veen		4087		0 cm						Rock in jaws		GLM/LCC

		6/9/25		9:45:30 PM		ST192		PSD		PSD		Dual Van-Veen		4088		7 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		11:03:39 PM		ST193		NS1/NS2		NS1/NS2		Dual Van-Veen		4120		0 cm						Rock in jaws		GLM/LCC

		6/9/25		11:10:31 PM		ST193		FA/FB		FA		Dual Van-Veen		4121		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		11:10:31 PM		ST193		FA/FB		FB		Dual Van-Veen		4121		10 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		11:19:38 PM		ST193		PC/PSD		PC		Dual Van-Veen		4122		9 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/9/25		11:19:38 PM		ST193		PC/PSD		PSD		Dual Van-Veen		4122		8 cm		S		Slightly muddy sand 		Shell fragments		GLM/LCC

		6/10/25		9:24:23 PM		ST194		PSD		PSD		Dual Van-Veen		4131		12 cm		S		Sand				GLM/LCC

		6/10/25		10:17:26 PM		ST195		NS1/NS2		NS1/NS2		Dual Van-Veen		4140		0 cm						Stone in jaws		GLM/LCC

		6/10/25		10:22:52 PM		ST195		NS3/NS4		NS3/NS4		Dual Van-Veen		4141		0 cm						Stone in jaws		GLM/LCC

		6/10/25		10:28:49 PM		ST195		PSD/eDNA		PSD/eDNA		Dual Van-Veen		4142		9 cm		S		Sand				GLM/LCC

		6/10/25		10:39:00 PM		ST195		NS5/NS6		NS5/NS6		Dual Van-Veen		4143		0 cm						Stone in jaws		GLM/LCC

		6/10/25		10:44:06 PM		ST195		FA/FB		FA		Dual Van-Veen		4144		10 cm		S		Sand				GLM/LCC

		6/10/25		10:44:06 PM		ST195		FA/FB		FB		Dual Van-Veen		4144		10 cm		S		Sand				GLM/LCC

		6/10/25		10:52:04 PM		ST195		NS7/NS8		NS7/NS8		Dual Van-Veen		4145		0 cm						Stone in jaws		GLM/LCC

		6/10/25		10:57:02 PM		ST195		NS9/NS10		NS9/NS10		Dual Van-Veen		4146		0 cm								GLM/LCC

		6/10/25		11:02:24 PM		ST195		PC		PC		Dual Van-Veen		4147		10 cm		S		Sand				GLM/LCC

		6/11/25		1:27:23 AM		ST196		PSD		PSD		Dual Van-Veen		4160		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		2:07:20 AM		ST197		FA/FB		FA		Dual Van-Veen		4171		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		2:07:20 AM		ST197		FA/FB		FB		Dual Van-Veen		4171		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		2:18:11 AM		ST197		PC/PSD		PC		Dual Van-Veen		4172		10 cm		mS		muddy sand				GLM/LCC

		6/11/25		2:18:11 AM		ST197		PC/PSD		PSD		Dual Van-Veen		4172		10 cm		mS		muddy sand				GLM/LCC

		6/11/25		2:52:43 AM		ST198		PSD		PSD		Dual Van-Veen		4206		7 cm		mS		muddy sand				GLM/LCC

		6/11/25		3:58:43 AM		ST199		FA/FB		FA		Dual Van-Veen		4221		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		3:58:43 AM		ST199		FA/FB		FB		Dual Van-Veen		4221		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		4:05:25 AM		ST199		PC/PSD		PC		Dual Van-Veen		4222		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		4:05:25 AM		ST199		PC/PSD		PSD		Dual Van-Veen		4222		11 cm		mS		muddy sand				GLM/LCC

		6/11/25		4:49:07 AM		ST200		PSD		PSD		Dual Van-Veen		4238		13 cm		mS		muddy sand				GLM/LCC

		6/11/25		5:47:34 AM		ST201		PC/NS1		NS1		Dual Van-Veen		4250		3 cm		mS		muddy sand		Jaws open		JS/IH

		6/11/25		5:47:34 AM		ST201		PC/NS1		PC		Dual Van-Veen		4250		12 cm		mS		Slightly muddy sand				JS/IH

		6/11/25		6:02:23 AM		ST201		FA/NS2		FA		Dual Van-Veen		4251		10 cm		mS		muddy sand				JS/IH

		6/11/25		6:02:23 AM		ST201		FA/NS2		NS2		Dual Van-Veen		4251		4 cm		mS		muddy sand				JS/IH

		6/11/25		6:10:31 AM		ST201		FB		FB		Dual Van-Veen		4252		11 cm		mS		muddy sand				JS/IH

		6/11/25		6:54:38 AM		ST202		PSD		PSD		Dual Van-Veen		4265		9.5 cm		mS		muddy sand				JS/IH

		6/11/25		7:42:23 AM		ST203		PC/FA		FA		Dual Van-Veen		4289		9 cm		mS		muddy sand				JS/IH

		6/11/25		7:42:23 AM		ST203		PC/FA		PC		Dual Van-Veen		4289		9 cm		mS		muddy sand				JS/IH

		6/11/25		7:58:12 AM		ST203		FB		FB		Dual Van-Veen		4290		10 cm		mS		muddy sand				JS/IH

		6/11/25		8:40:10 AM		ST204		PSD		PSD		Dual Van-Veen		4301		8.5 cm		mS		Slightly muddy very fine sand				JS/IH

		6/11/25		9:37:57 AM		ST205		PC/FA		FA		Dual Van-Veen		4316		9 cm		mS		muddy sand		seapens		JS/IH

		6/11/25		9:37:57 AM		ST205		PC/FA		PC		Dual Van-Veen		4316		12 cm		mS		muddy sand				JS/IH

		6/11/25		9:58:29 AM		ST205		FB		FB		Dual Van-Veen		4317		9 cm		mS		muddy sand				JS/IH

		6/11/25		11:58:10 AM		ST206		PSD		PSD		Dual Van-Veen		4331		9 cm		mS		Slightly muddy very fine sand				JS/IH

		6/11/25		12:37:25 PM		ST207		NS1/NS2		NS1		Dual Van-Veen		4348		10 cm		mS		muddy sand		Outwith 25m radius sampling circle so rejected		JS/IH

		6/11/25		12:37:25 PM		ST207		NS1/NS2		NS2		Dual Van-Veen		4348		10 cm		mS		muddy sand		Outwith 25m radius sampling circle so rejected		JS/IH

		6/11/25		12:44:45 PM		ST207		PC/PSD		PC/PSD		Dual Van-Veen		4349		11 cm		mS		muddy sand				JS/IH

		6/13/25		9:30:18 PM		ST207		FA/FB		FA		Dual Van-Veen		4350		11 cm		mS		muddy sand				LCC/GLM

		6/13/25		9:30:18 PM		ST207		FA/FB		FB		Dual Van-Veen		4350		11 cm		mS		muddy sand				LCC/GLM

		6/13/25		10:42:43 PM		ST208		PSD		PSD		Dual Van-Veen		4387		10 cm		sM		sandy mud				LCC/GLM

		6/13/25		11:27:26 PM		ST209		FA/FB		FA		Dual Van-Veen		4403		9 cm		sM		sandy mud				LCC/GLM

		6/13/25		11:27:26 PM		ST209		FA/FB		FB		Dual Van-Veen		4403		9 cm		sM		sandy mud				LCC/GLM

		6/13/25		11:37:00 PM		ST209		PC/PSD		PC		Dual Van-Veen		4404		9 cm		sM		sandy mud				LCC/GLM

		6/13/25		11:37:00 PM		ST209		PC/PSD		PSD		Dual Van-Veen		4404		9 cm		sM		sandy mud				LCC/GLM

		6/14/25		1:27:35 AM		ST210		PSD		PSD		Dual Van-Veen		4446		7 cm		sM		sandy mud				LCC/GLM

		6/14/25		2:09:11 AM		ST211		FA/FB		FA		Dual Van-Veen		4463		13 cm		sM		sandy mud				LCC/GLM

		6/14/25		2:09:11 AM		ST211		FA/FB		FB		Dual Van-Veen		4463		11 cm		sM		sandy mud				LCC/GLM

		6/14/25		2:17:48 AM		ST211		PC/PSD		PC		Dual Van-Veen		4464		11 cm		sM		sandy mud				LCC/GLM

		6/14/25		2:17:48 AM		ST211		PC/PSD		PSD		Dual Van-Veen		4464		10 cm		sM		sandy mud				LCC/GLM

		6/14/25		3:02:51 AM		ST212		PSD		PSD		Dual Van-Veen		4478		12 cm		sM		sandy mud				LCC/GLM

		6/14/25		3:47:35 AM		ST213		FA/FB		FA		Dual Van-Veen		4498		10 cm		sM		sandy mud				LCC/GLM

		6/14/25		3:47:35 AM		ST213		FA/FB		FB		Dual Van-Veen		4498		10 cm		sM		sandy mud				LCC/GLM

		6/14/25		3:55:47 AM		ST213		PC/PSD		PC		Dual Van-Veen		4499		13 cm		sM		sandy mud				LCC/GLM

		6/14/25		3:55:47 AM		ST213		PC/PSD		PSD		Dual Van-Veen		4499		13 cm		sM		sandy mud				LCC/GLM

		6/14/25		5:18:58 AM		ST214		PSD		PSD		Dual Van-Veen		4517		10.5 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		6:26:24 AM		ST215		PC/FA		FA		Dual Van-Veen		4555		10 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		6:26:24 AM		ST215		PC/FA		PC		Dual Van-Veen		4555		12 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		6:45:05 AM		ST215		FB		FB		Dual Van-Veen		4556		10 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		8:17:21 AM		ST217		NS1/NS2		NS1		Dual Van-Veen		4572		-						Empty		IH/JS

		6/14/25		8:17:21 AM		ST217		NS1/NS2		NS2		Dual Van-Veen		4572		-						Angle		IH/JS

		6/14/25		8:23:28 AM		ST217		NS3/NS4		NS3		Dual Van-Veen		4573		-						Empty		IH/JS

		6/14/25		8:23:28 AM		ST217		NS3/NS4		NS4		Dual Van-Veen		4573		-						Empty		IH/JS

		6/14/25		8:28:53 AM		ST217		PC/FA		FA		Dual Van-Veen		4574		9 cm		mS		Slightly muddy sand		Arctica shells		IH/JS

		6/14/25		8:28:53 AM		ST217		PC/FA		PC		Dual Van-Veen		4574		9 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		8:48:20 AM		ST217		FB		FB		Dual Van-Veen		4575		11 cm		mS		Slightly muddy sand		Spatangoidea		IH/JS

		6/14/25		10:24:35 AM		ST219		PC/FA		FA		Dual Van-Veen		4621		9 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		10:24:35 AM		ST219		PC/FA		PC		Dual Van-Veen		4621		13 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		10:39:34 AM		ST219		FB		FB		Dual Van-Veen		4622		9 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		12:19:07 PM		ST221		PC/FA		FA		Dual Van-Veen		4636		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		12:19:07 PM		ST221		PC/FA		PC		Dual Van-Veen		4636		13 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		12:33:52 PM		ST221		FB		FB		Dual Van-Veen		4637		13 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		1:30:37 PM		ST223		PC/FA		FA		Dual Van-Veen		4656		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		1:30:37 PM		ST223		PC/FA		PC		Dual Van-Veen		4656		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		1:46:04 PM		ST223		FB		FB		Dual Van-Veen		4657		12 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		2:37:50 PM		ST225		PC/NS1		NS1		Dual Van-Veen		4668		5 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		2:37:50 PM		ST225		PC/NS1		PC		Dual Van-Veen		4668		10 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		2:57:12 PM		ST225		FA/FB		FA		Dual Van-Veen		4669		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		2:57:12 PM		ST225		FA/FB		FB		Dual Van-Veen		4669		9 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		4:23:20 PM		ST227		PC/FA		FA		Dual Van-Veen		4683		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		4:23:20 PM		ST227		PC/FA		PC		Dual Van-Veen		4683		10 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		4:35:25 PM		ST227		FB		FB		Dual Van-Veen		4684		11 cm		mS		Slightly muddy sand				IH/JS

		6/14/25		6:25:03 PM		ST229		PC/PSD		PC		Dual Van-Veen		4727		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		6:25:03 PM		ST229		PC/PSD		PSD		Dual Van-Veen		4727		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		6:46:56 PM		ST229		FA/FB		FA		Dual Van-Veen		4728		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		6:46:56 PM		ST229		FA/FB		FB		Dual Van-Veen		4728		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		8:13:49 PM		ST235		FA/FB		FA		Dual Van-Veen		4759		11 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		8:13:49 PM		ST235		FA/FB		FB		Dual Van-Veen		4759		11 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		8:23:43 PM		ST235		PC/PSD/eDNA		eDNA		Dual Van-Veen		4760		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		8:23:43 PM		ST235		PC/PSD/eDNA		PC		Dual Van-Veen		4760		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		8:23:43 PM		ST235		PC/PSD/eDNA		PSD		Dual Van-Veen		4760		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/14/25		10:21:45 PM		ST236		PSD		PSD		Dual Van-Veen		4773		9 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		11:54:18 AM		ST237		FB/NS1		FB		Dual Van-Veen		4787		7 cm		mS		muddy sand				IH/NM

		6/15/25		11:54:18 AM		ST237		FB/NS1		NS1		Dual Van-Veen		4787		9 cm				washout/jaws open				IH/NM

		6/15/25		12:01:54 PM		ST237		NS2/FA		NS2		Dual Van-Veen		4788		0 cm 				washout/jaws open				IH/NM

		6/15/25		12:01:54 PM		ST237		NS2/FA		FA		Dual Van-Veen		4788		9 cm 		mS		muddy sand				IH/NM

		6/15/25		12:12:00 PM		ST237		PC		PC		Dual Van-Veen		4789		9 cm 		mS		muddy sand				IH/NM

		6/15/25		12:52:59 PM		ST238		PSD		PSD		Dual Van-Veen		4801		10 cm		mS		muddy sand				IH/NM

		6/15/25		1:37:16 PM		ST239		PC/FA		FA		Dual Van-Veen		4828		10 cm 		mS		muddy sand				IH/NM

		6/15/25		1:37:16 PM		ST239		PC/FA		PC		Dual Van-Veen		4828		9 cm 		mS		muddy sand				IH/NM

		6/15/25		1:52:35 PM		ST239		FB/PSD		FB		Dual Van-Veen		4829		10 cm		mS		muddy sand		Spatangoidea and Astropecten 		IH/NM

		6/15/25		1:52:35 PM		ST239		FB/PSD		PSD		Dual Van-Veen		4829		10 cm 		mS		muddy sand				IH/NM

		6/15/25		2:36:33 PM		ST240		PSD		PSD		Dual Van-Veen		4841		9 cm 		mS		muddy sand				IH/NM

		6/15/25		3:11:57 PM		ST241		NS1/NS2		NS1		Dual Van-Veen		4852		0 cm 				washout 				IH/NM

		6/15/25		3:11:57 PM		ST241		NS1/NS2		NS2		Dual Van-Veen		4852		0 cm 				rubber snapped inspection hatch open				IH/NM

		6/15/25		3:21:06 PM		ST241		PC/FB		FB		Dual Van-Veen		4853		10 cm 		mS		muddy sand				IH/NM

		6/15/25		3:21:06 PM		ST241		PC/FB		PC		Dual Van-Veen		4853		9 cm 		mS		muddy sand				IH/NM

		6/15/25		3:39:39 PM		ST241		PSD/FA		FA		Dual Van-Veen		4854		10 cm 		mS		muddy sand				IH/NM

		6/15/25		3:39:39 PM		ST241		PSD/FA		PSD		Dual Van-Veen		4854		10 cm 		mS		muddy sand				IH/NM

		6/15/25		4:26:50 PM		ST242		PSD		PSD		Dual Van-Veen		4867		-

		6/15/25		5:29:02 PM		ST243		FA/FB		FA		Dual Van-Veen		4878		11 cm		S		Sand				LCC/GLM

		6/15/25		5:29:02 PM		ST243		FA/FB		FB		Dual Van-Veen		4878		10 cm		S		Sand				LCC/GLM

		6/15/25		5:36:12 PM		ST243		PC/PSD		PC/PSD		Dual Van-Veen		4879		12 cm		S		Sand				LCC/GLM

		6/15/25		6:20:54 PM		ST244		PSD		PSD		Dual Van-Veen		4901		10 cm		S		Sand				LCC/GLM

		6/15/25		7:40:07 PM		ST250		PSD		PSD		Dual Van-Veen		4930		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		8:19:25 PM		ST251		NS1/NS2		NS1/NS2		Dual Van-Veen		4942		< 1 cm		mS		Slightly muddy sand		Washout shells in jaws		LCC/GLM

		6/15/25		8:32:22 PM		ST251		FA/FB		FA		Dual Van-Veen		4943		11 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		8:32:22 PM		ST251		FA/FB		FB		Dual Van-Veen		4943		11 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		8:41:43 PM		ST251		NS3/NS4		NS3/NS4		Dual Van-Veen		4944		< 1 cm		mS		Slightly muddy sand		1 washout , 1 just water		LCC/GLM

		6/15/25		8:47:58 PM		ST251		NS5/NS6		NS5/NS6		Dual Van-Veen		4945		< 1 cm		mS		Slightly muddy sand		1 no trigger, 1 just water		LCC/GLM

		6/15/25		8:54:46 PM		ST251		PC/PSD		PC		Dual Van-Veen		4946		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		8:54:46 PM		ST251		PC/PSD		PSD		Dual Van-Veen		4946		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		9:42:17 PM		ST252		PSD		PSD		Dual Van-Veen		4958		10 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		10:22:44 PM		ST253		FA/FB		FA		Dual Van-Veen		4971		13 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		10:22:44 PM		ST253		FA/FB		FB		Dual Van-Veen		4971		12 cm		mS		Slightly muddy sand				LCC/GLM

		6/15/25		10:32:22 PM		ST253		PC/PSD		PC/PSD		Dual Van-Veen		4972		14 cm		mS		Slightly muddy sand		shell fragments 		LCC/GLM

		6/15/25		11:33:46 PM		ST254		PSD		PSD		Dual Van-Veen		4987		9 cm		S		Sand				-

		6/16/25		8:10:06 AM		ST273		NS1/NS2		NS1		Dual Van-Veen		5001		-				Washout- shells in jaws				IH/JS

		6/16/25		8:10:06 AM		ST273		NS1/NS2		NS2		Dual Van-Veen		5001		-				Washout- shells in jaws				IH/JS

		6/16/25		8:17:46 AM		ST273		FA/FB		FA		Dual Van-Veen		5002		7cm		mS		Slightly muddy sand				IH/JS

		6/16/25		8:17:46 AM		ST273		FA/FB		FB		Dual Van-Veen		5002		7cm		mS		Slightly muddy sand				IH/JS

		6/16/25		8:28:12 AM		ST273		NS3/NS4		NS3		Dual Van-Veen		5003		-				Vessel strike				IH/JS

		6/16/25		8:28:12 AM		ST273		NS3/NS4		NS4		Dual Van-Veen		5003		-				Vessel strike				IH/JS

		6/16/25		8:44:46 AM		ST273		PC/NS5		NS5		Dual Van-Veen		5004		-								IH/JS

		6/16/25		8:44:46 AM		ST273		PC/NS5		PC		Dual Van-Veen		5004		9cm		mS		Slightly muddy sand				IH/JS

		6/16/25		8:57:16 AM		ST273		PSD		PSD		Dual Van-Veen		5005		7cm		mS		Slightly muddy sand				IH/JS

		6/16/25		10:26:28 AM		ST271		PC/FB		FB		Dual Van-Veen		5018		7cm		mS		Slightly muddy sand				IH/JS

		6/16/25		10:26:28 AM		ST271		PC/FB		PC		Dual Van-Veen		5018		10cm		mS		Slightly muddy sand				IH/JS

		6/16/25		10:42:01 AM		ST271		PSD/FA		FA		Dual Van-Veen		5019		7cm		mS		Slightly muddy sand				IH/JS

		6/16/25		10:42:01 AM		ST271		PSD/FA		PSD		Dual Van-Veen		5019		13cm		mS		Slightly muddy sand				IH/JS

		6/16/25		1:21:11 PM		ST269		NS1/NS2		NS1		Dual Van-Veen		5066		-				no trigger				IH/JS

		6/16/25		1:21:11 PM		ST269		NS1/NS2		NS2		Dual Van-Veen		5066		-				Triggered too early- full of water				IH/JS

		6/16/25		1:28:36 PM		ST269		FB/NS3		FB		Dual Van-Veen		5067		8cm		mS		Slightly muddy sand		Shell fragments, mytillis shells		IH/JS

		6/16/25		1:39:40 PM		ST269		FB/NS3		NS3		Dual Van-Veen		5067		-				Shell in jaws				IH/JS

		6/16/25		1:39:40 PM		ST269		FA/PC		FA		Dual Van-Veen		5068		8cm		mS		slightly muddy sand		arctica shells		IH/JS

		6/16/25		1:53:28 PM		ST269		FA/PC		PC		Dual Van-Veen		5068		8cm		mS		slightly muddy sand				IH/JS

		6/16/25		1:53:28 PM		ST269		PSD		PSD		Dual Van-Veen		5069		8cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		2:42:22 PM		ST267		PC/FA		FA		Dual Van-Veen		5082		11cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		2:42:22 PM		ST267		PC/FA		PC		Dual Van-Veen		5082		10cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		2:55:34 PM		ST267		PSD/FB		FB		Dual Van-Veen		5083		10cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		2:55:34 PM		ST267		PSD/FB		PSD		Dual Van-Veen		5083		9cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		4:01:49 PM		ST265		NS1/NS2		NS1		Dual Van-Veen		5122		-				Washout- shells in jaws				IH/JS

		6/16/25		4:01:49 PM		ST265		NS1/NS2		NS2		Dual Van-Veen		5122		-				Washout- shells in jaws				IH/JS

		6/16/25		4:07:47 PM		ST265		NS3/NS4		NS3		Dual Van-Veen		5123		-				Washout- shells in jaws				IH/JS

		6/16/25		4:07:47 PM		ST265		NS3/NS4		NS4		Dual Van-Veen		5123		-				Washout- shells in jaws				IH/JS

		6/16/25		4:13:33 PM		ST265		FA/PC/eDNA		FA		Dual Van-Veen		5124		10cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		4:13:33 PM		ST265		FA/PC/eDNA		PC/eDNA		Dual Van-Veen		5124		9cm		mS		slightly muddy sand		Shell fragments		IH/JS

		6/16/25		4:28:31 PM		ST265		NS5/NS6		NS5		Dual Van-Veen		5125		-				Washout- shells in jaws				IH/JS

		6/16/25		4:28:31 PM		ST265		NS5/NS6		NS6		Dual Van-Veen		5125		-				Washout- shells in jaws				IH/JS

		6/16/25		4:34:24 PM		ST265		NS7/NS8		NS7		Dual Van-Veen		5126		-				Washout- shells in jaws				IH/JS

		6/16/25		4:34:24 PM		ST265		NS7/NS8		NS8		Dual Van-Veen		5126		-				Washout- shells in jaws				IH/JS

		6/16/25		5:15:27 PM		ST265		NS9/NS10		NS9		Dual Van-Veen		5127		-				Washout- shells in jaws				LCC/GLM

		6/16/25		5:15:27 PM		ST265		NS9/NS10		NS10		Dual Van-Veen		5127		-				Washout- shells in jaws				LCC/GLM

		6/16/25		5:22:00 PM		ST265		PSD/NS11		NS11		Dual Van-Veen		5128		-								LCC/GLM

		6/16/25		5:22:00 PM		ST265		PSD/NS11		PSD		Dual Van-Veen		5128		10 cm		mS		Muddy sand				LCC/GLM

		6/16/25		5:36:43 PM		ST265		FB		FB		Dual Van-Veen		5129		9 cm		mS		Muddy sand				LCC/GLM

		6/16/25		7:03:15 PM		ST264		PSD		PSD		Dual Van-Veen		5145		12 cm		mS		Muddy sand				LCC/GLM

		6/16/25		7:41:18 PM		ST263		FB/NS1		FB		Dual Van-Veen		5157		10 cm		mS		Muddy sand				LCC/GLM

		6/16/25		7:41:18 PM		ST263		FB/NS1		NS1		Dual Van-Veen		5157		< 1 cm		mS		Muddy sand		Washout shells in jaws		LCC/GLM

		6/16/25		7:48:14 PM		ST263		FA/PC/PSD		PC/PSD		Dual Van-Veen		5158		13 cm		mS		Muddy sand				LCC/GLM

		6/16/25		7:48:14 PM		ST263		FA/PC/PSD		FA		Dual Van-Veen		5158		12 cm		mS		Muddy sand				LCC/GLM

		6/16/25		8:40:31 PM		ST262		PSD		PSD		Dual Van-Veen		5174		12 cm		mS		Muddy sand				LCC/GLM

		6/16/25		9:32:23 PM		ST261		FA/FB		FA		Dual Van-Veen		5186		12 cm		sM		Sandy mud				LCC/GLM

		6/16/25		9:32:23 PM		ST261		FA/FB		FB		Dual Van-Veen		5186		11 cm		sM		Sandy mud		Live A. islandica, 32.5mm		LCC/GLM

		6/16/25		10:29:06 PM		ST260		PSD		PSD		Dual Van-Veen		5211		8 cm		sM		Sandy mud				LCC/GLM

		6/16/25		11:14:31 PM		ST259		FA/FB		FA		Dual Van-Veen		5224		8 cm		sM		Sandy mud				LCC/GLM

		6/16/25		11:14:31 PM		ST259		FA/FB		FB		Dual Van-Veen		5224		10 cm		sM		Sandy mud				LCC/GLM

		6/16/25		11:24:51 PM		ST259		PC/PSD		PC		Dual Van-Veen		5225		9 cm		sM		Sandy mud				LCC/GLM

		6/16/25		11:24:51 PM		ST259		PC/PSD		PSD		Dual Van-Veen		5225		10 cm		sM		Sandy mud				LCC/GLM

		6/16/25		-		ST261		PC/PSD		PC		Dual Van-Veen		No fix		13 cm		sM		Sandy mud				LCC/GLM

		6/16/25		-		ST261		PC/PSD		PSD		Dual Van-Veen		No fix		12 cm		sM		Sandy mud				LCC/GLM

		6/18/25		2:56:52 PM		ST299		NS1/NS2		NS1		Dual Van-Veen		5236		0 cm						Triggered in water		IH/JS

		6/18/25		2:56:52 PM		ST299		NS1/NS2		NS2		Dual Van-Veen		5236		0 cm						Triggered in water		IH/JS

		6/18/25		3:13:04 PM		ST299		FA/FB		FA		Dual Van-Veen		5237		10 cm		mS		Muddy Sand		Spatangoidea		IH/JS

		6/18/25		3:13:04 PM		ST299		FA/FB		FB		Dual Van-Veen		5237		10 cm		mS		Muddy Sand				IH/JS

		6/18/25		3:30:40 PM		ST299		PC/PSD		PSD		Dual Van-Veen		5238		10 cm		mS		Muddy Sand				IH/JS

		6/18/25		3:30:40 PM		ST299		PC/PSD		PC		Dual Van-Veen		5238		11 cm		mS		Muddy Sand				IH/JS

		6/18/25		4:43:47 PM		ST297		PC/PSD		PC		Dual Van-Veen		5251		9 cm		mS		Muddy Sand				IH/JS

		6/18/25		4:43:47 PM		ST297		PC/PSD		PSD		Dual Van-Veen		5251		9 cm		mS		Muddy Sand				IH/JS

		6/18/25		4:43:57 PM		ST297		NS1/NS2		NS1		Dual Van-Veen		5252		0 cm						Triggered in water		IH/JS

		6/18/25		4:43:57 PM		ST297		NS1/NS2		NS2		Dual Van-Veen		5252		0 cm						Triggered in water		IH/JS

		6/18/25		4:55:18 PM		ST297		FA/NS3		FA		Dual Van-Veen		5253		10 cm		mS		Muddy Sand				IH/JS

		6/18/25		4:55:18 PM		ST297		FA/NS3		NS3		Dual Van-Veen		5253		4.5 cm		mS		Muddy Sand				IH/JS

		6/18/25		5:05:21 PM		ST297		FB		FB		Dual Van-Veen		5254		11 cm		mS		Muddy Sand				IH/JS

		6/18/25		7:18:51 PM		ST295		PC/PSD/eDNA		PC		Dual Van-Veen		5301		11 cm		S		Sand				GLM/LCC

		6/18/25		7:18:51 PM		ST295		PC/PSD/eDNA		PSD/eDNA		Dual Van-Veen		5301		11 cm		S		Sand				GLM/LCC

		6/18/25		7:35:57 PM		ST295		FB/NS1		FB		Dual Van-Veen		5302		9 cm		S		Sand				GLM/LCC

		6/18/25		7:35:57 PM		ST295		FB/NS1		NS1		Dual Van-Veen		5302		3 cm		S		Sand		Stone in jaws. Washout		GLM/LCC

		6/18/25		7:49:13 PM		ST295		NS2/NS3		NS2/NS3		Dual Van-Veen		5303		-

		6/18/25		7:56:12 PM		ST295		FA		FA		Dual Van-Veen		5304		10 cm		S		Sand				GLM/LCC

		6/18/25		9:32:03 PM		ST293		FA/FB		FA		Dual Van-Veen		5316		10 cm		S		Sand				GLM/LCC

		6/18/25		9:32:03 PM		ST293		FA/FB		FB		Dual Van-Veen		5316		10 cm		S		Sand				GLM/LCC

		6/18/25		9:43:42 PM		ST293		PC/PSD		PC		Dual Van-Veen		5317		11 cm		S		Sand				GLM/LCC

		6/18/25		9:43:42 PM		ST293		PC/PSD		PSD		Dual Van-Veen		5317		11 cm		S		Sand				GLM/LCC

		6/18/25		10:39:34 PM		ST291		FA/FB		FA		Dual Van-Veen		5329		12 cm		S		Sand		Live A. islandia, 50 mm		GLM/LCC

		6/18/25		10:39:34 PM		ST291		FA/FB		FB		Dual Van-Veen		5329		12 cm		S		Sand				GLM/LCC

		6/18/25		10:49:14 PM		ST291		PC/PSD		PC		Dual Van-Veen		5330		9 cm		S		Sand				GLM/LCC

		6/18/25		10:49:14 PM		ST291		PC/PSD		PSD		Dual Van-Veen		5330		10 cm		S		Sand				GLM/LCC

		6/19/25		1:06:56 AM		ST289		FA/FB		FA		Dual Van-Veen		5373		12 cm		S		Sand				GLM/LCC

		6/19/25		1:06:56 AM		ST289		FA/FB		FB		Dual Van-Veen		5373		11 cm		S		Sand				GLM/LCC

		6/19/25		1:21:51 AM		ST289		PC/PSD		PC		Dual Van-Veen		5374		11 cm		S		Sand				GLM/LCC

		6/19/25		1:21:51 AM		ST289		PC/PSD		PSD		Dual Van-Veen		5374		10 cm		S		Sand				GLM/LCC

		6/19/25		2:20:19 AM		ST287		FA/FB		FA		Dual Van-Veen		5388		13 cm		S		Sand				GLM/LCC

		6/19/25		2:20:19 AM		ST287		FA/FB		FB		Dual Van-Veen		5388		12 cm		S		Sand				GLM/LCC

		6/19/25		2:29:04 AM		ST287		PC/PSD		PC		Dual Van-Veen		5389		12 cm		S		Sand				GLM/LCC

		6/19/25		2:29:04 AM		ST287		PC/PSD		PSD		Dual Van-Veen		5389		11 cm		S		Sand		Live A. islandica, 50 mm		GLM/LCC

		6/19/25		3:24:26 AM		ST285		FA/FB		FA		Dual Van-Veen		5416		12 cm		S		Sand				GLM/LCC

		6/19/25		3:24:26 AM		ST285		FA/FB		FB		Dual Van-Veen		5416		11 cm		S		Sand				GLM/LCC

		6/19/25		3:33:14 AM		ST285		PC/PSD/eDNA		PC/eDNA		Dual Van-Veen		5417		13 cm		S		Sand				GLM/LCC

		6/19/25		3:33:14 AM		ST285		PC/PSD/eDNA		PSD		Dual Van-Veen		5417		11 cm		S		Sand				GLM/LCC

		6/19/25		5:52:27 AM		ST283		PC/PSD		PC		Dual Van-Veen		5430		10 cm		mS		Muddy sand				IH/JS

		6/19/25		5:52:27 AM		ST283		PC/PSD		PSD		Dual Van-Veen		5430		11 cm		mS		Muddy sand				IH/JS

		6/19/25		6:06:56 AM		ST283		FA/FB		FA		Dual Van-Veen		5431		10 cm		mS		Muddy sand				IH/JS

		6/19/25		6:06:56 AM		ST283		FA/FB		FB		Dual Van-Veen		5431		8 cm		mS		Muddy sand				IH/JS

		6/19/25		7:06:39 AM		ST281		PC/PSD		PC		Dual Van-Veen		5443		10.5 cm		mS		Muddy sand				IH/JS

		6/19/25		7:06:39 AM		ST281		PC/PSD		PSD		Dual Van-Veen		5443		11 cm		mS		Muddy sand				IH/JS

		6/19/25		7:22:56 AM		ST281		FA/FB		FA		Dual Van-Veen		5444		10 cm		mS		Muddy sand				IH/JS

		6/19/25		7:22:56 AM		ST281		FA/FB		FB		Dual Van-Veen		5444		9 cm		mS		Muddy sand				IH/JS

		6/19/25		8:51:49 AM		ST279		PC/PSD		PC		Dual Van-Veen		5483		9 cm		mS		Muddy sand				IH/JS

		6/19/25		8:51:49 AM		ST279		PC/PSD		PSD		Dual Van-Veen		5483		11 cm		mS		Muddy sand				IH/JS

		6/19/25		9:06:46 AM		ST279		FA/FB		FA		Dual Van-Veen		5484		11 cm		mS		Muddy sand		Large bivalve and P. phosphorea		IH/JS

		6/19/25		9:06:46 AM		ST279		FA/FB		FB		Dual Van-Veen		5484		9 cm		mS		Muddy sand				IH/JS

		6/19/25		10:07:40 AM		ST277		PC/PSD		PC		Dual Van-Veen		5501		10 cm		mS		Muddy sand				IH/JS

		6/19/25		10:07:40 AM		ST277		PC/PSD		PSD		Dual Van-Veen		5501		9 cm		mS		Muddy sand				IH/JS

		6/19/25		10:22:38 AM		ST277		FA/FB		FA		Dual Van-Veen		5502		10 cm		mS		Muddy sand				IH/JS

		6/19/25		10:22:38 AM		ST277		FA/FB		FB		Dual Van-Veen		5502		10 cm		mS		Muddy sand				IH/JS

		6/19/25		11:39:01 AM		ST275		PC/PSD		PC		Dual Van-Veen		5525		11 cm		mS		Muddy sand				IH/JS

		6/19/25		11:39:01 AM		ST275		PC/PSD		PSD		Dual Van-Veen		5525		8 cm		mS		Muddy sand				IH/JS

		6/19/25		11:57:30 AM		ST275		FA/FB		FA		Dual Van-Veen		5526		9 cm		mS		Muddy sand				IH/JS

		6/19/25		11:57:30 AM		ST275		FA/FB		FB		Dual Van-Veen		5526		9 cm		mS		Muddy sand				IH/JS

		6/19/25		4:51:02 PM		ST258		NS1/NS2		NS1		Dual Van-Veen		5620		< 7cm						sample too small		IH/JS

		6/19/25		4:51:02 PM		ST258		NS1/NS2		NS2		Dual Van-Veen		5620		4 cm						sample too small		IH/JS

		6/19/25		4:58:09 PM		ST258		NS3/NS4		NS3		Dual Van-Veen		5621		< 7 cm 						rocks in jaws		IH/JS

		6/19/25		4:58:09 PM		ST258		NS3/NS4		NS4		Dual Van-Veen		5621		< 7 cm 						rocks in jaws		IH/JS

		6/19/25		5:11:48 PM		ST258		NS5/NS6		NS5		Dual Van-Veen		5622		2 cm 						only stones in grab		IH/JS

		6/19/25		5:11:48 PM		ST258		NS5/NS6		NS6		Dual Van-Veen		5622		0 cm 						Boulder in grab 		IH/JS

		6/19/25		5:46:08 PM		ST258		NS7		NS7		Hamon grab		5623		-

		6/19/25		6:01:53 PM		ST258		NS8		NS8		Hamon grab		5624		-

		6/19/25		6:14:17 PM		ST258		NS9		NS9		Hamon grab		5625		-

		6/19/25		7:19:02 PM		ST257		FA/FB		FA		Dual Van-Veen		5635		10 cm		mS		muddy sand		Live A. islandica. 30 mm.		LCC/GLM

		6/19/25		7:19:02 PM		ST257		FA/FB		FB		Dual Van-Veen		5635		11 cm		mS		muddy sand				LCC/GLM

		6/19/25		7:31:04 PM		ST257		PC/PSD		PC		Dual Van-Veen		5636		10 cm		mS		muddy sand				LCC/GLM

		6/19/25		7:31:04 PM		ST257		PC/PSD		PSD		Dual Van-Veen		5636		10 cm		mS		muddy sand				LCC/GLM

		6/19/25		8:26:36 PM		ST256		PSD		PSD		Dual Van-Veen		5651		9 cm		S		Sand				LCC/GLM

		6/19/25		9:18:24 PM		ST255		FA/FB		FA		Dual Van-Veen		5679		9 cm		S		Sand				LCC/GLM

		6/19/25		9:18:24 PM		ST255		FA/FB		FB		Dual Van-Veen		5679		10 cm		S		Sand				LCC/GLM

		6/19/25		9:27:42 PM		ST255		PC/PSD/eDNA		PC		Dual Van-Veen		5680		10 cm		S		Sand				LCC/GLM

		6/19/25		9:27:42 PM		ST255		PC/PSD/eDNA		PSD		Dual Van-Veen		5680		11 cm		S		Sand				LCC/GLM

		6/19/25		9:27:42 PM		ST255		PC/PSD/eDNA		eDNA		Dual Van-Veen		5680		11 cm		S		Sand				LCC/GLM

		6/20/25		12:12:30 AM		ST249		NS1/NS2		NS1/NS2		Dual Van-Veen		5695		0 cm						Didn't trigger		LCC/GLM

		6/20/25		12:20:10 AM		ST249		FA/FB		FA		Dual Van-Veen		5696		12 cm		S		Sand				LCC/GLM

		6/20/25		12:20:10 AM		ST249		FA/FB		FB		Dual Van-Veen		5696		11 cm		S		Sand				LCC/GLM

		6/20/25		12:31:42 AM		ST249		PC/PSD		PC		Dual Van-Veen		5697		10 cm		S		Sand				LCC/GLM

		6/20/25		12:31:42 AM		ST249		PC/PSD		PSD		Dual Van-Veen		5697		9 cm		S		Sand				LCC/GLM

		6/20/25		1:40:28 AM		ST248		NS1/NS2		NS1/NS2		Dual Van-Veen		5712		NA						Outwith circle so rejected		LCC/GLM

		6/20/25		1:48:19 AM		ST248		PSD		PSD		Dual Van-Veen		5713		11 cm		S		Sand				LCC/GLM

		6/20/25		2:50:42 AM		ST247		NS1/NS2		NS1/NS2		Dual Van-Veen		5725		< 2 cm		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		3:06:47 AM		ST247		NS3/NS4		NS3/NS4		Dual Van-Veen		5726		< 2 cm		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		3:19:44 AM		ST247		NS5/NS6		NS5/NS6		Dual Van-Veen		5727		< 2 cm		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		3:49:46 AM		ST247		NS1		NS1		Hamon grab		5729		< 2 L		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		3:58:33 AM		ST247		NS2		NS2		Hamon grab		5730		< 2 L		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		4:07:38 AM		ST247		NS3		NS3		Hamon grab		5731		< 2 L		(g)mS		gravelly muddy sand				LCC/GLM

		6/20/25		5:57:19 AM		ST246		NS1/NS2		NS1		Dual Van-Veen		5782		0 cm				empty sample				JS/IH

		6/20/25		5:57:19 AM		ST246		NS1/NS2		NS2		Dual Van-Veen		5782		7 cm 		mS		muddy sand		vessel strike sample discarded		JS/IH

		6/21/25		12:08:11 AM		ST139		PC/PSD		PC		Dual Van-Veen		5814		9 cm		S		Sand		Shells		DEM/GLM

		6/21/25		12:08:11 AM		ST139		PC/PSD		PSD		Dual Van-Veen		5814		9 cm		S		Sand		Shell fragments 		DEM/GLM

		6/21/25		5:11:59 AM		ST037		NS1		NS1		Day grab		5889		-

		6/21/25		5:16:41 AM		ST037		NS2		NS2		Day grab		5890		-

		6/21/25		5:21:04 AM		ST037		NS3		NS3		Day grab		5891		-

		6/21/25		10:12:18 AM		ST006a		FA		FA		Hamon grab		5946		6L		mS		gravel top layer, mud bottom layer		broken arctica shell, poss. Piddock habitat		JS/NM

		6/21/25		10:20:23 AM		ST006a		PC/PSD		PC/PSD		Hamon grab		5947		4.5L		mS		gravel top layer, mud bottom layer				JS/NM

		6/21/25		10:23:59 AM		ST006a		FB		FB		Hamon grab		5948		6L		mS		muddy sand with clay		sabellaria poss piddock habitat		JS/NM

		6/21/25		11:53:18 AM		ST005		PSD		PSD		Hamon grab		5993		4L		gM		clay/gravel				JS/NM

		6/21/25		12:57:37 PM		ST004		FA		FA		Hamon grab		6064		4L		gM		gravelly mud with clay				JS/NM

		6/21/25		1:00:51 PM		ST004		FB		FB		Hamon grab		6065		4L		gM		gravelly mud with clay		Piddock habitat		JS/NM

		6/21/25		1:04:35 PM		ST004		PC/PSD		PC/PSD		Hamon grab		6066		4L		gM		gravelly mud with clay				JS/NM

		6/21/25		2:19:19 PM		ST003		PSD		PSD		Hamon grab		6083		8L		mS		gravelly muddy sand with clay				JS/NM

		6/21/25		3:33:00 PM		ST001		NS1		NS1		Hamon grab		6173		<1L		gS		gravelly sand				JS/NM

		6/21/25		3:35:44 PM		ST001		NS2		NS2		Hamon grab		6175		<1L		gS		gravelly sand				JS/NM

		6/21/25		3:38:55 PM		ST001		NS3		NS3		Hamon grab		6176		<1L		gS		gravelly sand				JS/NM

		6/21/25		3:48:41 PM		ST001		NS4		NS4		Hamon grab		6177		<1L		gS		gravelly sand		moved south in circle		JS/NM

		6/21/25		3:52:31 PM		ST001		PSD		PSD		Hamon grab		6178		1.5L		gS		gravelly sand		undersized sample		JS/NM

		6/21/25		4:31:27 PM		ST002		NS1		NS1		Dual Van-Veen		6193		-

		6/21/25		4:36:18 PM		ST002		FA/FB		FA		Dual Van-Veen		6194		12 cm		S		Sand				JS/NM

		6/21/25		4:36:18 PM		ST002		FA/FB		FB		Dual Van-Veen		6194		14 cm		S		Sand				JS/NM

		6/21/25		4:43:07 PM		ST002		PC/PSD		PC		Dual Van-Veen		6195		12 cm		S		Sand				JS/NM

		6/21/25		4:43:07 PM		ST002		PC/PSD		PSD		Dual Van-Veen		6195		12 cm		S		Sand				JS/NM

		6/21/25		6:03:23 PM		ST007		FA		FA		Hamon grab		6215		5L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		6:07:09 PM		ST007		FB		FB		Hamon grab		6216		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		6:09:59 PM		ST007		PC/PSD		PC/PSD		Hamon grab		6217		7L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		7:00:06 PM		ST008		PSD		PSD		Hamon grab		6239		9L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		7:44:52 PM		ST010		PC/PSD/eDNA		PC/PSD/eDNA		Hamon grab		6282		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		7:48:05 PM		ST010		FA		FA		Hamon grab		6283		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		7:53:29 PM		ST010		NS1		NS1		Hamon grab		6284		2L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		7:58:58 PM		ST010		FB		FB		Hamon grab		6285		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		9:27:02 PM		ST070		NS1		NS1		Hamon grab		6304		1L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		9:32:46 PM		ST070		NS2		NS2		Hamon grab		6305		1L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		9:39:08 PM		ST070		NS3		NS3		Hamon grab		6306		1L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		10:11:01 PM		ST012		NS1		NS1		Hamon grab		6324		3L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		10:14:34 PM		ST012		NS2		NS2		Hamon grab		6325		2L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		10:18:07 PM		ST012		NS3		NS3		Hamon grab		6326		1L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/21/25		11:54:40 PM		ST013		PSD		PSD		Hamon grab		6377		5L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		12:22:19 AM		ST014		NS1		NS1		Hamon grab		6394		3L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		12:25:31 AM		ST014		NS2		NS2		Hamon grab		6395		2L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		12:28:31 AM		ST014		NS3		NS3		Hamon grab		6396		3L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		12:31:51 AM		ST014		NS4		NS4		Hamon grab		6397		2L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		12:56:58 AM		ST015		NS1		NS1		Hamon grab		6414		2L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		1:01:52 AM		ST015		PSD		PSD		Hamon grab		6415		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/22/25		3:15:02 AM		ST019		NS1		NS1		Hamon grab		6498		-

		6/22/25		3:18:52 AM		ST019		PSD		PSD		Hamon grab		6499		4L		(g)mS		Gravelly muddy sand				LCC/GLM

		6/24/25		8:10:55 PM		ST231		FA/FB		FA		Dual Van-Veen		6573		13 cn		mS		Muddy sand				LCC/GLM

		6/24/25		8:10:55 PM		ST231		FA/FB		FB		Dual Van-Veen		6573		12 cm		mS		Muddy sand				LCC/GLM

		6/24/25		8:20:05 PM		ST231		PC/PSD		PC		Dual Van-Veen		6574		11 cm		mS		Muddy sand				LCC/GLM

		6/24/25		8:20:05 PM		ST231		PC/PSD		PSD		Dual Van-Veen		6574		10 cm		mS		Muddy sand				LCC/GLM

		6/24/25		9:14:14 PM		ST233		FA/FB		FA		Dual Van-Veen		6588		9 cm		S		Sand				LCC/GLM

		6/24/25		9:14:14 PM		ST233		FA/FB		FB		Dual Van-Veen		6588		8 cm		S		Sand				LCC/GLM

		6/24/25		9:23:07 PM		ST233		PC/PSD		PC		Dual Van-Veen		6589		11 cm		S		Sand				LCC/GLM

		6/24/25		9:23:07 PM		ST233		PC/PSD		PSD		Dual Van-Veen		6589		10 cm		S		Sand				LCC/GLM

		6/24/25		11:36:06 PM		ST245		FA/FB		FA		Dual Van-Veen		6635		9 cm		S		Sand				LCC/GLM

		6/24/25		11:36:06 PM		ST245		FA/FB		FB		Dual Van-Veen		6635		8 cm		S		Sand				LCC/GLM

		6/24/25		11:46:14 PM		ST245		PC/PSD/eDNA		PC/eDNA		Dual Van-Veen		6636		8 cm		S		Sand				LCC/GLM

		6/24/25		11:46:14 PM		ST245		PC/PSD/eDNA		PSD		Dual Van-Veen		6636		7 cm		S		Sand				LCC/GLM

		6/25/25		1:22:07 AM		ST246		PSD		PSD		Dual Van-Veen		6658		10 cm		mS		Muddy sand				LCC/GLM

		Notes												

		DVV = Dual Van Veen grab

		eDNA = Environmental DNA sample

		FA/FB/FC = Faunal samples A, B and C

		NS = No sample

		PC = Physico chemical sample

		PSD = Particle size distribution sample

		UTC = Coordinated universal time
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D.1 Sediment Particle Size Data 

Click on icon to open sediment particle size data. 
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D.2 Sediment Particle Size Certificates 

Click on icon to open sediment particle size laboratory certificates. 
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D.3 Sediment Particle Size  

Click on icon to open sediment particle size . 
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D.4 Sediment Grab Sample Photographs 

Click on icon to open sediment grab sample photographs. 
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		16000		16.07		0.00		0.00		0.00		0.00		11.01		0.00		0.00		14.26		8.40		0.00		17.37		6.91		8.44		16.59		2.94		5.53		14.19		10.37		9.42		0.92		0.00		0.62		10.20		0.00		23.56		2.00		0.00		0.57		0.00		0.00		17.54		14.20		7.46		7.61		0.00		0.00		12.23		0.00		0.00		0.00		0.00		0.00		0.00		8.48		0.00		2.07		0.00		1.82		0.00		1.34		0.00		0.00		0.00		5.95		17.28		0.00		12.31		11.46		0.00		10.66		0.00		9.54		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		6.45		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.47		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.75		0.00		0.00		0.00		2.19		0.00		1.42		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		1.99		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

		11200		5.79		0.00		0.00		13.23		0.00		2.03		3.86		2.88		4.78		3.58		4.87		13.79		0.00		2.71		1.92		2.14		1.83		11.74		3.31		7.79		1.67		0.63		0.41		9.59		0.00		9.09		11.14		2.95		0.92		9.86		0.00		0.24		0.00		5.75		1.10		1.42		1.30		0.00		0.00		1.58		5.12		0.00		5.49		0.00		7.74		0.00		0.00		0.00		4.14		0.00		2.03		0.55		0.00		0.00		11.63		9.37		0.00		0.17		8.09		10.59		2.18		0.00		3.45		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		4.20		0.00		0.00		0.00		0.00		0.00		0.00		0.45		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		2.55		0.84		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.34		0.00		0.00		0.00		0.00		0.00		0.00		0.82		0.29		0.00		0.00		0.37		0.00		1.45		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.35		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		9.07		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

		8000		7.90		0.00		1.79		9.83		5.51		4.41		0.24		2.82		12.66		5.47		5.42		3.92		1.73		3.19		2.73		2.66		3.51		14.95		3.72		3.60		2.30		4.05		3.14		8.45		0.50		2.92		11.11		2.77		7.66		3.82		2.34		6.69		4.72		7.64		2.09		6.58		3.56		3.27		0.50		0.60		10.17		2.76		1.68		0.00		1.49		2.58		0.00		0.00		4.63		0.00		0.21		0.06		0.00		0.00		11.10		8.39		0.00		3.39		6.71		5.65		3.19		0.00		1.02		0.25		0.00		0.00		0.00		2.49		2.73		1.00		1.21		0.00		0.00		10.27		0.00		0.00		0.00		0.00		0.00		0.00		0.09		0.00		0.10		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.64		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.15		0.00		0.46		2.52		0.38		0.00		0.00		1.98		0.00		2.25		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.27		0.00		0.00		0.00		0.00		0.00		0.00		0.65		0.09		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.39		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.87		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		3.61		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.26		0.00		0.00

		5600		9.23		0.00		0.84		8.54		2.88		2.63		5.01		1.31		9.05		4.41		5.45		7.75		2.76		1.18		3.24		3.37		4.56		8.87		7.14		8.21		3.08		8.37		5.17		5.08		1.45		7.35		5.62		4.92		3.89		9.04		4.62		7.59		9.59		7.37		4.33		9.36		7.63		5.33		1.28		3.99		6.07		3.36		3.11		0.00		2.39		5.79		0.29		0.00		4.65		0.00		0.61		0.64		0.63		0.34		6.12		6.50		6.99		2.94		3.84		6.24		6.89		0.00		2.57		0.35		1.58		1.36		0.00		2.07		3.30		3.69		2.26		0.25		0.14		7.41		0.00		0.00		0.07		0.00		0.04		0.00		0.32		0.12		0.21		0.09		0.12		0.00		1.18		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.09		0.44		0.00		0.00		0.05		0.03		0.00		0.08		0.00		0.10		0.14		0.17		0.00		0.77		0.00		0.00		0.72		0.46		1.08		0.00		1.57		0.11		0.74		0.09		0.00		0.00		0.00		0.00		0.32		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.66		0.00		0.06		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.06		0.00		0.06		0.00		0.00		0.00		0.00		0.15		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.00		0.00		0.00		0.00		1.13		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		2.00		0.00		0.00		0.00		0.00		0.00		0.05		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.07		0.00

		4000		6.18		0.03		1.55		3.28		3.51		1.90		3.94		2.18		7.48		3.35		3.87		4.63		1.66		0.98		2.87		2.89		3.52		7.65		4.99		5.67		3.10		7.33		5.74		8.41		3.16		5.18		5.47		3.28		4.51		6.44		4.39		7.84		7.46		5.76		5.60		10.73		9.67		4.60		2.08		4.86		7.39		5.37		3.64		0.37		1.96		5.74		1.00		0.23		4.48		0.26		1.90		0.98		0.30		0.28		4.75		5.86		8.16		2.85		3.22		4.92		9.37		0.38		4.92		0.49		3.28		6.84		0.00		3.65		5.36		3.06		5.92		0.86		0.97		8.24		0.03		0.03		0.35		0.13		0.15		0.00		0.46		0.12		0.35		0.07		0.26		0.10		0.23		0.06		0.03		0.00		0.29		0.14		0.03		0.00		0.28		0.40		0.43		0.06		0.01		0.20		0.53		0.03		0.10		0.11		0.13		0.26		0.34		0.06		0.75		0.13		0.06		0.97		0.64		0.61		0.19		2.15		0.05		1.24		0.24		0.00		0.07		0.00		0.00		0.24		0.18		0.01		0.00		0.00		0.00		0.00		0.00		0.00		1.27		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.07		0.00		0.10		0.22		0.00		0.06		0.00		0.00		0.00		0.02		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.04		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.15		1.31		0.00		0.00		0.00		0.05		0.00		0.00		0.00		0.01		0.01		0.48		0.01		0.00		0.00		0.08		0.00		0.00		0.01		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

		2800		4.92		0.17		1.99		3.79		1.24		1.63		4.31		1.67		5.38		3.07		4.51		5.24		2.19		1.20		3.74		2.82		3.45		6.57		6.24		5.89		3.33		7.47		5.56		6.41		3.83		3.93		6.46		3.59		5.88		7.24		5.24		7.87		6.86		6.94		5.64		9.87		8.88		4.05		2.59		7.92		6.99		8.03		4.74		1.09		2.04		3.88		2.74		0.95		3.87		1.13		4.46		1.04		0.23		0.76		5.18		6.08		10.59		3.81		3.06		5.24		8.85		1.32		5.94		1.54		5.79		9.30		0.10		6.46		4.70		4.19		5.13		2.50		3.06		4.29		0.43		0.33		0.65		0.36		0.47		0.06		0.86		0.16		0.46		0.30		0.33		0.12		0.21		0.39		0.09		0.06		0.10		0.05		0.01		0.07		0.14		0.42		0.52		0.15		0.05		0.07		0.46		0.09		0.33		0.21		0.07		0.49		0.33		0.18		0.33		0.23		0.17		0.62		1.02		0.26		0.12		1.64		0.02		0.91		0.05		0.01		0.12		0.00		0.00		0.11		0.02		0.15		0.00		0.01		0.01		0.00		0.00		0.01		0.44		0.00		0.00		0.03		0.00		0.00		0.07		0.00		0.00		0.00		0.00		0.02		0.00		0.08		1.42		0.00		0.20		0.11		0.01		0.08		0.03		0.01		0.01		0.01		0.01		0.00		0.12		0.00		0.00		0.00		0.03		0.00		0.00		0.00		0.00		0.00		0.00		0.01		0.04		0.00		0.00		0.00		0.05		0.00		0.00		0.00		0.44		0.37		0.00		0.00		0.00		0.04		0.02		0.02		0.01		0.01		0.00		0.56		0.01		0.08		0.00		0.51		0.00		0.00		0.01		0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.07		0.06		0.01

		2000		3.21		0.25		2.17		2.42		1.07		1.08		2.74		1.70		3.36		3.37		3.68		3.56		1.82		1.17		2.82		2.24		2.57		5.28		5.31		5.06		2.83		6.90		5.85		4.73		7.77		3.55		5.64		2.94		6.94		6.99		4.54		6.45		5.03		6.77		4.45		7.74		8.54		4.12		3.08		6.42		4.29		7.69		3.60		3.50		2.19		4.89		4.46		3.34		4.56		3.30		6.01		2.26		0.79		0.66		5.19		5.64		10.40		4.34		3.21		4.12		5.27		9.34		6.73		4.01		8.21		9.00		2.55		9.54		5.22		4.67		6.78		3.99		6.00		3.08		1.12		0.68		2.45		0.66		0.57		0.18		1.93		0.42		0.83		0.76		1.28		0.36		0.29		0.53		0.11		0.14		0.10		0.05		0.07		0.06		0.12		0.08		0.80		0.54		0.07		0.41		0.87		0.11		0.66		0.44		0.22		0.56		0.27		0.33		0.72		0.34		0.33		0.90		0.80		0.18		0.14		1.03		0.07		1.10		0.13		0.09		0.04		0.05		0.00		0.10		0.04		0.02		0.00		0.01		0.00		0.01		0.00		0.07		0.40		0.02		0.01		0.00		0.00		0.00		0.00		0.00		0.00		0.01		0.01		0.03		0.01		0.02		2.15		0.02		0.07		0.04		0.08		0.04		0.00		0.06		0.04		0.03		0.04		0.04		0.09		0.01		0.01		0.00		0.01		0.01		0.00		0.05		0.01		0.00		0.00		0.02		0.04		0.02		0.02		0.14		1.02		0.00		0.00		0.01		1.03		0.22		0.01		0.01		0.01		0.01		0.01		0.01		0.03		0.00		0.00		0.48		0.02		0.28		0.00		0.34		0.00		0.01		0.01		0.00		0.00		0.00		0.01		0.02		0.00		0.00		0.09		0.07		0.01

		1400		2.79		0.34		1.75		2.09		1.50		1.05		1.81		1.66		2.67		3.48		3.20		3.28		1.89		1.00		2.68		2.55		2.45		4.39		4.94		4.72		2.75		7.08		4.98		4.56		12.37		2.98		5.59		3.45		9.90		7.44		3.82		6.64		5.91		7.05		4.65		6.99		9.11		4.78		4.23		6.69		4.32		8.34		3.77		10.76		2.82		5.14		6.28		10.27		6.13		7.45		4.85		2.38		1.16		0.86		5.27		6.16		12.75		5.04		3.30		4.17		4.26		27.44		7.04		8.79		13.38		7.15		17.46		10.24		4.57		5.33		6.17		6.65		10.90		2.72		2.51		1.81		7.66		1.55		1.22		0.52		2.59		1.12		1.24		3.83		4.53		0.70		0.46		1.10		0.37		0.07		0.19		0.09		0.04		0.04		0.10		0.07		1.15		0.81		0.14		0.56		1.56		0.23		1.22		0.59		0.28		0.65		0.52		0.95		1.01		0.76		0.45		1.23		1.16		0.41		0.19		0.87		0.17		1.33		0.37		0.18		0.43		0.07		0.03		0.18		0.19		0.11		0.03		0.02		0.05		0.06		0.01		0.09		0.50		0.09		0.05		0.06		0.00		0.00		0.00		0.00		0.00		0.02		0.01		0.05		0.02		0.02		3.17		0.08		0.39		0.13		0.14		0.07		0.14		0.14		0.13		0.30		0.34		0.12		0.11		0.03		0.01		0.02		0.03		0.01		0.01		0.23		0.04		0.04		0.01		0.08		0.17		0.11		0.06		0.61		5.13		0.03		0.04		0.04		1.87		0.10		0.09		0.02		0.01		0.01		0.04		0.01		0.02		0.04		0.01		0.61		0.07		0.32		0.02		0.44		0.00		0.01		0.01		0.01		0.01		0.01		0.01		0.01		0.01		0.03		0.10		0.04		0.02

		1000		1.76		0.41		1.63		1.84		1.68		0.69		1.42		1.73		1.63		2.95		3.03		2.88		1.49		0.88		2.18		2.36		1.90		3.11		4.62		3.42		2.08		6.28		4.33		3.62		13.22		2.67		5.31		2.95		8.30		6.75		3.38		4.81		4.65		6.76		4.87		5.80		7.05		4.28		6.58		5.30		3.77		8.68		3.66		19.78		2.42		4.39		7.04		15.26		4.70		12.14		3.25		2.19		1.27		1.09		5.84		5.78		10.57		4.61		3.09		3.64		3.09		23.76		6.86		14.63		14.66		6.10		29.43		5.36		4.13		5.51		5.34		6.17		10.37		2.37		4.14		2.93		9.97		2.47		1.86		1.33		1.72		2.25		1.18		4.97		8.14		0.97		0.49		1.91		0.86		0.12		0.22		0.07		0.02		0.09		0.12		0.06		1.13		1.07		0.29		1.15		1.70		0.31		2.60		0.83		0.47		0.87		0.57		1.75		1.21		1.60		0.67		1.77		1.11		0.72		0.60		1.18		0.68		2.31		1.21		0.61		1.06		0.44		0.51		0.47		0.55		0.56		0.28		0.09		0.11		0.28		0.01		0.38		0.57		0.25		0.07		0.08		0.00		0.00		0.00		0.00		0.00		0.12		0.04		0.10		0.09		0.15		3.21		0.40		0.62		0.45		0.55		0.35		0.32		0.26		0.39		0.51		1.10		0.52		0.32		0.11		0.11		0.10		0.16		0.07		0.06		0.41		0.20		0.14		0.08		0.27		0.56		0.64		0.27		1.75		10.04		0.11		0.28		0.20		3.23		0.09		0.17		0.09		0.14		0.03		0.14		0.04		0.08		0.08		0.08		0.89		0.30		0.71		0.07		0.83		0.03		0.04		0.11		0.01		0.00		0.00		0.01		0.02		0.02		0.01		0.07		0.06		0.04

		707.00		0.68		3.15		1.25		1.40		1.69		0.04		0.32		1.39		1.45		2.51		2.83		3.04		1.31		0.78		1.67		3.28		2.57		4.95		5.25		4.34		2.58		7.67		4.23		3.16		17.74		2.94		4.91		2.72		5.94		5.49		2.93		4.36		4.35		5.87		5.28		5.71		5.11		7.76		27.61		15.57		2.39		2.36		4.01		29.25		2.36		2.10		6.70		18.43		3.93		20.95		3.93		4.00		1.69		2.11		4.47		5.51		9.47		3.22		2.61		3.32		2.00		12.31		3.85		24.05		19.05		5.09		9.89		4.15		2.22		2.31		3.30		5.14		5.12		2.76		17.93		13.73		9.86		9.93		7.45		25.16		1.87		5.97		0.83		5.23		2.49		0.42		0.06		2.24		2.54		0.11		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.36		0.00		0.66		0.69		0.00		4.40		0.70		0.00		0.00		0.23		1.21		1.31		3.22		0.49		2.07		0.00		0.00		0.97		0.81		1.89		2.49		1.76		0.73		1.64		0.00		9.52		0.30		1.77		2.13		3.66		1.57		0.14		1.10		0.35		1.66		1.65		1.19		0.00		0.14		0.00		0.00		0.00		0.00		0.00		1.06		0.35		1.03		0.94		1.05		1.22		2.33		3.18		1.77		1.46		1.71		1.03		0.72		2.78		0.49		2.53		1.36		0.95		0.08		0.52		0.18		0.26		0.01		0.03		0.88		0.00		0.01		0.00		0.13		0.60		3.09		0.07		11.63		9.52		1.74		1.02		1.54		21.64		5.41		6.61		3.99		1.76		0.17		0.12		0.00		0.35		0.03		0.03		0.16		1.77		1.18		0.00		2.75		0.35		0.99		0.30		0.00		0.45		0.20		0.20		0.00		0.00		0.18		0.16		0.00		0.00

		500.00		3.92		21.49		9.95		3.08		3.11		2.02		4.22		3.47		3.67		4.22		4.83		4.57		1.72		1.02		2.10		4.50		4.84		6.23		7.28		7.02		4.08		11.56		8.04		7.35		18.66		4.99		7.33		3.98		7.85		7.43		5.26		6.57		7.44		7.67		7.49		8.14		7.50		10.85		31.25		18.73		3.20		4.50		6.34		23.28		3.24		3.74		11.94		20.16		5.76		22.95		8.19		10.11		8.49		7.84		5.64		7.21		9.23		4.41		3.34		5.91		3.01		11.91		7.32		24.37		18.37		6.87		12.15		7.72		3.15		2.73		3.66		9.63		7.71		4.70		27.56		23.19		17.22		19.62		18.94		35.21		5.02		15.09		3.02		10.40		10.96		4.94		1.89		8.69		3.89		0.31		0.47		0.77		0.35		0.10		1.17		0.16		0.32		2.41		0.27		1.44		1.36		0.14		8.36		0.38		0.27		0.15		0.40		0.80		1.28		4.96		0.78		3.51		0.36		0.03		1.52		0.23		5.79		4.89		4.20		1.94		1.95		0.03		18.17		0.53		2.94		4.73		8.39		4.62		0.61		1.99		0.76		2.15		2.12		2.56		0.00		0.02		0.00		0.00		0.00		0.00		0.00		0.69		0.25		0.89		1.49		1.91		0.60		4.02		6.90		5.37		5.76		5.05		4.82		4.80		6.31		2.96		6.03		3.61		2.68		1.74		6.93		4.39		4.82		3.30		3.16		8.60		1.67		2.09		1.51		3.80		4.94		7.58		2.49		22.45		15.68		5.83		6.43		5.58		28.12		20.40		25.85		8.84		5.53		0.53		0.06		0.00		3.85		3.56		2.76		2.49		6.72		1.43		0.00		7.71		2.76		0.59		0.51		0.01		7.16		6.12		5.03		0.12		0.06		4.80		4.10		1.13		0.39

		353.60		8.85		41.17		24.22		6.29		4.59		10.76		12.52		7.41		6.33		5.31		6.32		5.40		1.94		1.15		2.23		4.70		6.65		5.49		7.39		9.34		4.88		13.09		11.20		11.20		13.48		6.12		8.75		4.41		8.52		8.26		7.43		7.55		9.26		7.67		8.99		8.77		8.80		10.87		17.54		14.05		5.24		6.43		8.52		10.34		4.36		7.00		17.99		15.08		6.40		17.36		13.44		17.45		19.06		16.29		6.13		7.24		6.02		5.79		4.27		8.21		5.08		7.57		11.02		15.08		10.00		8.43		10.94		11.15		5.06		4.10		4.38		14.72		10.50		7.61		26.41		25.59		20.73		25.47		27.44		27.23		11.40		22.43		9.87		15.25		20.36		15.51		9.59		17.94		8.83		6.28		7.29		9.90		8.04		5.08		10.55		5.84		6.70		12.07		6.43		9.08		9.56		5.30		15.72		6.74		6.30		5.21		7.33		7.38		8.21		12.04		8.35		10.41		6.82		2.95		8.06		4.59		13.92		10.66		11.05		9.00		6.91		2.67		22.57		6.09		8.61		11.37		14.72		11.69		6.92		7.68		6.38		6.74		6.08		7.61		0.30		1.39		0.09		0.04		0.01		0.00		0.00		0.80		0.51		0.70		2.28		2.59		0.04		5.39		10.28		10.63		12.74		11.23		12.58		13.14		9.97		10.09		11.42		10.50		9.44		7.70		19.44		15.69		15.19		16.95		18.90		24.98		12.60		14.69		12.74		16.50		14.94		14.53		11.35		24.96		16.21		12.05		17.97		12.67		16.33		29.33		34.05		12.17		10.62		3.93		0.33		0.39		12.44		21.63		15.23		9.59		14.67		4.45		0.00		14.87		7.30		1.50		3.64		1.49		20.92		23.13		19.45		5.47		4.10		18.32		14.62		9.07		5.80

		250.00		9.21		27.28		22.98		9.28		5.03		20.39		17.86		11.08		7.50		4.90		6.13		5.13		1.92		1.11		2.01		3.78		6.05		3.40		5.28		8.96		3.86		9.66		9.70		9.87		5.43		4.79		7.76		3.51		7.48		7.20		7.86		6.26		8.19		5.97		10.41		7.36		8.37		7.38		3.19		6.74		8.77		7.96		10.23		1.61		5.78		11.06		18.71		7.34		5.09		8.80		16.66		20.55		25.46		22.96		5.27		5.05		2.99		7.06		5.60		8.39		8.52		2.99		11.77		4.55		2.29		10.24		7.04		12.22		9.27		8.21		7.41		17.49		13.09		10.16		14.40		17.86		16.40		21.05		23.70		9.48		19.47		21.85		20.92		18.21		21.89		25.42		22.14		23.74		19.96		23.74		24.44		28.83		29.29		25.24		28.74		26.27		24.72		27.11		25.82		24.76		25.69		25.54		24.05		24.90		25.59		24.65		26.10		24.42		23.26		24.13		25.79		22.05		24.70		21.68		22.62		18.36		24.38		19.32		22.48		22.94		19.95		18.56		20.34		20.53		20.88		21.90		21.20		22.12		22.72		20.45		20.45		19.12		17.32		18.86		8.87		13.16		6.97		5.42		4.48		2.69		2.52		6.66		5.33		5.05		6.76		6.41		1.36		9.50		13.38		15.79		19.01		17.88		20.50		20.84		13.88		18.92		17.17		20.10		19.62		15.97		25.70		24.42		21.47		28.73		34.02		33.28		28.18		31.35		29.50		30.15		24.44		20.83		22.77		16.29		10.35		17.06		25.12		19.15		3.01		20.33		17.10		13.37		15.69		12.34		5.08		6.06		21.23		37.17		29.16		17.94		21.17		12.90		2.32		20.22		13.09		9.15		13.88		10.93		28.10		33.78		31.79		25.74		21.95		29.13		24.43		23.21		19.86

		176.80		4.27		5.10		8.00		8.98		4.33		18.58		14.51		11.14		6.18		3.35		4.41		4.02		1.67		0.93		1.45		2.41		3.53		1.61		2.63		5.83		1.82		4.00		4.53		4.36		0.78		2.14		4.82		1.99		5.25		4.85		6.25		3.67		5.14		3.78		10.95		5.07		6.39		3.14		0.06		3.06		10.57		8.33		11.02		0.02		6.64		12.97		12.19		2.93		2.81		3.32		15.30		17.15		21.87		22.63		3.45		2.28		2.13		7.07		6.31		6.05		10.43		0.97		8.59		0.35		0.15		10.95		3.91		10.34		13.43		13.12		11.48		15.31		13.35		9.94		3.88		7.96		8.54		11.24		12.35		0.82		22.97		15.47		26.91		18.06		15.90		25.52		28.46		21.56		28.01		34.44		33.61		34.01		36.47		37.40		33.90		36.08		33.41		30.53		36.07		31.53		31.12		37.49		23.31		34.54		36.05		36.00		34.82		33.28		30.09		27.66		33.29		25.91		32.77		37.74		30.73		27.35		26.64		22.67		27.55		30.46		29.60		35.28		14.42		30.83		28.85		26.79		22.80		26.75		32.87		29.32		30.96		29.41		27.22		28.04		28.73		30.54		30.11		26.84		25.37		20.66		18.07		19.51		18.98		16.61		16.75		15.83		9.57		17.39		16.33		18.01		19.82		19.78		21.38		20.72		17.29		21.72		19.05		23.07		23.28		19.98		19.76		20.67		16.83		23.26		25.21		21.06		28.01		28.53		28.70		27.28		23.20		20.74		25.03		6.67		4.81		17.70		20.74		19.59		0.13		6.96		2.77		14.55		18.60		21.21		16.82		18.50		22.17		24.65		26.87		19.18		20.91		22.13		14.35		19.45		19.21		22.37		25.56		25.21		21.95		23.45		26.22		36.19		34.91		25.31		24.40		29.19		30.11

		125.00		0.59		0.06		0.52		5.88		3.62		8.85		7.26		8.05		3.66		1.85		2.51		2.70		1.23		0.67		0.84		1.29		1.30		0.67		0.90		2.55		0.39		0.55		0.74		0.56		0.00		0.37		1.95		0.82		2.95		2.54		3.84		1.51		2.30		1.96		8.75		2.88		3.72		0.59		0.00		2.00		8.37		6.52		9.67		0.00		5.92		10.99		4.52		1.79		1.04		1.30		10.12		10.45		12.31		15.07		1.81		0.56		2.12		5.29		5.22		2.84		8.31		0.61		4.22		0.06		0.46		8.83		2.53		6.84		13.57		14.35		12.59		9.41		9.85		6.83		0.29		2.35		2.93		3.94		3.52		0.00		17.92		8.34		20.91		13.32		8.50		16.53		21.88		13.58		22.67		24.33		23.27		19.33		19.59		23.33		18.97		20.24		20.77		17.74		22.28		20.34		18.12		22.36		12.14		21.27		22.04		21.60		20.73		21.22		19.76		16.72		20.09		16.56		19.07		24.24		22.06		19.14		16.65		15.95		19.18		21.95		23.74		28.51		7.65		24.40		22.31		19.53		16.32		19.48		24.19		23.50		25.07		24.96		23.76		24.29		33.82		31.30		37.79		37.91		38.76		37.86		34.61		28.85		29.52		27.17		25.56		24.64		20.90		23.00		17.07		16.23		15.32		15.95		15.25		14.09		17.18		16.77		15.11		16.52		16.84		17.15		9.80		10.13		8.03		9.68		7.69		5.24		13.94		11.64		13.07		12.22		13.07		14.00		16.59		2.43		3.06		14.16		11.12		14.31		1.53		1.63		0.28		15.00		17.36		23.67		26.98		27.25		15.92		5.98		13.22		12.97		14.88		24.48		28.87		13.64		22.54		29.24		27.21		29.92		11.11		7.29		10.73		21.40		24.57		12.95		15.96		21.09		25.14

		88.39		0.00		0.00		0.00		2.75		3.58		1.57		2.36		4.43		1.61		1.07		1.34		1.58		0.71		0.40		0.45		0.68		0.40		0.33		0.30		0.83		0.04		0.00		0.00		0.00		0.00		0.01		0.49		0.32		1.34		1.09		1.82		0.51		0.81		0.80		4.14		1.20		1.43		0.00		0.00		1.19		3.84		3.36		5.90		0.00		3.59		6.06		0.59		1.41		0.33		0.74		3.95		4.13		3.62		5.22		0.98		0.11		1.56		2.56		2.72		0.64		3.59		0.49		1.25		0.24		0.65		4.47		1.70		3.17		8.74		10.02		8.72		3.30		4.22		2.85		0.49		0.84		0.78		1.08		0.34		0.00		7.48		2.87		7.72		5.43		2.93		5.57		8.15		4.75		8.31		6.51		6.29		3.68		3.03		4.53		3.28		3.14		4.30		3.54		4.32		4.76		3.35		3.66		1.90		3.95		3.99		3.67		3.69		4.39		4.69		3.45		3.82		4.07		3.23		4.14		6.46		4.96		4.13		5.11		5.61		6.46		8.24		8.06		2.16		8.26		7.50		6.43		5.82		6.48		6.95		8.40		8.72		9.46		9.48		9.98		15.56		13.27		15.37		18.30		20.38		24.15		26.07		22.66		23.70		23.88		22.28		22.07		21.60		18.68		12.74		10.83		8.55		9.10		7.33		6.54		11.43		8.29		7.53		6.52		6.59		9.66		3.21		2.43		2.50		1.41		0.44		0.13		2.50		1.20		1.85		1.65		3.46		5.55		5.76		1.79		3.00		8.14		3.80		7.09		2.87		2.12		1.91		11.33		11.19		16.44		23.23		21.80		7.80		0.17		2.69		5.14		7.20		16.63		27.13		6.45		17.35		20.35		15.63		18.19		3.47		0.45		1.26		3.97		6.30		2.98		5.91		7.40		10.05
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		< 0.04		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

		TOTAL:		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00		100.00
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TEST RESULTS


Test Results: Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


Job Number: F269605


Job Reference: National Grid Survey


SAMPLE ID: ST001 ST002 ST003 ST004 ST005 ST006a ST007 ST008 ST010 ST013 ST015 ST019 ST020 ST021 ST022


LAB ID: WL046309 WL046310 WL046311 WL046312 WL046313 WL046314 WL046315 WL046316 WL046317 WL046318 WL046319 WL046320 WL046321 WL046322 WL046323


Aperture [µm] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


63000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


45000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 27.31 58.39 0.00


31500 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 25.11 20.12 0.00 18.92 12.47 34.47


22400 9.47 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 4.58 7.31 0.98 19.21 0.00 11.03


16000 16.07 0.00 0.00 0.00 0.00 11.01 0.00 0.00 14.26 8.40 0.00 17.37 6.91 8.44 16.59


11200 5.79 0.00 0.00 13.23 0.00 2.03 3.86 2.88 4.78 3.58 4.87 13.79 0.00 2.71 1.92


8000 7.90 0.00 1.79 9.83 5.51 4.41 0.24 2.82 12.66 5.47 5.42 3.92 1.73 3.19 2.73


5600 9.23 0.00 0.84 8.54 2.88 2.63 5.01 1.31 9.05 4.41 5.45 7.75 2.76 1.18 3.24


4000 6.18 0.03 1.55 3.28 3.51 1.90 3.94 2.18 7.48 3.35 3.87 4.63 1.66 0.98 2.87


2800 4.92 0.17 1.99 3.79 1.24 1.63 4.31 1.67 5.38 3.07 4.51 5.24 2.19 1.20 3.74


2000 3.21 0.25 2.17 2.42 1.07 1.08 2.74 1.70 3.36 3.37 3.68 3.56 1.82 1.17 2.82


1400 2.79 0.34 1.75 2.09 1.50 1.05 1.81 1.66 2.67 3.48 3.20 3.28 1.89 1.00 2.68


1000 1.76 0.41 1.63 1.84 1.68 0.69 1.42 1.73 1.63 2.95 3.03 2.88 1.49 0.88 2.18


707.00 0.68 3.15 1.25 1.40 1.69 0.04 0.32 1.39 1.45 2.51 2.83 3.04 1.31 0.78 1.67


500.00 3.92 21.49 9.95 3.08 3.11 2.02 4.22 3.47 3.67 4.22 4.83 4.57 1.72 1.02 2.10


353.60 8.85 41.17 24.22 6.29 4.59 10.76 12.52 7.41 6.33 5.31 6.32 5.40 1.94 1.15 2.23


250.00 9.21 27.28 22.98 9.28 5.03 20.39 17.86 11.08 7.50 4.90 6.13 5.13 1.92 1.11 2.01


176.80 4.27 5.10 8.00 8.98 4.33 18.58 14.51 11.14 6.18 3.35 4.41 4.02 1.67 0.93 1.45


125.00 0.59 0.06 0.52 5.88 3.62 8.85 7.26 8.05 3.66 1.85 2.51 2.70 1.23 0.67 0.84


88.39 0.00 0.00 0.00 2.75 3.58 1.57 2.36 4.43 1.61 1.07 1.34 1.58 0.71 0.40 0.45


63.00 0.07 0.00 0.11 1.44 3.92 0.07 1.21 2.48 0.78 0.80 0.86 0.91 0.35 0.22 0.32


44.20 0.28 0.00 0.81 1.34 4.67 0.72 1.40 2.16 0.65 0.69 0.71 0.69 0.22 0.15 0.33


31.30 0.35 0.00 1.36 1.31 5.07 1.09 1.33 2.25 0.60 0.55 0.60 0.63 0.21 0.14 0.32


22.10 0.34 0.00 1.56 1.25 5.48 0.90 1.17 2.53 0.55 0.54 0.61 0.68 0.23 0.15 0.34


15.60 0.36 0.00 1.75 1.27 5.64 0.78 1.18 2.79 0.56 0.61 0.69 0.73 0.25 0.17 0.37


11.00 0.45 0.09 2.18 1.43 5.70 0.90 1.36 3.14 0.64 0.74 0.82 0.81 0.28 0.19 0.42


7.80 0.55 0.13 2.64 1.64 5.57 1.09 1.56 3.48 0.75 0.88 0.96 0.90 0.33 0.21 0.46


5.50 0.63 0.12 2.89 1.80 5.36 1.24 1.77 3.85 0.85 0.99 1.10 1.01 0.39 0.24 0.50


3.90 0.62 0.11 2.62 1.70 4.62 1.23 1.77 3.76 0.84 0.96 1.10 1.01 0.39 0.24 0.49


2.75 0.54 0.10 2.10 1.47 3.74 1.11 1.60 3.38 0.74 0.83 0.97 0.92 0.34 0.22 0.44


1.95 0.39 0.00 1.38 1.04 2.55 0.82 1.18 2.51 0.53 0.58 0.69 0.68 0.24 0.16 0.33


1.38 0.23 0.00 0.79 0.62 1.50 0.51 0.74 1.61 0.32 0.34 0.42 0.43 0.15 0.10 0.22


0.98 0.16 0.00 0.54 0.45 1.16 0.38 0.56 1.26 0.23 0.24 0.30 0.32 0.11 0.07 0.17


0.69 0.14 0.00 0.50 0.45 1.27 0.40 0.57 1.36 0.22 0.23 0.29 0.33 0.10 0.07 0.19


0.49 0.03 0.00 0.11 0.11 0.40 0.10 0.20 0.50 0.05 0.05 0.06 0.11 0.02 0.02 0.07


0.34 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.24 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.17 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


< 0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


TOTAL: 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST023 ST025 ST026 ST027 ST028 ST029 ST030 ST032 ST033 ST036 ST039 ST041 ST043 ST045 ST047


WL046324 WL046325 WL046326 WL046327 WL046328 WL046329 WL046330 WL046331 WL046332 WL046333 WL046334 WL046335 WL046336 WL046337 WL046338


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


30.11 36.91 0.00 0.00 0.00 41.82 0.00 0.00 0.00 0.00 0.00 0.00 30.00 6.45 0.00


20.09 4.47 0.00 17.55 0.00 16.29 0.00 19.74 0.00 0.00 14.13 0.00 22.37 0.00 0.00


2.94 5.53 14.19 10.37 9.42 0.92 0.00 0.62 10.20 0.00 23.56 2.00 0.00 0.57 0.00


2.14 1.83 11.74 3.31 7.79 1.67 0.63 0.41 9.59 0.00 9.09 11.14 2.95 0.92 9.86


2.66 3.51 14.95 3.72 3.60 2.30 4.05 3.14 8.45 0.50 2.92 11.11 2.77 7.66 3.82


3.37 4.56 8.87 7.14 8.21 3.08 8.37 5.17 5.08 1.45 7.35 5.62 4.92 3.89 9.04


2.89 3.52 7.65 4.99 5.67 3.10 7.33 5.74 8.41 3.16 5.18 5.47 3.28 4.51 6.44


2.82 3.45 6.57 6.24 5.89 3.33 7.47 5.56 6.41 3.83 3.93 6.46 3.59 5.88 7.24


2.24 2.57 5.28 5.31 5.06 2.83 6.90 5.85 4.73 7.77 3.55 5.64 2.94 6.94 6.99


2.55 2.45 4.39 4.94 4.72 2.75 7.08 4.98 4.56 12.37 2.98 5.59 3.45 9.90 7.44


2.36 1.90 3.11 4.62 3.42 2.08 6.28 4.33 3.62 13.22 2.67 5.31 2.95 8.30 6.75


3.28 2.57 4.95 5.25 4.34 2.58 7.67 4.23 3.16 17.74 2.94 4.91 2.72 5.94 5.49


4.50 4.84 6.23 7.28 7.02 4.08 11.56 8.04 7.35 18.66 4.99 7.33 3.98 7.85 7.43


4.70 6.65 5.49 7.39 9.34 4.88 13.09 11.20 11.20 13.48 6.12 8.75 4.41 8.52 8.26


3.78 6.05 3.40 5.28 8.96 3.86 9.66 9.70 9.87 5.43 4.79 7.76 3.51 7.48 7.20


2.41 3.53 1.61 2.63 5.83 1.82 4.00 4.53 4.36 0.78 2.14 4.82 1.99 5.25 4.85


1.29 1.30 0.67 0.90 2.55 0.39 0.55 0.74 0.56 0.00 0.37 1.95 0.82 2.95 2.54


0.68 0.40 0.33 0.30 0.83 0.04 0.00 0.00 0.00 0.00 0.01 0.49 0.32 1.34 1.09


0.44 0.31 0.19 0.23 0.47 0.16 0.21 0.10 0.00 0.00 0.14 0.25 0.23 0.60 0.52


0.36 0.33 0.09 0.22 0.52 0.19 0.39 0.30 0.07 0.11 0.22 0.37 0.22 0.40 0.41


0.32 0.26 0.01 0.18 0.49 0.13 0.39 0.38 0.17 0.15 0.19 0.39 0.19 0.35 0.36


0.33 0.23 0.00 0.18 0.50 0.12 0.44 0.46 0.19 0.10 0.19 0.39 0.20 0.37 0.36


0.38 0.27 0.02 0.23 0.58 0.16 0.55 0.59 0.21 0.15 0.25 0.43 0.23 0.41 0.39


0.45 0.35 0.05 0.28 0.73 0.22 0.67 0.77 0.28 0.18 0.33 0.53 0.29 0.51 0.46


0.53 0.42 0.05 0.33 0.86 0.26 0.74 0.89 0.37 0.21 0.40 0.63 0.34 0.61 0.55


0.60 0.48 0.06 0.35 0.94 0.29 0.73 0.91 0.41 0.23 0.44 0.72 0.38 0.69 0.64


0.57 0.45 0.06 0.32 0.84 0.27 0.59 0.75 0.36 0.23 0.41 0.68 0.35 0.63 0.62


0.47 0.36 0.03 0.24 0.64 0.20 0.40 0.51 0.26 0.20 0.32 0.55 0.27 0.49 0.52


0.31 0.23 0.00 0.15 0.38 0.12 0.21 0.26 0.13 0.05 0.19 0.35 0.16 0.30 0.34


0.18 0.12 0.00 0.07 0.19 0.05 0.05 0.09 0.03 0.00 0.10 0.19 0.08 0.15 0.19


0.12 0.08 0.00 0.00 0.13 0.01 0.00 0.00 0.00 0.00 0.05 0.11 0.05 0.10 0.12


0.11 0.06 0.00 0.00 0.08 0.00 0.00 0.00 0.00 0.00 0.04 0.07 0.03 0.05 0.09


0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST049 ST051 ST053 ST055 ST057 ST059 ST061 ST063 ST065 ST067 ST069 ST071 ST074 ST078 ST079


WL046339 WL046340 WL046341 WL046342 WL046343 WL046344 WL046345 WL046346 WL046347 WL046348 WL046349 WL046350 WL046351 WL046352 WL046353


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 22.66


30.76 0.00 0.00 0.00 0.00 0.00 0.00 16.31 0.00 0.00 0.00 0.00 0.00 0.00 5.23


0.00 17.54 14.20 7.46 7.61 0.00 0.00 12.23 0.00 0.00 0.00 0.00 0.00 0.00 8.48


0.00 0.24 0.00 5.75 1.10 1.42 1.30 0.00 0.00 1.58 5.12 0.00 5.49 0.00 7.74


2.34 6.69 4.72 7.64 2.09 6.58 3.56 3.27 0.50 0.60 10.17 2.76 1.68 0.00 1.49


4.62 7.59 9.59 7.37 4.33 9.36 7.63 5.33 1.28 3.99 6.07 3.36 3.11 0.00 2.39


4.39 7.84 7.46 5.76 5.60 10.73 9.67 4.60 2.08 4.86 7.39 5.37 3.64 0.37 1.96


5.24 7.87 6.86 6.94 5.64 9.87 8.88 4.05 2.59 7.92 6.99 8.03 4.74 1.09 2.04


4.54 6.45 5.03 6.77 4.45 7.74 8.54 4.12 3.08 6.42 4.29 7.69 3.60 3.50 2.19


3.82 6.64 5.91 7.05 4.65 6.99 9.11 4.78 4.23 6.69 4.32 8.34 3.77 10.76 2.82


3.38 4.81 4.65 6.76 4.87 5.80 7.05 4.28 6.58 5.30 3.77 8.68 3.66 19.78 2.42


2.93 4.36 4.35 5.87 5.28 5.71 5.11 7.76 27.61 15.57 2.39 2.36 4.01 29.25 2.36


5.26 6.57 7.44 7.67 7.49 8.14 7.50 10.85 31.25 18.73 3.20 4.50 6.34 23.28 3.24


7.43 7.55 9.26 7.67 8.99 8.77 8.80 10.87 17.54 14.05 5.24 6.43 8.52 10.34 4.36


7.86 6.26 8.19 5.97 10.41 7.36 8.37 7.38 3.19 6.74 8.77 7.96 10.23 1.61 5.78


6.25 3.67 5.14 3.78 10.95 5.07 6.39 3.14 0.06 3.06 10.57 8.33 11.02 0.02 6.64


3.84 1.51 2.30 1.96 8.75 2.88 3.72 0.59 0.00 2.00 8.37 6.52 9.67 0.00 5.92


1.82 0.51 0.81 0.80 4.14 1.20 1.43 0.00 0.00 1.19 3.84 3.36 5.90 0.00 3.59


0.79 0.31 0.41 0.30 0.78 0.34 0.35 0.11 0.00 0.32 0.92 1.24 2.33 0.00 1.40


0.51 0.31 0.37 0.23 0.00 0.14 0.16 0.14 0.00 0.00 0.38 0.84 0.91 0.00 0.54


0.44 0.28 0.30 0.27 0.11 0.18 0.23 0.03 0.00 0.00 0.69 1.06 0.84 0.00 0.50


0.41 0.28 0.27 0.34 0.28 0.21 0.26 0.00 0.00 0.09 0.82 1.24 1.09 0.00 0.65


0.36 0.31 0.29 0.43 0.30 0.21 0.25 0.00 0.00 0.15 0.78 1.28 1.16 0.00 0.68


0.38 0.38 0.36 0.55 0.30 0.22 0.29 0.01 0.00 0.15 0.84 1.40 1.25 0.00 0.72


0.45 0.44 0.43 0.65 0.35 0.25 0.34 0.01 0.00 0.15 1.00 1.60 1.40 0.00 0.80


0.53 0.47 0.47 0.70 0.43 0.28 0.36 0.07 0.00 0.17 1.11 1.80 1.54 0.00 0.89


0.52 0.42 0.44 0.59 0.43 0.24 0.31 0.06 0.00 0.17 1.00 1.74 1.40 0.00 0.82


0.44 0.32 0.35 0.41 0.36 0.19 0.23 0.00 0.00 0.09 0.80 1.50 1.12 0.00 0.67


0.30 0.19 0.22 0.22 0.23 0.11 0.13 0.00 0.00 0.00 0.52 1.05 0.70 0.00 0.44


0.17 0.10 0.11 0.10 0.08 0.01 0.03 0.00 0.00 0.00 0.29 0.63 0.38 0.00 0.25


0.11 0.05 0.05 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.19 0.44 0.26 0.00 0.17


0.10 0.01 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.15 0.40 0.22 0.00 0.14


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.09 0.01 0.00 0.01


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST081 ST082 ST085


WL046354 WL046355 WL046356


Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 2.07 0.00


0.00 0.00 0.00


2.58 0.00 0.00


5.79 0.29 0.00


5.74 1.00 0.23


3.88 2.74 0.95


4.89 4.46 3.34


5.14 6.28 10.27


4.39 7.04 15.26


2.10 6.70 18.43


3.74 11.94 20.16


7.00 17.99 15.08


11.06 18.71 7.34


12.97 12.19 2.93


10.99 4.52 1.79


6.06 0.59 1.41


2.02 0.16 0.69


0.68 0.48 0.16


0.80 0.43 0.06


1.06 0.28 0.26


1.09 0.30 0.33


1.16 0.39 0.33


1.33 0.42 0.30


1.48 0.39 0.29


1.37 0.31 0.24


1.10 0.23 0.15


0.70 0.09 0.00


0.38 0.00 0.00


0.26 0.00 0.00


0.23 0.00 0.00


0.01 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


100.00 100.00 100.00
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TEST RESULTS


Test Results: Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


Job Number: F269605


Job Reference: National Grid Survey


SAMPLE ID: ST087 ST088 ST089 ST090 ST091 ST092 ST094 ST096 ST097 ST103 ST105 ST107 ST109 ST110 ST111


LAB ID: WL046357 WL046358 WL046359 WL046360 WL046361 WL046362 WL046363 WL046364 WL046365 WL046366 WL046367 WL046368 WL046369 WL046370 WL046371


Aperture [µm] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


63000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


45000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


31500 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 18.27 0.00 0.00 0.00 0.00 0.00


22400 32.50 0.00 0.00 0.00 0.00 0.00 2.63 0.00 0.00 0.00 16.62 17.19 0.00 0.00 0.00


16000 1.82 0.00 1.34 0.00 0.00 0.00 5.95 17.28 0.00 12.31 11.46 0.00 10.66 0.00 9.54


11200 4.14 0.00 2.03 0.55 0.00 0.00 11.63 9.37 0.00 0.17 8.09 10.59 2.18 0.00 3.45


8000 4.63 0.00 0.21 0.06 0.00 0.00 11.10 8.39 0.00 3.39 6.71 5.65 3.19 0.00 1.02


5600 4.65 0.00 0.61 0.64 0.63 0.34 6.12 6.50 6.99 2.94 3.84 6.24 6.89 0.00 2.57


4000 4.48 0.26 1.90 0.98 0.30 0.28 4.75 5.86 8.16 2.85 3.22 4.92 9.37 0.38 4.92


2800 3.87 1.13 4.46 1.04 0.23 0.76 5.18 6.08 10.59 3.81 3.06 5.24 8.85 1.32 5.94


2000 4.56 3.30 6.01 2.26 0.79 0.66 5.19 5.64 10.40 4.34 3.21 4.12 5.27 9.34 6.73


1400 6.13 7.45 4.85 2.38 1.16 0.86 5.27 6.16 12.75 5.04 3.30 4.17 4.26 27.44 7.04


1000 4.70 12.14 3.25 2.19 1.27 1.09 5.84 5.78 10.57 4.61 3.09 3.64 3.09 23.76 6.86


707.00 3.93 20.95 3.93 4.00 1.69 2.11 4.47 5.51 9.47 3.22 2.61 3.32 2.00 12.31 3.85


500.00 5.76 22.95 8.19 10.11 8.49 7.84 5.64 7.21 9.23 4.41 3.34 5.91 3.01 11.91 7.32


353.60 6.40 17.36 13.44 17.45 19.06 16.29 6.13 7.24 6.02 5.79 4.27 8.21 5.08 7.57 11.02


250.00 5.09 8.80 16.66 20.55 25.46 22.96 5.27 5.05 2.99 7.06 5.60 8.39 8.52 2.99 11.77


176.80 2.81 3.32 15.30 17.15 21.87 22.63 3.45 2.28 2.13 7.07 6.31 6.05 10.43 0.97 8.59


125.00 1.04 1.30 10.12 10.45 12.31 15.07 1.81 0.56 2.12 5.29 5.22 2.84 8.31 0.61 4.22


88.39 0.33 0.74 3.95 4.13 3.62 5.22 0.98 0.11 1.56 2.56 2.72 0.64 3.59 0.49 1.25


63.00 0.26 0.30 0.59 0.90 0.28 0.44 0.72 0.16 0.67 0.77 0.82 0.03 0.54 0.20 0.31


44.20 0.27 0.01 0.02 0.30 0.02 0.00 0.67 0.16 0.25 0.34 0.33 0.17 0.06 0.01 0.31


31.30 0.23 0.00 0.33 0.56 0.35 0.20 0.60 0.09 0.28 0.47 0.46 0.26 0.37 0.00 0.36


22.10 0.23 0.00 0.47 0.71 0.46 0.55 0.63 0.05 0.48 0.57 0.58 0.23 0.51 0.06 0.34


15.60 0.28 0.00 0.43 0.69 0.42 0.63 0.75 0.08 0.65 0.59 0.57 0.22 0.47 0.11 0.35


11.00 0.34 0.00 0.41 0.68 0.40 0.56 0.91 0.10 0.81 0.66 0.62 0.28 0.46 0.12 0.42


7.80 0.39 0.00 0.42 0.67 0.38 0.47 1.01 0.10 0.92 0.77 0.74 0.34 0.54 0.12 0.46


5.50 0.39 0.00 0.41 0.62 0.35 0.41 1.03 0.10 0.94 0.81 0.84 0.37 0.61 0.12 0.46


3.90 0.33 0.00 0.34 0.46 0.27 0.33 0.87 0.10 0.79 0.70 0.78 0.34 0.57 0.12 0.38


2.75 0.24 0.00 0.24 0.30 0.19 0.23 0.63 0.06 0.57 0.52 0.63 0.28 0.47 0.07 0.28


1.95 0.14 0.00 0.09 0.14 0.00 0.06 0.36 0.00 0.33 0.32 0.40 0.19 0.31 0.00 0.18


1.38 0.06 0.00 0.00 0.00 0.00 0.00 0.19 0.00 0.17 0.17 0.23 0.10 0.18 0.00 0.06


0.98 0.00 0.00 0.00 0.00 0.00 0.00 0.13 0.00 0.11 0.11 0.15 0.03 0.12 0.00 0.00


0.69 0.00 0.00 0.00 0.00 0.00 0.00 0.09 0.00 0.06 0.07 0.14 0.01 0.09 0.00 0.00


0.49 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.02 0.00 0.00 0.00 0.00


0.34 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.24 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.17 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


< 0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


TOTAL: 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST112 ST113 ST114 ST117 ST118 ST119 ST121 ST123 ST124 ST125 ST126 ST127 ST128 ST129 ST130


WL046372 WL046373 WL046374 WL046375 WL046376 WL046377 WL046378 WL046379 WL046380 WL046381 WL046382 WL046383 WL046384 WL046385 WL046386


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 6.45 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 4.20 0.00 0.00 0.00 0.00


0.25 0.00 0.00 0.00 2.49 2.73 1.00 1.21 0.00 0.00 10.27 0.00 0.00 0.00 0.00


0.35 1.58 1.36 0.00 2.07 3.30 3.69 2.26 0.25 0.14 7.41 0.00 0.00 0.07 0.00


0.49 3.28 6.84 0.00 3.65 5.36 3.06 5.92 0.86 0.97 8.24 0.03 0.03 0.35 0.13


1.54 5.79 9.30 0.10 6.46 4.70 4.19 5.13 2.50 3.06 4.29 0.43 0.33 0.65 0.36


4.01 8.21 9.00 2.55 9.54 5.22 4.67 6.78 3.99 6.00 3.08 1.12 0.68 2.45 0.66


8.79 13.38 7.15 17.46 10.24 4.57 5.33 6.17 6.65 10.90 2.72 2.51 1.81 7.66 1.55


14.63 14.66 6.10 29.43 5.36 4.13 5.51 5.34 6.17 10.37 2.37 4.14 2.93 9.97 2.47


24.05 19.05 5.09 9.89 4.15 2.22 2.31 3.30 5.14 5.12 2.76 17.93 13.73 9.86 9.93


24.37 18.37 6.87 12.15 7.72 3.15 2.73 3.66 9.63 7.71 4.70 27.56 23.19 17.22 19.62


15.08 10.00 8.43 10.94 11.15 5.06 4.10 4.38 14.72 10.50 7.61 26.41 25.59 20.73 25.47


4.55 2.29 10.24 7.04 12.22 9.27 8.21 7.41 17.49 13.09 10.16 14.40 17.86 16.40 21.05


0.35 0.15 10.95 3.91 10.34 13.43 13.12 11.48 15.31 13.35 9.94 3.88 7.96 8.54 11.24


0.06 0.46 8.83 2.53 6.84 13.57 14.35 12.59 9.41 9.85 6.83 0.29 2.35 2.93 3.94


0.24 0.65 4.47 1.70 3.17 8.74 10.02 8.72 3.30 4.22 2.85 0.49 0.84 0.78 1.08


0.17 0.33 1.14 0.75 0.91 3.38 4.29 3.53 0.41 0.67 0.62 0.61 0.62 0.38 0.52


0.03 0.06 0.13 0.14 0.25 0.99 1.42 0.98 0.09 0.02 0.24 0.19 0.41 0.31 0.37


0.00 0.09 0.34 0.01 0.28 0.74 0.91 0.68 0.41 0.32 0.46 0.00 0.21 0.21 0.23


0.15 0.23 0.53 0.17 0.38 1.02 1.20 1.06 0.49 0.51 0.55 0.00 0.23 0.20 0.20


0.21 0.28 0.51 0.23 0.39 1.07 1.27 1.19 0.44 0.50 0.53 0.00 0.28 0.24 0.25


0.18 0.28 0.52 0.23 0.42 1.11 1.31 1.25 0.46 0.51 0.57 0.00 0.28 0.27 0.26


0.15 0.26 0.57 0.22 0.48 1.25 1.44 1.40 0.53 0.55 0.65 0.00 0.24 0.25 0.24


0.18 0.23 0.58 0.21 0.51 1.39 1.59 1.55 0.57 0.57 0.70 0.00 0.22 0.23 0.22


0.16 0.20 0.48 0.18 0.43 1.26 1.46 1.42 0.50 0.48 0.62 0.00 0.19 0.19 0.20


0.01 0.13 0.34 0.14 0.33 0.98 1.15 1.11 0.39 0.36 0.49 0.00 0.02 0.09 0.04


0.00 0.02 0.19 0.02 0.20 0.61 0.73 0.68 0.25 0.22 0.31 0.00 0.00 0.00 0.00


0.00 0.00 0.06 0.00 0.05 0.33 0.41 0.37 0.04 0.02 0.17 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.22 0.28 0.24 0.00 0.00 0.11 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.19 0.25 0.20 0.00 0.00 0.08 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.01 0.02 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST132 ST133 ST136 ST138 ST139 ST140 ST143 ST146 ST147 ST148 ST149 ST150 ST151 ST152 ST154


WL046387 WL046388 WL046389 WL046390 WL046391 WL046392 WL046393 WL046394 WL046395 WL046396 WL046397 WL046398 WL046399 WL046400 WL046401


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.47 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.45 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.09 0.00 0.10 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.32 0.12 0.21 0.09 0.12 0.00 1.18 0.00 0.00 0.00 0.00 0.00 0.00


0.15 0.00 0.46 0.12 0.35 0.07 0.26 0.10 0.23 0.06 0.03 0.00 0.29 0.14 0.03


0.47 0.06 0.86 0.16 0.46 0.30 0.33 0.12 0.21 0.39 0.09 0.06 0.10 0.05 0.01


0.57 0.18 1.93 0.42 0.83 0.76 1.28 0.36 0.29 0.53 0.11 0.14 0.10 0.05 0.07


1.22 0.52 2.59 1.12 1.24 3.83 4.53 0.70 0.46 1.10 0.37 0.07 0.19 0.09 0.04


1.86 1.33 1.72 2.25 1.18 4.97 8.14 0.97 0.49 1.91 0.86 0.12 0.22 0.07 0.02


7.45 25.16 1.87 5.97 0.83 5.23 2.49 0.42 0.06 2.24 2.54 0.11 0.00 0.00 0.00


18.94 35.21 5.02 15.09 3.02 10.40 10.96 4.94 1.89 8.69 3.89 0.31 0.47 0.77 0.35


27.44 27.23 11.40 22.43 9.87 15.25 20.36 15.51 9.59 17.94 8.83 6.28 7.29 9.90 8.04


23.70 9.48 19.47 21.85 20.92 18.21 21.89 25.42 22.14 23.74 19.96 23.74 24.44 28.83 29.29


12.35 0.82 22.97 15.47 26.91 18.06 15.90 25.52 28.46 21.56 28.01 34.44 33.61 34.01 36.47


3.52 0.00 17.92 8.34 20.91 13.32 8.50 16.53 21.88 13.58 22.67 24.33 23.27 19.33 19.59


0.34 0.00 7.48 2.87 7.72 5.43 2.93 5.57 8.15 4.75 8.31 6.51 6.29 3.68 3.03


0.16 0.00 1.00 0.35 0.66 0.68 0.41 0.54 0.79 0.49 0.62 0.27 0.27 0.05 0.03


0.32 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.20 0.00 0.25 0.11 0.00 0.00 0.15 0.22 0.10 0.22 0.00 0.00 0.01 0.06 0.00


0.08 0.00 0.68 0.33 0.40 0.27 0.31 0.53 0.62 0.51 0.39 0.44 0.47 0.46 0.41


0.20 0.00 0.76 0.44 0.74 0.51 0.32 0.59 0.83 0.55 0.74 0.78 0.75 0.67 0.68


0.25 0.00 0.68 0.52 0.79 0.58 0.30 0.53 0.74 0.48 0.73 0.73 0.68 0.58 0.62


0.24 0.00 0.60 0.57 0.70 0.57 0.27 0.46 0.60 0.42 0.56 0.54 0.51 0.42 0.45


0.22 0.00 0.56 0.57 0.63 0.54 0.25 0.40 0.51 0.36 0.47 0.43 0.41 0.35 0.36


0.20 0.00 0.45 0.46 0.51 0.45 0.20 0.31 0.40 0.28 0.39 0.35 0.33 0.29 0.30


0.05 0.00 0.31 0.31 0.37 0.32 0.10 0.23 0.28 0.20 0.29 0.26 0.25 0.20 0.22


0.00 0.00 0.15 0.14 0.18 0.15 0.00 0.04 0.10 0.00 0.11 0.07 0.07 0.00 0.00


0.00 0.00 0.00 0.00 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST156 ST158 ST159


WL046402 WL046403 WL046404


Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 2.55


0.00 0.00 0.64


0.00 0.00 0.09


0.00 0.28 0.40


0.07 0.14 0.42


0.06 0.12 0.08


0.04 0.10 0.07


0.09 0.12 0.06


0.00 0.00 0.00


0.10 1.17 0.16


5.08 10.55 5.84


25.24 28.74 26.27


37.40 33.90 36.08


23.33 18.97 20.24


4.53 3.28 3.14


0.09 0.03 0.03


0.00 0.00 0.00


0.00 0.00 0.04


0.48 0.27 0.51


0.79 0.59 0.78


0.76 0.57 0.74


0.60 0.41 0.59


0.51 0.32 0.51


0.41 0.27 0.39


0.30 0.21 0.28


0.13 0.00 0.10


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


100.00 100.00 100.00
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TEST RESULTS


Test Results: Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


Job Number: F269605


Job Reference: National Grid Survey


SAMPLE ID: ST160 ST161 ST162 ST163 ST164 ST165 ST166 ST167 ST168 ST169 ST170 ST171 ST172 ST173 ST174a


LAB ID: WL046405 WL046406 WL046407 WL046408 WL046409 WL046410 WL046411 WL046412 WL046413 WL046414 WL046415 WL046416 WL046417 WL046418 WL046419


Aperture [µm] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


63000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


45000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


31500 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


22400 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


16000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


11200 0.84 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.34 0.00 0.00 0.00 0.00 0.00 0.00


8000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.15 0.00 0.46


5600 0.44 0.00 0.00 0.05 0.03 0.00 0.08 0.00 0.10 0.14 0.17 0.00 0.77 0.00 0.00


4000 0.43 0.06 0.01 0.20 0.53 0.03 0.10 0.11 0.13 0.26 0.34 0.06 0.75 0.13 0.06


2800 0.52 0.15 0.05 0.07 0.46 0.09 0.33 0.21 0.07 0.49 0.33 0.18 0.33 0.23 0.17


2000 0.80 0.54 0.07 0.41 0.87 0.11 0.66 0.44 0.22 0.56 0.27 0.33 0.72 0.34 0.33


1400 1.15 0.81 0.14 0.56 1.56 0.23 1.22 0.59 0.28 0.65 0.52 0.95 1.01 0.76 0.45


1000 1.13 1.07 0.29 1.15 1.70 0.31 2.60 0.83 0.47 0.87 0.57 1.75 1.21 1.60 0.67


707.00 0.00 0.36 0.00 0.66 0.69 0.00 4.40 0.70 0.00 0.00 0.23 1.21 1.31 3.22 0.49


500.00 0.32 2.41 0.27 1.44 1.36 0.14 8.36 0.38 0.27 0.15 0.40 0.80 1.28 4.96 0.78


353.60 6.70 12.07 6.43 9.08 9.56 5.30 15.72 6.74 6.30 5.21 7.33 7.38 8.21 12.04 8.35


250.00 24.72 27.11 25.82 24.76 25.69 25.54 24.05 24.90 25.59 24.65 26.10 24.42 23.26 24.13 25.79


176.80 33.41 30.53 36.07 31.53 31.12 37.49 23.31 34.54 36.05 36.00 34.82 33.28 30.09 27.66 33.29


125.00 20.77 17.74 22.28 20.34 18.12 22.36 12.14 21.27 22.04 21.60 20.73 21.22 19.76 16.72 20.09


88.39 4.30 3.54 4.32 4.76 3.35 3.66 1.90 3.95 3.99 3.67 3.69 4.39 4.69 3.45 3.82


63.00 0.09 0.05 0.06 0.10 0.04 0.03 0.01 0.05 0.05 0.04 0.04 0.06 0.08 0.05 0.05


44.20 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


31.30 0.00 0.00 0.01 0.02 0.01 0.00 0.05 0.00 0.00 0.05 0.00 0.00 0.21 0.00 0.08


22.10 0.38 0.31 0.48 0.41 0.46 0.21 0.47 0.30 0.29 0.52 0.32 0.28 0.74 0.41 0.57


15.60 0.71 0.59 0.78 0.71 0.79 0.67 0.76 0.69 0.66 0.84 0.69 0.67 0.95 0.73 0.85


11.00 0.77 0.64 0.75 0.78 0.84 0.84 0.82 0.83 0.74 0.87 0.77 0.75 0.92 0.79 0.83


7.80 0.71 0.58 0.63 0.75 0.78 0.79 0.82 0.83 0.66 0.84 0.70 0.65 0.89 0.76 0.75


5.50 0.65 0.53 0.57 0.75 0.74 0.74 0.81 0.84 0.61 0.85 0.67 0.58 0.90 0.74 0.74


3.90 0.53 0.44 0.48 0.66 0.61 0.65 0.67 0.75 0.52 0.76 0.58 0.49 0.77 0.62 0.63


2.75 0.39 0.33 0.35 0.49 0.43 0.49 0.46 0.58 0.39 0.57 0.44 0.36 0.57 0.43 0.47


1.95 0.23 0.16 0.16 0.27 0.24 0.29 0.26 0.34 0.23 0.32 0.26 0.17 0.32 0.22 0.27


1.38 0.02 0.00 0.00 0.02 0.02 0.02 0.02 0.10 0.02 0.08 0.02 0.00 0.09 0.01 0.02


0.98 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.69 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.49 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.34 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.24 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.17 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


< 0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


TOTAL: 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST175 ST176 ST177 ST178 ST179 ST180 ST181 ST182 ST183 ST184 ST185 ST186 ST187 ST188 ST189


WL046420 WL046421 WL046422 WL046423 WL046424 WL046425 WL046426 WL046427 WL046428 WL046429 WL046430 WL046431 WL046432 WL046433 WL046434


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 3.56 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.75 0.00 0.00 0.00 2.19 0.00 1.42 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.82 0.29 0.00 0.00 0.37 0.00 1.45 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


2.52 0.38 0.00 0.00 1.98 0.00 2.25 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.27


0.72 0.46 1.08 0.00 1.57 0.11 0.74 0.09 0.00 0.00 0.00 0.00 0.32 0.00 0.00


0.97 0.64 0.61 0.19 2.15 0.05 1.24 0.24 0.00 0.07 0.00 0.00 0.24 0.18 0.01


0.62 1.02 0.26 0.12 1.64 0.02 0.91 0.05 0.01 0.12 0.00 0.00 0.11 0.02 0.15


0.90 0.80 0.18 0.14 1.03 0.07 1.10 0.13 0.09 0.04 0.05 0.00 0.10 0.04 0.02


1.23 1.16 0.41 0.19 0.87 0.17 1.33 0.37 0.18 0.43 0.07 0.03 0.18 0.19 0.11


1.77 1.11 0.72 0.60 1.18 0.68 2.31 1.21 0.61 1.06 0.44 0.51 0.47 0.55 0.56


2.07 0.00 0.00 0.97 0.81 1.89 2.49 1.76 0.73 1.64 0.00 9.52 0.30 1.77 2.13


3.51 0.36 0.03 1.52 0.23 5.79 4.89 4.20 1.94 1.95 0.03 18.17 0.53 2.94 4.73


10.41 6.82 2.95 8.06 4.59 13.92 10.66 11.05 9.00 6.91 2.67 22.57 6.09 8.61 11.37


22.05 24.70 21.68 22.62 18.36 24.38 19.32 22.48 22.94 19.95 18.56 20.34 20.53 20.88 21.90


25.91 32.77 37.74 30.73 27.35 26.64 22.67 27.55 30.46 29.60 35.28 14.42 30.83 28.85 26.79


16.56 19.07 24.24 22.06 19.14 16.65 15.95 19.18 21.95 23.74 28.51 7.65 24.40 22.31 19.53


4.07 3.23 4.14 6.46 4.96 4.13 5.11 5.61 6.46 8.24 8.06 2.16 8.26 7.50 6.43


0.07 0.03 0.05 0.31 0.20 0.11 0.32 0.28 0.29 0.54 0.34 0.13 0.53 0.47 0.41


0.00 0.00 0.00 0.00 0.02 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.12 0.04 0.10 0.40 0.26 0.13 0.07 0.00 0.00 0.00 0.06 0.00 0.00 0.20


0.52 0.73 0.61 0.69 0.91 0.75 0.53 0.55 0.25 0.20 0.20 0.33 0.49 0.42 0.75


0.71 1.05 1.07 1.01 1.06 0.89 0.73 0.89 0.77 0.66 0.80 0.53 0.97 0.86 0.98


0.74 1.07 1.07 0.99 1.07 0.83 0.80 0.96 0.95 0.91 1.12 0.68 1.15 0.97 0.91


0.75 1.04 0.90 0.89 1.10 0.77 0.85 0.92 0.91 0.96 1.07 0.76 1.15 0.90 0.80


0.77 1.04 0.79 0.84 1.12 0.73 0.90 0.87 0.85 0.97 0.96 0.79 1.13 0.86 0.72


0.67 0.90 0.66 0.70 0.94 0.58 0.80 0.72 0.71 0.86 0.79 0.64 0.97 0.73 0.58


0.49 0.67 0.47 0.51 0.68 0.40 0.62 0.52 0.53 0.65 0.60 0.46 0.72 0.54 0.41


0.27 0.38 0.27 0.29 0.38 0.20 0.36 0.28 0.30 0.38 0.35 0.23 0.41 0.32 0.21


0.04 0.14 0.02 0.03 0.16 0.01 0.11 0.02 0.06 0.11 0.10 0.01 0.15 0.09 0.01


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST190 ST191 ST192 ST193 ST194 ST195 ST196 ST197 ST198 ST199 ST200 ST201 ST202 ST203 ST204


WL046435 WL046436 WL046437 WL046438 WL046439 WL046440 WL046441 WL046442 WL046443 WL046444 WL046445 WL046446 WL046447 WL046448 WL046449


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.65 0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.66 0.00 0.06 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 1.27 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.01 0.01 0.00 0.00 0.01 0.44 0.00 0.00 0.03 0.00 0.00 0.07 0.00 0.00


0.00 0.01 0.00 0.01 0.00 0.07 0.40 0.02 0.01 0.00 0.00 0.00 0.00 0.00 0.00


0.03 0.02 0.05 0.06 0.01 0.09 0.50 0.09 0.05 0.06 0.00 0.00 0.00 0.00 0.00


0.28 0.09 0.11 0.28 0.01 0.38 0.57 0.25 0.07 0.08 0.00 0.00 0.00 0.00 0.00


3.66 1.57 0.14 1.10 0.35 1.66 1.65 1.19 0.00 0.14 0.00 0.00 0.00 0.00 0.00


8.39 4.62 0.61 1.99 0.76 2.15 2.12 2.56 0.00 0.02 0.00 0.00 0.00 0.00 0.00


14.72 11.69 6.92 7.68 6.38 6.74 6.08 7.61 0.30 1.39 0.09 0.04 0.01 0.00 0.00


21.20 22.12 22.72 20.45 20.45 19.12 17.32 18.86 8.87 13.16 6.97 5.42 4.48 2.69 2.52


22.80 26.75 32.87 29.32 30.96 29.41 27.22 28.04 28.73 30.54 30.11 26.84 25.37 20.66 18.07


16.32 19.48 24.19 23.50 25.07 24.96 23.76 24.29 33.82 31.30 37.79 37.91 38.76 37.86 34.61


5.82 6.48 6.95 8.40 8.72 9.46 9.48 9.98 15.56 13.27 15.37 18.30 20.38 24.15 26.07


0.47 0.42 0.32 0.61 0.59 0.74 0.93 1.09 1.95 1.42 1.29 2.15 2.76 4.43 6.86


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.00 0.00 0.01 0.02 0.08 0.34


0.28 0.26 0.07 0.14 0.12 0.05 0.10 0.09 0.15 0.09 0.00 0.04 0.00 0.00 0.00


0.85 0.89 0.63 0.87 0.85 0.60 0.76 0.72 1.10 0.86 0.72 0.84 0.64 0.63 0.75


1.06 1.15 1.04 1.22 1.26 1.01 1.17 1.12 1.68 1.51 1.45 1.65 1.43 1.49 1.66


1.02 1.11 0.98 1.15 1.20 0.96 1.17 1.07 1.71 1.56 1.55 1.75 1.57 1.77 1.95


0.93 0.99 0.75 0.95 0.98 0.77 1.04 0.88 1.58 1.32 1.30 1.47 1.31 1.62 1.83


0.84 0.89 0.61 0.84 0.85 0.67 0.95 0.76 1.49 1.16 1.14 1.26 1.11 1.48 1.70


0.64 0.70 0.49 0.67 0.67 0.54 0.79 0.61 1.23 0.93 0.94 1.01 0.90 1.24 1.42


0.43 0.47 0.36 0.47 0.48 0.39 0.56 0.43 0.89 0.67 0.70 0.73 0.67 0.94 1.05


0.24 0.26 0.17 0.26 0.26 0.20 0.32 0.24 0.50 0.38 0.41 0.42 0.39 0.55 0.61


0.02 0.02 0.00 0.02 0.02 0.01 0.09 0.02 0.24 0.11 0.18 0.15 0.14 0.27 0.30


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.03 0.00 0.00 0.00 0.00 0.12 0.19


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.02 0.06


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST205 ST206 ST207


WL046450 WL046451 WL046452


Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.06


0.00 0.00 0.07


0.00 0.00 0.02


0.01 0.01 0.03


0.02 0.01 0.05


0.12 0.04 0.10


1.06 0.35 1.03


0.69 0.25 0.89


0.80 0.51 0.70


6.66 5.33 5.05


19.51 18.98 16.61


28.85 29.52 27.17


22.66 23.70 23.88


8.06 8.76 10.05


0.74 0.88 1.43


0.05 0.09 0.07


0.80 0.96 0.90


1.59 1.83 1.79


1.79 2.05 2.08


1.66 1.89 1.99


1.56 1.70 1.89


1.31 1.35 1.58


0.97 0.94 1.15


0.56 0.52 0.66


0.28 0.25 0.33


0.18 0.05 0.23


0.06 0.00 0.15


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


100.00 100.00 100.00
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TEST RESULTS


Test Results: Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


Job Number: F269605


Job Reference: National Grid Survey


SAMPLE ID: ST208 ST209 ST210 ST211 ST212 ST213 ST214 ST215 ST217 ST219 ST221 ST223 ST225 ST227 ST229


LAB ID: WL046453 WL046454 WL046455 WL046456 WL046457 WL046458 WL046459 WL046460 WL046461 WL046462 WL046463 WL046464 WL046465 WL046466 WL046467


Aperture [µm] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


63000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


45000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


31500 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


22400 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


16000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


11200 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


8000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


5600 0.00 0.06 0.00 0.00 0.00 0.00 0.15 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


4000 0.00 0.10 0.22 0.00 0.06 0.00 0.00 0.00 0.02 0.00 0.00 0.00 0.00 0.00 0.00


2800 0.00 0.08 1.42 0.00 0.20 0.11 0.01 0.08 0.03 0.01 0.01 0.01 0.01 0.00 0.12


2000 0.01 0.02 2.15 0.02 0.07 0.04 0.08 0.04 0.00 0.06 0.04 0.03 0.04 0.04 0.09


1400 0.02 0.02 3.17 0.08 0.39 0.13 0.14 0.07 0.14 0.14 0.13 0.30 0.34 0.12 0.11


1000 0.09 0.15 3.21 0.40 0.62 0.45 0.55 0.35 0.32 0.26 0.39 0.51 1.10 0.52 0.32


707.00 0.94 1.05 1.22 2.33 3.18 1.77 1.46 1.71 1.03 0.72 2.78 0.49 2.53 1.36 0.95


500.00 1.49 1.91 0.60 4.02 6.90 5.37 5.76 5.05 4.82 4.80 6.31 2.96 6.03 3.61 2.68


353.60 2.28 2.59 0.04 5.39 10.28 10.63 12.74 11.23 12.58 13.14 9.97 10.09 11.42 10.50 9.44


250.00 6.76 6.41 1.36 9.50 13.38 15.79 19.01 17.88 20.50 20.84 13.88 18.92 17.17 20.10 19.62


176.80 16.75 15.83 9.57 17.39 16.33 18.01 19.82 19.78 21.38 20.72 17.29 21.72 19.05 23.07 23.28


125.00 25.56 24.64 20.90 23.00 17.07 16.23 15.32 15.95 15.25 14.09 17.18 16.77 15.11 16.52 16.84


88.39 22.28 22.07 21.60 18.68 12.74 10.83 8.55 9.10 7.33 6.54 11.43 8.29 7.53 6.52 6.59


63.00 9.58 9.96 10.62 7.86 5.62 4.74 3.32 3.54 2.52 2.31 4.35 2.55 2.10 1.15 1.14


44.20 1.46 1.69 2.15 1.19 1.15 1.26 1.05 1.16 1.04 1.14 0.93 0.99 0.75 0.64 0.77


31.30 0.06 0.08 0.14 0.00 0.26 0.47 0.73 0.88 1.03 1.17 0.80 1.28 1.31 1.49 1.77


22.10 0.87 0.96 1.52 0.68 1.20 1.06 1.16 1.41 1.38 1.53 1.68 1.77 1.92 1.89 2.24


15.60 1.75 1.85 2.71 1.38 1.78 1.55 1.46 1.78 1.63 1.86 2.08 2.02 2.16 1.98 2.33


11.00 2.06 2.12 3.13 1.63 1.89 1.81 1.61 1.99 1.82 2.14 2.20 2.25 2.37 2.19 2.53


7.80 2.01 2.06 3.31 1.61 1.85 2.01 1.69 2.06 1.89 2.25 2.25 2.40 2.47 2.34 2.61


5.50 1.92 1.99 3.43 1.56 1.77 2.18 1.71 2.00 1.82 2.16 2.18 2.31 2.36 2.20 2.41


3.90 1.60 1.69 2.94 1.32 1.42 1.99 1.45 1.62 1.46 1.71 1.74 1.83 1.82 1.69 1.81


2.75 1.16 1.24 2.14 0.96 0.97 1.56 1.06 1.13 1.02 1.18 1.19 1.25 1.21 1.12 1.18


1.95 0.66 0.71 1.19 0.55 0.53 0.95 0.61 0.63 0.58 0.65 0.64 0.69 0.65 0.60 0.64


1.38 0.33 0.36 0.58 0.27 0.26 0.48 0.30 0.30 0.28 0.32 0.31 0.33 0.31 0.28 0.30


0.98 0.22 0.24 0.38 0.13 0.08 0.31 0.18 0.19 0.11 0.19 0.19 0.20 0.19 0.07 0.18


0.69 0.12 0.15 0.31 0.03 0.01 0.29 0.06 0.07 0.03 0.08 0.06 0.06 0.05 0.00 0.02


0.49 0.00 0.00 0.01 0.00 0.00 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.34 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.24 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.17 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


< 0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


TOTAL: 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00


UK-SED-TCH-TP-070 | Issue 01 EP/25/5139 Page 14 of 18







TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST231 ST233 ST235 ST236 ST237 ST238 ST239 ST240 ST241 ST242 ST243 ST244 ST245 ST246 ST248


WL046468 WL046469 WL046470 WL046471 WL046472 WL046473 WL046474 WL046475 WL046476 WL046477 WL046478 WL046479 WL046480 WL046481 WL046482


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.39 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.01


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.04 0.00 0.00 0.00


0.00 0.00 0.00 0.03 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.04 0.00 0.00 0.00


0.01 0.01 0.00 0.01 0.01 0.00 0.05 0.01 0.00 0.00 0.02 0.04 0.02 0.02 0.14


0.03 0.01 0.02 0.03 0.01 0.01 0.23 0.04 0.04 0.01 0.08 0.17 0.11 0.06 0.61


0.11 0.11 0.10 0.16 0.07 0.06 0.41 0.20 0.14 0.08 0.27 0.56 0.64 0.27 1.75


0.08 0.52 0.18 0.26 0.01 0.03 0.88 0.00 0.01 0.00 0.13 0.60 3.09 0.07 11.63


1.74 6.93 4.39 4.82 3.30 3.16 8.60 1.67 2.09 1.51 3.80 4.94 7.58 2.49 22.45


7.70 19.44 15.69 15.19 16.95 18.90 24.98 12.60 14.69 12.74 16.50 14.94 14.53 11.35 24.96


15.97 25.70 24.42 21.47 28.73 34.02 33.28 28.18 31.35 29.50 30.15 24.44 20.83 22.77 16.29


19.98 19.76 20.67 16.83 23.26 25.21 21.06 28.01 28.53 28.70 27.28 23.20 20.74 25.03 6.67


17.15 9.80 10.13 8.03 9.68 7.69 5.24 13.94 11.64 13.07 12.22 13.07 14.00 16.59 2.43


9.66 3.21 2.43 2.50 1.41 0.44 0.13 2.50 1.20 1.85 1.65 3.46 5.55 5.76 1.79


3.46 1.19 0.73 1.40 0.44 0.16 0.00 0.11 0.04 0.07 0.01 0.33 1.18 0.85 1.39


1.41 1.17 1.47 1.88 1.57 0.89 0.27 1.10 0.69 0.93 0.45 0.95 0.77 0.81 0.88


1.63 1.34 1.93 2.22 1.88 1.23 0.64 1.81 1.36 1.69 1.06 1.70 1.41 1.67 0.69


2.31 1.48 2.13 2.76 1.76 1.21 0.72 1.65 1.45 1.69 1.19 1.74 1.66 1.85 0.99


2.75 1.63 2.50 3.52 1.88 1.24 0.68 1.48 1.34 1.56 1.08 1.67 1.58 1.77 1.34


3.18 1.77 2.97 4.21 2.15 1.38 0.69 1.57 1.34 1.60 1.04 1.79 1.56 1.88 1.53


3.42 1.76 3.06 4.30 2.15 1.38 0.68 1.59 1.29 1.57 0.99 1.82 1.50 1.96 1.46


3.30 1.60 2.75 3.85 1.87 1.21 0.61 1.41 1.13 1.38 0.86 1.62 1.31 1.82 1.24


2.58 1.21 2.02 2.85 1.35 0.87 0.45 1.03 0.82 0.99 0.62 1.18 0.94 1.38 0.88


1.73 0.81 1.30 1.86 0.87 0.56 0.30 0.67 0.53 0.63 0.40 0.75 0.60 0.90 0.55


0.92 0.43 0.68 0.97 0.47 0.30 0.11 0.36 0.29 0.34 0.21 0.41 0.32 0.49 0.28


0.44 0.15 0.31 0.44 0.20 0.06 0.00 0.10 0.06 0.10 0.01 0.13 0.09 0.21 0.02


0.27 0.00 0.12 0.26 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.16 0.00 0.02 0.15 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST249 ST250 ST251 ST252 ST253 ST254 ST255 ST256 ST257 ST259 ST260 ST261 ST262 ST263 ST264


WL046483 WL046484 WL046485 WL046486 WL046487 WL046488 WL046489 WL046490 WL046491 WL046492 WL046493 WL046494 WL046495 WL046496 WL046497


Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.35 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.87 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 1.13 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.15 1.31 0.00 0.00 0.00 0.05 0.00 0.00 0.00 0.01 0.01


0.05 0.00 0.00 0.00 0.44 0.37 0.00 0.00 0.00 0.04 0.02 0.02 0.01 0.01 0.00


1.02 0.00 0.00 0.01 1.03 0.22 0.01 0.01 0.01 0.01 0.01 0.01 0.03 0.00 0.00


5.13 0.03 0.04 0.04 1.87 0.10 0.09 0.02 0.01 0.01 0.04 0.01 0.02 0.04 0.01


10.04 0.11 0.28 0.20 3.23 0.09 0.17 0.09 0.14 0.03 0.14 0.04 0.08 0.08 0.08


9.52 1.74 1.02 1.54 21.64 5.41 6.61 3.99 1.76 0.17 0.12 0.00 0.35 0.03 0.03


15.68 5.83 6.43 5.58 28.12 20.40 25.85 8.84 5.53 0.53 0.06 0.00 3.85 3.56 2.76


16.21 12.05 17.97 12.67 16.33 29.33 34.05 12.17 10.62 3.93 0.33 0.39 12.44 21.63 15.23


10.35 17.06 25.12 19.15 3.01 20.33 17.10 13.37 15.69 12.34 5.08 6.06 21.23 37.17 29.16


4.81 17.70 20.74 19.59 0.13 6.96 2.77 14.55 18.60 21.21 16.82 18.50 22.17 24.65 26.87


3.06 14.16 11.12 14.31 1.53 1.63 0.28 15.00 17.36 23.67 26.98 27.25 15.92 5.98 13.22


3.00 8.14 3.80 7.09 2.87 2.12 1.91 11.33 11.19 16.44 23.23 21.80 7.80 0.17 2.69


2.24 3.24 1.25 2.42 2.22 2.10 2.07 5.05 4.24 6.11 9.72 8.56 2.67 0.05 0.12


1.48 1.48 1.17 1.23 1.40 1.05 0.99 1.33 1.03 0.95 1.46 1.20 1.18 0.53 0.73


1.40 1.57 1.39 1.58 1.36 0.41 0.42 0.85 0.98 0.78 0.43 0.50 1.32 0.71 1.25


2.11 2.10 1.49 2.06 2.10 0.69 0.81 1.72 1.77 1.99 2.07 2.07 1.66 0.68 1.21


2.77 2.39 1.55 2.27 2.73 1.08 1.28 2.16 2.01 2.26 2.68 2.56 1.70 0.74 1.13


3.00 2.60 1.62 2.40 2.87 1.20 1.46 2.20 1.99 2.08 2.41 2.33 1.69 0.86 1.19


2.70 2.67 1.52 2.37 2.49 1.08 1.36 2.12 1.96 1.96 2.16 2.17 1.66 0.90 1.20


2.19 2.53 1.28 2.13 1.92 0.89 1.15 1.95 1.87 1.90 2.10 2.16 1.55 0.84 1.12


1.51 1.97 0.90 1.56 1.28 0.63 0.82 1.49 1.47 1.53 1.74 1.80 1.20 0.65 0.89


0.94 1.33 0.56 1.00 0.77 0.40 0.52 0.98 0.99 1.04 1.20 1.25 0.81 0.45 0.64


0.49 0.70 0.30 0.52 0.39 0.17 0.27 0.50 0.52 0.55 0.64 0.67 0.44 0.25 0.37


0.23 0.33 0.06 0.23 0.12 0.00 0.02 0.23 0.24 0.27 0.31 0.32 0.19 0.02 0.11


0.07 0.20 0.00 0.01 0.00 0.00 0.00 0.04 0.03 0.14 0.20 0.22 0.00 0.00 0.00


0.01 0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.02 0.07 0.12 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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TEST RESULTS


Test Results: 


Job Number:


Job Reference:


SAMPLE ID:


LAB ID:


Aperture [µm]


63000


45000


31500


22400


16000


11200


8000


5600


4000


2800


2000


1400


1000


707.00


500.00


353.60


250.00


176.80


125.00


88.39


63.00


44.20


31.30


22.10


15.60


11.00


7.80


5.50


3.90


2.75


1.95


1.38


0.98


0.69


0.49


0.34


0.24


0.17


0.12


0.09


0.06


0.04


< 0.04


TOTAL:


Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


F269605


National Grid Survey


ST265 ST267 ST269


WL046498 WL046499 WL046500


Fractional [%] Fractional [%] Fractional [%]


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


2.34 0.00 0.00


1.99 0.00 0.00


9.07 0.00 0.00


3.61 0.00 0.00


2.00 0.00 0.00


0.48 0.01 0.00


0.56 0.01 0.08


0.48 0.02 0.28


0.61 0.07 0.32


0.89 0.30 0.71


0.16 1.77 1.18


2.49 6.72 1.43


9.59 14.67 4.45


17.94 21.17 12.90


19.18 20.91 22.13


12.97 14.88 24.48


5.14 7.20 16.63


1.07 2.17 5.82


0.42 0.59 0.61


0.82 0.75 0.31


1.04 1.17 1.17


1.02 1.26 1.34


1.04 1.23 1.12


1.11 1.23 1.01


1.18 1.24 1.10


1.04 1.08 1.05


0.80 0.82 0.84


0.48 0.49 0.51


0.24 0.23 0.26


0.15 0.02 0.17


0.10 0.01 0.07


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


0.00 0.00 0.00


100.00 100.00 100.00
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TEST RESULTS


Test Results: Particle Size Distribution by Dry Sieving (63000 - 1000 µm) and Laser Diffraction (< 1000 - < 0.04 µm) @ 0.5 Phi Intervals


Job Number: F269605


Job Reference: National Grid Survey


SAMPLE ID: ST271 ST273 ST275 ST277 ST279 ST281 ST283 ST285 ST287 ST289 ST291 ST293 ST295 ST297 ST299


LAB ID: WL046501 WL046502 WL046503 WL046504 WL046505 WL046506 WL046507 WL046508 WL046509 WL046510 WL046511 WL046512 WL046513 WL046514 WL046515


Aperture [µm] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%] Fractional [%]


63000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


45000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


31500 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


22400 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


16000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


11200 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


8000 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.26 0.00 0.00


5600 0.00 0.00 0.00 0.05 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.07 0.00


4000 0.00 0.08 0.00 0.00 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


2800 0.00 0.51 0.00 0.00 0.01 0.00 0.00 0.00 0.00 0.00 0.01 0.00 0.07 0.06 0.01


2000 0.00 0.34 0.00 0.01 0.01 0.00 0.00 0.00 0.01 0.02 0.00 0.00 0.09 0.07 0.01


1400 0.02 0.44 0.00 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.03 0.10 0.04 0.02


1000 0.07 0.83 0.03 0.04 0.11 0.01 0.00 0.00 0.01 0.02 0.02 0.01 0.07 0.06 0.04


707.00 0.00 2.75 0.35 0.99 0.30 0.00 0.45 0.20 0.20 0.00 0.00 0.18 0.16 0.00 0.00


500.00 0.00 7.71 2.76 0.59 0.51 0.01 7.16 6.12 5.03 0.12 0.06 4.80 4.10 1.13 0.39


353.60 0.00 14.87 7.30 1.50 3.64 1.49 20.92 23.13 19.45 5.47 4.10 18.32 14.62 9.07 5.80


250.00 2.32 20.22 13.09 9.15 13.88 10.93 28.10 33.78 31.79 25.74 21.95 29.13 24.43 23.21 19.86


176.80 14.35 19.45 19.21 22.37 25.56 25.21 21.95 23.45 26.22 36.19 34.91 25.31 24.40 29.19 30.11


125.00 28.87 13.64 22.54 29.24 27.21 29.92 11.11 7.29 10.73 21.40 24.57 12.95 15.96 21.09 25.14


88.39 27.13 6.45 17.35 20.35 15.63 18.19 3.47 0.45 1.26 3.97 6.30 2.98 5.91 7.40 10.05


63.00 11.44 1.92 6.92 6.17 3.70 4.38 0.84 0.00 0.01 0.08 0.26 0.13 0.88 0.75 1.19


44.20 1.68 0.69 0.87 0.42 0.14 0.16 0.68 0.29 0.35 0.17 0.19 0.46 0.49 0.21 0.13


31.30 0.18 0.95 0.29 0.27 0.69 0.53 0.89 0.64 0.82 0.96 1.07 1.07 1.31 1.16 0.95


22.10 1.54 1.26 1.25 1.21 1.57 1.41 0.88 0.73 0.89 1.38 1.55 1.06 1.51 1.55 1.52


15.60 2.13 1.24 1.54 1.54 1.56 1.55 0.77 0.71 0.76 1.16 1.32 0.84 1.27 1.27 1.30


11.00 1.77 1.22 1.30 1.30 1.22 1.28 0.71 0.71 0.68 0.88 1.00 0.72 1.12 0.99 0.95


7.80 1.52 1.28 1.14 1.10 1.04 1.13 0.65 0.71 0.61 0.75 0.85 0.67 1.05 0.87 0.77


5.50 1.71 1.32 1.19 1.13 1.04 1.18 0.57 0.67 0.52 0.68 0.76 0.58 0.92 0.77 0.70


3.90 1.74 1.14 1.10 1.04 0.91 1.07 0.43 0.53 0.37 0.52 0.56 0.42 0.66 0.56 0.54


2.75 1.46 0.84 0.86 0.82 0.67 0.82 0.30 0.38 0.25 0.34 0.36 0.28 0.41 0.36 0.36


1.95 0.92 0.48 0.50 0.47 0.39 0.49 0.12 0.20 0.04 0.15 0.16 0.07 0.20 0.15 0.16


1.38 0.48 0.23 0.25 0.22 0.16 0.23 0.00 0.01 0.00 0.00 0.00 0.00 0.01 0.00 0.00


0.98 0.34 0.06 0.13 0.01 0.00 0.01 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.69 0.33 0.03 0.05 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.49 0.03 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.34 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.24 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.17 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.09 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


< 0.04 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00


TOTAL: 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00 100.00
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File Attachment
Appendix D.2 Sediment Particle Size Certificate.pdf




National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 9.47 9.47 22400 -4.5 0.00 0.00


16000 -4.0 16.07 25.53 16000 -4.0 0.00 0.00


11200 -3.5 5.79 31.32 11200 -3.5 0.00 0.00


8000 -3.0 7.90 39.22 8000 -3.0 0.00 0.00


5600 -2.5 9.23 48.45 5600 -2.5 0.00 0.00


4000 -2.0 6.18 54.63 4000 -2.0 0.03 0.03


2800 -1.5 4.92 59.56 2800 -1.5 0.17 0.20


2000 -1.0 3.21 62.77 2000 -1.0 0.25 0.45


1400 -0.5 2.79 65.56 1400 -0.5 0.34 0.79


1000 0.0 1.76 67.33 1000 0.0 0.41 1.20


707.00 0.5 0.68 68.01 707.00 0.5 3.15 4.35


500.00 1.0 3.92 71.93 500.00 1.0 21.49 25.85


353.60 1.5 8.85 80.78 353.60 1.5 41.17 67.02


250.00 2.0 9.21 89.99 250.00 2.0 27.28 94.30


176.80 2.5 4.27 94.26 176.80 2.5 5.10 99.40


125.00 3.0 0.59 94.85 125.00 3.0 0.06 99.46


88.39 3.5 0.00 94.85 88.39 3.5 0.00 99.46


63.00 4.0 0.07 94.92 63.00 4.0 0.00 99.46


44.20 4.5 0.28 95.21 44.20 4.5 0.00 99.46


31.30 5.0 0.35 95.56 31.30 5.0 0.00 99.46


22.10 5.5 0.34 95.90 22.10 5.5 0.00 99.46


15.60 6.0 0.36 96.26 15.60 6.0 0.00 99.46


11.00 6.5 0.45 96.70 11.00 6.5 0.09 99.54


7.80 7.0 0.55 97.25 7.80 7.0 0.13 99.67


5.50 7.5 0.63 97.89 5.50 7.5 0.12 99.79


3.90 8.0 0.62 98.50 3.90 8.0 0.11 99.90


2.75 8.5 0.54 99.05 2.75 8.5 0.10 100.00


1.95 9.0 0.39 99.43 1.95 9.0 0.00 100.00


1.38 9.5 0.23 99.66 1.38 9.5 0.00 100.00


0.98 10.0 0.16 99.82 0.98 10.0 0.00 100.00


0.69 10.5 0.14 99.97 0.69 10.5 0.00 100.00


0.49 11.0 0.03 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.83 Sorting 0.50


Skewness 0.41 Skewness 0.00


Kurtosis 0.70 Kurtosis 0.96


Mean [µm] 3158.14 Mean [µm] 408.45


Mean [phi] -1.66 Mean [phi] 1.29


Median [µm] 5147.49 Median [µm] 408.05


Median [phi] -2.36 Median [phi] 1.29


Gravel [%] 62.77 Gravel [%] 0.45


Sand [%] 32.15 Sand [%] 99.01


Mud [%] 5.08 Mud [%] 0.54


ST001 ST002


Total Total


Very Poorly Sorted Well Sorted


Very Fine Skewed Symmetrical


Platykurtic Mesokurtic


Granule Medium Sand


Pebble Medium Sand


Muddy Sandy Gravel Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 13.23 13.23


8000 -3.0 1.79 1.79 8000 -3.0 9.83 23.06


5600 -2.5 0.84 2.63 5600 -2.5 8.54 31.61


4000 -2.0 1.55 4.18 4000 -2.0 3.28 34.88


2800 -1.5 1.99 6.17 2800 -1.5 3.79 38.68


2000 -1.0 2.17 8.34 2000 -1.0 2.42 41.10


1400 -0.5 1.75 10.09 1400 -0.5 2.09 43.19


1000 0.0 1.63 11.73 1000 0.0 1.84 45.03


707.00 0.5 1.25 12.97 707.00 0.5 1.40 46.43


500.00 1.0 9.95 22.92 500.00 1.0 3.08 49.51


353.60 1.5 24.22 47.15 353.60 1.5 6.29 55.80


250.00 2.0 22.98 70.12 250.00 2.0 9.28 65.08


176.80 2.5 8.00 78.13 176.80 2.5 8.98 74.06


125.00 3.0 0.52 78.65 125.00 3.0 5.88 79.94


88.39 3.5 0.00 78.65 88.39 3.5 2.75 82.69


63.00 4.0 0.11 78.76 63.00 4.0 1.44 84.13


44.20 4.5 0.81 79.57 44.20 4.5 1.34 85.47


31.30 5.0 1.36 80.93 31.30 5.0 1.31 86.78


22.10 5.5 1.56 82.49 22.10 5.5 1.25 88.03


15.60 6.0 1.75 84.24 15.60 6.0 1.27 89.30


11.00 6.5 2.18 86.42 11.00 6.5 1.43 90.73


7.80 7.0 2.64 89.06 7.80 7.0 1.64 92.37


5.50 7.5 2.89 91.95 5.50 7.5 1.80 94.16


3.90 8.0 2.62 94.57 3.90 8.0 1.70 95.87


2.75 8.5 2.10 96.67 2.75 8.5 1.47 97.34


1.95 9.0 1.38 98.05 1.95 9.0 1.04 98.38


1.38 9.5 0.79 98.84 1.38 9.5 0.62 99.00


0.98 10.0 0.54 99.38 0.98 10.0 0.45 99.44


0.69 10.5 0.50 99.89 0.69 10.5 0.45 99.89


0.49 11.0 0.11 100.00 0.49 11.0 0.11 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.82 Sorting 3.57


Skewness 0.49 Skewness -0.02


Kurtosis 3.21 Kurtosis 0.87


Mean [µm] 152.21 Mean [µm] 685.28


Mean [phi] 2.72 Mean [phi] 0.55


Median [µm] 338.70 Median [µm] 486.69


Median [phi] 1.56 Median [phi] 1.04


Gravel [%] 8.34 Gravel [%] 41.10


Sand [%] 70.42 Sand [%] 43.03


Mud [%] 21.24 Mud [%] 15.87


ST003 ST004


Total Total


Very Poorly Sorted Very Poorly Sorted


Very Fine Skewed Symmetrical


Extremely Leptokurtic Platykurtic


Fine Sand Coarse Sand


Medium Sand Medium Sand


Gravelly Muddy Sand Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 11.01 11.01


11200 -3.5 0.00 0.00 11200 -3.5 2.03 13.04


8000 -3.0 5.51 5.51 8000 -3.0 4.41 17.45


5600 -2.5 2.88 8.39 5600 -2.5 2.63 20.08


4000 -2.0 3.51 11.90 4000 -2.0 1.90 21.98


2800 -1.5 1.24 13.14 2800 -1.5 1.63 23.62


2000 -1.0 1.07 14.21 2000 -1.0 1.08 24.69


1400 -0.5 1.50 15.71 1400 -0.5 1.05 25.74


1000 0.0 1.68 17.38 1000 0.0 0.69 26.43


707.00 0.5 1.69 19.07 707.00 0.5 0.04 26.47


500.00 1.0 3.11 22.18 500.00 1.0 2.02 28.49


353.60 1.5 4.59 26.77 353.60 1.5 10.76 39.25


250.00 2.0 5.03 31.80 250.00 2.0 20.39 59.64


176.80 2.5 4.33 36.14 176.80 2.5 18.58 78.22


125.00 3.0 3.62 39.76 125.00 3.0 8.85 87.07


88.39 3.5 3.58 43.34 88.39 3.5 1.57 88.64


63.00 4.0 3.92 47.26 63.00 4.0 0.07 88.71


44.20 4.5 4.67 51.94 44.20 4.5 0.72 89.44


31.30 5.0 5.07 57.00 31.30 5.0 1.09 90.52


22.10 5.5 5.48 62.49 22.10 5.5 0.90 91.43


15.60 6.0 5.64 68.13 15.60 6.0 0.78 92.21


11.00 6.5 5.70 73.83 11.00 6.5 0.90 93.11


7.80 7.0 5.57 79.40 7.80 7.0 1.09 94.20


5.50 7.5 5.36 84.76 5.50 7.5 1.24 95.45


3.90 8.0 4.62 89.38 3.90 8.0 1.23 96.67


2.75 8.5 3.74 93.12 2.75 8.5 1.11 97.79


1.95 9.0 2.55 95.66 1.95 9.0 0.82 98.61


1.38 9.5 1.50 97.17 1.38 9.5 0.51 99.12


0.98 10.0 1.16 98.32 0.98 10.0 0.38 99.50


0.69 10.5 1.27 99.59 0.69 10.5 0.40 99.90


0.49 11.0 0.40 100.00 0.49 11.0 0.10 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.76 Sorting 3.25


Skewness -0.21 Skewness -0.34


Kurtosis 0.92 Kurtosis 1.46


Mean [µm] 73.09 Mean [µm] 718.53


Mean [phi] 3.77 Mean [phi] 0.48


Median [µm] 51.19 Median [µm] 294.53


Median [phi] 4.29 Median [phi] 1.76


Gravel [%] 14.21 Gravel [%] 24.69


Sand [%] 33.06 Sand [%] 64.02


Mud [%] 52.74 Mud [%] 11.29


ST005 ST006a


Total Total


Very Poorly Sorted Very Poorly Sorted


Coarse Skewed Very Coarse Skewed


Mesokurtic Leptokurtic


Very Fine Sand Coarse Sand


Coarse Silt Medium Sand


Gravelly Mud Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 3.86 3.86 11200 -3.5 2.88 2.88


8000 -3.0 0.24 4.10 8000 -3.0 2.82 5.70


5600 -2.5 5.01 9.11 5600 -2.5 1.31 7.01


4000 -2.0 3.94 13.04 4000 -2.0 2.18 9.19


2800 -1.5 4.31 17.35 2800 -1.5 1.67 10.87


2000 -1.0 2.74 20.09 2000 -1.0 1.70 12.57


1400 -0.5 1.81 21.90 1400 -0.5 1.66 14.23


1000 0.0 1.42 23.33 1000 0.0 1.73 15.96


707.00 0.5 0.32 23.65 707.00 0.5 1.39 17.35


500.00 1.0 4.22 27.88 500.00 1.0 3.47 20.82


353.60 1.5 12.52 40.39 353.60 1.5 7.41 28.23


250.00 2.0 17.86 58.26 250.00 2.0 11.08 39.30


176.80 2.5 14.51 72.77 176.80 2.5 11.14 50.45


125.00 3.0 7.26 80.03 125.00 3.0 8.05 58.50


88.39 3.5 2.36 82.39 88.39 3.5 4.43 62.93


63.00 4.0 1.21 83.60 63.00 4.0 2.48 65.41


44.20 4.5 1.40 85.00 44.20 4.5 2.16 67.57


31.30 5.0 1.33 86.33 31.30 5.0 2.25 69.82


22.10 5.5 1.17 87.50 22.10 5.5 2.53 72.35


15.60 6.0 1.18 88.68 15.60 6.0 2.79 75.15


11.00 6.5 1.36 90.03 11.00 6.5 3.14 78.28


7.80 7.0 1.56 91.60 7.80 7.0 3.48 81.76


5.50 7.5 1.77 93.37 5.50 7.5 3.85 85.61


3.90 8.0 1.77 95.14 3.90 8.0 3.76 89.38


2.75 8.5 1.60 96.74 2.75 8.5 3.38 92.76


1.95 9.0 1.18 97.92 1.95 9.0 2.51 95.27


1.38 9.5 0.74 98.67 1.38 9.5 1.61 96.88


0.98 10.0 0.56 99.23 0.98 10.0 1.26 98.14


0.69 10.5 0.57 99.80 0.69 10.5 1.36 99.50


0.49 11.0 0.20 100.00 0.49 11.0 0.50 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.09 Sorting 3.65


Skewness -0.02 Skewness 0.20


Kurtosis 2.23 Kurtosis 1.05


Mean [µm] 374.07 Mean [µm] 104.16


Mean [phi] 1.42 Mean [phi] 3.26


Median [µm] 293.45 Median [µm] 179.28


Median [phi] 1.77 Median [phi] 2.48


Gravel [%] 20.09 Gravel [%] 12.57


Sand [%] 63.51 Sand [%] 51.18


Mud [%] 16.40 Mud [%] 32.43


ST007 ST008


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Fine Skewed


Very Leptokurtic Mesokurtic


Medium Sand Very Fine Sand


Medium Sand Fine Sand


Gravelly Muddy Sand Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 25.11 25.11


22400 -4.5 0.00 0.00 22400 -4.5 4.58 29.68


16000 -4.0 14.26 14.26 16000 -4.0 8.40 38.09


11200 -3.5 4.78 19.04 11200 -3.5 3.58 41.66


8000 -3.0 12.66 31.70 8000 -3.0 5.47 47.13


5600 -2.5 9.05 40.76 5600 -2.5 4.41 51.54


4000 -2.0 7.48 48.24 4000 -2.0 3.35 54.89


2800 -1.5 5.38 53.61 2800 -1.5 3.07 57.96


2000 -1.0 3.36 56.98 2000 -1.0 3.37 61.32


1400 -0.5 2.67 59.65 1400 -0.5 3.48 64.80


1000 0.0 1.63 61.28 1000 0.0 2.95 67.75


707.00 0.5 1.45 62.73 707.00 0.5 2.51 70.26


500.00 1.0 3.67 66.40 500.00 1.0 4.22 74.48


353.60 1.5 6.33 72.73 353.60 1.5 5.31 79.80


250.00 2.0 7.50 80.23 250.00 2.0 4.90 84.70


176.80 2.5 6.18 86.42 176.80 2.5 3.35 88.05


125.00 3.0 3.66 90.08 125.00 3.0 1.85 89.90


88.39 3.5 1.61 91.69 88.39 3.5 1.07 90.97


63.00 4.0 0.78 92.47 63.00 4.0 0.80 91.77


44.20 4.5 0.65 93.12 44.20 4.5 0.69 92.46


31.30 5.0 0.60 93.71 31.30 5.0 0.55 93.01


22.10 5.5 0.55 94.27 22.10 5.5 0.54 93.54


15.60 6.0 0.56 94.83 15.60 6.0 0.61 94.16


11.00 6.5 0.64 95.46 11.00 6.5 0.74 94.90


7.80 7.0 0.75 96.21 7.80 7.0 0.88 95.77


5.50 7.5 0.85 97.06 5.50 7.5 0.99 96.76


3.90 8.0 0.84 97.90 3.90 8.0 0.96 97.73


2.75 8.5 0.74 98.64 2.75 8.5 0.83 98.56


1.95 9.0 0.53 99.17 1.95 9.0 0.58 99.13


1.38 9.5 0.32 99.49 1.38 9.5 0.34 99.47


0.98 10.0 0.23 99.72 0.98 10.0 0.24 99.72


0.69 10.5 0.22 99.95 0.69 10.5 0.23 99.95


0.49 11.0 0.05 100.00 0.49 11.0 0.05 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.11 Sorting 3.58


Skewness 0.44 Skewness 0.42


Kurtosis 0.87 Kurtosis 0.81


Mean [µm] 2163.28 Mean [µm] 3909.00


Mean [phi] -1.11 Mean [phi] -1.97


Median [µm] 3558.63 Median [µm] 6343.99


Median [phi] -1.83 Median [phi] -2.67


Gravel [%] 56.98 Gravel [%] 61.32


Sand [%] 35.49 Sand [%] 30.45


Mud [%] 7.53 Mud [%] 8.23


ST010 ST013


Total Total


Very Poorly Sorted Very Poorly Sorted


Very Fine Skewed Very Fine Skewed


Platykurtic Platykurtic


Granule Granule


Granule Pebble


Muddy Sandy Gravel Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 20.12 20.12 31500 -5.0 0.00 0.00


22400 -4.5 7.31 27.43 22400 -4.5 0.98 0.98


16000 -4.0 0.00 27.43 16000 -4.0 17.37 18.35


11200 -3.5 4.87 32.30 11200 -3.5 13.79 32.15


8000 -3.0 5.42 37.72 8000 -3.0 3.92 36.07


5600 -2.5 5.45 43.17 5600 -2.5 7.75 43.82


4000 -2.0 3.87 47.04 4000 -2.0 4.63 48.44


2800 -1.5 4.51 51.55 2800 -1.5 5.24 53.69


2000 -1.0 3.68 55.23 2000 -1.0 3.56 57.25


1400 -0.5 3.20 58.43 1400 -0.5 3.28 60.53


1000 0.0 3.03 61.47 1000 0.0 2.88 63.41


707.00 0.5 2.83 64.30 707.00 0.5 3.04 66.45


500.00 1.0 4.83 69.13 500.00 1.0 4.57 71.02


353.60 1.5 6.32 75.45 353.60 1.5 5.40 76.42


250.00 2.0 6.13 81.58 250.00 2.0 5.13 81.56


176.80 2.5 4.41 85.99 176.80 2.5 4.02 85.58


125.00 3.0 2.51 88.50 125.00 3.0 2.70 88.27


88.39 3.5 1.34 89.84 88.39 3.5 1.58 89.85


63.00 4.0 0.86 90.70 63.00 4.0 0.91 90.76


44.20 4.5 0.71 91.41 44.20 4.5 0.69 91.45


31.30 5.0 0.60 92.01 31.30 5.0 0.63 92.08


22.10 5.5 0.61 92.62 22.10 5.5 0.68 92.76


15.60 6.0 0.69 93.31 15.60 6.0 0.73 93.49


11.00 6.5 0.82 94.13 11.00 6.5 0.81 94.30


7.80 7.0 0.96 95.08 7.80 7.0 0.90 95.19


5.50 7.5 1.10 96.19 5.50 7.5 1.01 96.21


3.90 8.0 1.10 97.28 3.90 8.0 1.01 97.21


2.75 8.5 0.97 98.25 2.75 8.5 0.92 98.13


1.95 9.0 0.69 98.94 1.95 9.0 0.68 98.81


1.38 9.5 0.42 99.35 1.38 9.5 0.43 99.24


0.98 10.0 0.30 99.65 0.98 10.0 0.32 99.56


0.69 10.5 0.29 99.94 0.69 10.5 0.33 99.89


0.49 11.0 0.06 100.00 0.49 11.0 0.11 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.71 Sorting 3.30


Skewness 0.23 Skewness 0.43


Kurtosis 0.83 Kurtosis 0.90


Mean [µm] 2809.39 Mean [µm] 2302.36


Mean [phi] -1.49 Mean [phi] -1.20


Median [µm] 3165.55 Median [µm] 3598.12


Median [phi] -1.66 Median [phi] -1.85


Gravel [%] 55.23 Gravel [%] 57.25


Sand [%] 35.47 Sand [%] 33.51


Mud [%] 9.30 Mud [%] 9.24


ST015 ST019


Total Total


Very Poorly Sorted Very Poorly Sorted


Fine Skewed Very Fine Skewed


Platykurtic Mesokurtic


Granule Granule


Granule Granule


Muddy Sandy Gravel Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 27.31 27.31 45000 -5.5 58.39 58.39


31500 -5.0 18.92 46.22 31500 -5.0 12.47 70.86


22400 -4.5 19.21 65.44 22400 -4.5 0.00 70.86


16000 -4.0 6.91 72.34 16000 -4.0 8.44 79.29


11200 -3.5 0.00 72.34 11200 -3.5 2.71 82.01


8000 -3.0 1.73 74.07 8000 -3.0 3.19 85.20


5600 -2.5 2.76 76.84 5600 -2.5 1.18 86.37


4000 -2.0 1.66 78.50 4000 -2.0 0.98 87.36


2800 -1.5 2.19 80.69 2800 -1.5 1.20 88.56


2000 -1.0 1.82 82.51 2000 -1.0 1.17 89.72


1400 -0.5 1.89 84.40 1400 -0.5 1.00 90.72


1000 0.0 1.49 85.89 1000 0.0 0.88 91.60


707.00 0.5 1.31 87.20 707.00 0.5 0.78 92.38


500.00 1.0 1.72 88.92 500.00 1.0 1.02 93.40


353.60 1.5 1.94 90.86 353.60 1.5 1.15 94.55


250.00 2.0 1.92 92.78 250.00 2.0 1.11 95.66


176.80 2.5 1.67 94.44 176.80 2.5 0.93 96.58


125.00 3.0 1.23 95.67 125.00 3.0 0.67 97.25


88.39 3.5 0.71 96.39 88.39 3.5 0.40 97.65


63.00 4.0 0.35 96.73 63.00 4.0 0.22 97.87


44.20 4.5 0.22 96.96 44.20 4.5 0.15 98.03


31.30 5.0 0.21 97.16 31.30 5.0 0.14 98.17


22.10 5.5 0.23 97.39 22.10 5.5 0.15 98.32


15.60 6.0 0.25 97.64 15.60 6.0 0.17 98.49


11.00 6.5 0.28 97.93 11.00 6.5 0.19 98.67


7.80 7.0 0.33 98.26 7.80 7.0 0.21 98.89


5.50 7.5 0.39 98.64 5.50 7.5 0.24 99.13


3.90 8.0 0.39 99.03 3.90 8.0 0.24 99.37


2.75 8.5 0.34 99.38 2.75 8.5 0.22 99.59


1.95 9.0 0.24 99.62 1.95 9.0 0.16 99.75


1.38 9.5 0.15 99.77 1.38 9.5 0.10 99.85


0.98 10.0 0.11 99.88 0.98 10.0 0.07 99.92


0.69 10.5 0.10 99.98 0.69 10.5 0.07 99.98


0.49 11.0 0.02 100.00 0.49 11.0 0.02 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.58 Sorting 1.82


Skewness 0.72 Skewness 0.84


Kurtosis 1.31 Kurtosis 2.06


Mean [µm] 13203.18 Mean [µm] 29094.10


Mean [phi] -3.72 Mean [phi] -4.86


Median [µm] 29458.39 Median [µm] 47229.26


Median [phi] -4.88 Median [phi] -5.56


Gravel [%] 82.51 Gravel [%] 89.72


Sand [%] 14.22 Sand [%] 8.15


Mud [%] 3.27 Mud [%] 2.13


ST020 ST021


Total Total


Very Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Leptokurtic Very Leptokurtic


Pebble Pebble


Pebble Pebble


Gravel Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 34.47 34.47 31500 -5.0 30.11 30.11


22400 -4.5 11.03 45.50 22400 -4.5 20.09 50.20


16000 -4.0 16.59 62.09 16000 -4.0 2.94 53.15


11200 -3.5 1.92 64.02 11200 -3.5 2.14 55.29


8000 -3.0 2.73 66.75 8000 -3.0 2.66 57.95


5600 -2.5 3.24 69.99 5600 -2.5 3.37 61.32


4000 -2.0 2.87 72.86 4000 -2.0 2.89 64.21


2800 -1.5 3.74 76.60 2800 -1.5 2.82 67.03


2000 -1.0 2.82 79.42 2000 -1.0 2.24 69.27


1400 -0.5 2.68 82.10 1400 -0.5 2.55 71.83


1000 0.0 2.18 84.28 1000 0.0 2.36 74.19


707.00 0.5 1.67 85.95 707.00 0.5 3.28 77.47


500.00 1.0 2.10 88.04 500.00 1.0 4.50 81.97


353.60 1.5 2.23 90.28 353.60 1.5 4.70 86.67


250.00 2.0 2.01 92.29 250.00 2.0 3.78 90.45


176.80 2.5 1.45 93.75 176.80 2.5 2.41 92.86


125.00 3.0 0.84 94.58 125.00 3.0 1.29 94.14


88.39 3.5 0.45 95.03 88.39 3.5 0.68 94.82


63.00 4.0 0.32 95.36 63.00 4.0 0.44 95.26


44.20 4.5 0.33 95.68 44.20 4.5 0.36 95.62


31.30 5.0 0.32 96.01 31.30 5.0 0.32 95.94


22.10 5.5 0.34 96.35 22.10 5.5 0.33 96.27


15.60 6.0 0.37 96.72 15.60 6.0 0.38 96.64


11.00 6.5 0.42 97.13 11.00 6.5 0.45 97.09


7.80 7.0 0.46 97.59 7.80 7.0 0.53 97.62


5.50 7.5 0.50 98.09 5.50 7.5 0.60 98.22


3.90 8.0 0.49 98.59 3.90 8.0 0.57 98.79


2.75 8.5 0.44 99.02 2.75 8.5 0.47 99.26


1.95 9.0 0.33 99.35 1.95 9.0 0.31 99.57


1.38 9.5 0.22 99.57 1.38 9.5 0.18 99.75


0.98 10.0 0.17 99.74 0.98 10.0 0.12 99.87


0.69 10.5 0.19 99.93 0.69 10.5 0.11 99.99


0.49 11.0 0.07 100.00 0.49 11.0 0.01 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.64 Sorting 2.99


Skewness 0.71 Skewness 0.79


Kurtosis 1.07 Kurtosis 0.72


Mean [µm] 9337.33 Mean [µm] 7115.15


Mean [phi] -3.22 Mean [phi] -2.83


Median [µm] 20446.62 Median [µm] 22477.24


Median [phi] -4.35 Median [phi] -4.49


Gravel [%] 79.42 Gravel [%] 69.27


Sand [%] 15.94 Sand [%] 25.99


Mud [%] 4.64 Mud [%] 4.74


ST022 ST023


Total Total


Very Poorly Sorted Very Poorly Sorted


Very Fine Skewed Very Fine Skewed


Mesokurtic Platykurtic


Pebble Pebble


Pebble Pebble


Muddy Sandy Gravel Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 36.91 36.91 31500 -5.0 0.00 0.00


22400 -4.5 4.47 41.38 22400 -4.5 0.00 0.00


16000 -4.0 5.53 46.91 16000 -4.0 14.19 14.19


11200 -3.5 1.83 48.74 11200 -3.5 11.74 25.93


8000 -3.0 3.51 52.25 8000 -3.0 14.95 40.88


5600 -2.5 4.56 56.82 5600 -2.5 8.87 49.75


4000 -2.0 3.52 60.34 4000 -2.0 7.65 57.41


2800 -1.5 3.45 63.78 2800 -1.5 6.57 63.98


2000 -1.0 2.57 66.35 2000 -1.0 5.28 69.26


1400 -0.5 2.45 68.80 1400 -0.5 4.39 73.65


1000 0.0 1.90 70.70 1000 0.0 3.11 76.76


707.00 0.5 2.57 73.27 707.00 0.5 4.95 81.71


500.00 1.0 4.84 78.11 500.00 1.0 6.23 87.94


353.60 1.5 6.65 84.76 353.60 1.5 5.49 93.43


250.00 2.0 6.05 90.81 250.00 2.0 3.40 96.83


176.80 2.5 3.53 94.34 176.80 2.5 1.61 98.45


125.00 3.0 1.30 95.64 125.00 3.0 0.67 99.11


88.39 3.5 0.40 96.03 88.39 3.5 0.33 99.44


63.00 4.0 0.31 96.35 63.00 4.0 0.19 99.63


44.20 4.5 0.33 96.68 44.20 4.5 0.09 99.73


31.30 5.0 0.26 96.93 31.30 5.0 0.01 99.74


22.10 5.5 0.23 97.16 22.10 5.5 0.00 99.74


15.60 6.0 0.27 97.44 15.60 6.0 0.02 99.76


11.00 6.5 0.35 97.79 11.00 6.5 0.05 99.81


7.80 7.0 0.42 98.21 7.80 7.0 0.05 99.85


5.50 7.5 0.48 98.69 5.50 7.5 0.06 99.91


3.90 8.0 0.45 99.14 3.90 8.0 0.06 99.97


2.75 8.5 0.36 99.50 2.75 8.5 0.03 100.00


1.95 9.0 0.23 99.73 1.95 9.0 0.00 100.00


1.38 9.5 0.12 99.86 1.38 9.5 0.00 100.00


0.98 10.0 0.08 99.94 0.98 10.0 0.00 100.00


0.69 10.5 0.06 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.92 Sorting 2.07


Skewness 0.45 Skewness 0.38


Kurtosis 0.58 Kurtosis 0.76


Mean [µm] 5202.84 Mean [µm] 3737.65


Mean [phi] -2.38 Mean [phi] -1.90


Median [µm] 9929.85 Median [µm] 5539.63


Median [phi] -3.31 Median [phi] -2.47


Gravel [%] 66.35 Gravel [%] 69.26


Sand [%] 30.00 Sand [%] 30.37


Mud [%] 3.65 Mud [%] 0.37


ST025 ST026


Total Total


Very Poorly Sorted Very Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Platykurtic Platykurtic


Pebble Granule


Pebble Pebble


Muddy Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 17.55 17.55 22400 -4.5 0.00 0.00


16000 -4.0 10.37 27.92 16000 -4.0 9.42 9.42


11200 -3.5 3.31 31.23 11200 -3.5 7.79 17.21


8000 -3.0 3.72 34.95 8000 -3.0 3.60 20.81


5600 -2.5 7.14 42.09 5600 -2.5 8.21 29.03


4000 -2.0 4.99 47.08 4000 -2.0 5.67 34.69


2800 -1.5 6.24 53.33 2800 -1.5 5.89 40.58


2000 -1.0 5.31 58.64 2000 -1.0 5.06 45.64


1400 -0.5 4.94 63.58 1400 -0.5 4.72 50.36


1000 0.0 4.62 68.20 1000 0.0 3.42 53.78


707.00 0.5 5.25 73.45 707.00 0.5 4.34 58.12


500.00 1.0 7.28 80.73 500.00 1.0 7.02 65.14


353.60 1.5 7.39 88.11 353.60 1.5 9.34 74.47


250.00 2.0 5.28 93.39 250.00 2.0 8.96 83.43


176.80 2.5 2.63 96.02 176.80 2.5 5.83 89.26


125.00 3.0 0.90 96.91 125.00 3.0 2.55 91.81


88.39 3.5 0.30 97.21 88.39 3.5 0.83 92.64


63.00 4.0 0.23 97.44 63.00 4.0 0.47 93.11


44.20 4.5 0.22 97.66 44.20 4.5 0.52 93.63


31.30 5.0 0.18 97.84 31.30 5.0 0.49 94.13


22.10 5.5 0.18 98.03 22.10 5.5 0.50 94.62


15.60 6.0 0.23 98.26 15.60 6.0 0.58 95.21


11.00 6.5 0.28 98.54 11.00 6.5 0.73 95.94


7.80 7.0 0.33 98.87 7.80 7.0 0.86 96.80


5.50 7.5 0.35 99.22 5.50 7.5 0.94 97.73


3.90 8.0 0.32 99.53 3.90 8.0 0.84 98.58


2.75 8.5 0.24 99.78 2.75 8.5 0.64 99.22


1.95 9.0 0.15 99.93 1.95 9.0 0.38 99.60


1.38 9.5 0.07 100.00 1.38 9.5 0.19 99.79


0.98 10.0 0.00 100.00 0.98 10.0 0.13 99.92


0.69 10.5 0.00 100.00 0.69 10.5 0.08 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.52 Sorting 2.93


Skewness 0.09 Skewness 0.09


Kurtosis 0.62 Kurtosis 0.97


Mean [µm] 3224.37 Mean [µm] 1602.43


Mean [phi] -1.69 Mean [phi] -0.68


Median [µm] 3386.13 Median [µm] 1438.15


Median [phi] -1.76 Median [phi] -0.52


Gravel [%] 58.64 Gravel [%] 45.64


Sand [%] 38.80 Sand [%] 47.48


Mud [%] 2.56 Mud [%] 6.89


ST027 ST028


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Symmetrical


Very Platykurtic Mesokurtic


Granule Very Coarse Sand


Granule Very Coarse Sand


Sandy Gravel Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 41.82 41.82 31500 -5.0 0.00 0.00


22400 -4.5 16.29 58.12 22400 -4.5 0.00 0.00


16000 -4.0 0.92 59.04 16000 -4.0 0.00 0.00


11200 -3.5 1.67 60.70 11200 -3.5 0.63 0.63


8000 -3.0 2.30 63.00 8000 -3.0 4.05 4.67


5600 -2.5 3.08 66.08 5600 -2.5 8.37 13.04


4000 -2.0 3.10 69.18 4000 -2.0 7.33 20.37


2800 -1.5 3.33 72.51 2800 -1.5 7.47 27.84


2000 -1.0 2.83 75.34 2000 -1.0 6.90 34.74


1400 -0.5 2.75 78.09 1400 -0.5 7.08 41.82


1000 0.0 2.08 80.18 1000 0.0 6.28 48.09


707.00 0.5 2.58 82.76 707.00 0.5 7.67 55.77


500.00 1.0 4.08 86.83 500.00 1.0 11.56 67.33


353.60 1.5 4.88 91.71 353.60 1.5 13.09 80.42


250.00 2.0 3.86 95.57 250.00 2.0 9.66 90.08


176.80 2.5 1.82 97.39 176.80 2.5 4.00 94.08


125.00 3.0 0.39 97.78 125.00 3.0 0.55 94.63


88.39 3.5 0.04 97.82 88.39 3.5 0.00 94.63


63.00 4.0 0.16 97.97 63.00 4.0 0.21 94.84


44.20 4.5 0.19 98.17 44.20 4.5 0.39 95.23


31.30 5.0 0.13 98.30 31.30 5.0 0.39 95.63


22.10 5.5 0.12 98.41 22.10 5.5 0.44 96.07


15.60 6.0 0.16 98.57 15.60 6.0 0.55 96.62


11.00 6.5 0.22 98.79 11.00 6.5 0.67 97.29


7.80 7.0 0.26 99.05 7.80 7.0 0.74 98.03


5.50 7.5 0.29 99.35 5.50 7.5 0.73 98.76


3.90 8.0 0.27 99.62 3.90 8.0 0.59 99.34


2.75 8.5 0.20 99.82 2.75 8.5 0.40 99.74


1.95 9.0 0.12 99.94 1.95 9.0 0.21 99.95


1.38 9.5 0.05 99.99 1.38 9.5 0.05 100.00


0.98 10.0 0.01 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.60 Sorting 2.08


Skewness 0.81 Skewness -0.04


Kurtosis 0.73 Kurtosis 0.99


Mean [µm] 8719.53 Mean [µm] 1117.33


Mean [phi] -3.12 Mean [phi] -0.16


Median [µm] 26547.11 Median [µm] 917.51


Median [phi] -4.73 Median [phi] 0.12


Gravel [%] 75.34 Gravel [%] 34.74


Sand [%] 22.63 Sand [%] 60.10


Mud [%] 2.03 Mud [%] 5.16


ST029 ST030


Total Total


Very Poorly Sorted Very Poorly Sorted


Very Fine Skewed Symmetrical


Platykurtic Mesokurtic


Pebble Very Coarse Sand


Pebble Coarse Sand


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 19.74 19.74 22400 -4.5 0.00 0.00


16000 -4.0 0.62 20.37 16000 -4.0 10.20 10.20


11200 -3.5 0.41 20.78 11200 -3.5 9.59 19.79


8000 -3.0 3.14 23.92 8000 -3.0 8.45 28.23


5600 -2.5 5.17 29.08 5600 -2.5 5.08 33.31


4000 -2.0 5.74 34.83 4000 -2.0 8.41 41.71


2800 -1.5 5.56 40.39 2800 -1.5 6.41 48.12


2000 -1.0 5.85 46.23 2000 -1.0 4.73 52.85


1400 -0.5 4.98 51.21 1400 -0.5 4.56 57.40


1000 0.0 4.33 55.55 1000 0.0 3.62 61.02


707.00 0.5 4.23 59.77 707.00 0.5 3.16 64.18


500.00 1.0 8.04 67.82 500.00 1.0 7.35 71.53


353.60 1.5 11.20 79.02 353.60 1.5 11.20 82.73


250.00 2.0 9.70 88.72 250.00 2.0 9.87 92.61


176.80 2.5 4.53 93.26 176.80 2.5 4.36 96.97


125.00 3.0 0.74 94.00 125.00 3.0 0.56 97.53


88.39 3.5 0.00 94.00 88.39 3.5 0.00 97.53


63.00 4.0 0.10 94.09 63.00 4.0 0.00 97.53


44.20 4.5 0.30 94.40 44.20 4.5 0.07 97.59


31.30 5.0 0.38 94.78 31.30 5.0 0.17 97.76


22.10 5.5 0.46 95.24 22.10 5.5 0.19 97.96


15.60 6.0 0.59 95.83 15.60 6.0 0.21 98.16


11.00 6.5 0.77 96.60 11.00 6.5 0.28 98.44


7.80 7.0 0.89 97.49 7.80 7.0 0.37 98.80


5.50 7.5 0.91 98.40 5.50 7.5 0.41 99.22


3.90 8.0 0.75 99.14 3.90 8.0 0.36 99.58


2.75 8.5 0.51 99.65 2.75 8.5 0.26 99.83


1.95 9.0 0.26 99.91 1.95 9.0 0.13 99.97


1.38 9.5 0.09 100.00 1.38 9.5 0.03 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.11 Sorting 2.30


Skewness -0.05 Skewness 0.09


Kurtosis 0.98 Kurtosis 0.62


Mean [µm] 2210.43 Mean [µm] 2202.36


Mean [phi] -1.14 Mean [phi] -1.14


Median [µm] 1527.09 Median [µm] 2449.46


Median [phi] -0.61 Median [phi] -1.29


Gravel [%] 46.23 Gravel [%] 52.85


Sand [%] 42.88 Sand [%] 44.68


Mud [%] 5.60 Mud [%] 2.47


ST032 ST033


TotalTotal


Very Poorly Sorted Very Poorly Sorted


SymmetricalSymmetrical


Mesokurtic Very Platykurtic


GranuleGranule


Very Coarse Sand Granule


Sandy GravelMuddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 14.13 14.13


16000 -4.0 0.00 0.00 16000 -4.0 23.56 37.69


11200 -3.5 0.00 0.00 11200 -3.5 9.09 46.78


8000 -3.0 0.50 0.50 8000 -3.0 2.92 49.70


5600 -2.5 1.45 1.96 5600 -2.5 7.35 57.05


4000 -2.0 3.16 5.12 4000 -2.0 5.18 62.23


2800 -1.5 3.83 8.95 2800 -1.5 3.93 66.16


2000 -1.0 7.77 16.72 2000 -1.0 3.55 69.71


1400 -0.5 12.37 29.09 1400 -0.5 2.98 72.69


1000 0.0 13.22 42.31 1000 0.0 2.67 75.36


707.00 0.5 17.74 60.05 707.00 0.5 2.94 78.30


500.00 1.0 18.66 78.71 500.00 1.0 4.99 83.30


353.60 1.5 13.48 92.19 353.60 1.5 6.12 89.41


250.00 2.0 5.43 97.62 250.00 2.0 4.79 94.21


176.80 2.5 0.78 98.39 176.80 2.5 2.14 96.35


125.00 3.0 0.00 98.39 125.00 3.0 0.37 96.72


88.39 3.5 0.00 98.39 88.39 3.5 0.01 96.73


63.00 4.0 0.00 98.39 63.00 4.0 0.14 96.87


44.20 4.5 0.11 98.50 44.20 4.5 0.22 97.09


31.30 5.0 0.15 98.65 31.30 5.0 0.19 97.28


22.10 5.5 0.10 98.75 22.10 5.5 0.19 97.47


15.60 6.0 0.15 98.89 15.60 6.0 0.25 97.72


11.00 6.5 0.18 99.08 11.00 6.5 0.33 98.05


7.80 7.0 0.21 99.29 7.80 7.0 0.40 98.44


5.50 7.5 0.23 99.52 5.50 7.5 0.44 98.89


3.90 8.0 0.23 99.75 3.90 8.0 0.41 99.29


2.75 8.5 0.20 99.95 2.75 8.5 0.32 99.61


1.95 9.0 0.05 100.00 1.95 9.0 0.19 99.81


1.38 9.5 0.00 100.00 1.38 9.5 0.10 99.91


0.98 10.0 0.00 100.00 0.98 10.0 0.05 99.96


0.69 10.5 0.00 100.00 0.69 10.5 0.04 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.13 Sorting 2.43


Skewness -0.15 Skewness 0.47


Kurtosis 0.99 Kurtosis 0.68


Mean [µm] 918.40 Mean [µm] 4355.43


Mean [phi] 0.12 Mean [phi] -2.12


Median [µm] 860.38 Median [µm] 7884.60


Median [phi] 0.22 Median [phi] -2.98


Gravel [%] 16.72 Gravel [%] 69.71


Sand [%] 81.68 Sand [%] 27.16


Mud [%] 1.61 Mud [%] 3.13


ST036 ST039


Total Total


Poorly Sorted Very Poorly Sorted


Coarse Skewed Very Fine Skewed


Mesokurtic Platykurtic


Coarse Sand Pebble


Coarse Sand Pebble


Gravelly Sand Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 30.00 30.00


22400 -4.5 0.00 0.00 22400 -4.5 22.37 52.37


16000 -4.0 2.00 2.00 16000 -4.0 0.00 52.37


11200 -3.5 11.14 13.14 11200 -3.5 2.95 55.32


8000 -3.0 11.11 24.25 8000 -3.0 2.77 58.09


5600 -2.5 5.62 29.86 5600 -2.5 4.92 63.01


4000 -2.0 5.47 35.33 4000 -2.0 3.28 66.29


2800 -1.5 6.46 41.79 2800 -1.5 3.59 69.88


2000 -1.0 5.64 47.42 2000 -1.0 2.94 72.82


1400 -0.5 5.59 53.01 1400 -0.5 3.45 76.27


1000 0.0 5.31 58.33 1000 0.0 2.95 79.22


707.00 0.5 4.91 63.24 707.00 0.5 2.72 81.95


500.00 1.0 7.33 70.57 500.00 1.0 3.98 85.93


353.60 1.5 8.75 79.32 353.60 1.5 4.41 90.34


250.00 2.0 7.76 87.07 250.00 2.0 3.51 93.84


176.80 2.5 4.82 91.89 176.80 2.5 1.99 95.83


125.00 3.0 1.95 93.84 125.00 3.0 0.82 96.65


88.39 3.5 0.49 94.33 88.39 3.5 0.32 96.97


63.00 4.0 0.25 94.58 63.00 4.0 0.23 97.20


44.20 4.5 0.37 94.95 44.20 4.5 0.22 97.42


31.30 5.0 0.39 95.34 31.30 5.0 0.19 97.61


22.10 5.5 0.39 95.73 22.10 5.5 0.20 97.81


15.60 6.0 0.43 96.17 15.60 6.0 0.23 98.04


11.00 6.5 0.53 96.70 11.00 6.5 0.29 98.33


7.80 7.0 0.63 97.33 7.80 7.0 0.34 98.67


5.50 7.5 0.72 98.04 5.50 7.5 0.38 99.06


3.90 8.0 0.68 98.72 3.90 8.0 0.35 99.40


2.75 8.5 0.55 99.27 2.75 8.5 0.27 99.67


1.95 9.0 0.35 99.63 1.95 9.0 0.16 99.83


1.38 9.5 0.19 99.82 1.38 9.5 0.08 99.92


0.98 10.0 0.11 99.92 0.98 10.0 0.05 99.97


0.69 10.5 0.07 100.00 0.69 10.5 0.03 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.57 Sorting 2.66


Skewness 0.13 Skewness 0.77


Kurtosis 0.83 Kurtosis 0.72


Mean [µm] 1709.73 Mean [µm] 7994.13


Mean [phi] -0.77 Mean [phi] -3.00


Median [µm] 1696.86 Median [µm] 23222.69


Median [phi] -0.76 Median [phi] -4.54


Gravel [%] 47.42 Gravel [%] 72.82


Sand [%] 47.16 Sand [%] 24.38


Mud [%] 5.42 Mud [%] 2.80


ST041 ST043


Total Total


Very Poorly Sorted Very Poorly Sorted


Fine Skewed Very Fine Skewed


Platykurtic Platykurtic


Very Coarse Sand Pebble


Very Coarse Sand Pebble


Muddy Sandy Gravel Muddy Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 6.45 6.45 31500 -5.0 0.00 0.00


22400 -4.5 0.00 6.45 22400 -4.5 0.00 0.00


16000 -4.0 0.57 7.03 16000 -4.0 0.00 0.00


11200 -3.5 0.92 7.95 11200 -3.5 9.86 9.86


8000 -3.0 7.66 15.61 8000 -3.0 3.82 13.68


5600 -2.5 3.89 19.50 5600 -2.5 9.04 22.72


4000 -2.0 4.51 24.01 4000 -2.0 6.44 29.15


2800 -1.5 5.88 29.89 2800 -1.5 7.24 36.39


2000 -1.0 6.94 36.83 2000 -1.0 6.99 43.38


1400 -0.5 9.90 46.74 1400 -0.5 7.44 50.82


1000 0.0 8.30 55.04 1000 0.0 6.75 57.57


707.00 0.5 5.94 60.98 707.00 0.5 5.49 63.06


500.00 1.0 7.85 68.82 500.00 1.0 7.43 70.49


353.60 1.5 8.52 77.34 353.60 1.5 8.26 78.75


250.00 2.0 7.48 84.82 250.00 2.0 7.20 85.95


176.80 2.5 5.25 90.07 176.80 2.5 4.85 90.81


125.00 3.0 2.95 93.02 125.00 3.0 2.54 93.34


88.39 3.5 1.34 94.36 88.39 3.5 1.09 94.43


63.00 4.0 0.60 94.96 63.00 4.0 0.52 94.95


44.20 4.5 0.40 95.36 44.20 4.5 0.41 95.36


31.30 5.0 0.35 95.71 31.30 5.0 0.36 95.72


22.10 5.5 0.37 96.07 22.10 5.5 0.36 96.09


15.60 6.0 0.41 96.48 15.60 6.0 0.39 96.48


11.00 6.5 0.51 96.99 11.00 6.5 0.46 96.94


7.80 7.0 0.61 97.60 7.80 7.0 0.55 97.48


5.50 7.5 0.69 98.29 5.50 7.5 0.64 98.12


3.90 8.0 0.63 98.92 3.90 8.0 0.62 98.73


2.75 8.5 0.49 99.41 2.75 8.5 0.52 99.25


1.95 9.0 0.30 99.71 1.95 9.0 0.34 99.59


1.38 9.5 0.15 99.86 1.38 9.5 0.19 99.78


0.98 10.0 0.10 99.95 0.98 10.0 0.12 99.90


0.69 10.5 0.05 100.00 0.69 10.5 0.09 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.61 Sorting 2.36


Skewness -0.07 Skewness 0.10


Kurtosis 1.14 Kurtosis 0.89


Mean [µm] 1349.60 Mean [µm] 1429.17


Mean [phi] -0.43 Mean [phi] -0.52


Median [µm] 1226.62 Median [µm] 1456.09


Median [phi] -0.29 Median [phi] -0.54


Gravel [%] 36.83 Gravel [%] 43.38


Sand [%] 58.12 Sand [%] 51.57


Mud [%] 5.04 Mud [%] 5.05


ST045 ST047


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Symmetrical


Leptokurtic Platykurtic


Very Coarse Sand Very Coarse Sand


Very Coarse Sand Very Coarse Sand


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 30.76 30.76 22400 -4.5 0.00 0.00


16000 -4.0 0.00 30.76 16000 -4.0 17.54 17.54


11200 -3.5 0.00 30.76 11200 -3.5 0.24 17.78


8000 -3.0 2.34 33.10 8000 -3.0 6.69 24.47


5600 -2.5 4.62 37.72 5600 -2.5 7.59 32.06


4000 -2.0 4.39 42.12 4000 -2.0 7.84 39.90


2800 -1.5 5.24 47.36 2800 -1.5 7.87 47.77


2000 -1.0 4.54 51.90 2000 -1.0 6.45 54.22


1400 -0.5 3.82 55.72 1400 -0.5 6.64 60.86


1000 0.0 3.38 59.10 1000 0.0 4.81 65.68


707.00 0.5 2.93 62.03 707.00 0.5 4.36 70.04


500.00 1.0 5.26 67.29 500.00 1.0 6.57 76.61


353.60 1.5 7.43 74.72 353.60 1.5 7.55 84.16


250.00 2.0 7.86 82.58 250.00 2.0 6.26 90.42


176.80 2.5 6.25 88.82 176.80 2.5 3.67 94.09


125.00 3.0 3.84 92.66 125.00 3.0 1.51 95.60


88.39 3.5 1.82 94.49 88.39 3.5 0.51 96.11


63.00 4.0 0.79 95.27 63.00 4.0 0.31 96.43


44.20 4.5 0.51 95.78 44.20 4.5 0.31 96.74


31.30 5.0 0.44 96.23 31.30 5.0 0.28 97.02


22.10 5.5 0.41 96.63 22.10 5.5 0.28 97.30


15.60 6.0 0.36 97.00 15.60 6.0 0.31 97.61


11.00 6.5 0.38 97.38 11.00 6.5 0.38 97.99


7.80 7.0 0.45 97.83 7.80 7.0 0.44 98.43


5.50 7.5 0.53 98.36 5.50 7.5 0.47 98.90


3.90 8.0 0.52 98.88 3.90 8.0 0.42 99.33


2.75 8.5 0.44 99.32 2.75 8.5 0.32 99.65


1.95 9.0 0.30 99.62 1.95 9.0 0.19 99.84


1.38 9.5 0.17 99.79 1.38 9.5 0.10 99.94


0.98 10.0 0.11 99.90 0.98 10.0 0.05 99.99


0.69 10.5 0.10 100.00 0.69 10.5 0.01 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.03 Sorting 2.47


Skewness 0.06 Skewness 0.08


Kurtosis 0.59 Kurtosis 0.76


Mean [µm] 2412.20 Mean [µm] 2445.86


Mean [phi] -1.27 Mean [phi] -1.29


Median [µm] 2302.78 Median [µm] 2492.83


Median [phi] -1.20 Median [phi] -1.32


Gravel [%] 51.90 Gravel [%] 54.22


Sand [%] 43.37 Sand [%] 42.20


Mud [%] 4.73 Mud [%] 3.57


ST049 ST051


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Symmetrical


Very Platykurtic Platykurtic


Granule Granule


Granule Granule


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 14.20 14.20 16000 -4.0 7.46 7.46


11200 -3.5 0.00 14.20 11200 -3.5 5.75 13.21


8000 -3.0 4.72 18.92 8000 -3.0 7.64 20.86


5600 -2.5 9.59 28.51 5600 -2.5 7.37 28.23


4000 -2.0 7.46 35.97 4000 -2.0 5.76 33.98


2800 -1.5 6.86 42.83 2800 -1.5 6.94 40.92


2000 -1.0 5.03 47.86 2000 -1.0 6.77 47.69


1400 -0.5 5.91 53.77 1400 -0.5 7.05 54.73


1000 0.0 4.65 58.42 1000 0.0 6.76 61.49


707.00 0.5 4.35 62.77 707.00 0.5 5.87 67.36


500.00 1.0 7.44 70.21 500.00 1.0 7.67 75.03


353.60 1.5 9.26 79.47 353.60 1.5 7.67 82.70


250.00 2.0 8.19 87.67 250.00 2.0 5.97 88.67


176.80 2.5 5.14 92.80 176.80 2.5 3.78 92.46


125.00 3.0 2.30 95.10 125.00 3.0 1.96 94.42


88.39 3.5 0.81 95.91 88.39 3.5 0.80 95.21


63.00 4.0 0.41 96.33 63.00 4.0 0.30 95.52


44.20 4.5 0.37 96.69 44.20 4.5 0.23 95.74


31.30 5.0 0.30 96.99 31.30 5.0 0.27 96.01


22.10 5.5 0.27 97.27 22.10 5.5 0.34 96.35


15.60 6.0 0.29 97.56 15.60 6.0 0.43 96.78


11.00 6.5 0.36 97.92 11.00 6.5 0.55 97.33


7.80 7.0 0.43 98.35 7.80 7.0 0.65 97.98


5.50 7.5 0.47 98.82 5.50 7.5 0.70 98.68


3.90 8.0 0.44 99.26 3.90 8.0 0.59 99.26


2.75 8.5 0.35 99.60 2.75 8.5 0.41 99.67


1.95 9.0 0.22 99.82 1.95 9.0 0.22 99.89


1.38 9.5 0.11 99.94 1.38 9.5 0.10 99.99


0.98 10.0 0.05 99.99 0.98 10.0 0.01 100.00


0.69 10.5 0.01 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.37 Sorting 2.37


Skewness 0.03 Skewness 0.05


Kurtosis 0.76 Kurtosis 0.83


Mean [µm] 1716.32 Mean [µm] 1794.58


Mean [phi] -0.78 Mean [phi] -0.84


Median [µm] 1757.66 Median [µm] 1778.90


Median [phi] -0.81 Median [phi] -0.83


Gravel [%] 47.86 Gravel [%] 47.69


Sand [%] 48.47 Sand [%] 47.83


Mud [%] 3.67 Mud [%] 4.48


ST053 ST055


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Symmetrical


Platykurtic Platykurtic


Very Coarse Sand Very Coarse Sand


Very Coarse Sand Very Coarse Sand


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 7.61 7.61 16000 -4.0 0.00 0.00


11200 -3.5 1.10 8.71 11200 -3.5 1.42 1.42


8000 -3.0 2.09 10.80 8000 -3.0 6.58 8.00


5600 -2.5 4.33 15.13 5600 -2.5 9.36 17.36


4000 -2.0 5.60 20.73 4000 -2.0 10.73 28.08


2800 -1.5 5.64 26.37 2800 -1.5 9.87 37.95


2000 -1.0 4.45 30.82 2000 -1.0 7.74 45.69


1400 -0.5 4.65 35.47 1400 -0.5 6.99 52.68


1000 0.0 4.87 40.34 1000 0.0 5.80 58.48


707.00 0.5 5.28 45.61 707.00 0.5 5.71 64.20


500.00 1.0 7.49 53.10 500.00 1.0 8.14 72.34


353.60 1.5 8.99 62.09 353.60 1.5 8.77 81.11


250.00 2.0 10.41 72.51 250.00 2.0 7.36 88.47


176.80 2.5 10.95 83.46 176.80 2.5 5.07 93.54


125.00 3.0 8.75 92.21 125.00 3.0 2.88 96.42


88.39 3.5 4.14 96.34 88.39 3.5 1.20 97.61


63.00 4.0 0.78 97.12 63.00 4.0 0.34 97.96


44.20 4.5 0.00 97.12 44.20 4.5 0.14 98.10


31.30 5.0 0.11 97.23 31.30 5.0 0.18 98.28


22.10 5.5 0.28 97.51 22.10 5.5 0.21 98.49


15.60 6.0 0.30 97.81 15.60 6.0 0.21 98.69


11.00 6.5 0.30 98.12 11.00 6.5 0.22 98.92


7.80 7.0 0.35 98.47 7.80 7.0 0.25 99.17


5.50 7.5 0.43 98.90 5.50 7.5 0.28 99.44


3.90 8.0 0.43 99.33 3.90 8.0 0.24 99.69


2.75 8.5 0.36 99.69 2.75 8.5 0.19 99.87


1.95 9.0 0.23 99.92 1.95 9.0 0.11 99.99


1.38 9.5 0.08 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.37 Sorting 1.97


Skewness -0.31 Skewness 0.13


Kurtosis 0.83 Kurtosis 0.74


Mean [µm] 809.68 Mean [µm] 1429.56


Mean [phi] 0.30 Mean [phi] -0.52


Median [µm] 577.16 Median [µm] 1605.49


Median [phi] 0.79 Median [phi] -0.68


Gravel [%] 30.82 Gravel [%] 45.69


Sand [%] 66.31 Sand [%] 52.26


Mud [%] 2.88 Mud [%] 2.04


ST057 ST059


Total Total


Very Poorly Sorted Poorly Sorted


Very Coarse Skewed Fine Skewed


Platykurtic Platykurtic


Coarse Sand Very Coarse Sand


Coarse Sand Very Coarse Sand


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 16.31 16.31


16000 -4.0 0.00 0.00 16000 -4.0 12.23 28.54


11200 -3.5 1.30 1.30 11200 -3.5 0.00 28.54


8000 -3.0 3.56 4.86 8000 -3.0 3.27 31.81


5600 -2.5 7.63 12.49 5600 -2.5 5.33 37.14


4000 -2.0 9.67 22.16 4000 -2.0 4.60 41.74


2800 -1.5 8.88 31.04 2800 -1.5 4.05 45.80


2000 -1.0 8.54 39.58 2000 -1.0 4.12 49.91


1400 -0.5 9.11 48.69 1400 -0.5 4.78 54.69


1000 0.0 7.05 55.74 1000 0.0 4.28 58.97


707.00 0.5 5.11 60.85 707.00 0.5 7.76 66.74


500.00 1.0 7.50 68.36 500.00 1.0 10.85 77.59


353.60 1.5 8.80 77.15 353.60 1.5 10.87 88.46


250.00 2.0 8.37 85.53 250.00 2.0 7.38 95.83


176.80 2.5 6.39 91.92 176.80 2.5 3.14 98.98


125.00 3.0 3.72 95.63 125.00 3.0 0.59 99.57


88.39 3.5 1.43 97.06 88.39 3.5 0.00 99.57


63.00 4.0 0.35 97.41 63.00 4.0 0.11 99.68


44.20 4.5 0.16 97.57 44.20 4.5 0.14 99.82


31.30 5.0 0.23 97.81 31.30 5.0 0.03 99.85


22.10 5.5 0.26 98.06 22.10 5.5 0.00 99.85


15.60 6.0 0.25 98.32 15.60 6.0 0.00 99.85


11.00 6.5 0.29 98.60 11.00 6.5 0.01 99.86


7.80 7.0 0.34 98.94 7.80 7.0 0.01 99.87


5.50 7.5 0.36 99.30 5.50 7.5 0.07 99.94


3.90 8.0 0.31 99.61 3.90 8.0 0.06 100.00


2.75 8.5 0.23 99.84 2.75 8.5 0.00 100.00


1.95 9.0 0.13 99.97 1.95 9.0 0.00 100.00


1.38 9.5 0.03 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.95 Sorting 2.47


Skewness 0.11 Skewness -0.17


Kurtosis 0.75 Kurtosis 0.55


Mean [µm] 1201.94 Mean [µm] 2633.09


Mean [phi] -0.27 Mean [phi] -1.40


Median [µm] 1315.30 Median [µm] 1986.91


Median [phi] -0.40 Median [phi] -0.99


Gravel [%] 39.58 Gravel [%] 49.91


Sand [%] 57.83 Sand [%] 49.77


Mud [%] 2.59 Mud [%] 0.32


ST061 ST063


Total Total


Poorly Sorted Very Poorly Sorted


Fine Skewed Coarse Skewed


Platykurtic Very Platykurtic


Very Coarse Sand Granule


Very Coarse Sand Very Coarse Sand


Sandy Gravel Sandy Gravel


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 1.58 1.58


8000 -3.0 0.50 0.50 8000 -3.0 0.60 2.19


5600 -2.5 1.28 1.78 5600 -2.5 3.99 6.17


4000 -2.0 2.08 3.86 4000 -2.0 4.86 11.04


2800 -1.5 2.59 6.45 2800 -1.5 7.92 18.96


2000 -1.0 3.08 9.53 2000 -1.0 6.42 25.38


1400 -0.5 4.23 13.76 1400 -0.5 6.69 32.07


1000 0.0 6.58 20.35 1000 0.0 5.30 37.37


707.00 0.5 27.61 47.96 707.00 0.5 15.57 52.94


500.00 1.0 31.25 79.21 500.00 1.0 18.73 71.67


353.60 1.5 17.54 96.75 353.60 1.5 14.05 85.72


250.00 2.0 3.19 99.94 250.00 2.0 6.74 92.46


176.80 2.5 0.06 100.00 176.80 2.5 3.06 95.53


125.00 3.0 0.00 100.00 125.00 3.0 2.00 97.53


88.39 3.5 0.00 100.00 88.39 3.5 1.19 98.71


63.00 4.0 0.00 100.00 63.00 4.0 0.32 99.04


44.20 4.5 0.00 100.00 44.20 4.5 0.00 99.04


31.30 5.0 0.00 100.00 31.30 5.0 0.00 99.04


22.10 5.5 0.00 100.00 22.10 5.5 0.09 99.13


15.60 6.0 0.00 100.00 15.60 6.0 0.15 99.28


11.00 6.5 0.00 100.00 11.00 6.5 0.15 99.43


7.80 7.0 0.00 100.00 7.80 7.0 0.15 99.58


5.50 7.5 0.00 100.00 5.50 7.5 0.17 99.75


3.90 8.0 0.00 100.00 3.90 8.0 0.17 99.91


2.75 8.5 0.00 100.00 2.75 8.5 0.09 100.00


1.95 9.0 0.00 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.85 Sorting 1.54


Skewness -0.30 Skewness -0.27


Kurtosis 1.56 Kurtosis 0.96


Mean [µm] 732.26 Mean [µm] 962.20


Mean [phi] 0.45 Mean [phi] 0.06


Median [µm] 691.17 Median [µm] 754.83


Median [phi] 0.53 Median [phi] 0.41


Gravel [%] 9.53 Gravel [%] 25.38


Sand [%] 90.47 Sand [%] 73.65


Mud [%] 0.00 Mud [%] 0.96


ST065 ST067


Total Total


Moderately Sorted Poorly Sorted


Very Coarse Skewed Coarse Skewed


Very Leptokurtic Mesokurtic


Coarse Sand Coarse Sand


Coarse Sand Coarse Sand


Gravelly Sand Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 20 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 5.12 5.12 11200 -3.5 0.00 0.00


8000 -3.0 10.17 15.29 8000 -3.0 2.76 2.76


5600 -2.5 6.07 21.35 5600 -2.5 3.36 6.12


4000 -2.0 7.39 28.74 4000 -2.0 5.37 11.50


2800 -1.5 6.99 35.73 2800 -1.5 8.03 19.53


2000 -1.0 4.29 40.02 2000 -1.0 7.69 27.22


1400 -0.5 4.32 44.35 1400 -0.5 8.34 35.56


1000 0.0 3.77 48.12 1000 0.0 8.68 44.25


707.00 0.5 2.39 50.51 707.00 0.5 2.36 46.60


500.00 1.0 3.20 53.71 500.00 1.0 4.50 51.11


353.60 1.5 5.24 58.94 353.60 1.5 6.43 57.54


250.00 2.0 8.77 67.71 250.00 2.0 7.96 65.50


176.80 2.5 10.57 78.28 176.80 2.5 8.33 73.82


125.00 3.0 8.37 86.65 125.00 3.0 6.52 80.34


88.39 3.5 3.84 90.49 88.39 3.5 3.36 83.70


63.00 4.0 0.92 91.41 63.00 4.0 1.24 84.94


44.20 4.5 0.38 91.79 44.20 4.5 0.84 85.79


31.30 5.0 0.69 92.49 31.30 5.0 1.06 86.85


22.10 5.5 0.82 93.31 22.10 5.5 1.24 88.08


15.60 6.0 0.78 94.09 15.60 6.0 1.28 89.36


11.00 6.5 0.84 94.93 11.00 6.5 1.40 90.76


7.80 7.0 1.00 95.93 7.80 7.0 1.60 92.36


5.50 7.5 1.11 97.04 5.50 7.5 1.80 94.17


3.90 8.0 1.00 98.04 3.90 8.0 1.74 95.91


2.75 8.5 0.80 98.84 2.75 8.5 1.50 97.41


1.95 9.0 0.52 99.36 1.95 9.0 1.05 98.45


1.38 9.5 0.29 99.65 1.38 9.5 0.63 99.08


0.98 10.0 0.19 99.84 0.98 10.0 0.44 99.52


0.69 10.5 0.15 99.99 0.69 10.5 0.40 99.91


0.49 11.0 0.01 100.00 0.49 11.0 0.09 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.97 Sorting 2.91


Skewness 0.04 Skewness 0.17


Kurtosis 0.90 Kurtosis 1.14


Mean [µm] 933.85 Mean [µm] 525.63


Mean [phi] 0.10 Mean [phi] 0.93


Median [µm] 761.02 Median [µm] 544.42


Median [phi] 0.39 Median [phi] 0.88


Gravel [%] 40.02 Gravel [%] 27.22


Sand [%] 51.39 Sand [%] 57.72


Mud [%] 8.59 Mud [%] 15.06


ST069 ST071


Total Total


Very Poorly Sorted Very Poorly Sorted


Symmetrical Fine Skewed


Platykurtic Leptokurtic


Coarse Sand Coarse Sand


Coarse Sand Coarse Sand


Muddy Sandy Gravel Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 21 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 5.49 5.49 11200 -3.5 0.00 0.00


8000 -3.0 1.68 7.16 8000 -3.0 0.00 0.00


5600 -2.5 3.11 10.27 5600 -2.5 0.00 0.00


4000 -2.0 3.64 13.91 4000 -2.0 0.37 0.37


2800 -1.5 4.74 18.66 2800 -1.5 1.09 1.46


2000 -1.0 3.60 22.25 2000 -1.0 3.50 4.96


1400 -0.5 3.77 26.03 1400 -0.5 10.76 15.72


1000 0.0 3.66 29.69 1000 0.0 19.78 35.50


707.00 0.5 4.01 33.70 707.00 0.5 29.25 64.75


500.00 1.0 6.34 40.04 500.00 1.0 23.28 88.03


353.60 1.5 8.52 48.55 353.60 1.5 10.34 98.37


250.00 2.0 10.23 58.78 250.00 2.0 1.61 99.98


176.80 2.5 11.02 69.80 176.80 2.5 0.02 100.00


125.00 3.0 9.67 79.47 125.00 3.0 0.00 100.00


88.39 3.5 5.90 85.37 88.39 3.5 0.00 100.00


63.00 4.0 2.33 87.70 63.00 4.0 0.00 100.00


44.20 4.5 0.91 88.61 44.20 4.5 0.00 100.00


31.30 5.0 0.84 89.46 31.30 5.0 0.00 100.00


22.10 5.5 1.09 90.55 22.10 5.5 0.00 100.00


15.60 6.0 1.16 91.71 15.60 6.0 0.00 100.00


11.00 6.5 1.25 92.96 11.00 6.5 0.00 100.00


7.80 7.0 1.40 94.37 7.80 7.0 0.00 100.00


5.50 7.5 1.54 95.90 5.50 7.5 0.00 100.00


3.90 8.0 1.40 97.31 3.90 8.0 0.00 100.00


2.75 8.5 1.12 98.42 2.75 8.5 0.00 100.00


1.95 9.0 0.70 99.13 1.95 9.0 0.00 100.00


1.38 9.5 0.38 99.51 1.38 9.5 0.00 100.00


0.98 10.0 0.26 99.77 0.98 10.0 0.00 100.00


0.69 10.5 0.22 99.99 0.69 10.5 0.00 100.00


0.49 11.0 0.01 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.92 Sorting 0.70


Skewness -0.12 Skewness -0.06


Kurtosis 1.30 Kurtosis 0.98


Mean [µm] 479.57 Mean [µm] 854.02


Mean [phi] 1.06 Mean [phi] 0.23


Median [µm] 336.69 Median [µm] 842.08


Median [phi] 1.57 Median [phi] 0.25


Gravel [%] 22.25 Gravel [%] 4.96


Sand [%] 65.45 Sand [%] 95.04


Mud [%] 12.30 Mud [%] 0.00


ST074 ST078


Total Total


Very Poorly Sorted Moderately Sorted


Coarse Skewed Symmetrical


Leptokurtic Mesokurtic


Medium Sand Coarse Sand


Medium Sand Coarse Sand


Gravelly Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 22.66 22.66 31500 -5.0 0.00 0.00


22400 -4.5 5.23 27.90 22400 -4.5 0.00 0.00


16000 -4.0 8.48 36.38 16000 -4.0 0.00 0.00


11200 -3.5 7.74 44.12 11200 -3.5 0.00 0.00


8000 -3.0 1.49 45.61 8000 -3.0 2.58 2.58


5600 -2.5 2.39 48.00 5600 -2.5 5.79 8.37


4000 -2.0 1.96 49.96 4000 -2.0 5.74 14.11


2800 -1.5 2.04 52.00 2800 -1.5 3.88 17.99


2000 -1.0 2.19 54.20 2000 -1.0 4.89 22.88


1400 -0.5 2.82 57.02 1400 -0.5 5.14 28.02


1000 0.0 2.42 59.44 1000 0.0 4.39 32.41


707.00 0.5 2.36 61.80 707.00 0.5 2.10 34.51


500.00 1.0 3.24 65.04 500.00 1.0 3.74 38.25


353.60 1.5 4.36 69.39 353.60 1.5 7.00 45.25


250.00 2.0 5.78 75.17 250.00 2.0 11.06 56.30


176.80 2.5 6.64 81.81 176.80 2.5 12.97 69.27


125.00 3.0 5.92 87.73 125.00 3.0 10.99 80.26


88.39 3.5 3.59 91.33 88.39 3.5 6.06 86.33


63.00 4.0 1.40 92.73 63.00 4.0 2.02 88.34


44.20 4.5 0.54 93.26 44.20 4.5 0.68 89.03


31.30 5.0 0.50 93.77 31.30 5.0 0.80 89.83


22.10 5.5 0.65 94.41 22.10 5.5 1.06 90.88


15.60 6.0 0.68 95.09 15.60 6.0 1.09 91.98


11.00 6.5 0.72 95.81 11.00 6.5 1.16 93.14


7.80 7.0 0.80 96.61 7.80 7.0 1.33 94.47


5.50 7.5 0.89 97.50 5.50 7.5 1.48 95.95


3.90 8.0 0.82 98.32 3.90 8.0 1.37 97.32


2.75 8.5 0.67 98.99 2.75 8.5 1.10 98.42


1.95 9.0 0.44 99.43 1.95 9.0 0.70 99.12


1.38 9.5 0.25 99.68 1.38 9.5 0.38 99.50


0.98 10.0 0.17 99.85 0.98 10.0 0.26 99.76


0.69 10.5 0.14 99.99 0.69 10.5 0.23 99.99


0.49 11.0 0.01 100.00 0.49 11.0 0.01 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.67 Sorting 2.77


Skewness 0.30 Skewness -0.14


Kurtosis 0.69 Kurtosis 1.15


Mean [µm] 2785.49 Mean [µm] 469.36


Mean [phi] -1.48 Mean [phi] 1.09


Median [µm] 3972.49 Median [µm] 304.65


Median [phi] -1.99 Median [phi] 1.71


Gravel [%] 54.20 Gravel [%] 22.88


Sand [%] 38.53 Sand [%] 65.46


Mud [%] 7.27 Mud [%] 11.66


ST079 ST081


Total Total


Very Poorly Sorted Very Poorly Sorted


Fine Skewed Coarse Skewed


Platykurtic Leptokurtic


Granule Medium Sand


Granule Medium Sand


Muddy Sandy Gravel Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 2.07 2.07 16000 -4.0 0.00 0.00


11200 -3.5 0.00 2.07 11200 -3.5 0.00 0.00


8000 -3.0 0.00 2.07 8000 -3.0 0.00 0.00


5600 -2.5 0.29 2.35 5600 -2.5 0.00 0.00


4000 -2.0 1.00 3.35 4000 -2.0 0.23 0.23


2800 -1.5 2.74 6.10 2800 -1.5 0.95 1.17


2000 -1.0 4.46 10.55 2000 -1.0 3.34 4.51


1400 -0.5 6.28 16.84 1400 -0.5 10.27 14.78


1000 0.0 7.04 23.87 1000 0.0 15.26 30.04


707.00 0.5 6.70 30.57 707.00 0.5 18.43 48.47


500.00 1.0 11.94 42.51 500.00 1.0 20.16 68.63


353.60 1.5 17.99 60.50 353.60 1.5 15.08 83.71


250.00 2.0 18.71 79.21 250.00 2.0 7.34 91.05


176.80 2.5 12.19 91.41 176.80 2.5 2.93 93.98


125.00 3.0 4.52 95.92 125.00 3.0 1.79 95.77


88.39 3.5 0.59 96.52 88.39 3.5 1.41 97.18


63.00 4.0 0.16 96.67 63.00 4.0 0.69 97.88


44.20 4.5 0.48 97.16 44.20 4.5 0.16 98.04


31.30 5.0 0.43 97.58 31.30 5.0 0.06 98.10


22.10 5.5 0.28 97.87 22.10 5.5 0.26 98.36


15.60 6.0 0.30 98.17 15.60 6.0 0.33 98.69


11.00 6.5 0.39 98.56 11.00 6.5 0.33 99.02


7.80 7.0 0.42 98.97 7.80 7.0 0.30 99.32


5.50 7.5 0.39 99.37 5.50 7.5 0.29 99.61


3.90 8.0 0.31 99.67 3.90 8.0 0.24 99.85


2.75 8.5 0.23 99.91 2.75 8.5 0.15 100.00


1.95 9.0 0.09 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.38 Sorting 1.06


Skewness -0.27 Skewness 0.10


Kurtosis 1.04 Kurtosis 1.12


Mean [µm] 517.58 Mean [µm] 689.15


Mean [phi] 0.95 Mean [phi] 0.54


Median [µm] 432.84 Median [µm] 688.62


Median [phi] 1.21 Median [phi] 0.54


Gravel [%] 10.55 Gravel [%] 4.51


Sand [%] 86.12 Sand [%] 93.36


Mud [%] 3.33 Mud [%] 2.12


ST082 ST085


TotalTotal


Poorly Sorted Poorly Sorted


SymmetricalCoarse Skewed


Mesokurtic Leptokurtic


Coarse SandCoarse Sand


Medium Sand Coarse Sand


Slightly Gravelly SandGravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 32.50 32.50 22400 -4.5 0.00 0.00


16000 -4.0 1.82 34.32 16000 -4.0 0.00 0.00


11200 -3.5 4.14 38.46 11200 -3.5 0.00 0.00


8000 -3.0 4.63 43.09 8000 -3.0 0.00 0.00


5600 -2.5 4.65 47.73 5600 -2.5 0.00 0.00


4000 -2.0 4.48 52.22 4000 -2.0 0.26 0.26


2800 -1.5 3.87 56.08 2800 -1.5 1.13 1.39


2000 -1.0 4.56 60.64 2000 -1.0 3.30 4.68


1400 -0.5 6.13 66.77 1400 -0.5 7.45 12.14


1000 0.0 4.70 71.47 1000 0.0 12.14 24.27


707.00 0.5 3.93 75.40 707.00 0.5 20.95 45.22


500.00 1.0 5.76 81.16 500.00 1.0 22.95 68.17


353.60 1.5 6.40 87.56 353.60 1.5 17.36 85.53


250.00 2.0 5.09 92.65 250.00 2.0 8.80 94.33


176.80 2.5 2.81 95.46 176.80 2.5 3.32 97.65


125.00 3.0 1.04 96.50 125.00 3.0 1.30 98.95


88.39 3.5 0.33 96.83 88.39 3.5 0.74 99.69


63.00 4.0 0.26 97.09 63.00 4.0 0.30 99.99


44.20 4.5 0.27 97.36 44.20 4.5 0.01 100.00


31.30 5.0 0.23 97.60 31.30 5.0 0.00 100.00


22.10 5.5 0.23 97.83 22.10 5.5 0.00 100.00


15.60 6.0 0.28 98.11 15.60 6.0 0.00 100.00


11.00 6.5 0.34 98.45 11.00 6.5 0.00 100.00


7.80 7.0 0.39 98.84 7.80 7.0 0.00 100.00


5.50 7.5 0.39 99.23 5.50 7.5 0.00 100.00


3.90 8.0 0.33 99.57 3.90 8.0 0.00 100.00


2.75 8.5 0.24 99.81 2.75 8.5 0.00 100.00


1.95 9.0 0.14 99.94 1.95 9.0 0.00 100.00


1.38 9.5 0.06 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.60 Sorting 0.91


Skewness 0.22 Skewness -0.04


Kurtosis 0.59 Kurtosis 1.07


Mean [µm] 3778.60 Mean [µm] 670.64


Mean [phi] -1.92 Mean [phi] 0.58


Median [µm] 4724.47 Median [µm] 657.79


Median [phi] -2.24 Median [phi] 0.60


Gravel [%] 60.64 Gravel [%] 4.68


Sand [%] 36.45 Sand [%] 95.31


Mud [%] 2.91 Mud [%] 0.01


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sandy Gravel Slightly Gravelly Sand


Pebble Coarse Sand


Granule Coarse Sand


Very Platykurtic Mesokurtic


Fine Skewed Symmetrical


Very Poorly Sorted Moderately Sorted


Total Total


ST087 ST088
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 1.34 1.34 16000 -4.0 0.00 0.00


11200 -3.5 2.03 3.38 11200 -3.5 0.55 0.55


8000 -3.0 0.21 3.58 8000 -3.0 0.06 0.61


5600 -2.5 0.61 4.19 5600 -2.5 0.64 1.25


4000 -2.0 1.90 6.09 4000 -2.0 0.98 2.23


2800 -1.5 4.46 10.55 2800 -1.5 1.04 3.27


2000 -1.0 6.01 16.56 2000 -1.0 2.26 5.53


1400 -0.5 4.85 21.41 1400 -0.5 2.38 7.92


1000 0.0 3.25 24.66 1000 0.0 2.19 10.10


707.00 0.5 3.93 28.59 707.00 0.5 4.00 14.11


500.00 1.0 8.19 36.78 500.00 1.0 10.11 24.22


353.60 1.5 13.44 50.22 353.60 1.5 17.45 41.67


250.00 2.0 16.66 66.89 250.00 2.0 20.55 62.22


176.80 2.5 15.30 82.19 176.80 2.5 17.15 79.37


125.00 3.0 10.12 92.31 125.00 3.0 10.45 89.82


88.39 3.5 3.95 96.26 88.39 3.5 4.13 93.96


63.00 4.0 0.59 96.85 63.00 4.0 0.90 94.86


44.20 4.5 0.02 96.87 44.20 4.5 0.30 95.16


31.30 5.0 0.33 97.20 31.30 5.0 0.56 95.72


22.10 5.5 0.47 97.67 22.10 5.5 0.71 96.43


15.60 6.0 0.43 98.10 15.60 6.0 0.69 97.12


11.00 6.5 0.41 98.50 11.00 6.5 0.68 97.80


7.80 7.0 0.42 98.92 7.80 7.0 0.67 98.48


5.50 7.5 0.41 99.34 5.50 7.5 0.62 99.10


3.90 8.0 0.34 99.67 3.90 8.0 0.46 99.56


2.75 8.5 0.24 99.91 2.75 8.5 0.30 99.86


1.95 9.0 0.09 100.00 1.95 9.0 0.14 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.76 Sorting 1.34


Skewness -0.37 Skewness -0.05


Kurtosis 1.04 Kurtosis 1.62


Mean [µm] 495.92 Mean [µm] 313.71


Mean [phi] 1.01 Mean [phi] 1.67


Median [µm] 355.64 Median [µm] 307.25


Median [phi] 1.49 Median [phi] 1.70


Gravel [%] 16.56 Gravel [%] 5.53


Sand [%] 80.29 Sand [%] 89.33


Mud [%] 3.15 Mud [%] 5.14


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Gravelly Sand Gravelly Sand


Medium Sand Medium Sand


Medium Sand Medium Sand


Mesokurtic Very Leptokurtic


Very Coarse Skewed Symmetrical


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.63 0.63 5600 -2.5 0.34 0.34


4000 -2.0 0.30 0.93 4000 -2.0 0.28 0.62


2800 -1.5 0.23 1.16 2800 -1.5 0.76 1.38


2000 -1.0 0.79 1.95 2000 -1.0 0.66 2.04


1400 -0.5 1.16 3.11 1400 -0.5 0.86 2.90


1000 0.0 1.27 4.38 1000 0.0 1.09 3.98


707.00 0.5 1.69 6.07 707.00 0.5 2.11 6.10


500.00 1.0 8.49 14.56 500.00 1.0 7.84 13.94


353.60 1.5 19.06 33.62 353.60 1.5 16.29 30.23


250.00 2.0 25.46 59.08 250.00 2.0 22.96 53.19


176.80 2.5 21.87 80.95 176.80 2.5 22.63 75.82


125.00 3.0 12.31 93.26 125.00 3.0 15.07 90.89


88.39 3.5 3.62 96.88 88.39 3.5 5.22 96.11


63.00 4.0 0.28 97.16 63.00 4.0 0.44 96.56


44.20 4.5 0.02 97.18 44.20 4.5 0.00 96.56


31.30 5.0 0.35 97.53 31.30 5.0 0.20 96.76


22.10 5.5 0.46 97.99 22.10 5.5 0.55 97.31


15.60 6.0 0.42 98.41 15.60 6.0 0.63 97.94


11.00 6.5 0.40 98.81 11.00 6.5 0.56 98.49


7.80 7.0 0.38 99.19 7.80 7.0 0.47 98.97


5.50 7.5 0.35 99.54 5.50 7.5 0.41 99.38


3.90 8.0 0.27 99.81 3.90 8.0 0.33 99.71


2.75 8.5 0.19 100.00 2.75 8.5 0.23 99.94


1.95 9.0 0.00 100.00 1.95 9.0 0.06 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.86 Sorting 0.90


Skewness -0.03 Skewness -0.04


Kurtosis 1.15 Kurtosis 1.13


Mean [µm] 281.71 Mean [µm] 263.95


Mean [phi] 1.83 Mean [phi] 1.92


Median [µm] 282.91 Median [µm] 262.33


Median [phi] 1.82 Median [phi] 1.93


Gravel [%] 1.95 Gravel [%] 2.04


Sand [%] 95.21 Sand [%] 94.52


Mud [%] 2.84 Mud [%] 3.44


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Medium Sand


Medium Sand Medium Sand


Leptokurtic Leptokurtic


Symmetrical Symmetrical


Moderately Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 2.63 2.63 22400 -4.5 0.00 0.00


16000 -4.0 5.95 8.58 16000 -4.0 17.28 17.28


11200 -3.5 11.63 20.20 11200 -3.5 9.37 26.65


8000 -3.0 11.10 31.31 8000 -3.0 8.39 35.04


5600 -2.5 6.12 37.42 5600 -2.5 6.50 41.54


4000 -2.0 4.75 42.18 4000 -2.0 5.86 47.40


2800 -1.5 5.18 47.36 2800 -1.5 6.08 53.47


2000 -1.0 5.19 52.55 2000 -1.0 5.64 59.12


1400 -0.5 5.27 57.83 1400 -0.5 6.16 65.28


1000 0.0 5.84 63.66 1000 0.0 5.78 71.06


707.00 0.5 4.47 68.13 707.00 0.5 5.51 76.57


500.00 1.0 5.64 73.77 500.00 1.0 7.21 83.78


353.60 1.5 6.13 79.91 353.60 1.5 7.24 91.02


250.00 2.0 5.27 85.18 250.00 2.0 5.05 96.08


176.80 2.5 3.45 88.62 176.80 2.5 2.28 98.35


125.00 3.0 1.81 90.43 125.00 3.0 0.56 98.91


88.39 3.5 0.98 91.41 88.39 3.5 0.11 99.02


63.00 4.0 0.72 92.13 63.00 4.0 0.16 99.18


44.20 4.5 0.67 92.80 44.20 4.5 0.16 99.34


31.30 5.0 0.60 93.40 31.30 5.0 0.09 99.43


22.10 5.5 0.63 94.03 22.10 5.5 0.05 99.48


15.60 6.0 0.75 94.78 15.60 6.0 0.08 99.55


11.00 6.5 0.91 95.69 11.00 6.5 0.10 99.65


7.80 7.0 1.01 96.70 7.80 7.0 0.10 99.75


5.50 7.5 1.03 97.73 5.50 7.5 0.10 99.85


3.90 8.0 0.87 98.60 3.90 8.0 0.10 99.94


2.75 8.5 0.63 99.23 2.75 8.5 0.06 100.00


1.95 9.0 0.36 99.59 1.95 9.0 0.00 100.00


1.38 9.5 0.19 99.78 1.38 9.5 0.00 100.00


0.98 10.0 0.13 99.91 0.98 10.0 0.00 100.00


0.69 10.5 0.09 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.97 Sorting 2.21


Skewness 0.27 Skewness 0.14


Kurtosis 0.98 Kurtosis 0.65


Mean [µm] 2009.98 Mean [µm] 3031.81


Mean [phi] -1.01 Mean [phi] -1.60


Median [µm] 2359.68 Median [µm] 3433.38


Median [phi] -1.24 Median [phi] -1.78


Gravel [%] 52.55 Gravel [%] 59.12


Sand [%] 39.58 Sand [%] 33.90


Mud [%] 7.87 Mud [%] 0.66


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Muddy Sandy Gravel Sandy Gravel


Granule Granule


Granule Granule


Mesokurtic Very Platykurtic


Fine Skewed Fine Skewed


Very Poorly Sorted Very Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 18.27 18.27


22400 -4.5 0.00 0.00 22400 -4.5 0.00 18.27


16000 -4.0 0.00 0.00 16000 -4.0 12.31 30.58


11200 -3.5 0.00 0.00 11200 -3.5 0.17 30.75


8000 -3.0 0.00 0.00 8000 -3.0 3.39 34.14


5600 -2.5 6.99 6.99 5600 -2.5 2.94 37.08


4000 -2.0 8.16 15.16 4000 -2.0 2.85 39.93


2800 -1.5 10.59 25.74 2800 -1.5 3.81 43.74


2000 -1.0 10.40 36.14 2000 -1.0 4.34 48.08


1400 -0.5 12.75 48.89 1400 -0.5 5.04 53.12


1000 0.0 10.57 59.46 1000 0.0 4.61 57.73


707.00 0.5 9.47 68.93 707.00 0.5 3.22 60.95


500.00 1.0 9.23 78.16 500.00 1.0 4.41 65.36


353.60 1.5 6.02 84.18 353.60 1.5 5.79 71.15


250.00 2.0 2.99 87.18 250.00 2.0 7.06 78.21


176.80 2.5 2.13 89.31 176.80 2.5 7.07 85.27


125.00 3.0 2.12 91.43 125.00 3.0 5.29 90.56


88.39 3.5 1.56 92.99 88.39 3.5 2.56 93.12


63.00 4.0 0.67 93.65 63.00 4.0 0.77 93.89


44.20 4.5 0.25 93.90 44.20 4.5 0.34 94.23


31.30 5.0 0.28 94.18 31.30 5.0 0.47 94.70


22.10 5.5 0.48 94.65 22.10 5.5 0.57 95.28


15.60 6.0 0.65 95.31 15.60 6.0 0.59 95.87


11.00 6.5 0.81 96.12 11.00 6.5 0.66 96.53


7.80 7.0 0.92 97.04 7.80 7.0 0.77 97.30


5.50 7.5 0.94 97.98 5.50 7.5 0.81 98.10


3.90 8.0 0.79 98.76 3.90 8.0 0.70 98.80


2.75 8.5 0.57 99.34 2.75 8.5 0.52 99.32


1.95 9.0 0.33 99.67 1.95 9.0 0.32 99.64


1.38 9.5 0.17 99.83 1.38 9.5 0.17 99.82


0.98 10.0 0.11 99.94 0.98 10.0 0.11 99.92


0.69 10.5 0.06 100.00 0.69 10.5 0.07 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.13 Sorting 3.47


Skewness 0.30 Skewness 0.00


Kurtosis 1.46 Kurtosis 0.73


Mean [µm] 1233.73 Mean [µm] 2211.74


Mean [phi] -0.30 Mean [phi] -1.15


Median [µm] 1351.52 Median [µm] 1745.94


Median [phi] -0.43 Median [phi] -0.80


Gravel [%] 36.14 Gravel [%] 48.08


Sand [%] 57.51 Sand [%] 45.81


Mud [%] 6.35 Mud [%] 6.11


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sandy Gravel Muddy Sandy Gravel


Very Coarse Sand Very Coarse Sand


Very Coarse Sand Granule


Leptokurtic Platykurtic


Fine Skewed Symmetrical


Very Poorly Sorted Very Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 16.62 16.62 22400 -4.5 17.19 17.19


16000 -4.0 11.46 28.08 16000 -4.0 0.00 17.19


11200 -3.5 8.09 36.17 11200 -3.5 10.59 27.78


8000 -3.0 6.71 42.89 8000 -3.0 5.65 33.44


5600 -2.5 3.84 46.73 5600 -2.5 6.24 39.68


4000 -2.0 3.22 49.95 4000 -2.0 4.92 44.60


2800 -1.5 3.06 53.01 2800 -1.5 5.24 49.84


2000 -1.0 3.21 56.22 2000 -1.0 4.12 53.96


1400 -0.5 3.30 59.52 1400 -0.5 4.17 58.12


1000 0.0 3.09 62.61 1000 0.0 3.64 61.77


707.00 0.5 2.61 65.22 707.00 0.5 3.32 65.09


500.00 1.0 3.34 68.56 500.00 1.0 5.91 71.00


353.60 1.5 4.27 72.83 353.60 1.5 8.21 79.21


250.00 2.0 5.60 78.44 250.00 2.0 8.39 87.61


176.80 2.5 6.31 84.74 176.80 2.5 6.05 93.65


125.00 3.0 5.22 89.97 125.00 3.0 2.84 96.50


88.39 3.5 2.72 92.68 88.39 3.5 0.64 97.13


63.00 4.0 0.82 93.51 63.00 4.0 0.03 97.17


44.20 4.5 0.33 93.83 44.20 4.5 0.17 97.34


31.30 5.0 0.46 94.29 31.30 5.0 0.26 97.60


22.10 5.5 0.58 94.87 22.10 5.5 0.23 97.83


15.60 6.0 0.57 95.44 15.60 6.0 0.22 98.05


11.00 6.5 0.62 96.07 11.00 6.5 0.28 98.33


7.80 7.0 0.74 96.81 7.80 7.0 0.34 98.67


5.50 7.5 0.84 97.65 5.50 7.5 0.37 99.04


3.90 8.0 0.78 98.43 3.90 8.0 0.34 99.39


2.75 8.5 0.63 99.06 2.75 8.5 0.28 99.67


1.95 9.0 0.40 99.46 1.95 9.0 0.19 99.86


1.38 9.5 0.23 99.69 1.38 9.5 0.10 99.96


0.98 10.0 0.15 99.84 0.98 10.0 0.03 99.99


0.69 10.5 0.14 99.98 0.69 10.5 0.01 100.00


0.49 11.0 0.02 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 3.32 Sorting 2.72


Skewness 0.37 Skewness 0.07


Kurtosis 0.73 Kurtosis 0.64


Mean [µm] 2551.53 Mean [µm] 2639.59


Mean [phi] -1.35 Mean [phi] -1.40


Median [µm] 3975.63 Median [µm] 2763.39


Median [phi] -1.99 Median [phi] -1.47


Gravel [%] 56.22 Gravel [%] 53.96


Sand [%] 37.29 Sand [%] 43.21


Mud [%] 6.49 Mud [%] 2.83


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Muddy Sandy Gravel Sandy Gravel


Granule Granule


Granule Granule


Platykurtic Very Platykurtic


Very Fine Skewed Symmetrical


Very Poorly Sorted Very Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 10.66 10.66 16000 -4.0 0.00 0.00


11200 -3.5 2.18 12.84 11200 -3.5 0.00 0.00


8000 -3.0 3.19 16.03 8000 -3.0 0.00 0.00


5600 -2.5 6.89 22.92 5600 -2.5 0.00 0.00


4000 -2.0 9.37 32.29 4000 -2.0 0.38 0.38


2800 -1.5 8.85 41.14 2800 -1.5 1.32 1.70


2000 -1.0 5.27 46.40 2000 -1.0 9.34 11.04


1400 -0.5 4.26 50.66 1400 -0.5 27.44 38.48


1000 0.0 3.09 53.75 1000 0.0 23.76 62.24


707.00 0.5 2.00 55.75 707.00 0.5 12.31 74.54


500.00 1.0 3.01 58.76 500.00 1.0 11.91 86.45


353.60 1.5 5.08 63.84 353.60 1.5 7.57 94.02


250.00 2.0 8.52 72.36 250.00 2.0 2.99 97.02


176.80 2.5 10.43 82.78 176.80 2.5 0.97 97.99


125.00 3.0 8.31 91.09 125.00 3.0 0.61 98.60


88.39 3.5 3.59 94.68 88.39 3.5 0.49 99.08


63.00 4.0 0.54 95.23 63.00 4.0 0.20 99.28


44.20 4.5 0.06 95.29 44.20 4.5 0.01 99.29


31.30 5.0 0.37 95.66 31.30 5.0 0.00 99.29


22.10 5.5 0.51 96.17 22.10 5.5 0.06 99.35


15.60 6.0 0.47 96.64 15.60 6.0 0.11 99.46


11.00 6.5 0.46 97.10 11.00 6.5 0.12 99.57


7.80 7.0 0.54 97.64 7.80 7.0 0.12 99.69


5.50 7.5 0.61 98.26 5.50 7.5 0.12 99.81


3.90 8.0 0.57 98.83 3.90 8.0 0.12 99.93


2.75 8.5 0.47 99.29 2.75 8.5 0.07 100.00


1.95 9.0 0.31 99.61 1.95 9.0 0.00 100.00


1.38 9.5 0.18 99.79 1.38 9.5 0.00 100.00


0.98 10.0 0.12 99.91 0.98 10.0 0.00 100.00


0.69 10.5 0.09 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.61 Sorting 0.90


Skewness 0.10 Skewness 0.28


Kurtosis 0.73 Kurtosis 0.97


Mean [µm] 1259.11 Mean [µm] 1061.90


Mean [phi] -0.33 Mean [phi] -0.09


Median [µm] 1479.92 Median [µm] 1189.19


Median [phi] -0.57 Median [phi] -0.25


Gravel [%] 46.40 Gravel [%] 11.04


Sand [%] 48.82 Sand [%] 88.24


Mud [%] 4.77 Mud [%] 0.72


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sandy Gravel Gravelly Sand


Very Coarse Sand Very Coarse Sand


Very Coarse Sand Very Coarse Sand


Platykurtic Mesokurtic


Fine Skewed Fine Skewed


Very Poorly Sorted Moderately Sorted


Total Total


ST109 ST110


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Frcational Weight


Cumulative weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 31 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 9.54 9.54 16000 -4.0 0.00 0.00


11200 -3.5 3.45 12.99 11200 -3.5 0.00 0.00


8000 -3.0 1.02 14.01 8000 -3.0 0.25 0.25


5600 -2.5 2.57 16.58 5600 -2.5 0.35 0.60


4000 -2.0 4.92 21.50 4000 -2.0 0.49 1.09


2800 -1.5 5.94 27.44 2800 -1.5 1.54 2.63


2000 -1.0 6.73 34.18 2000 -1.0 4.01 6.64


1400 -0.5 7.04 41.21 1400 -0.5 8.79 15.43


1000 0.0 6.86 48.07 1000 0.0 14.63 30.07


707.00 0.5 3.85 51.92 707.00 0.5 24.05 54.11


500.00 1.0 7.32 59.24 500.00 1.0 24.37 78.49


353.60 1.5 11.02 70.26 353.60 1.5 15.08 93.56


250.00 2.0 11.77 82.03 250.00 2.0 4.55 98.11


176.80 2.5 8.59 90.62 176.80 2.5 0.35 98.47


125.00 3.0 4.22 94.84 125.00 3.0 0.06 98.53


88.39 3.5 1.25 96.09 88.39 3.5 0.24 98.77


63.00 4.0 0.31 96.40 63.00 4.0 0.17 98.94


44.20 4.5 0.31 96.72 44.20 4.5 0.03 98.97


31.30 5.0 0.36 97.08 31.30 5.0 0.00 98.97


22.10 5.5 0.34 97.42 22.10 5.5 0.15 99.11


15.60 6.0 0.35 97.76 15.60 6.0 0.21 99.32


11.00 6.5 0.42 98.18 11.00 6.5 0.18 99.50


7.80 7.0 0.46 98.64 7.80 7.0 0.15 99.65


5.50 7.5 0.46 99.11 5.50 7.5 0.18 99.83


3.90 8.0 0.38 99.49 3.90 8.0 0.16 99.99


2.75 8.5 0.28 99.77 2.75 8.5 0.01 100.00


1.95 9.0 0.18 99.94 1.95 9.0 0.00 100.00


1.38 9.5 0.06 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.28 Sorting 0.85


Skewness -0.22 Skewness -0.10


Kurtosis 0.88 Kurtosis 1.07


Mean [µm] 1056.27 Mean [µm] 770.07


Mean [phi] -0.08 Mean [phi] 0.38


Median [µm] 840.71 Median [µm] 750.20


Median [phi] 0.25 Median [phi] 0.41


Gravel [%] 34.18 Gravel [%] 6.64


Sand [%] 62.22 Sand [%] 92.30


Mud [%] 3.60 Mud [%] 1.06


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sandy Gravel Gravelly Sand


Coarse Sand Coarse Sand


Very Coarse Sand Coarse Sand


Platykurtic Mesokurtic


Coarse Skewed Symmetrical


Very Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 1.58 1.58 5600 -2.5 1.36 1.36


4000 -2.0 3.28 4.87 4000 -2.0 6.84 8.20


2800 -1.5 5.79 10.66 2800 -1.5 9.30 17.51


2000 -1.0 8.21 18.87 2000 -1.0 9.00 26.51


1400 -0.5 13.38 32.25 1400 -0.5 7.15 33.66


1000 0.0 14.66 46.91 1000 0.0 6.10 39.76


707.00 0.5 19.05 65.97 707.00 0.5 5.09 44.86


500.00 1.0 18.37 84.34 500.00 1.0 6.87 51.72


353.60 1.5 10.00 94.34 353.60 1.5 8.43 60.15


250.00 2.0 2.29 96.63 250.00 2.0 10.24 70.38


176.80 2.5 0.15 96.79 176.80 2.5 10.95 81.33


125.00 3.0 0.46 97.24 125.00 3.0 8.83 90.16


88.39 3.5 0.65 97.89 88.39 3.5 4.47 94.62


63.00 4.0 0.33 98.22 63.00 4.0 1.14 95.76


44.20 4.5 0.06 98.29 44.20 4.5 0.13 95.89


31.30 5.0 0.09 98.38 31.30 5.0 0.34 96.24


22.10 5.5 0.23 98.60 22.10 5.5 0.53 96.76


15.60 6.0 0.28 98.88 15.60 6.0 0.51 97.27


11.00 6.5 0.28 99.16 11.00 6.5 0.52 97.79


7.80 7.0 0.26 99.41 7.80 7.0 0.57 98.36


5.50 7.5 0.23 99.65 5.50 7.5 0.58 98.94


3.90 8.0 0.20 99.85 3.90 8.0 0.48 99.41


2.75 8.5 0.13 99.98 2.75 8.5 0.34 99.75


1.95 9.0 0.02 100.00 1.95 9.0 0.19 99.94


1.38 9.5 0.00 100.00 1.38 9.5 0.06 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.09 Sorting 1.95


Skewness -0.15 Skewness -0.11


Kurtosis 0.99 Kurtosis 0.73


Mean [µm] 1022.84 Mean [µm] 636.23


Mean [phi] -0.03 Mean [phi] 0.65


Median [µm] 945.40 Median [µm] 545.36


Median [phi] 0.08 Median [phi] 0.87


Gravel [%] 18.87 Gravel [%] 26.51


Sand [%] 79.36 Sand [%] 69.26


Mud [%] 1.78 Mud [%] 4.24


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Gravelly Sand Gravelly Sand


Coarse Sand Coarse Sand


Very Coarse Sand Coarse Sand


Mesokurtic Platykurtic


Coarse Skewed Coarse Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 2.49 2.49


5600 -2.5 0.00 0.00 5600 -2.5 2.07 4.56


4000 -2.0 0.00 0.00 4000 -2.0 3.65 8.21


2800 -1.5 0.10 0.10 2800 -1.5 6.46 14.67


2000 -1.0 2.55 2.64 2000 -1.0 9.54 24.20


1400 -0.5 17.46 20.10 1400 -0.5 10.24 34.44


1000 0.0 29.43 49.53 1000 0.0 5.36 39.80


707.00 0.5 9.89 59.42 707.00 0.5 4.15 43.95


500.00 1.0 12.15 71.57 500.00 1.0 7.72 51.67


353.60 1.5 10.94 82.52 353.60 1.5 11.15 62.82


250.00 2.0 7.04 89.56 250.00 2.0 12.22 75.04


176.80 2.5 3.91 93.47 176.80 2.5 10.34 85.37


125.00 3.0 2.53 96.00 125.00 3.0 6.84 92.21


88.39 3.5 1.70 97.70 88.39 3.5 3.17 95.37


63.00 4.0 0.75 98.45 63.00 4.0 0.91 96.28


44.20 4.5 0.14 98.59 44.20 4.5 0.25 96.53


31.30 5.0 0.01 98.60 31.30 5.0 0.28 96.81


22.10 5.5 0.17 98.77 22.10 5.5 0.38 97.19


15.60 6.0 0.23 99.00 15.60 6.0 0.39 97.58


11.00 6.5 0.23 99.23 11.00 6.5 0.42 98.00


7.80 7.0 0.22 99.45 7.80 7.0 0.48 98.48


5.50 7.5 0.21 99.66 5.50 7.5 0.51 98.99


3.90 8.0 0.18 99.84 3.90 8.0 0.43 99.43


2.75 8.5 0.14 99.98 2.75 8.5 0.33 99.75


1.95 9.0 0.02 100.00 1.95 9.0 0.20 99.95


1.38 9.5 0.00 100.00 1.38 9.5 0.05 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.12 Sorting 1.85


Skewness 0.46 Skewness -0.17


Kurtosis 0.98 Kurtosis 0.81


Mean [µm] 789.58 Mean [µm] 643.57


Mean [phi] 0.34 Mean [phi] 0.64


Median [µm] 983.77 Median [µm] 538.97


Median [phi] 0.02 Median [phi] 0.89


Gravel [%] 2.64 Gravel [%] 24.20


Sand [%] 95.81 Sand [%] 72.08


Mud [%] 1.55 Mud [%] 3.72


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Gravelly Sand


Coarse Sand Coarse Sand


Coarse Sand Coarse Sand


Mesokurtic Platykurtic


Very Fine Skewed Coarse Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 2.73 2.73 8000 -3.0 1.00 1.00


5600 -2.5 3.30 6.02 5600 -2.5 3.69 4.69


4000 -2.0 5.36 11.38 4000 -2.0 3.06 7.75


2800 -1.5 4.70 16.09 2800 -1.5 4.19 11.94


2000 -1.0 5.22 21.30 2000 -1.0 4.67 16.60


1400 -0.5 4.57 25.87 1400 -0.5 5.33 21.93


1000 0.0 4.13 30.00 1000 0.0 5.51 27.43


707.00 0.5 2.22 32.22 707.00 0.5 2.31 29.74


500.00 1.0 3.15 35.37 500.00 1.0 2.73 32.47


353.60 1.5 5.06 40.43 353.60 1.5 4.10 36.57


250.00 2.0 9.27 49.69 250.00 2.0 8.21 44.78


176.80 2.5 13.43 63.12 176.80 2.5 13.12 57.90


125.00 3.0 13.57 76.69 125.00 3.0 14.35 72.25


88.39 3.5 8.74 85.43 88.39 3.5 10.02 82.28


63.00 4.0 3.38 88.81 63.00 4.0 4.29 86.56


44.20 4.5 0.99 89.80 44.20 4.5 1.42 87.98


31.30 5.0 0.74 90.55 31.30 5.0 0.91 88.89


22.10 5.5 1.02 91.57 22.10 5.5 1.20 90.09


15.60 6.0 1.07 92.64 15.60 6.0 1.27 91.36


11.00 6.5 1.11 93.75 11.00 6.5 1.31 92.67


7.80 7.0 1.25 95.00 7.80 7.0 1.44 94.11


5.50 7.5 1.39 96.39 5.50 7.5 1.59 95.70


3.90 8.0 1.26 97.65 3.90 8.0 1.46 97.16


2.75 8.5 0.98 98.63 2.75 8.5 1.15 98.32


1.95 9.0 0.61 99.24 1.95 9.0 0.73 99.05


1.38 9.5 0.33 99.58 1.38 9.5 0.41 99.46


0.98 10.0 0.22 99.80 0.98 10.0 0.28 99.74


0.69 10.5 0.19 99.99 0.69 10.5 0.25 99.98


0.49 11.0 0.01 100.00 0.49 11.0 0.02 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.69 Sorting 2.66


Skewness -0.20 Skewness -0.16


Kurtosis 1.12 Kurtosis 1.19


Mean [µm] 402.92 Mean [µm] 327.40


Mean [phi] 1.31 Mean [phi] 1.61


Median [µm] 248.04 Median [µm] 217.82


Median [phi] 2.01 Median [phi] 2.20


Gravel [%] 21.30 Gravel [%] 16.60


Sand [%] 67.51 Sand [%] 69.96


Mud [%] 11.19 Mud [%] 13.44


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Gravelly Muddy Sand Gravelly Muddy Sand


Fine Sand Fine Sand


Medium Sand Medium Sand


Leptokurtic Leptokurtic


Coarse Skewed Coarse Skewed


Very Poorly Sorted Very Poorly Sorted


Total Total
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Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 1.21 1.21 8000 -3.0 0.00 0.00


5600 -2.5 2.26 3.46 5600 -2.5 0.25 0.25


4000 -2.0 5.92 9.38 4000 -2.0 0.86 1.11


2800 -1.5 5.13 14.51 2800 -1.5 2.50 3.62


2000 -1.0 6.78 21.29 2000 -1.0 3.99 7.61


1400 -0.5 6.17 27.46 1400 -0.5 6.65 14.26


1000 0.0 5.34 32.80 1000 0.0 6.17 20.43


707.00 0.5 3.30 36.10 707.00 0.5 5.14 25.58


500.00 1.0 3.66 39.75 500.00 1.0 9.63 35.21


353.60 1.5 4.38 44.14 353.60 1.5 14.72 49.93


250.00 2.0 7.41 51.55 250.00 2.0 17.49 67.42


176.80 2.5 11.48 63.03 176.80 2.5 15.31 82.73


125.00 3.0 12.59 75.61 125.00 3.0 9.41 92.13


88.39 3.5 8.72 84.34 88.39 3.5 3.30 95.43


63.00 4.0 3.53 87.87 63.00 4.0 0.41 95.84


44.20 4.5 0.98 88.85 44.20 4.5 0.09 95.93


31.30 5.0 0.68 89.52 31.30 5.0 0.41 96.34


22.10 5.5 1.06 90.58 22.10 5.5 0.49 96.83


15.60 6.0 1.19 91.77 15.60 6.0 0.44 97.27


11.00 6.5 1.25 93.02 11.00 6.5 0.46 97.72


7.80 7.0 1.40 94.42 7.80 7.0 0.53 98.25


5.50 7.5 1.55 95.97 5.50 7.5 0.57 98.82


3.90 8.0 1.42 97.39 3.90 8.0 0.50 99.32


2.75 8.5 1.11 98.50 2.75 8.5 0.39 99.71


1.95 9.0 0.68 99.18 1.95 9.0 0.25 99.96


1.38 9.5 0.37 99.55 1.38 9.5 0.04 100.00


0.98 10.0 0.24 99.79 0.98 10.0 0.00 100.00


0.69 10.5 0.20 99.99 0.69 10.5 0.00 100.00


0.49 11.0 0.01 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.66 Sorting 1.45


Skewness -0.12 Skewness -0.23


Kurtosis 1.07 Kurtosis 1.08


Mean [µm] 397.07 Mean [µm] 423.32


Mean [phi] 1.33 Mean [phi] 1.24


Median [µm] 268.77 Median [µm] 353.10


Median [phi] 1.90 Median [phi] 1.50


Gravel [%] 21.29 Gravel [%] 7.61


Sand [%] 60.41 Sand [%] 88.24


Mud [%] 11.15 Mud [%] 4.16


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Gravelly Muddy Sand Gravelly Sand


Medium Sand Medium Sand


Medium Sand Medium Sand


Mesokurtic Mesokurtic


Coarse Skewed Coarse Skewed


Very Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 6.45 6.45


11200 -3.5 0.00 0.00 11200 -3.5 4.20 10.65


8000 -3.0 0.00 0.00 8000 -3.0 10.27 20.92


5600 -2.5 0.14 0.14 5600 -2.5 7.41 28.33


4000 -2.0 0.97 1.11 4000 -2.0 8.24 36.57


2800 -1.5 3.06 4.17 2800 -1.5 4.29 40.86


2000 -1.0 6.00 10.18 2000 -1.0 3.08 43.94


1400 -0.5 10.90 21.07 1400 -0.5 2.72 46.67


1000 0.0 10.37 31.44 1000 0.0 2.37 49.04


707.00 0.5 5.12 36.56 707.00 0.5 2.76 51.81


500.00 1.0 7.71 44.27 500.00 1.0 4.70 56.51


353.60 1.5 10.50 54.77 353.60 1.5 7.61 64.12


250.00 2.0 13.09 67.86 250.00 2.0 10.16 74.28


176.80 2.5 13.35 81.21 176.80 2.5 9.94 84.22


125.00 3.0 9.85 91.06 125.00 3.0 6.83 91.05


88.39 3.5 4.22 95.28 88.39 3.5 2.85 93.90


63.00 4.0 0.67 95.94 63.00 4.0 0.62 94.52


44.20 4.5 0.02 95.97 44.20 4.5 0.24 94.76


31.30 5.0 0.32 96.29 31.30 5.0 0.46 95.22


22.10 5.5 0.51 96.79 22.10 5.5 0.55 95.77


15.60 6.0 0.50 97.29 15.60 6.0 0.53 96.29


11.00 6.5 0.51 97.80 11.00 6.5 0.57 96.86


7.80 7.0 0.55 98.35 7.80 7.0 0.65 97.51


5.50 7.5 0.57 98.92 5.50 7.5 0.70 98.21


3.90 8.0 0.48 99.40 3.90 8.0 0.62 98.84


2.75 8.5 0.36 99.75 2.75 8.5 0.49 99.33


1.95 9.0 0.22 99.98 1.95 9.0 0.31 99.64


1.38 9.5 0.02 100.00 1.38 9.5 0.17 99.81


0.98 10.0 0.00 100.00 0.98 10.0 0.11 99.92


0.69 10.5 0.00 100.00 0.69 10.5 0.08 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.58 Sorting 2.77


Skewness -0.14 Skewness -0.08


Kurtosis 0.78 Kurtosis 0.76


Mean [µm] 478.59 Mean [µm] 1140.78


Mean [phi] 1.06 Mean [phi] -0.19


Median [µm] 413.87 Median [µm] 886.62


Median [phi] 1.27 Median [phi] 0.17


Gravel [%] 10.18 Gravel [%] 43.94


Sand [%] 85.77 Sand [%] 50.58


Mud [%] 4.06 Mud [%] 5.48


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Gravelly Sand Sandy Gravel


Medium Sand Coarse Sand


Medium Sand Very Coarse Sand


Platykurtic Platykurtic


Coarse Skewed Symmetrical


Poorly Sorted Very Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.03 0.03 4000 -2.0 0.03 0.03


2800 -1.5 0.43 0.47 2800 -1.5 0.33 0.36


2000 -1.0 1.12 1.59 2000 -1.0 0.68 1.04


1400 -0.5 2.51 4.10 1400 -0.5 1.81 2.85


1000 0.0 4.14 8.24 1000 0.0 2.93 5.78


707.00 0.5 17.93 26.17 707.00 0.5 13.73 19.50


500.00 1.0 27.56 53.73 500.00 1.0 23.19 42.69


353.60 1.5 26.41 80.14 353.60 1.5 25.59 68.29


250.00 2.0 14.40 94.54 250.00 2.0 17.86 86.14


176.80 2.5 3.88 98.42 176.80 2.5 7.96 94.11


125.00 3.0 0.29 98.71 125.00 3.0 2.35 96.46


88.39 3.5 0.49 99.20 88.39 3.5 0.84 97.30


63.00 4.0 0.61 99.81 63.00 4.0 0.62 97.92


44.20 4.5 0.19 100.00 44.20 4.5 0.41 98.33


31.30 5.0 0.00 100.00 31.30 5.0 0.21 98.54


22.10 5.5 0.00 100.00 22.10 5.5 0.23 98.77


15.60 6.0 0.00 100.00 15.60 6.0 0.28 99.05


11.00 6.5 0.00 100.00 11.00 6.5 0.28 99.33


7.80 7.0 0.00 100.00 7.80 7.0 0.24 99.57


5.50 7.5 0.00 100.00 5.50 7.5 0.22 99.79


3.90 8.0 0.00 100.00 3.90 8.0 0.19 99.98


2.75 8.5 0.00 100.00 2.75 8.5 0.02 100.00


1.95 9.0 0.00 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.72 Sorting 0.82


Skewness -0.04 Skewness 0.06


Kurtosis 1.07 Kurtosis 1.08


Mean [µm] 525.74 Mean [µm] 450.09


Mean [phi] 0.93 Mean [phi] 1.15


Median [µm] 524.00 Median [µm] 452.92


Median [phi] 0.93 Median [phi] 1.14


Gravel [%] 1.59 Gravel [%] 1.04


Sand [%] 98.22 Sand [%] 96.88


Mud [%] 0.19 Mud [%] 2.08


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Coarse Sand Medium Sand


Coarse Sand Medium Sand


Mesokurtic Mesokurtic


Symmetrical Symmetrical


Moderately Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.07 0.07 5600 -2.5 0.00 0.00


4000 -2.0 0.35 0.43 4000 -2.0 0.13 0.13


2800 -1.5 0.65 1.08 2800 -1.5 0.36 0.49


2000 -1.0 2.45 3.53 2000 -1.0 0.66 1.15


1400 -0.5 7.66 11.19 1400 -0.5 1.55 2.70


1000 0.0 9.97 21.16 1000 0.0 2.47 5.16


707.00 0.5 9.86 31.02 707.00 0.5 9.93 15.09


500.00 1.0 17.22 48.24 500.00 1.0 19.62 34.71


353.60 1.5 20.73 68.97 353.60 1.5 25.47 60.18


250.00 2.0 16.40 85.37 250.00 2.0 21.05 81.23


176.80 2.5 8.54 93.92 176.80 2.5 11.24 92.47


125.00 3.0 2.93 96.85 125.00 3.0 3.94 96.41


88.39 3.5 0.78 97.62 88.39 3.5 1.08 97.49


63.00 4.0 0.38 98.01 63.00 4.0 0.52 98.01


44.20 4.5 0.31 98.32 44.20 4.5 0.37 98.38


31.30 5.0 0.21 98.53 31.30 5.0 0.23 98.60


22.10 5.5 0.20 98.73 22.10 5.5 0.20 98.80


15.60 6.0 0.24 98.97 15.60 6.0 0.25 99.05


11.00 6.5 0.27 99.24 11.00 6.5 0.26 99.31


7.80 7.0 0.25 99.49 7.80 7.0 0.24 99.54


5.50 7.5 0.23 99.72 5.50 7.5 0.22 99.76


3.90 8.0 0.19 99.91 3.90 8.0 0.20 99.96


2.75 8.5 0.09 100.00 2.75 8.5 0.04 100.00


1.95 9.0 0.00 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.10 Sorting 0.83


Skewness -0.13 Skewness 0.05


Kurtosis 0.99 Kurtosis 1.06


Mean [µm] 529.80 Mean [µm] 401.77


Mean [phi] 0.92 Mean [phi] 1.32


Median [µm] 485.51 Median [µm] 406.12


Median [phi] 1.04 Median [phi] 1.30


Gravel [%] 3.53 Gravel [%] 1.15


Sand [%] 94.48 Sand [%] 96.86


Mud [%] 1.99 Mud [%] 1.99


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Medium Sand


Coarse Sand Medium Sand


Mesokurtic Mesokurtic


Coarse Skewed Symmetrical


Poorly Sorted Moderately Sorted


Total Total


ST129 ST130


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 39 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.04 0.04 5600 -2.5 0.00 0.00


4000 -2.0 0.15 0.19 4000 -2.0 0.00 0.00


2800 -1.5 0.47 0.66 2800 -1.5 0.06 0.06


2000 -1.0 0.57 1.23 2000 -1.0 0.18 0.25


1400 -0.5 1.22 2.45 1400 -0.5 0.52 0.77


1000 0.0 1.86 4.31 1000 0.0 1.33 2.10


707.00 0.5 7.45 11.77 707.00 0.5 25.16 27.26


500.00 1.0 18.94 30.70 500.00 1.0 35.21 62.48


353.60 1.5 27.44 58.14 353.60 1.5 27.23 89.70


250.00 2.0 23.70 81.85 250.00 2.0 9.48 99.18


176.80 2.5 12.35 94.20 176.80 2.5 0.82 100.00


125.00 3.0 3.52 97.72 125.00 3.0 0.00 100.00


88.39 3.5 0.34 98.06 88.39 3.5 0.00 100.00


63.00 4.0 0.16 98.22 63.00 4.0 0.00 100.00


44.20 4.5 0.32 98.54 44.20 4.5 0.00 100.00


31.30 5.0 0.20 98.75 31.30 5.0 0.00 100.00


22.10 5.5 0.08 98.83 22.10 5.5 0.00 100.00


15.60 6.0 0.20 99.03 15.60 6.0 0.00 100.00


11.00 6.5 0.25 99.28 11.00 6.5 0.00 100.00


7.80 7.0 0.24 99.52 7.80 7.0 0.00 100.00


5.50 7.5 0.22 99.75 5.50 7.5 0.00 100.00


3.90 8.0 0.20 99.95 3.90 8.0 0.00 100.00


2.75 8.5 0.05 100.00 2.75 8.5 0.00 100.00


1.95 9.0 0.00 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.76 Sorting 0.54


Skewness -0.01 Skewness 0.07


Kurtosis 1.05 Kurtosis 0.91


Mean [µm] 392.24 Mean [µm] 561.95


Mean [phi] 1.35 Mean [phi] 0.83


Median [µm] 391.89 Median [µm] 565.29


Median [phi] 1.35 Median [phi] 0.82


Gravel [%] 1.23 Gravel [%] 0.25


Sand [%] 96.99 Sand [%] 99.75


Mud [%] 1.78 Mud [%] 0.00


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Coarse Sand


Medium Sand Coarse Sand


Mesokurtic Mesokurtic


Symmetrical Symmetrical


Moderately Sorted Moderately Well Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.45 0.45 11200 -3.5 0.00 0.00


8000 -3.0 0.09 0.54 8000 -3.0 0.00 0.00


5600 -2.5 0.32 0.86 5600 -2.5 0.12 0.12


4000 -2.0 0.46 1.32 4000 -2.0 0.12 0.24


2800 -1.5 0.86 2.18 2800 -1.5 0.16 0.41


2000 -1.0 1.93 4.12 2000 -1.0 0.42 0.83


1400 -0.5 2.59 6.70 1400 -0.5 1.12 1.95


1000 0.0 1.72 8.42 1000 0.0 2.25 4.20


707.00 0.5 1.87 10.29 707.00 0.5 5.97 10.17


500.00 1.0 5.02 15.31 500.00 1.0 15.09 25.26


353.60 1.5 11.40 26.72 353.60 1.5 22.43 47.69


250.00 2.0 19.47 46.18 250.00 2.0 21.85 69.53


176.80 2.5 22.97 69.16 176.80 2.5 15.47 85.00


125.00 3.0 17.92 87.08 125.00 3.0 8.34 93.34


88.39 3.5 7.48 94.56 88.39 3.5 2.87 96.21


63.00 4.0 1.00 95.56 63.00 4.0 0.35 96.56


44.20 4.5 0.00 95.56 44.20 4.5 0.00 96.56


31.30 5.0 0.25 95.81 31.30 5.0 0.11 96.67


22.10 5.5 0.68 96.49 22.10 5.5 0.33 97.00


15.60 6.0 0.76 97.26 15.60 6.0 0.44 97.43


11.00 6.5 0.68 97.93 11.00 6.5 0.52 97.96


7.80 7.0 0.60 98.54 7.80 7.0 0.57 98.53


5.50 7.5 0.56 99.10 5.50 7.5 0.57 99.10


3.90 8.0 0.45 99.54 3.90 8.0 0.46 99.55


2.75 8.5 0.31 99.85 2.75 8.5 0.31 99.86


1.95 9.0 0.15 100.00 1.95 9.0 0.14 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.16 Sorting 0.93


Skewness -0.20 Skewness 0.05


Kurtosis 1.50 Kurtosis 1.11


Mean [µm] 248.44 Mean [µm] 336.53


Mean [phi] 2.01 Mean [phi] 1.57


Median [µm] 236.02 Median [µm] 340.85


Median [phi] 2.08 Median [phi] 1.55


Gravel [%] 4.12 Gravel [%] 0.83


Sand [%] 91.45 Sand [%] 95.73


Mud [%] 4.44 Mud [%] 3.44


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Medium Sand


Fine Sand Medium Sand


Very Leptokurtic Leptokurtic


Coarse Skewed Symmetrical


Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.47 0.47 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.47 11200 -3.5 0.00 0.00


8000 -3.0 0.10 0.57 8000 -3.0 0.00 0.00


5600 -2.5 0.21 0.78 5600 -2.5 0.09 0.09


4000 -2.0 0.35 1.13 4000 -2.0 0.07 0.16


2800 -1.5 0.46 1.58 2800 -1.5 0.30 0.46


2000 -1.0 0.83 2.41 2000 -1.0 0.76 1.22


1400 -0.5 1.24 3.65 1400 -0.5 3.83 5.05


1000 0.0 1.18 4.83 1000 0.0 4.97 10.02


707.00 0.5 0.83 5.66 707.00 0.5 5.23 15.25


500.00 1.0 3.02 8.68 500.00 1.0 10.40 25.65


353.60 1.5 9.87 18.55 353.60 1.5 15.25 40.90


250.00 2.0 20.92 39.48 250.00 2.0 18.21 59.11


176.80 2.5 26.91 66.39 176.80 2.5 18.06 77.17


125.00 3.0 20.91 87.30 125.00 3.0 13.32 90.50


88.39 3.5 7.72 95.02 88.39 3.5 5.43 95.93


63.00 4.0 0.66 95.67 63.00 4.0 0.68 96.61


44.20 4.5 0.00 95.67 44.20 4.5 0.00 96.61


31.30 5.0 0.00 95.67 31.30 5.0 0.00 96.61


22.10 5.5 0.40 96.07 22.10 5.5 0.27 96.88


15.60 6.0 0.74 96.81 15.60 6.0 0.51 97.38


11.00 6.5 0.79 97.61 11.00 6.5 0.58 97.96


7.80 7.0 0.70 98.30 7.80 7.0 0.57 98.54


5.50 7.5 0.63 98.93 5.50 7.5 0.54 99.08


3.90 8.0 0.51 99.44 3.90 8.0 0.45 99.53


2.75 8.5 0.37 99.81 2.75 8.5 0.32 99.85


1.95 9.0 0.18 99.99 1.95 9.0 0.15 100.00


1.38 9.5 0.01 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.90 Sorting 1.15


Skewness -0.15 Skewness -0.12


Kurtosis 1.32 Kurtosis 1.09


Mean [µm] 223.39 Mean [µm] 311.94


Mean [phi] 2.16 Mean [phi] 1.68


Median [µm] 218.33 Median [µm] 297.34


Median [phi] 2.20 Median [phi] 1.75


Gravel [%] 2.41 Gravel [%] 1.22


Sand [%] 93.27 Sand [%] 95.39


Mud [%] 4.33 Mud [%] 3.39


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Medium Sand


Fine Sand Medium Sand


Leptokurtic Mesokurtic


Coarse Skewed Coarse Skewed


Moderately Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.12 0.12 5600 -2.5 0.00 0.00


4000 -2.0 0.26 0.38 4000 -2.0 0.10 0.10


2800 -1.5 0.33 0.71 2800 -1.5 0.12 0.22


2000 -1.0 1.28 1.99 2000 -1.0 0.36 0.58


1400 -0.5 4.53 6.51 1400 -0.5 0.70 1.28


1000 0.0 8.14 14.66 1000 0.0 0.97 2.25


707.00 0.5 2.49 17.15 707.00 0.5 0.42 2.67


500.00 1.0 10.96 28.11 500.00 1.0 4.94 7.60


353.60 1.5 20.36 48.47 353.60 1.5 15.51 23.11


250.00 2.0 21.89 70.36 250.00 2.0 25.42 48.53


176.80 2.5 15.90 86.25 176.80 2.5 25.52 74.04


125.00 3.0 8.50 94.76 125.00 3.0 16.53 90.57


88.39 3.5 2.93 97.69 88.39 3.5 5.57 96.15


63.00 4.0 0.41 98.10 63.00 4.0 0.54 96.69


44.20 4.5 0.00 98.10 44.20 4.5 0.00 96.69


31.30 5.0 0.15 98.25 31.30 5.0 0.22 96.90


22.10 5.5 0.31 98.56 22.10 5.5 0.53 97.43


15.60 6.0 0.32 98.88 15.60 6.0 0.59 98.02


11.00 6.5 0.30 99.18 11.00 6.5 0.53 98.55


7.80 7.0 0.27 99.45 7.80 7.0 0.46 99.02


5.50 7.5 0.25 99.70 5.50 7.5 0.40 99.42


3.90 8.0 0.20 99.90 3.90 8.0 0.31 99.73


2.75 8.5 0.10 100.00 2.75 8.5 0.23 99.96


1.95 9.0 0.00 100.00 1.95 9.0 0.04 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.10 Sorting 0.79


Skewness -0.18 Skewness 0.02


Kurtosis 1.18 Kurtosis 1.10


Mean [µm] 376.02 Mean [µm] 244.25


Mean [phi] 1.41 Mean [phi] 2.03


Median [µm] 345.14 Median [µm] 245.05


Median [phi] 1.53 Median [phi] 2.03


Gravel [%] 1.99 Gravel [%] 0.58


Sand [%] 96.11 Sand [%] 96.11


Mud [%] 1.90 Mud [%] 3.31


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Fine Sand


Medium Sand Fine Sand


Leptokurtic Mesokurtic


Coarse Skewed Symmetrical


Poorly Sorted Moderately Sorted


Total Total


ST143 ST146
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 1.18 1.18 5600 -2.5 0.00 0.00


4000 -2.0 0.23 1.41 4000 -2.0 0.06 0.06


2800 -1.5 0.21 1.62 2800 -1.5 0.39 0.46


2000 -1.0 0.29 1.90 2000 -1.0 0.53 0.99


1400 -0.5 0.46 2.37 1400 -0.5 1.10 2.08


1000 0.0 0.49 2.86 1000 0.0 1.91 3.99


707.00 0.5 0.06 2.92 707.00 0.5 2.24 6.24


500.00 1.0 1.89 4.81 500.00 1.0 8.69 14.92


353.60 1.5 9.59 14.40 353.60 1.5 17.94 32.86


250.00 2.0 22.14 36.54 250.00 2.0 23.74 56.60


176.80 2.5 28.46 65.00 176.80 2.5 21.56 78.16


125.00 3.0 21.88 86.88 125.00 3.0 13.58 91.74


88.39 3.5 8.15 95.03 88.39 3.5 4.75 96.48


63.00 4.0 0.79 95.82 63.00 4.0 0.49 96.97


44.20 4.5 0.00 95.82 44.20 4.5 0.00 96.97


31.30 5.0 0.10 95.92 31.30 5.0 0.22 97.20


22.10 5.5 0.62 96.53 22.10 5.5 0.51 97.71


15.60 6.0 0.83 97.37 15.60 6.0 0.55 98.26


11.00 6.5 0.74 98.11 11.00 6.5 0.48 98.74


7.80 7.0 0.60 98.71 7.80 7.0 0.42 99.16


5.50 7.5 0.51 99.22 5.50 7.5 0.36 99.52


3.90 8.0 0.40 99.62 3.90 8.0 0.28 99.80


2.75 8.5 0.28 99.90 2.75 8.5 0.20 100.00


1.95 9.0 0.10 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.73 Sorting 0.89


Skewness 0.01 Skewness -0.02


Kurtosis 1.03 Kurtosis 1.12


Mean [µm] 212.35 Mean [µm] 273.83


Mean [phi] 2.24 Mean [phi] 1.87


Median [µm] 212.21 Median [µm] 275.29


Median [phi] 2.24 Median [phi] 1.86


Gravel [%] 1.90 Gravel [%] 0.99


Sand [%] 93.91 Sand [%] 95.99


Mud [%] 4.18 Mud [%] 3.03


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Medium Sand


Fine Sand Medium Sand


Mesokurtic Leptokurtic


Symmetrical Symmetrical


Moderately Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.03 0.03 4000 -2.0 0.00 0.00


2800 -1.5 0.09 0.12 2800 -1.5 0.06 0.06


2000 -1.0 0.11 0.23 2000 -1.0 0.14 0.20


1400 -0.5 0.37 0.60 1400 -0.5 0.07 0.27


1000 0.0 0.86 1.47 1000 0.0 0.12 0.39


707.00 0.5 2.54 4.01 707.00 0.5 0.11 0.50


500.00 1.0 3.89 7.90 500.00 1.0 0.31 0.81


353.60 1.5 8.83 16.73 353.60 1.5 6.28 7.09


250.00 2.0 19.96 36.69 250.00 2.0 23.74 30.83


176.80 2.5 28.01 64.70 176.80 2.5 34.44 65.27


125.00 3.0 22.67 87.37 125.00 3.0 24.33 89.60


88.39 3.5 8.31 95.69 88.39 3.5 6.51 96.11


63.00 4.0 0.62 96.31 63.00 4.0 0.27 96.38


44.20 4.5 0.00 96.31 44.20 4.5 0.00 96.38


31.30 5.0 0.00 96.31 31.30 5.0 0.00 96.38


22.10 5.5 0.39 96.70 22.10 5.5 0.44 96.82


15.60 6.0 0.74 97.44 15.60 6.0 0.78 97.61


11.00 6.5 0.73 98.17 11.00 6.5 0.73 98.34


7.80 7.0 0.56 98.73 7.80 7.0 0.54 98.88


5.50 7.5 0.47 99.20 5.50 7.5 0.43 99.32


3.90 8.0 0.39 99.60 3.90 8.0 0.35 99.67


2.75 8.5 0.29 99.89 2.75 8.5 0.26 99.93


1.95 9.0 0.11 100.00 1.95 9.0 0.07 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.80 Sorting 0.61


Skewness -0.10 Skewness 0.05


Kurtosis 1.14 Kurtosis 1.04


Mean [µm] 216.54 Mean [µm] 205.39


Mean [phi] 2.21 Mean [phi] 2.28


Median [µm] 212.05 Median [µm] 206.15


Median [phi] 2.24 Median [phi] 2.28


Gravel [%] 0.23 Gravel [%] 0.20


Sand [%] 96.08 Sand [%] 96.18


Mud [%] 3.69 Mud [%] 3.62


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Leptokurtic Mesokurtic


Symmetrical Symmetrical


Moderately Sorted Moderately Well Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.29 0.29 4000 -2.0 0.14 0.14


2800 -1.5 0.10 0.39 2800 -1.5 0.05 0.19


2000 -1.0 0.10 0.49 2000 -1.0 0.05 0.24


1400 -0.5 0.19 0.68 1400 -0.5 0.09 0.34


1000 0.0 0.22 0.90 1000 0.0 0.07 0.40


707.00 0.5 0.00 0.90 707.00 0.5 0.00 0.41


500.00 1.0 0.47 1.36 500.00 1.0 0.77 1.17


353.60 1.5 7.29 8.66 353.60 1.5 9.90 11.07


250.00 2.0 24.44 33.10 250.00 2.0 28.83 39.90


176.80 2.5 33.61 66.70 176.80 2.5 34.01 73.92


125.00 3.0 23.27 89.97 125.00 3.0 19.33 93.25


88.39 3.5 6.29 96.26 88.39 3.5 3.68 96.93


63.00 4.0 0.27 96.53 63.00 4.0 0.05 96.98


44.20 4.5 0.00 96.53 44.20 4.5 0.00 96.98


31.30 5.0 0.01 96.54 31.30 5.0 0.06 97.04


22.10 5.5 0.47 97.01 22.10 5.5 0.46 97.50


15.60 6.0 0.75 97.76 15.60 6.0 0.67 98.17


11.00 6.5 0.68 98.44 11.00 6.5 0.58 98.74


7.80 7.0 0.51 98.95 7.80 7.0 0.42 99.16


5.50 7.5 0.41 99.36 5.50 7.5 0.35 99.51


3.90 8.0 0.33 99.68 3.90 8.0 0.29 99.80


2.75 8.5 0.25 99.93 2.75 8.5 0.20 100.00


1.95 9.0 0.07 100.00 1.95 9.0 0.00 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.63 Sorting 0.60


Skewness 0.04 Skewness 0.05


Kurtosis 1.04 Kurtosis 1.07


Mean [µm] 209.10 Mean [µm] 223.01


Mean [phi] 2.26 Mean [phi] 2.16


Median [µm] 210.02 Median [µm] 225.57


Median [phi] 2.25 Median [phi] 2.15


Gravel [%] 0.49 Gravel [%] 0.24


Sand [%] 96.04 Sand [%] 96.74


Mud [%] 3.47 Mud [%] 3.02


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Mesokurtic Mesokurtic


Symmetrical Symmetrical


Moderately Well Sorted Moderately Well Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.03 0.03 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.04 2800 -1.5 0.07 0.07


2000 -1.0 0.07 0.11 2000 -1.0 0.06 0.13


1400 -0.5 0.04 0.15 1400 -0.5 0.04 0.17


1000 0.0 0.02 0.17 1000 0.0 0.09 0.27


707.00 0.5 0.00 0.17 707.00 0.5 0.00 0.27


500.00 1.0 0.35 0.52 500.00 1.0 0.10 0.36


353.60 1.5 8.04 8.55 353.60 1.5 5.08 5.44


250.00 2.0 29.29 37.85 250.00 2.0 25.24 30.68


176.80 2.5 36.47 74.32 176.80 2.5 37.40 68.08


125.00 3.0 19.59 93.91 125.00 3.0 23.33 91.41


88.39 3.5 3.03 96.93 88.39 3.5 4.53 95.94


63.00 4.0 0.03 96.96 63.00 4.0 0.09 96.03


44.20 4.5 0.00 96.96 44.20 4.5 0.00 96.03


31.30 5.0 0.00 96.96 31.30 5.0 0.00 96.03


22.10 5.5 0.41 97.37 22.10 5.5 0.48 96.51


15.60 6.0 0.68 98.05 15.60 6.0 0.79 97.30


11.00 6.5 0.62 98.67 11.00 6.5 0.76 98.06


7.80 7.0 0.45 99.12 7.80 7.0 0.60 98.65


5.50 7.5 0.36 99.48 5.50 7.5 0.51 99.16


3.90 8.0 0.30 99.78 3.90 8.0 0.41 99.57


2.75 8.5 0.22 100.00 2.75 8.5 0.30 99.87


1.95 9.0 0.00 100.00 1.95 9.0 0.13 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.57 Sorting 0.58


Skewness 0.05 Skewness 0.10


Kurtosis 1.06 Kurtosis 1.05


Mean [µm] 220.65 Mean [µm] 207.41


Mean [phi] 2.18 Mean [phi] 2.27


Median [µm] 222.74 Median [µm] 209.04


Median [phi] 2.17 Median [phi] 2.26


Gravel [%] 0.11 Gravel [%] 0.13


Sand [%] 96.85 Sand [%] 95.90


Mud [%] 3.04 Mud [%] 3.97


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Mesokurtic Mesokurtic


Symmetrical Fine Skewed


Moderately Well Sorted Moderately Well Sorted


Total Total


ST154 ST156
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 2.55 2.55


8000 -3.0 0.00 0.00 8000 -3.0 0.64 3.19


5600 -2.5 0.00 0.00 5600 -2.5 0.09 3.28


4000 -2.0 0.28 0.28 4000 -2.0 0.40 3.68


2800 -1.5 0.14 0.41 2800 -1.5 0.42 4.10


2000 -1.0 0.12 0.53 2000 -1.0 0.08 4.18


1400 -0.5 0.10 0.63 1400 -0.5 0.07 4.25


1000 0.0 0.12 0.75 1000 0.0 0.06 4.31


707.00 0.5 0.00 0.75 707.00 0.5 0.00 4.31


500.00 1.0 1.17 1.92 500.00 1.0 0.16 4.47


353.60 1.5 10.55 12.47 353.60 1.5 5.84 10.31


250.00 2.0 28.74 41.21 250.00 2.0 26.27 36.58


176.80 2.5 33.90 75.10 176.80 2.5 36.08 72.66


125.00 3.0 18.97 94.07 125.00 3.0 20.24 92.90


88.39 3.5 3.28 97.35 88.39 3.5 3.14 96.04


63.00 4.0 0.03 97.38 63.00 4.0 0.03 96.07


44.20 4.5 0.00 97.38 44.20 4.5 0.00 96.07


31.30 5.0 0.00 97.38 31.30 5.0 0.04 96.10


22.10 5.5 0.27 97.65 22.10 5.5 0.51 96.61


15.60 6.0 0.59 98.23 15.60 6.0 0.78 97.40


11.00 6.5 0.57 98.80 11.00 6.5 0.74 98.13


7.80 7.0 0.41 99.21 7.80 7.0 0.59 98.73


5.50 7.5 0.32 99.52 5.50 7.5 0.51 99.23


3.90 8.0 0.27 99.79 3.90 8.0 0.39 99.63


2.75 8.5 0.21 100.00 2.75 8.5 0.28 99.90


1.95 9.0 0.00 100.00 1.95 9.0 0.10 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.60 Sorting 0.64


Skewness 0.02 Skewness 0.01


Kurtosis 1.05 Kurtosis 1.21


Mean [µm] 226.61 Mean [µm] 218.94


Mean [phi] 2.14 Mean [phi] 2.19


Median [µm] 228.51 Median [µm] 219.77


Median [phi] 2.13 Median [phi] 2.19


Gravel [%] 0.53 Gravel [%] 4.18


Sand [%] 96.85 Sand [%] 91.89


Mud [%] 2.62 Mud [%] 3.93


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Mesokurtic Leptokurtic


Symmetrical Symmetrical


Moderately Well Sorted Moderately Well Sorted


Total Total


ST158 ST159
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.84 0.84 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.84 8000 -3.0 0.00 0.00


5600 -2.5 0.44 1.28 5600 -2.5 0.00 0.00


4000 -2.0 0.43 1.72 4000 -2.0 0.06 0.06


2800 -1.5 0.52 2.23 2800 -1.5 0.15 0.21


2000 -1.0 0.80 3.03 2000 -1.0 0.54 0.75


1400 -0.5 1.15 4.18 1400 -0.5 0.81 1.56


1000 0.0 1.13 5.31 1000 0.0 1.07 2.63


707.00 0.5 0.00 5.31 707.00 0.5 0.36 2.98


500.00 1.0 0.32 5.63 500.00 1.0 2.41 5.40


353.60 1.5 6.70 12.33 353.60 1.5 12.07 17.47


250.00 2.0 24.72 37.05 250.00 2.0 27.11 44.58


176.80 2.5 33.41 70.46 176.80 2.5 30.53 75.11


125.00 3.0 20.77 91.23 125.00 3.0 17.74 92.86


88.39 3.5 4.30 95.53 88.39 3.5 3.54 96.39


63.00 4.0 0.09 95.61 63.00 4.0 0.05 96.44


44.20 4.5 0.00 95.61 44.20 4.5 0.00 96.44


31.30 5.0 0.00 95.62 31.30 5.0 0.00 96.44


22.10 5.5 0.38 95.99 22.10 5.5 0.31 96.75


15.60 6.0 0.71 96.70 15.60 6.0 0.59 97.34


11.00 6.5 0.77 97.47 11.00 6.5 0.64 97.97


7.80 7.0 0.71 98.18 7.80 7.0 0.58 98.55


5.50 7.5 0.65 98.84 5.50 7.5 0.53 99.08


3.90 8.0 0.53 99.37 3.90 8.0 0.44 99.51


2.75 8.5 0.39 99.75 2.75 8.5 0.33 99.84


1.95 9.0 0.23 99.98 1.95 9.0 0.16 100.00


1.38 9.5 0.02 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.85 Sorting 0.69


Skewness -0.15 Skewness 0.01


Kurtosis 1.72 Kurtosis 1.14


Mean [µm] 217.96 Mean [µm] 234.45


Mean [phi] 2.20 Mean [phi] 2.09


Median [µm] 218.59 Median [µm] 235.09


Median [phi] 2.19 Median [phi] 2.09


Gravel [%] 3.03 Gravel [%] 0.75


Sand [%] 92.58 Sand [%] 95.70


Mud [%] 4.39 Mud [%] 3.56


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Leptokurtic


Coarse Skewed Symmetrical


Moderately Sorted Moderately Well Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.05 0.05


4000 -2.0 0.01 0.01 4000 -2.0 0.20 0.25


2800 -1.5 0.05 0.06 2800 -1.5 0.07 0.32


2000 -1.0 0.07 0.13 2000 -1.0 0.41 0.73


1400 -0.5 0.14 0.27 1400 -0.5 0.56 1.29


1000 0.0 0.29 0.56 1000 0.0 1.15 2.44


707.00 0.5 0.00 0.56 707.00 0.5 0.66 3.11


500.00 1.0 0.27 0.83 500.00 1.0 1.44 4.55


353.60 1.5 6.43 7.26 353.60 1.5 9.08 13.63


250.00 2.0 25.82 33.09 250.00 2.0 24.76 38.39


176.80 2.5 36.07 69.15 176.80 2.5 31.53 69.91


125.00 3.0 22.28 91.44 125.00 3.0 20.34 90.26


88.39 3.5 4.32 95.75 88.39 3.5 4.76 95.02


63.00 4.0 0.06 95.81 63.00 4.0 0.10 95.12


44.20 4.5 0.00 95.81 44.20 4.5 0.00 95.12


31.30 5.0 0.01 95.82 31.30 5.0 0.02 95.14


22.10 5.5 0.48 96.30 22.10 5.5 0.41 95.55


15.60 6.0 0.78 97.08 15.60 6.0 0.71 96.27


11.00 6.5 0.75 97.82 11.00 6.5 0.78 97.04


7.80 7.0 0.63 98.45 7.80 7.0 0.75 97.80


5.50 7.5 0.57 99.02 5.50 7.5 0.75 98.55


3.90 8.0 0.48 99.49 3.90 8.0 0.66 99.21


2.75 8.5 0.35 99.84 2.75 8.5 0.49 99.71


1.95 9.0 0.16 100.00 1.95 9.0 0.27 99.98


1.38 9.5 0.00 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.61 Sorting 0.70


Skewness 0.08 Skewness 0.04


Kurtosis 1.09 Kurtosis 1.13


Mean [µm] 210.88 Mean [µm] 218.74


Mean [phi] 2.25 Mean [phi] 2.19


Median [µm] 212.51 Median [µm] 220.05


Median [phi] 2.23 Median [phi] 2.18


Gravel [%] 0.13 Gravel [%] 0.73


Sand [%] 95.68 Sand [%] 94.39


Mud [%] 4.19 Mud [%] 4.88


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Mesokurtic Leptokurtic


Symmetrical Symmetrical


Moderately Well Sorted Moderately Well Sorted


Total Total


ST162 ST163
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.03 0.03 5600 -2.5 0.00 0.00


4000 -2.0 0.53 0.56 4000 -2.0 0.03 0.03


2800 -1.5 0.46 1.02 2800 -1.5 0.09 0.12


2000 -1.0 0.87 1.89 2000 -1.0 0.11 0.23


1400 -0.5 1.56 3.45 1400 -0.5 0.23 0.46


1000 0.0 1.70 5.15 1000 0.0 0.31 0.78


707.00 0.5 0.69 5.84 707.00 0.5 0.00 0.78


500.00 1.0 1.36 7.20 500.00 1.0 0.14 0.92


353.60 1.5 9.56 16.76 353.60 1.5 5.30 6.22


250.00 2.0 25.69 42.45 250.00 2.0 25.54 31.76


176.80 2.5 31.12 73.57 176.80 2.5 37.49 69.25


125.00 3.0 18.12 91.69 125.00 3.0 22.36 91.60


88.39 3.5 3.35 95.04 88.39 3.5 3.66 95.27


63.00 4.0 0.04 95.08 63.00 4.0 0.03 95.30


44.20 4.5 0.00 95.08 44.20 4.5 0.00 95.30


31.30 5.0 0.01 95.09 31.30 5.0 0.00 95.30


22.10 5.5 0.46 95.55 22.10 5.5 0.21 95.50


15.60 6.0 0.79 96.34 15.60 6.0 0.67 96.18


11.00 6.5 0.84 97.18 11.00 6.5 0.84 97.02


7.80 7.0 0.78 97.96 7.80 7.0 0.79 97.82


5.50 7.5 0.74 98.70 5.50 7.5 0.74 98.56


3.90 8.0 0.61 99.31 3.90 8.0 0.65 99.21


2.75 8.5 0.43 99.74 2.75 8.5 0.49 99.69


1.95 9.0 0.24 99.98 1.95 9.0 0.29 99.98


1.38 9.5 0.02 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.87 Sorting 0.60


Skewness -0.11 Skewness 0.10


Kurtosis 1.65 Kurtosis 1.12


Mean [µm] 229.58 Mean [µm] 209.52


Mean [phi] 2.12 Mean [phi] 2.25


Median [µm] 229.85 Median [µm] 211.22


Median [phi] 2.12 Median [phi] 2.24


Gravel [%] 1.89 Gravel [%] 0.23


Sand [%] 93.19 Sand [%] 95.07


Mud [%] 4.92 Mud [%] 4.70


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Leptokurtic


Coarse Skewed Fine Skewed


Moderately Sorted Moderately Well Sorted


Total Total


ST164 ST165
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.08 0.08 5600 -2.5 0.00 0.00


4000 -2.0 0.10 0.18 4000 -2.0 0.11 0.11


2800 -1.5 0.33 0.51 2800 -1.5 0.21 0.32


2000 -1.0 0.66 1.17 2000 -1.0 0.44 0.76


1400 -0.5 1.22 2.39 1400 -0.5 0.59 1.35


1000 0.0 2.60 4.99 1000 0.0 0.83 2.18


707.00 0.5 4.40 9.39 707.00 0.5 0.70 2.88


500.00 1.0 8.36 17.75 500.00 1.0 0.38 3.27


353.60 1.5 15.72 33.47 353.60 1.5 6.74 10.01


250.00 2.0 24.05 57.52 250.00 2.0 24.90 34.91


176.80 2.5 23.31 80.83 176.80 2.5 34.54 69.45


125.00 3.0 12.14 92.97 125.00 3.0 21.27 90.72


88.39 3.5 1.90 94.86 88.39 3.5 3.95 94.66


63.00 4.0 0.01 94.87 63.00 4.0 0.05 94.72


44.20 4.5 0.00 94.87 44.20 4.5 0.00 94.72


31.30 5.0 0.05 94.92 31.30 5.0 0.00 94.72


22.10 5.5 0.47 95.39 22.10 5.5 0.30 95.02


15.60 6.0 0.76 96.15 15.60 6.0 0.69 95.71


11.00 6.5 0.82 96.98 11.00 6.5 0.83 96.54


7.80 7.0 0.82 97.79 7.80 7.0 0.83 97.38


5.50 7.5 0.81 98.60 5.50 7.5 0.84 98.22


3.90 8.0 0.67 99.26 3.90 8.0 0.75 98.98


2.75 8.5 0.46 99.73 2.75 8.5 0.58 99.56


1.95 9.0 0.26 99.98 1.95 9.0 0.34 99.90


1.38 9.5 0.02 100.00 1.38 9.5 0.10 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.20 Sorting 0.96


Skewness 0.09 Skewness 0.26


Kurtosis 1.82 Kurtosis 2.15


Mean [µm] 289.22 Mean [µm] 213.62


Mean [phi] 1.79 Mean [phi] 2.23


Median [µm] 278.63 Median [µm] 214.89


Median [phi] 1.84 Median [phi] 2.22


Gravel [%] 1.17 Gravel [%] 0.76


Sand [%] 93.70 Sand [%] 93.37


Mud [%] 5.13 Mud [%] 5.28


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Fine Sand


Medium Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Symmetrical Fine Skewed


Poorly Sorted Moderately Sorted


Total Total


ST166 ST167
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.34 0.34 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.34 8000 -3.0 0.00 0.00


5600 -2.5 0.10 0.45 5600 -2.5 0.14 0.14


4000 -2.0 0.13 0.58 4000 -2.0 0.26 0.40


2800 -1.5 0.07 0.64 2800 -1.5 0.49 0.89


2000 -1.0 0.22 0.86 2000 -1.0 0.56 1.45


1400 -0.5 0.28 1.14 1400 -0.5 0.65 2.11


1000 0.0 0.47 1.61 1000 0.0 0.87 2.97


707.00 0.5 0.00 1.61 707.00 0.5 0.00 2.97


500.00 1.0 0.27 1.87 500.00 1.0 0.15 3.12


353.60 1.5 6.30 8.17 353.60 1.5 5.21 8.33


250.00 2.0 25.59 33.76 250.00 2.0 24.65 32.98


176.80 2.5 36.05 69.81 176.80 2.5 36.00 68.98


125.00 3.0 22.04 91.84 125.00 3.0 21.60 90.58


88.39 3.5 3.99 95.84 88.39 3.5 3.67 94.25


63.00 4.0 0.05 95.89 63.00 4.0 0.04 94.29


44.20 4.5 0.00 95.89 44.20 4.5 0.00 94.29


31.30 5.0 0.00 95.89 31.30 5.0 0.05 94.33


22.10 5.5 0.29 96.17 22.10 5.5 0.52 94.86


15.60 6.0 0.66 96.83 15.60 6.0 0.84 95.70


11.00 6.5 0.74 97.57 11.00 6.5 0.87 96.58


7.80 7.0 0.66 98.23 7.80 7.0 0.84 97.42


5.50 7.5 0.61 98.84 5.50 7.5 0.85 98.27


3.90 8.0 0.52 99.36 3.90 8.0 0.76 99.03


2.75 8.5 0.39 99.75 2.75 8.5 0.57 99.60


1.95 9.0 0.23 99.98 1.95 9.0 0.32 99.92


1.38 9.5 0.02 100.00 1.38 9.5 0.08 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.62 Sorting 0.97


Skewness 0.06 Skewness 0.27


Kurtosis 1.12 Kurtosis 2.25


Mean [µm] 212.67 Mean [µm] 210.74


Mean [phi] 2.23 Mean [phi] 2.25


Median [µm] 213.87 Median [µm] 212.22


Median [phi] 2.23 Median [phi] 2.24


Gravel [%] 0.86 Gravel [%] 1.45


Sand [%] 95.02 Sand [%] 92.84


Mud [%] 4.11 Mud [%] 5.71


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Leptokurtic Very Leptokurtic


Symmetrical Fine Skewed


Moderately Well Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.17 0.17 5600 -2.5 0.00 0.00


4000 -2.0 0.34 0.51 4000 -2.0 0.06 0.06


2800 -1.5 0.33 0.83 2800 -1.5 0.18 0.23


2000 -1.0 0.27 1.11 2000 -1.0 0.33 0.57


1400 -0.5 0.52 1.63 1400 -0.5 0.95 1.52


1000 0.0 0.57 2.20 1000 0.0 1.75 3.27


707.00 0.5 0.23 2.43 707.00 0.5 1.21 4.47


500.00 1.0 0.40 2.83 500.00 1.0 0.80 5.28


353.60 1.5 7.33 10.16 353.60 1.5 7.38 12.66


250.00 2.0 26.10 36.26 250.00 2.0 24.42 37.08


176.80 2.5 34.82 71.08 176.80 2.5 33.28 70.36


125.00 3.0 20.73 91.81 125.00 3.0 21.22 91.58


88.39 3.5 3.69 95.51 88.39 3.5 4.39 95.97


63.00 4.0 0.04 95.55 63.00 4.0 0.06 96.03


44.20 4.5 0.00 95.55 44.20 4.5 0.00 96.03


31.30 5.0 0.00 95.55 31.30 5.0 0.00 96.03


22.10 5.5 0.32 95.86 22.10 5.5 0.28 96.31


15.60 6.0 0.69 96.55 15.60 6.0 0.67 96.99


11.00 6.5 0.77 97.32 11.00 6.5 0.75 97.74


7.80 7.0 0.70 98.02 7.80 7.0 0.65 98.39


5.50 7.5 0.67 98.70 5.50 7.5 0.58 98.98


3.90 8.0 0.58 99.28 3.90 8.0 0.49 99.47


2.75 8.5 0.44 99.72 2.75 8.5 0.36 99.83


1.95 9.0 0.26 99.98 1.95 9.0 0.17 100.00


1.38 9.5 0.02 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.65 Sorting 0.70


Skewness 0.05 Skewness -0.03


Kurtosis 1.16 Kurtosis 1.23


Mean [µm] 216.61 Mean [µm] 218.47


Mean [phi] 2.21 Mean [phi] 2.19


Median [µm] 218.06 Median [µm] 218.55


Median [phi] 2.20 Median [phi] 2.19


Gravel [%] 1.11 Gravel [%] 0.57


Sand [%] 94.44 Sand [%] 95.47


Mud [%] 4.45 Mud [%] 3.97


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Leptokurtic Leptokurtic


Symmetrical Symmetrical


Moderately Well Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.15 0.15 8000 -3.0 0.00 0.00


5600 -2.5 0.77 0.92 5600 -2.5 0.00 0.00


4000 -2.0 0.75 1.67 4000 -2.0 0.13 0.13


2800 -1.5 0.33 2.01 2800 -1.5 0.23 0.37


2000 -1.0 0.72 2.72 2000 -1.0 0.34 0.70


1400 -0.5 1.01 3.74 1400 -0.5 0.76 1.46


1000 0.0 1.21 4.94 1000 0.0 1.60 3.06


707.00 0.5 1.31 6.26 707.00 0.5 3.22 6.28


500.00 1.0 1.28 7.54 500.00 1.0 4.96 11.23


353.60 1.5 8.21 15.75 353.60 1.5 12.04 23.27


250.00 2.0 23.26 39.01 250.00 2.0 24.13 47.40


176.80 2.5 30.09 69.10 176.80 2.5 27.66 75.07


125.00 3.0 19.76 88.86 125.00 3.0 16.72 91.79


88.39 3.5 4.69 93.54 88.39 3.5 3.45 95.24


63.00 4.0 0.08 93.62 63.00 4.0 0.05 95.29


44.20 4.5 0.00 93.62 44.20 4.5 0.00 95.29


31.30 5.0 0.21 93.83 31.30 5.0 0.00 95.29


22.10 5.5 0.74 94.58 22.10 5.5 0.41 95.70


15.60 6.0 0.95 95.53 15.60 6.0 0.73 96.43


11.00 6.5 0.92 96.45 11.00 6.5 0.79 97.22


7.80 7.0 0.89 97.35 7.80 7.0 0.76 97.98


5.50 7.5 0.90 98.25 5.50 7.5 0.74 98.72


3.90 8.0 0.77 99.03 3.90 8.0 0.62 99.33


2.75 8.5 0.57 99.59 2.75 8.5 0.43 99.77


1.95 9.0 0.32 99.91 1.95 9.0 0.22 99.99


1.38 9.5 0.09 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.21 Sorting 0.87


Skewness 0.13 Skewness -0.09


Kurtosis 2.46 Kurtosis 1.35


Mean [µm] 219.41 Mean [µm] 249.32


Mean [phi] 2.19 Mean [phi] 2.00


Median [µm] 220.28 Median [µm] 242.00


Median [phi] 2.18 Median [phi] 2.05


Gravel [%] 2.72 Gravel [%] 0.70


Sand [%] 90.90 Sand [%] 94.58


Mud [%] 6.38 Mud [%] 4.71


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Leptokurtic


Fine Skewed Symmetrical


Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.75 0.75


11200 -3.5 0.00 0.00 11200 -3.5 0.82 1.56


8000 -3.0 0.46 0.46 8000 -3.0 2.52 4.09


5600 -2.5 0.00 0.46 5600 -2.5 0.72 4.80


4000 -2.0 0.06 0.52 4000 -2.0 0.97 5.78


2800 -1.5 0.17 0.69 2800 -1.5 0.62 6.40


2000 -1.0 0.33 1.02 2000 -1.0 0.90 7.29


1400 -0.5 0.45 1.47 1400 -0.5 1.23 8.53


1000 0.0 0.67 2.14 1000 0.0 1.77 10.30


707.00 0.5 0.49 2.63 707.00 0.5 2.07 12.37


500.00 1.0 0.78 3.41 500.00 1.0 3.51 15.88


353.60 1.5 8.35 11.76 353.60 1.5 10.41 26.29


250.00 2.0 25.79 37.55 250.00 2.0 22.05 48.34


176.80 2.5 33.29 70.84 176.80 2.5 25.91 74.25


125.00 3.0 20.09 90.93 125.00 3.0 16.56 90.81


88.39 3.5 3.82 94.74 88.39 3.5 4.07 94.87


63.00 4.0 0.05 94.79 63.00 4.0 0.07 94.95


44.20 4.5 0.00 94.79 44.20 4.5 0.00 94.95


31.30 5.0 0.08 94.87 31.30 5.0 0.09 95.04


22.10 5.5 0.57 95.45 22.10 5.5 0.52 95.57


15.60 6.0 0.85 96.29 15.60 6.0 0.71 96.28


11.00 6.5 0.83 97.12 11.00 6.5 0.74 97.02


7.80 7.0 0.75 97.87 7.80 7.0 0.75 97.77


5.50 7.5 0.74 98.60 5.50 7.5 0.77 98.54


3.90 8.0 0.63 99.23 3.90 8.0 0.67 99.20


2.75 8.5 0.47 99.71 2.75 8.5 0.49 99.69


1.95 9.0 0.27 99.98 1.95 9.0 0.27 99.96


1.38 9.5 0.02 100.00 1.38 9.5 0.04 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.92 Sorting 1.53


Skewness 0.24 Skewness -0.19


Kurtosis 1.94 Kurtosis 2.70


Mean [µm] 217.81 Mean [µm] 259.89


Mean [phi] 2.20 Mean [phi] 1.94


Median [µm] 219.61 Median [µm] 244.51


Median [phi] 2.19 Median [phi] 2.03


Gravel [%] 1.02 Gravel [%] 7.29


Sand [%] 93.77 Sand [%] 87.65


Mud [%] 5.21 Mud [%] 5.05


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Gravelly Sand


Fine Sand Fine Sand


Fine Sand Medium Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Coarse Skewed


Moderately Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.29 0.29 11200 -3.5 0.00 0.00


8000 -3.0 0.38 0.67 8000 -3.0 0.00 0.00


5600 -2.5 0.46 1.14 5600 -2.5 1.08 1.08


4000 -2.0 0.64 1.78 4000 -2.0 0.61 1.69


2800 -1.5 1.02 2.80 2800 -1.5 0.26 1.95


2000 -1.0 0.80 3.60 2000 -1.0 0.18 2.13


1400 -0.5 1.16 4.77 1400 -0.5 0.41 2.54


1000 0.0 1.11 5.87 1000 0.0 0.72 3.26


707.00 0.5 0.00 5.87 707.00 0.5 0.00 3.26


500.00 1.0 0.36 6.23 500.00 1.0 0.03 3.29


353.60 1.5 6.82 13.04 353.60 1.5 2.95 6.24


250.00 2.0 24.70 37.75 250.00 2.0 21.68 27.93


176.80 2.5 32.77 70.52 176.80 2.5 37.74 65.67


125.00 3.0 19.07 89.59 125.00 3.0 24.24 89.90


88.39 3.5 3.23 92.82 88.39 3.5 4.14 94.04


63.00 4.0 0.03 92.85 63.00 4.0 0.05 94.09


44.20 4.5 0.00 92.85 44.20 4.5 0.00 94.09


31.30 5.0 0.12 92.97 31.30 5.0 0.04 94.13


22.10 5.5 0.73 93.70 22.10 5.5 0.61 94.74


15.60 6.0 1.05 94.76 15.60 6.0 1.07 95.81


11.00 6.5 1.07 95.83 11.00 6.5 1.07 96.89


7.80 7.0 1.04 96.87 7.80 7.0 0.90 97.79


5.50 7.5 1.04 97.91 5.50 7.5 0.79 98.58


3.90 8.0 0.90 98.81 3.90 8.0 0.66 99.24


2.75 8.5 0.67 99.48 2.75 8.5 0.47 99.71


1.95 9.0 0.38 99.86 1.95 9.0 0.27 99.98


1.38 9.5 0.14 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.31 Sorting 0.94


Skewness 0.12 Skewness 0.28


Kurtosis 3.04 Kurtosis 2.34


Mean [µm] 217.64 Mean [µm] 203.28


Mean [phi] 2.20 Mean [phi] 2.30


Median [µm] 219.62 Median [µm] 204.14


Median [phi] 2.19 Median [phi] 2.29


Gravel [%] 3.60 Gravel [%] 2.13


Sand [%] 89.24 Sand [%] 91.96


Mud [%] 7.15 Mud [%] 5.91


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Extremely Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 3.56 3.56


16000 -4.0 0.00 0.00 16000 -4.0 2.19 5.75


11200 -3.5 0.00 0.00 11200 -3.5 0.37 6.13


8000 -3.0 0.00 0.00 8000 -3.0 1.98 8.10


5600 -2.5 0.00 0.00 5600 -2.5 1.57 9.67


4000 -2.0 0.19 0.19 4000 -2.0 2.15 11.82


2800 -1.5 0.12 0.31 2800 -1.5 1.64 13.46


2000 -1.0 0.14 0.45 2000 -1.0 1.03 14.49


1400 -0.5 0.19 0.64 1400 -0.5 0.87 15.36


1000 0.0 0.60 1.23 1000 0.0 1.18 16.53


707.00 0.5 0.97 2.20 707.00 0.5 0.81 17.34


500.00 1.0 1.52 3.73 500.00 1.0 0.23 17.56


353.60 1.5 8.06 11.79 353.60 1.5 4.59 22.16


250.00 2.0 22.62 34.40 250.00 2.0 18.36 40.51


176.80 2.5 30.73 65.13 176.80 2.5 27.35 67.86


125.00 3.0 22.06 87.19 125.00 3.0 19.14 87.01


88.39 3.5 6.46 93.64 88.39 3.5 4.96 91.97


63.00 4.0 0.31 93.96 63.00 4.0 0.20 92.17


44.20 4.5 0.00 93.96 44.20 4.5 0.02 92.18


31.30 5.0 0.10 94.06 31.30 5.0 0.40 92.58


22.10 5.5 0.69 94.74 22.10 5.5 0.91 93.49


15.60 6.0 1.01 95.75 15.60 6.0 1.06 94.55


11.00 6.5 0.99 96.74 11.00 6.5 1.07 95.61


7.80 7.0 0.89 97.63 7.80 7.0 1.10 96.71


5.50 7.5 0.84 98.47 5.50 7.5 1.12 97.83


3.90 8.0 0.70 99.16 3.90 8.0 0.94 98.78


2.75 8.5 0.51 99.68 2.75 8.5 0.68 99.45


1.95 9.0 0.29 99.97 1.95 9.0 0.38 99.83


1.38 9.5 0.03 100.00 1.38 9.5 0.16 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.02 Sorting 2.36


Skewness 0.25 Skewness -0.37


Kurtosis 2.00 Kurtosis 3.84


Mean [µm] 209.04 Mean [µm] 324.22


Mean [phi] 2.26 Mean [phi] 1.62


Median [µm] 209.68 Median [µm] 221.69


Median [phi] 2.25 Median [phi] 2.17


Gravel [%] 0.45 Gravel [%] 14.49


Sand [%] 93.51 Sand [%] 77.67


Mud [%] 6.04 Mud [%] 7.83


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Gravelly Sand


Fine Sand Fine Sand


Fine Sand Medium Sand


Very Leptokurtic Extremely Leptokurtic


Fine Skewed Very Coarse Skewed


Poorly Sorted Very Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 1.42 1.42


11200 -3.5 0.00 0.00 11200 -3.5 1.45 2.87


8000 -3.0 0.00 0.00 8000 -3.0 2.25 5.12


5600 -2.5 0.11 0.11 5600 -2.5 0.74 5.86


4000 -2.0 0.05 0.16 4000 -2.0 1.24 7.10


2800 -1.5 0.02 0.18 2800 -1.5 0.91 8.01


2000 -1.0 0.07 0.26 2000 -1.0 1.10 9.11


1400 -0.5 0.17 0.42 1400 -0.5 1.33 10.44


1000 0.0 0.68 1.10 1000 0.0 2.31 12.75


707.00 0.5 1.89 2.99 707.00 0.5 2.49 15.24


500.00 1.0 5.79 8.78 500.00 1.0 4.89 20.14


353.60 1.5 13.92 22.70 353.60 1.5 10.66 30.79


250.00 2.0 24.38 47.07 250.00 2.0 19.32 50.12


176.80 2.5 26.64 73.71 176.80 2.5 22.67 72.78


125.00 3.0 16.65 90.36 125.00 3.0 15.95 88.73


88.39 3.5 4.13 94.49 88.39 3.5 5.11 93.85


63.00 4.0 0.11 94.60 63.00 4.0 0.32 94.17


44.20 4.5 0.00 94.60 44.20 4.5 0.00 94.17


31.30 5.0 0.26 94.86 31.30 5.0 0.13 94.30


22.10 5.5 0.75 95.61 22.10 5.5 0.53 94.82


15.60 6.0 0.89 96.49 15.60 6.0 0.73 95.56


11.00 6.5 0.83 97.32 11.00 6.5 0.80 96.36


7.80 7.0 0.77 98.09 7.80 7.0 0.85 97.21


5.50 7.5 0.73 98.81 5.50 7.5 0.90 98.11


3.90 8.0 0.58 99.39 3.90 8.0 0.80 98.92


2.75 8.5 0.40 99.79 2.75 8.5 0.62 99.54


1.95 9.0 0.20 99.99 1.95 9.0 0.36 99.89


1.38 9.5 0.01 100.00 1.38 9.5 0.11 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.06 Sorting 1.88


Skewness 0.17 Skewness -0.21


Kurtosis 1.83 Kurtosis 2.64


Mean [µm] 242.99 Mean [µm] 285.46


Mean [phi] 2.04 Mean [phi] 1.81


Median [µm] 240.66 Median [µm] 250.52


Median [phi] 2.05 Median [phi] 2.00


Gravel [%] 0.26 Gravel [%] 9.11


Sand [%] 94.35 Sand [%] 85.06


Mud [%] 5.40 Mud [%] 5.83


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Gravelly Sand


Fine Sand Medium Sand


Fine Sand Medium Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Coarse Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.09 0.09 5600 -2.5 0.00 0.00


4000 -2.0 0.24 0.33 4000 -2.0 0.00 0.00


2800 -1.5 0.05 0.38 2800 -1.5 0.01 0.01


2000 -1.0 0.13 0.51 2000 -1.0 0.09 0.10


1400 -0.5 0.37 0.88 1400 -0.5 0.18 0.28


1000 0.0 1.21 2.09 1000 0.0 0.61 0.89


707.00 0.5 1.76 3.85 707.00 0.5 0.73 1.62


500.00 1.0 4.20 8.04 500.00 1.0 1.94 3.56


353.60 1.5 11.05 19.10 353.60 1.5 9.00 12.56


250.00 2.0 22.48 41.58 250.00 2.0 22.94 35.51


176.80 2.5 27.55 69.13 176.80 2.5 30.46 65.96


125.00 3.0 19.18 88.31 125.00 3.0 21.95 87.92


88.39 3.5 5.61 93.92 88.39 3.5 6.46 94.38


63.00 4.0 0.28 94.20 63.00 4.0 0.29 94.67


44.20 4.5 0.00 94.20 44.20 4.5 0.00 94.67


31.30 5.0 0.07 94.27 31.30 5.0 0.00 94.67


22.10 5.5 0.55 94.81 22.10 5.5 0.25 94.92


15.60 6.0 0.89 95.70 15.60 6.0 0.77 95.69


11.00 6.5 0.96 96.67 11.00 6.5 0.95 96.64


7.80 7.0 0.92 97.59 7.80 7.0 0.91 97.55


5.50 7.5 0.87 98.46 5.50 7.5 0.85 98.40


3.90 8.0 0.72 99.19 3.90 8.0 0.71 99.11


2.75 8.5 0.52 99.70 2.75 8.5 0.53 99.64


1.95 9.0 0.28 99.98 1.95 9.0 0.30 99.94


1.38 9.5 0.02 100.00 1.38 9.5 0.06 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.13 Sorting 1.01


Skewness 0.18 Skewness 0.24


Kurtosis 1.99 Kurtosis 1.96


Mean [µm] 227.92 Mean [µm] 211.52


Mean [phi] 2.13 Mean [phi] 2.24


Median [µm] 224.88 Median [µm] 212.00


Median [phi] 2.15 Median [phi] 2.24


Gravel [%] 0.51 Gravel [%] 0.10


Sand [%] 93.32 Sand [%] 94.57


Mud [%] 5.80 Mud [%] 5.33


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.07 0.07 4000 -2.0 0.00 0.00


2800 -1.5 0.12 0.20 2800 -1.5 0.00 0.00


2000 -1.0 0.04 0.24 2000 -1.0 0.05 0.05


1400 -0.5 0.43 0.67 1400 -0.5 0.07 0.12


1000 0.0 1.06 1.72 1000 0.0 0.44 0.56


707.00 0.5 1.64 3.37 707.00 0.5 0.00 0.56


500.00 1.0 1.95 5.32 500.00 1.0 0.03 0.59


353.60 1.5 6.91 12.22 353.60 1.5 2.67 3.26


250.00 2.0 19.95 32.18 250.00 2.0 18.56 21.83


176.80 2.5 29.60 61.78 176.80 2.5 35.28 57.11


125.00 3.0 23.74 85.51 125.00 3.0 28.51 85.61


88.39 3.5 8.24 93.76 88.39 3.5 8.06 93.68


63.00 4.0 0.54 94.30 63.00 4.0 0.34 94.01


44.20 4.5 0.00 94.30 44.20 4.5 0.00 94.01


31.30 5.0 0.00 94.30 31.30 5.0 0.00 94.01


22.10 5.5 0.20 94.50 22.10 5.5 0.20 94.21


15.60 6.0 0.66 95.17 15.60 6.0 0.80 95.01


11.00 6.5 0.91 96.07 11.00 6.5 1.12 96.13


7.80 7.0 0.96 97.03 7.80 7.0 1.07 97.21


5.50 7.5 0.97 98.00 5.50 7.5 0.96 98.17


3.90 8.0 0.86 98.85 3.90 8.0 0.79 98.96


2.75 8.5 0.65 99.51 2.75 8.5 0.60 99.55


1.95 9.0 0.38 99.89 1.95 9.0 0.35 99.90


1.38 9.5 0.11 100.00 1.38 9.5 0.10 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.09 Sorting 0.96


Skewness 0.21 Skewness 0.32


Kurtosis 2.12 Kurtosis 2.37


Mean [µm] 204.78 Mean [µm] 188.86


Mean [phi] 2.29 Mean [phi] 2.40


Median [µm] 202.93 Median [µm] 189.58


Median [phi] 2.30 Median [phi] 2.40


Gravel [%] 0.24 Gravel [%] 0.05


Sand [%] 94.07 Sand [%] 93.97


Mud [%] 5.70 Mud [%] 5.99


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Very Fine Skewed


Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.32 0.32


4000 -2.0 0.00 0.00 4000 -2.0 0.24 0.56


2800 -1.5 0.00 0.00 2800 -1.5 0.11 0.67


2000 -1.0 0.00 0.00 2000 -1.0 0.10 0.77


1400 -0.5 0.03 0.03 1400 -0.5 0.18 0.95


1000 0.0 0.51 0.54 1000 0.0 0.47 1.41


707.00 0.5 9.52 10.06 707.00 0.5 0.30 1.71


500.00 1.0 18.17 28.22 500.00 1.0 0.53 2.24


353.60 1.5 22.57 50.80 353.60 1.5 6.09 8.33


250.00 2.0 20.34 71.13 250.00 2.0 20.53 28.86


176.80 2.5 14.42 85.56 176.80 2.5 30.83 59.69


125.00 3.0 7.65 93.21 125.00 3.0 24.40 84.09


88.39 3.5 2.16 95.37 88.39 3.5 8.26 92.35


63.00 4.0 0.13 95.50 63.00 4.0 0.53 92.88


44.20 4.5 0.00 95.50 44.20 4.5 0.00 92.88


31.30 5.0 0.06 95.56 31.30 5.0 0.00 92.88


22.10 5.5 0.33 95.89 22.10 5.5 0.49 93.37


15.60 6.0 0.53 96.42 15.60 6.0 0.97 94.34


11.00 6.5 0.68 97.10 11.00 6.5 1.15 95.48


7.80 7.0 0.76 97.87 7.80 7.0 1.15 96.63


5.50 7.5 0.79 98.65 5.50 7.5 1.13 97.76


3.90 8.0 0.64 99.30 3.90 8.0 0.97 98.72


2.75 8.5 0.46 99.76 2.75 8.5 0.72 99.44


1.95 9.0 0.23 99.99 1.95 9.0 0.41 99.85


1.38 9.5 0.01 100.00 1.38 9.5 0.15 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.93 Sorting 1.10


Skewness 0.15 Skewness 0.28


Kurtosis 1.07 Kurtosis 2.29


Mean [µm] 346.14 Mean [µm] 197.18


Mean [phi] 1.53 Mean [phi] 2.34


Median [µm] 357.94 Median [µm] 197.15


Median [phi] 1.48 Median [phi] 2.34


Gravel [%] 0.00 Gravel [%] 0.77


Sand [%] 95.50 Sand [%] 92.11


Mud [%] 4.50 Mud [%] 7.12


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sand Slightly Gravelly Sand


Medium Sand Fine Sand


Medium Sand Fine Sand


Mesokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Moderately Sorted Poorly Sorted


Total Total


ST186 ST187
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.27 0.27


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.27


4000 -2.0 0.18 0.18 4000 -2.0 0.01 0.28


2800 -1.5 0.02 0.20 2800 -1.5 0.15 0.43


2000 -1.0 0.04 0.24 2000 -1.0 0.02 0.44


1400 -0.5 0.19 0.43 1400 -0.5 0.11 0.56


1000 0.0 0.55 0.98 1000 0.0 0.56 1.12


707.00 0.5 1.77 2.75 707.00 0.5 2.13 3.25


500.00 1.0 2.94 5.69 500.00 1.0 4.73 7.98


353.60 1.5 8.61 14.30 353.60 1.5 11.37 19.35


250.00 2.0 20.88 35.19 250.00 2.0 21.90 41.24


176.80 2.5 28.85 64.03 176.80 2.5 26.79 68.04


125.00 3.0 22.31 86.34 125.00 3.0 19.53 87.57


88.39 3.5 7.50 93.84 88.39 3.5 6.43 94.00


63.00 4.0 0.47 94.31 63.00 4.0 0.41 94.41


44.20 4.5 0.00 94.31 44.20 4.5 0.00 94.41


31.30 5.0 0.00 94.32 31.30 5.0 0.20 94.61


22.10 5.5 0.42 94.74 22.10 5.5 0.75 95.36


15.60 6.0 0.86 95.60 15.60 6.0 0.98 96.35


11.00 6.5 0.97 96.56 11.00 6.5 0.91 97.26


7.80 7.0 0.90 97.46 7.80 7.0 0.80 98.06


5.50 7.5 0.86 98.32 5.50 7.5 0.72 98.79


3.90 8.0 0.73 99.04 3.90 8.0 0.58 99.37


2.75 8.5 0.54 99.59 2.75 8.5 0.41 99.78


1.95 9.0 0.32 99.91 1.95 9.0 0.21 99.99


1.38 9.5 0.09 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.07 Sorting 1.08


Skewness 0.20 Skewness 0.16


Kurtosis 1.98 Kurtosis 1.79


Mean [µm] 210.49 Mean [µm] 226.64


Mean [phi] 2.25 Mean [phi] 2.14


Median [µm] 209.26 Median [µm] 223.24


Median [phi] 2.26 Median [phi] 2.16


Gravel [%] 0.24 Gravel [%] 0.44


Sand [%] 94.07 Sand [%] 93.97


Mud [%] 5.69 Mud [%] 5.59


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.01 0.01


2000 -1.0 0.00 0.00 2000 -1.0 0.01 0.02


1400 -0.5 0.03 0.03 1400 -0.5 0.02 0.04


1000 0.0 0.28 0.31 1000 0.0 0.09 0.13


707.00 0.5 3.66 3.97 707.00 0.5 1.57 1.70


500.00 1.0 8.39 12.36 500.00 1.0 4.62 6.32


353.60 1.5 14.72 27.07 353.60 1.5 11.69 18.02


250.00 2.0 21.20 48.28 250.00 2.0 22.12 40.14


176.80 2.5 22.80 71.08 176.80 2.5 26.75 66.89


125.00 3.0 16.32 87.40 125.00 3.0 19.48 86.37


88.39 3.5 5.82 93.22 88.39 3.5 6.48 92.85


63.00 4.0 0.47 93.69 63.00 4.0 0.42 93.27


44.20 4.5 0.00 93.69 44.20 4.5 0.00 93.27


31.30 5.0 0.28 93.98 31.30 5.0 0.26 93.53


22.10 5.5 0.85 94.82 22.10 5.5 0.89 94.42


15.60 6.0 1.06 95.88 15.60 6.0 1.15 95.57


11.00 6.5 1.02 96.90 11.00 6.5 1.11 96.68


7.80 7.0 0.93 97.82 7.80 7.0 0.99 97.66


5.50 7.5 0.84 98.66 5.50 7.5 0.89 98.55


3.90 8.0 0.64 99.30 3.90 8.0 0.70 99.24


2.75 8.5 0.43 99.74 2.75 8.5 0.47 99.72


1.95 9.0 0.24 99.98 1.95 9.0 0.26 99.98


1.38 9.5 0.02 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.20 Sorting 1.12


Skewness 0.19 Skewness 0.22


Kurtosis 1.73 Kurtosis 1.91


Mean [µm] 246.72 Mean [µm] 220.84


Mean [phi] 2.02 Mean [phi] 2.18


Median [µm] 243.54 Median [µm] 220.03


Median [phi] 2.04 Median [phi] 2.18


Gravel [%] 0.00 Gravel [%] 0.02


Sand [%] 93.69 Sand [%] 93.25


Mud [%] 6.31 Mud [%] 6.73


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.01 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.01 2000 -1.0 0.01 0.01


1400 -0.5 0.05 0.06 1400 -0.5 0.06 0.08


1000 0.0 0.11 0.16 1000 0.0 0.28 0.36


707.00 0.5 0.14 0.31 707.00 0.5 1.10 1.46


500.00 1.0 0.61 0.92 500.00 1.0 1.99 3.45


353.60 1.5 6.92 7.84 353.60 1.5 7.68 11.13


250.00 2.0 22.72 30.56 250.00 2.0 20.45 31.58


176.80 2.5 32.87 63.43 176.80 2.5 29.32 60.90


125.00 3.0 24.19 87.62 125.00 3.0 23.50 84.40


88.39 3.5 6.95 94.57 88.39 3.5 8.40 92.80


63.00 4.0 0.32 94.89 63.00 4.0 0.61 93.41


44.20 4.5 0.00 94.89 44.20 4.5 0.00 93.41


31.30 5.0 0.07 94.96 31.30 5.0 0.14 93.55


22.10 5.5 0.63 95.60 22.10 5.5 0.87 94.43


15.60 6.0 1.04 96.64 15.60 6.0 1.22 95.64


11.00 6.5 0.98 97.61 11.00 6.5 1.15 96.79


7.80 7.0 0.75 98.36 7.80 7.0 0.95 97.74


5.50 7.5 0.61 98.97 5.50 7.5 0.84 98.58


3.90 8.0 0.49 99.47 3.90 8.0 0.67 99.25


2.75 8.5 0.36 99.83 2.75 8.5 0.47 99.72


1.95 9.0 0.17 100.00 1.95 9.0 0.26 99.98


1.38 9.5 0.00 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.88 Sorting 1.05


Skewness 0.24 Skewness 0.23


Kurtosis 1.78 Kurtosis 1.98


Mean [µm] 203.06 Mean [µm] 201.93


Mean [phi] 2.30 Mean [phi] 2.31


Median [µm] 203.69 Median [µm] 201.11


Median [phi] 2.30 Median [phi] 2.31


Gravel [%] 0.01 Gravel [%] 0.01


Sand [%] 94.88 Sand [%] 93.40


Mud [%] 5.11 Mud [%] 6.59


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Moderately Sorted Poorly Sorted


Total Total


ST192 ST193


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 65 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.01 0.01


2000 -1.0 0.00 0.00 2000 -1.0 0.07 0.08


1400 -0.5 0.01 0.01 1400 -0.5 0.09 0.17


1000 0.0 0.01 0.02 1000 0.0 0.38 0.55


707.00 0.5 0.35 0.37 707.00 0.5 1.66 2.21


500.00 1.0 0.76 1.13 500.00 1.0 2.15 4.36


353.60 1.5 6.38 7.51 353.60 1.5 6.74 11.10


250.00 2.0 20.45 27.96 250.00 2.0 19.12 30.23


176.80 2.5 30.96 58.93 176.80 2.5 29.41 59.64


125.00 3.0 25.07 84.00 125.00 3.0 24.96 84.60


88.39 3.5 8.72 92.71 88.39 3.5 9.46 94.06


63.00 4.0 0.59 93.30 63.00 4.0 0.74 94.80


44.20 4.5 0.00 93.30 44.20 4.5 0.00 94.80


31.30 5.0 0.12 93.42 31.30 5.0 0.05 94.85


22.10 5.5 0.85 94.28 22.10 5.5 0.60 95.45


15.60 6.0 1.26 95.53 15.60 6.0 1.01 96.46


11.00 6.5 1.20 96.73 11.00 6.5 0.96 97.42


7.80 7.0 0.98 97.72 7.80 7.0 0.77 98.19


5.50 7.5 0.85 98.57 5.50 7.5 0.67 98.86


3.90 8.0 0.67 99.24 3.90 8.0 0.54 99.40


2.75 8.5 0.48 99.72 2.75 8.5 0.39 99.79


1.95 9.0 0.26 99.98 1.95 9.0 0.20 99.99


1.38 9.5 0.02 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.00 Sorting 0.96


Skewness 0.26 Skewness 0.16


Kurtosis 2.06 Kurtosis 1.77


Mean [µm] 195.54 Mean [µm] 200.65


Mean [phi] 2.35 Mean [phi] 2.32


Median [µm] 195.37 Median [µm] 198.06


Median [phi] 2.36 Median [phi] 2.34


Gravel [%] 0.00 Gravel [%] 0.08


Sand [%] 93.30 Sand [%] 94.72


Mud [%] 6.70 Mud [%] 5.20


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.65 0.65 8000 -3.0 0.09 0.09


5600 -2.5 0.66 1.32 5600 -2.5 0.00 0.09


4000 -2.0 1.27 2.58 4000 -2.0 0.00 0.09


2800 -1.5 0.44 3.03 2800 -1.5 0.00 0.09


2000 -1.0 0.40 3.42 2000 -1.0 0.02 0.10


1400 -0.5 0.50 3.92 1400 -0.5 0.09 0.19


1000 0.0 0.57 4.50 1000 0.0 0.25 0.44


707.00 0.5 1.65 6.15 707.00 0.5 1.19 1.63


500.00 1.0 2.12 8.26 500.00 1.0 2.56 4.19


353.60 1.5 6.08 14.34 353.60 1.5 7.61 11.80


250.00 2.0 17.32 31.66 250.00 2.0 18.86 30.66


176.80 2.5 27.22 58.87 176.80 2.5 28.04 58.70


125.00 3.0 23.76 82.64 125.00 3.0 24.29 82.98


88.39 3.5 9.48 92.12 88.39 3.5 9.98 92.96


63.00 4.0 0.93 93.05 63.00 4.0 1.09 94.05


44.20 4.5 0.00 93.05 44.20 4.5 0.00 94.05


31.30 5.0 0.10 93.15 31.30 5.0 0.09 94.14


22.10 5.5 0.76 93.90 22.10 5.5 0.72 94.86


15.60 6.0 1.17 95.08 15.60 6.0 1.12 95.98


11.00 6.5 1.17 96.25 11.00 6.5 1.07 97.04


7.80 7.0 1.04 97.29 7.80 7.0 0.88 97.93


5.50 7.5 0.95 98.24 5.50 7.5 0.76 98.69


3.90 8.0 0.79 99.03 3.90 8.0 0.61 99.31


2.75 8.5 0.56 99.59 2.75 8.5 0.43 99.74


1.95 9.0 0.32 99.91 1.95 9.0 0.24 99.98


1.38 9.5 0.09 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.26 Sorting 1.04


Skewness 0.11 Skewness 0.20


Kurtosis 2.31 Kurtosis 1.87


Mean [µm] 200.43 Mean [µm] 198.11


Mean [phi] 2.32 Mean [phi] 2.34


Median [µm] 197.94 Median [µm] 196.86


Median [phi] 2.34 Median [phi] 2.34


Gravel [%] 3.42 Gravel [%] 0.10


Sand [%] 89.63 Sand [%] 93.94


Mud [%] 6.95 Mud [%] 5.95


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.06 0.06 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.06 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.06 2800 -1.5 0.03 0.03


2000 -1.0 0.01 0.07 2000 -1.0 0.00 0.03


1400 -0.5 0.05 0.12 1400 -0.5 0.06 0.09


1000 0.0 0.07 0.18 1000 0.0 0.08 0.17


707.00 0.5 0.00 0.18 707.00 0.5 0.14 0.31


500.00 1.0 0.00 0.18 500.00 1.0 0.02 0.33


353.60 1.5 0.30 0.48 353.60 1.5 1.39 1.72


250.00 2.0 8.87 9.36 250.00 2.0 13.16 14.88


176.80 2.5 28.73 38.08 176.80 2.5 30.54 45.42


125.00 3.0 33.82 71.90 125.00 3.0 31.30 76.72


88.39 3.5 15.56 87.46 88.39 3.5 13.27 89.98


63.00 4.0 1.95 89.41 63.00 4.0 1.42 91.40


44.20 4.5 0.01 89.42 44.20 4.5 0.00 91.40


31.30 5.0 0.15 89.57 31.30 5.0 0.09 91.49


22.10 5.5 1.10 90.67 22.10 5.5 0.86 92.36


15.60 6.0 1.68 92.34 15.60 6.0 1.51 93.87


11.00 6.5 1.71 94.05 11.00 6.5 1.56 95.43


7.80 7.0 1.58 95.63 7.80 7.0 1.32 96.75


5.50 7.5 1.49 97.12 5.50 7.5 1.16 97.91


3.90 8.0 1.23 98.34 3.90 8.0 0.93 98.84


2.75 8.5 0.89 99.23 2.75 8.5 0.67 99.51


1.95 9.0 0.50 99.73 1.95 9.0 0.38 99.89


1.38 9.5 0.24 99.97 1.38 9.5 0.11 100.00


0.98 10.0 0.03 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.08 Sorting 1.03


Skewness 0.38 Skewness 0.36


Kurtosis 2.50 Kurtosis 2.41


Mean [µm] 151.06 Mean [µm] 162.44


Mean [phi] 2.73 Mean [phi] 2.62


Median [µm] 156.47 Median [µm] 168.05


Median [phi] 2.68 Median [phi] 2.57


Gravel [%] 0.07 Gravel [%] 0.03


Sand [%] 89.34 Sand [%] 91.38


Mud [%] 10.59 Mud [%] 8.60


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Muddy Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.00 2000 -1.0 0.00 0.00


1400 -0.5 0.00 0.00 1400 -0.5 0.00 0.00


1000 0.0 0.00 0.00 1000 0.0 0.00 0.00


707.00 0.5 0.00 0.00 707.00 0.5 0.00 0.00


500.00 1.0 0.00 0.00 500.00 1.0 0.00 0.00


353.60 1.5 0.09 0.09 353.60 1.5 0.04 0.04


250.00 2.0 6.97 7.06 250.00 2.0 5.42 5.46


176.80 2.5 30.11 37.17 176.80 2.5 26.84 32.30


125.00 3.0 37.79 74.95 125.00 3.0 37.91 70.22


88.39 3.5 15.37 90.32 88.39 3.5 18.30 88.52


63.00 4.0 1.29 91.61 63.00 4.0 2.15 90.67


44.20 4.5 0.00 91.61 44.20 4.5 0.01 90.68


31.30 5.0 0.00 91.61 31.30 5.0 0.04 90.72


22.10 5.5 0.72 92.33 22.10 5.5 0.84 91.56


15.60 6.0 1.45 93.78 15.60 6.0 1.65 93.21


11.00 6.5 1.55 95.33 11.00 6.5 1.75 94.96


7.80 7.0 1.30 96.63 7.80 7.0 1.47 96.43


5.50 7.5 1.14 97.77 5.50 7.5 1.26 97.69


3.90 8.0 0.94 98.71 3.90 8.0 1.01 98.70


2.75 8.5 0.70 99.41 2.75 8.5 0.73 99.43


1.95 9.0 0.41 99.82 1.95 9.0 0.42 99.85


1.38 9.5 0.18 100.00 1.38 9.5 0.15 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.98 Sorting 0.99


Skewness 0.37 Skewness 0.37


Kurtosis 2.65 Kurtosis 2.44


Mean [µm] 153.45 Mean [µm] 146.74


Mean [phi] 2.70 Mean [phi] 2.77


Median [µm] 157.16 Median [µm] 150.38


Median [phi] 2.67 Median [phi] 2.73


Gravel [%] 0.00 Gravel [%] 0.00


Sand [%] 91.61 Sand [%] 90.67


Mud [%] 8.39 Mud [%] 9.33


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Sand Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Moderately Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.07 0.07 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.07 2000 -1.0 0.00 0.00


1400 -0.5 0.00 0.07 1400 -0.5 0.00 0.00


1000 0.0 0.00 0.08 1000 0.0 0.00 0.00


707.00 0.5 0.00 0.08 707.00 0.5 0.00 0.00


500.00 1.0 0.00 0.08 500.00 1.0 0.00 0.00


353.60 1.5 0.01 0.09 353.60 1.5 0.00 0.00


250.00 2.0 4.48 4.56 250.00 2.0 2.69 2.69


176.80 2.5 25.37 29.93 176.80 2.5 20.66 23.35


125.00 3.0 38.76 68.69 125.00 3.0 37.86 61.21


88.39 3.5 20.38 89.06 88.39 3.5 24.15 85.36


63.00 4.0 2.76 91.82 63.00 4.0 4.43 89.79


44.20 4.5 0.02 91.84 44.20 4.5 0.08 89.87


31.30 5.0 0.00 91.84 31.30 5.0 0.00 89.87


22.10 5.5 0.64 92.48 22.10 5.5 0.63 90.50


15.60 6.0 1.43 93.91 15.60 6.0 1.49 91.99


11.00 6.5 1.57 95.48 11.00 6.5 1.77 93.76


7.80 7.0 1.31 96.79 7.80 7.0 1.62 95.38


5.50 7.5 1.11 97.90 5.50 7.5 1.48 96.86


3.90 8.0 0.90 98.80 3.90 8.0 1.24 98.10


2.75 8.5 0.67 99.47 2.75 8.5 0.94 99.04


1.95 9.0 0.39 99.86 1.95 9.0 0.55 99.59


1.38 9.5 0.14 100.00 1.38 9.5 0.27 99.86


0.98 10.0 0.00 100.00 0.98 10.0 0.12 99.98


0.69 10.5 0.00 100.00 0.69 10.5 0.02 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.95 Sorting 1.02


Skewness 0.36 Skewness 0.37


Kurtosis 2.37 Kurtosis 2.59


Mean [µm] 144.92 Mean [µm] 135.66


Mean [phi] 2.79 Mean [phi] 2.88


Median [µm] 147.74 Median [µm] 138.51


Median [phi] 2.76 Median [phi] 2.85


Gravel [%] 0.07 Gravel [%] 0.00


Sand [%] 91.75 Sand [%] 89.79


Mud [%] 8.18 Mud [%] 10.21


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Muddy Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Moderately Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.00 2000 -1.0 0.01 0.01


1400 -0.5 0.00 0.00 1400 -0.5 0.02 0.03


1000 0.0 0.00 0.00 1000 0.0 0.12 0.15


707.00 0.5 0.00 0.00 707.00 0.5 1.06 1.20


500.00 1.0 0.00 0.00 500.00 1.0 0.69 1.90


353.60 1.5 0.00 0.00 353.60 1.5 0.80 2.70


250.00 2.0 2.52 2.52 250.00 2.0 6.66 9.36


176.80 2.5 18.07 20.59 176.80 2.5 19.51 28.87


125.00 3.0 34.61 55.21 125.00 3.0 28.85 57.72


88.39 3.5 26.07 81.28 88.39 3.5 22.66 80.38


63.00 4.0 6.86 88.14 63.00 4.0 8.06 88.44


44.20 4.5 0.34 88.48 44.20 4.5 0.74 89.19


31.30 5.0 0.00 88.48 31.30 5.0 0.05 89.24


22.10 5.5 0.75 89.23 22.10 5.5 0.80 90.04


15.60 6.0 1.66 90.89 15.60 6.0 1.59 91.63


11.00 6.5 1.95 92.84 11.00 6.5 1.79 93.42


7.80 7.0 1.83 94.67 7.80 7.0 1.66 95.08


5.50 7.5 1.70 96.37 5.50 7.5 1.56 96.64


3.90 8.0 1.42 97.79 3.90 8.0 1.31 97.95


2.75 8.5 1.05 98.84 2.75 8.5 0.97 98.91


1.95 9.0 0.61 99.45 1.95 9.0 0.56 99.48


1.38 9.5 0.30 99.75 1.38 9.5 0.28 99.76


0.98 10.0 0.19 99.94 0.98 10.0 0.18 99.94


0.69 10.5 0.06 100.00 0.69 10.5 0.06 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.09 Sorting 1.19


Skewness 0.41 Skewness 0.33


Kurtosis 2.53 Kurtosis 2.22


Mean [µm] 125.25 Mean [µm] 132.26


Mean [phi] 3.00 Mean [phi] 2.92


Median [µm] 131.69 Median [µm] 137.15


Median [phi] 2.92 Median [phi] 2.87


Gravel [%] 0.00 Gravel [%] 0.01


Sand [%] 88.14 Sand [%] 88.43


Mud [%] 11.86 Mud [%] 11.56


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Muddy Sand Slightly Gravelly Muddy Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.06 0.06


4000 -2.0 0.00 0.00 4000 -2.0 0.07 0.13


2800 -1.5 0.00 0.00 2800 -1.5 0.02 0.15


2000 -1.0 0.01 0.01 2000 -1.0 0.03 0.18


1400 -0.5 0.01 0.01 1400 -0.5 0.05 0.23


1000 0.0 0.04 0.05 1000 0.0 0.10 0.33


707.00 0.5 0.35 0.40 707.00 0.5 1.03 1.36


500.00 1.0 0.25 0.65 500.00 1.0 0.89 2.25


353.60 1.5 0.51 1.16 353.60 1.5 0.70 2.95


250.00 2.0 5.33 6.50 250.00 2.0 5.05 8.00


176.80 2.5 18.98 25.48 176.80 2.5 16.61 24.62


125.00 3.0 29.52 55.00 125.00 3.0 27.17 51.79


88.39 3.5 23.70 78.70 88.39 3.5 23.88 75.67


63.00 4.0 8.76 87.46 63.00 4.0 10.05 85.72


44.20 4.5 0.88 88.34 44.20 4.5 1.43 87.15


31.30 5.0 0.09 88.43 31.30 5.0 0.07 87.22


22.10 5.5 0.96 89.40 22.10 5.5 0.90 88.13


15.60 6.0 1.83 91.23 15.60 6.0 1.79 89.92


11.00 6.5 2.05 93.28 11.00 6.5 2.08 92.00


7.80 7.0 1.89 95.18 7.80 7.0 1.99 94.00


5.50 7.5 1.70 96.88 5.50 7.5 1.89 95.89


3.90 8.0 1.35 98.24 3.90 8.0 1.58 97.47


2.75 8.5 0.94 99.18 2.75 8.5 1.15 98.63


1.95 9.0 0.52 99.70 1.95 9.0 0.66 99.29


1.38 9.5 0.25 99.95 1.38 9.5 0.33 99.62


0.98 10.0 0.05 100.00 0.98 10.0 0.23 99.85


0.69 10.5 0.00 100.00 0.69 10.5 0.15 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.16 Sorting 1.26


Skewness 0.36 Skewness 0.34


Kurtosis 2.23 Kurtosis 2.33


Mean [µm] 126.13 Mean [µm] 121.80


Mean [phi] 2.99 Mean [phi] 3.04


Median [µm] 132.56 Median [µm] 127.89


Median [phi] 2.92 Median [phi] 2.97


Gravel [%] 0.01 Gravel [%] 0.18


Sand [%] 87.46 Sand [%] 85.54


Mud [%] 12.54 Mud [%] 14.28


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Fine Sand Fine Sand


Fine Sand Very Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Poorly Sorted Poorly Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.06 0.06


4000 -2.0 0.00 0.00 4000 -2.0 0.10 0.17


2800 -1.5 0.00 0.00 2800 -1.5 0.08 0.25


2000 -1.0 0.01 0.01 2000 -1.0 0.02 0.27


1400 -0.5 0.02 0.02 1400 -0.5 0.02 0.29


1000 0.0 0.09 0.11 1000 0.0 0.15 0.44


707.00 0.5 0.94 1.05 707.00 0.5 1.05 1.49


500.00 1.0 1.49 2.54 500.00 1.0 1.91 3.39


353.60 1.5 2.28 4.82 353.60 1.5 2.59 5.98


250.00 2.0 6.76 11.58 250.00 2.0 6.41 12.39


176.80 2.5 16.75 28.34 176.80 2.5 15.83 28.22


125.00 3.0 25.56 53.90 125.00 3.0 24.64 52.85


88.39 3.5 22.28 76.18 88.39 3.5 22.07 74.92


63.00 4.0 9.58 85.76 63.00 4.0 9.96 84.88


44.20 4.5 1.46 87.22 44.20 4.5 1.69 86.57


31.30 5.0 0.06 87.28 31.30 5.0 0.08 86.65


22.10 5.5 0.87 88.15 22.10 5.5 0.96 87.61


15.60 6.0 1.75 89.91 15.60 6.0 1.85 89.45


11.00 6.5 2.06 91.97 11.00 6.5 2.12 91.57


7.80 7.0 2.01 93.98 7.80 7.0 2.06 93.63


5.50 7.5 1.92 95.90 5.50 7.5 1.99 95.62


3.90 8.0 1.60 97.51 3.90 8.0 1.69 97.30


2.75 8.5 1.16 98.67 2.75 8.5 1.24 98.54


1.95 9.0 0.66 99.33 1.95 9.0 0.71 99.25


1.38 9.5 0.33 99.66 1.38 9.5 0.36 99.61


0.98 10.0 0.22 99.88 0.98 10.0 0.24 99.85


0.69 10.5 0.12 100.00 0.69 10.5 0.15 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.31 Sorting 1.37


Skewness 0.31 Skewness 0.28


Kurtosis 2.20 Kurtosis 2.24


Mean [µm] 126.33 Mean [µm] 124.96


Mean [phi] 2.98 Mean [phi] 3.00


Median [µm] 131.79 Median [µm] 130.12


Median [phi] 2.92 Median [phi] 2.94


Gravel [%] 0.01 Gravel [%] 0.27


Sand [%] 85.76 Sand [%] 84.61


Mud [%] 14.24 Mud [%] 15.12


ST208 ST209


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Very Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.22 0.22 4000 -2.0 0.00 0.00


2800 -1.5 1.42 1.64 2800 -1.5 0.00 0.00


2000 -1.0 2.15 3.79 2000 -1.0 0.02 0.02


1400 -0.5 3.17 6.96 1400 -0.5 0.08 0.10


1000 0.0 3.21 10.17 1000 0.0 0.40 0.50


707.00 0.5 1.22 11.39 707.00 0.5 2.33 2.84


500.00 1.0 0.60 11.99 500.00 1.0 4.02 6.86


353.60 1.5 0.04 12.03 353.60 1.5 5.39 12.25


250.00 2.0 1.36 13.39 250.00 2.0 9.50 21.75


176.80 2.5 9.57 22.95 176.80 2.5 17.39 39.14


125.00 3.0 20.90 43.85 125.00 3.0 23.00 62.13


88.39 3.5 21.60 65.45 88.39 3.5 18.68 80.82


63.00 4.0 10.62 76.07 63.00 4.0 7.86 88.67


44.20 4.5 2.15 78.22 44.20 4.5 1.19 89.87


31.30 5.0 0.14 78.36 31.30 5.0 0.00 89.87


22.10 5.5 1.52 79.88 22.10 5.5 0.68 90.55


15.60 6.0 2.71 82.59 15.60 6.0 1.38 91.93


11.00 6.5 3.13 85.72 11.00 6.5 1.63 93.56


7.80 7.0 3.31 89.03 7.80 7.0 1.61 95.17


5.50 7.5 3.43 92.46 5.50 7.5 1.56 96.74


3.90 8.0 2.94 95.40 3.90 8.0 1.32 98.06


2.75 8.5 2.14 97.53 2.75 8.5 0.96 99.02


1.95 9.0 1.19 98.72 1.95 9.0 0.55 99.57


1.38 9.5 0.58 99.31 1.38 9.5 0.27 99.84


0.98 10.0 0.38 99.69 0.98 10.0 0.13 99.97


0.69 10.5 0.31 99.99 0.69 10.5 0.03 100.00


0.49 11.0 0.01 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.35 Sorting 1.44


Skewness 0.30 Skewness 0.16


Kurtosis 2.58 Kurtosis 2.02


Mean [µm] 70.02 Mean [µm] 152.78


Mean [phi] 3.84 Mean [phi] 2.71


Median [µm] 113.26 Median [µm] 150.09


Median [phi] 3.14 Median [phi] 2.74


Gravel [%] 3.79 Gravel [%] 0.02


Sand [%] 72.28 Sand [%] 88.65


Mud [%] 23.93 Mud [%] 11.33


ST210 ST211


Total Total


Very Poorly Sorted Poorly Sorted


Very Fine Skewed Fine Skewed


Very Leptokurtic Very Leptokurtic


Very Fine Sand Fine Sand


Very Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.06 0.06 4000 -2.0 0.00 0.00


2800 -1.5 0.20 0.25 2800 -1.5 0.11 0.11


2000 -1.0 0.07 0.32 2000 -1.0 0.04 0.15


1400 -0.5 0.39 0.71 1400 -0.5 0.13 0.28


1000 0.0 0.62 1.33 1000 0.0 0.45 0.73


707.00 0.5 3.18 4.51 707.00 0.5 1.77 2.50


500.00 1.0 6.90 11.41 500.00 1.0 5.37 7.87


353.60 1.5 10.28 21.69 353.60 1.5 10.63 18.50


250.00 2.0 13.38 35.07 250.00 2.0 15.79 34.29


176.80 2.5 16.33 51.41 176.80 2.5 18.01 52.30


125.00 3.0 17.07 68.48 125.00 3.0 16.23 68.53


88.39 3.5 12.74 81.21 88.39 3.5 10.83 79.36


63.00 4.0 5.62 86.84 63.00 4.0 4.74 84.10


44.20 4.5 1.15 87.99 44.20 4.5 1.26 85.36


31.30 5.0 0.26 88.25 31.30 5.0 0.47 85.82


22.10 5.5 1.20 89.45 22.10 5.5 1.06 86.88


15.60 6.0 1.78 91.23 15.60 6.0 1.55 88.43


11.00 6.5 1.89 93.12 11.00 6.5 1.81 90.23


7.80 7.0 1.85 94.96 7.80 7.0 2.01 92.24


5.50 7.5 1.77 96.73 5.50 7.5 2.18 94.42


3.90 8.0 1.42 98.15 3.90 8.0 1.99 96.41


2.75 8.5 0.97 99.13 2.75 8.5 1.56 97.96


1.95 9.0 0.53 99.65 1.95 9.0 0.95 98.91


1.38 9.5 0.26 99.91 1.38 9.5 0.48 99.39


0.98 10.0 0.08 99.99 0.98 10.0 0.31 99.70


0.69 10.5 0.01 100.00 0.69 10.5 0.29 99.99


0.49 11.0 0.00 100.00 0.49 11.0 0.01 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.61 Sorting 1.70


Skewness 0.21 Skewness 0.35


Kurtosis 1.63 Kurtosis 1.78


Mean [µm] 179.99 Mean [µm] 165.07


Mean [phi] 2.47 Mean [phi] 2.60


Median [µm] 182.16 Median [µm] 184.79


Median [phi] 2.46 Median [phi] 2.44


Gravel [%] 0.32 Gravel [%] 0.15


Sand [%] 86.52 Sand [%] 83.95


Mud [%] 13.16 Mud [%] 15.90


ST212 ST213


Total Total


Poorly Sorted Poorly Sorted


Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.15 0.15 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.15 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.16 2800 -1.5 0.08 0.08


2000 -1.0 0.08 0.25 2000 -1.0 0.04 0.12


1400 -0.5 0.14 0.38 1400 -0.5 0.07 0.19


1000 0.0 0.55 0.93 1000 0.0 0.35 0.54


707.00 0.5 1.46 2.39 707.00 0.5 1.71 2.25


500.00 1.0 5.76 8.15 500.00 1.0 5.05 7.30


353.60 1.5 12.74 20.89 353.60 1.5 11.23 18.53


250.00 2.0 19.01 39.90 250.00 2.0 17.88 36.41


176.80 2.5 19.82 59.73 176.80 2.5 19.78 56.18


125.00 3.0 15.32 75.04 125.00 3.0 15.95 72.13


88.39 3.5 8.55 83.60 88.39 3.5 9.10 81.24


63.00 4.0 3.32 86.92 63.00 4.0 3.54 84.78


44.20 4.5 1.05 87.97 44.20 4.5 1.16 85.95


31.30 5.0 0.73 88.70 31.30 5.0 0.88 86.83


22.10 5.5 1.16 89.86 22.10 5.5 1.41 88.24


15.60 6.0 1.46 91.33 15.60 6.0 1.78 90.01


11.00 6.5 1.61 92.94 11.00 6.5 1.99 92.00


7.80 7.0 1.69 94.63 7.80 7.0 2.06 94.06


5.50 7.5 1.71 96.34 5.50 7.5 2.00 96.05


3.90 8.0 1.45 97.79 3.90 8.0 1.62 97.67


2.75 8.5 1.06 98.86 2.75 8.5 1.13 98.81


1.95 9.0 0.61 99.46 1.95 9.0 0.63 99.44


1.38 9.5 0.30 99.76 1.38 9.5 0.30 99.74


0.98 10.0 0.18 99.94 0.98 10.0 0.19 99.93


0.69 10.5 0.06 100.00 0.69 10.5 0.07 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.53 Sorting 1.60


Skewness 0.34 Skewness 0.37


Kurtosis 1.88 Kurtosis 1.80


Mean [µm] 192.93 Mean [µm] 172.28


Mean [phi] 2.37 Mean [phi] 2.54


Median [µm] 209.56 Median [µm] 197.03


Median [phi] 2.25 Median [phi] 2.34


Gravel [%] 0.25 Gravel [%] 0.12


Sand [%] 86.67 Sand [%] 84.59


Mud [%] 13.08 Mud [%] 14.05


ST214 ST215


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.02 0.02 4000 -2.0 0.00 0.00


2800 -1.5 0.03 0.05 2800 -1.5 0.01 0.01


2000 -1.0 0.00 0.05 2000 -1.0 0.06 0.07


1400 -0.5 0.14 0.19 1400 -0.5 0.14 0.21


1000 0.0 0.32 0.51 1000 0.0 0.26 0.47


707.00 0.5 1.03 1.54 707.00 0.5 0.72 1.19


500.00 1.0 4.82 6.36 500.00 1.0 4.80 5.99


353.60 1.5 12.58 18.95 353.60 1.5 13.14 19.12


250.00 2.0 20.50 39.44 250.00 2.0 20.84 39.97


176.80 2.5 21.38 60.83 176.80 2.5 20.72 60.69


125.00 3.0 15.25 76.08 125.00 3.0 14.09 74.78


88.39 3.5 7.33 83.41 88.39 3.5 6.54 81.32


63.00 4.0 2.52 85.93 63.00 4.0 2.31 83.62


44.20 4.5 1.04 86.97 44.20 4.5 1.14 84.76


31.30 5.0 1.03 87.99 31.30 5.0 1.17 85.93


22.10 5.5 1.38 89.37 22.10 5.5 1.53 87.46


15.60 6.0 1.63 91.00 15.60 6.0 1.86 89.32


11.00 6.5 1.82 92.82 11.00 6.5 2.14 91.46


7.80 7.0 1.89 94.71 7.80 7.0 2.25 93.71


5.50 7.5 1.82 96.52 5.50 7.5 2.16 95.87


3.90 8.0 1.46 97.98 3.90 8.0 1.71 97.58


2.75 8.5 1.02 99.00 2.75 8.5 1.18 98.76


1.95 9.0 0.58 99.58 1.95 9.0 0.65 99.41


1.38 9.5 0.28 99.86 1.38 9.5 0.32 99.73


0.98 10.0 0.11 99.97 0.98 10.0 0.19 99.92


0.69 10.5 0.03 100.00 0.69 10.5 0.08 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.50 Sorting 1.66


Skewness 0.39 Skewness 0.48


Kurtosis 1.94 Kurtosis 1.91


Mean [µm] 187.55 Mean [µm] 165.71


Mean [phi] 2.41 Mean [phi] 2.59


Median [µm] 210.70 Median [µm] 211.40


Median [phi] 2.25 Median [phi] 2.24


Gravel [%] 0.05 Gravel [%] 0.07


Sand [%] 85.87 Sand [%] 83.55


Mud [%] 14.07 Mud [%] 16.38


ST217 ST219


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.01 2800 -1.5 0.01 0.01


2000 -1.0 0.04 0.05 2000 -1.0 0.03 0.04


1400 -0.5 0.13 0.18 1400 -0.5 0.30 0.33


1000 0.0 0.39 0.57 1000 0.0 0.51 0.84


707.00 0.5 2.78 3.35 707.00 0.5 0.49 1.33


500.00 1.0 6.31 9.65 500.00 1.0 2.96 4.29


353.60 1.5 9.97 19.63 353.60 1.5 10.09 14.38


250.00 2.0 13.88 33.51 250.00 2.0 18.92 33.30


176.80 2.5 17.29 50.80 176.80 2.5 21.72 55.02


125.00 3.0 17.18 67.98 125.00 3.0 16.77 71.79


88.39 3.5 11.43 79.41 88.39 3.5 8.29 80.08


63.00 4.0 4.35 83.76 63.00 4.0 2.55 82.63


44.20 4.5 0.93 84.69 44.20 4.5 0.99 83.62


31.30 5.0 0.80 85.49 31.30 5.0 1.28 84.90


22.10 5.5 1.68 87.17 22.10 5.5 1.77 86.66


15.60 6.0 2.08 89.25 15.60 6.0 2.02 88.68


11.00 6.5 2.20 91.45 11.00 6.5 2.25 90.93


7.80 7.0 2.25 93.69 7.80 7.0 2.40 93.34


5.50 7.5 2.18 95.87 5.50 7.5 2.31 95.65


3.90 8.0 1.74 97.61 3.90 8.0 1.83 97.48


2.75 8.5 1.19 98.80 2.75 8.5 1.25 98.72


1.95 9.0 0.64 99.44 1.95 9.0 0.69 99.41


1.38 9.5 0.31 99.75 1.38 9.5 0.33 99.74


0.98 10.0 0.19 99.94 0.98 10.0 0.20 99.94


0.69 10.5 0.06 100.00 0.69 10.5 0.06 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.71 Sorting 1.74


Skewness 0.31 Skewness 0.52


Kurtosis 1.69 Kurtosis 1.84


Mean [µm] 160.60 Mean [µm] 137.88


Mean [phi] 2.64 Mean [phi] 2.86


Median [µm] 179.65 Median [µm] 191.52


Median [phi] 2.48 Median [phi] 2.38


Gravel [%] 0.05 Gravel [%] 0.04


Sand [%] 83.71 Sand [%] 82.60


Mud [%] 16.24 Mud [%] 17.37


ST221 ST223


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.01 2800 -1.5 0.00 0.00


2000 -1.0 0.04 0.05 2000 -1.0 0.04 0.04


1400 -0.5 0.34 0.40 1400 -0.5 0.12 0.16


1000 0.0 1.10 1.50 1000 0.0 0.52 0.68


707.00 0.5 2.53 4.03 707.00 0.5 1.36 2.04


500.00 1.0 6.03 10.07 500.00 1.0 3.61 5.65


353.60 1.5 11.42 21.49 353.60 1.5 10.50 16.15


250.00 2.0 17.17 38.66 250.00 2.0 20.10 36.24


176.80 2.5 19.05 57.71 176.80 2.5 23.07 59.32


125.00 3.0 15.11 72.82 125.00 3.0 16.52 75.84


88.39 3.5 7.53 80.35 88.39 3.5 6.52 82.36


63.00 4.0 2.10 82.45 63.00 4.0 1.15 83.51


44.20 4.5 0.75 83.19 44.20 4.5 0.64 84.15


31.30 5.0 1.31 84.51 31.30 5.0 1.49 85.64


22.10 5.5 1.92 86.42 22.10 5.5 1.89 87.53


15.60 6.0 2.16 88.58 15.60 6.0 1.98 89.51


11.00 6.5 2.37 90.95 11.00 6.5 2.19 91.70


7.80 7.0 2.47 93.42 7.80 7.0 2.34 94.04


5.50 7.5 2.36 95.78 5.50 7.5 2.20 96.24


3.90 8.0 1.82 97.59 3.90 8.0 1.69 97.93


2.75 8.5 1.21 98.81 2.75 8.5 1.12 99.05


1.95 9.0 0.65 99.45 1.95 9.0 0.60 99.64


1.38 9.5 0.31 99.76 1.38 9.5 0.28 99.93


0.98 10.0 0.19 99.95 0.98 10.0 0.07 100.00


0.69 10.5 0.05 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.91 Sorting 1.68


Skewness 0.45 Skewness 0.50


Kurtosis 1.80 Kurtosis 2.06


Mean [µm] 144.82 Mean [µm] 151.33


Mean [phi] 2.79 Mean [phi] 2.72


Median [µm] 203.42 Median [µm] 203.35


Median [phi] 2.30 Median [phi] 2.30


Gravel [%] 0.05 Gravel [%] 0.04


Sand [%] 82.40 Sand [%] 83.47


Mud [%] 17.55 Mud [%] 16.49


ST225 ST227


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.12 0.12 2800 -1.5 0.00 0.00


2000 -1.0 0.09 0.21 2000 -1.0 0.01 0.01


1400 -0.5 0.11 0.32 1400 -0.5 0.03 0.03


1000 0.0 0.32 0.64 1000 0.0 0.11 0.14


707.00 0.5 0.95 1.59 707.00 0.5 0.08 0.22


500.00 1.0 2.68 4.28 500.00 1.0 1.74 1.96


353.60 1.5 9.44 13.71 353.60 1.5 7.70 9.66


250.00 2.0 19.62 33.34 250.00 2.0 15.97 25.63


176.80 2.5 23.28 56.62 176.80 2.5 19.98 45.61


125.00 3.0 16.84 73.46 125.00 3.0 17.15 62.76


88.39 3.5 6.59 80.05 88.39 3.5 9.66 72.42


63.00 4.0 1.14 81.20 63.00 4.0 3.46 75.88


44.20 4.5 0.77 81.96 44.20 4.5 1.41 77.29


31.30 5.0 1.77 83.74 31.30 5.0 1.63 78.93


22.10 5.5 2.24 85.97 22.10 5.5 2.31 81.24


15.60 6.0 2.33 88.30 15.60 6.0 2.75 83.99


11.00 6.5 2.53 90.84 11.00 6.5 3.18 87.17


7.80 7.0 2.61 93.45 7.80 7.0 3.42 90.59


5.50 7.5 2.41 95.86 5.50 7.5 3.30 93.90


3.90 8.0 1.81 97.67 3.90 8.0 2.58 96.48


2.75 8.5 1.18 98.86 2.75 8.5 1.73 98.21


1.95 9.0 0.64 99.49 1.95 9.0 0.92 99.13


1.38 9.5 0.30 99.80 1.38 9.5 0.44 99.57


0.98 10.0 0.18 99.98 0.98 10.0 0.27 99.84


0.69 10.5 0.02 100.00 0.69 10.5 0.16 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.83 Sorting 2.06


Skewness 0.56 Skewness 0.56


Kurtosis 1.94 Kurtosis 1.42


Mean [µm] 125.80 Mean [µm] 91.92


Mean [phi] 2.99 Mean [phi] 3.44


Median [µm] 195.10 Median [µm] 161.79


Median [phi] 2.36 Median [phi] 2.63


Gravel [%] 0.21 Gravel [%] 0.01


Sand [%] 80.99 Sand [%] 75.88


Mud [%] 18.80 Mud [%] 24.12


ST229 ST231


Total Total


Poorly Sorted Very Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Leptokurtic


Fine Sand Very Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.01 2000 -1.0 0.00 0.00


1400 -0.5 0.01 0.02 1400 -0.5 0.02 0.02


1000 0.0 0.11 0.12 1000 0.0 0.10 0.13


707.00 0.5 0.52 0.64 707.00 0.5 0.18 0.30


500.00 1.0 6.93 7.57 500.00 1.0 4.39 4.70


353.60 1.5 19.44 27.01 353.60 1.5 15.69 20.39


250.00 2.0 25.70 52.71 250.00 2.0 24.42 44.81


176.80 2.5 19.76 72.47 176.80 2.5 20.67 65.48


125.00 3.0 9.80 82.27 125.00 3.0 10.13 75.61


88.39 3.5 3.21 85.48 88.39 3.5 2.43 78.04


63.00 4.0 1.19 86.66 63.00 4.0 0.73 78.77


44.20 4.5 1.17 87.83 44.20 4.5 1.47 80.23


31.30 5.0 1.34 89.17 31.30 5.0 1.93 82.16


22.10 5.5 1.48 90.65 22.10 5.5 2.13 84.29


15.60 6.0 1.63 92.28 15.60 6.0 2.50 86.79


11.00 6.5 1.77 94.05 11.00 6.5 2.97 89.75


7.80 7.0 1.76 95.80 7.80 7.0 3.06 92.81


5.50 7.5 1.60 97.40 5.50 7.5 2.75 95.56


3.90 8.0 1.21 98.61 3.90 8.0 2.02 97.57


2.75 8.5 0.81 99.42 2.75 8.5 1.30 98.87


1.95 9.0 0.43 99.85 1.95 9.0 0.68 99.55


1.38 9.5 0.15 100.00 1.38 9.5 0.31 99.86


0.98 10.0 0.00 100.00 0.98 10.0 0.12 99.98


0.69 10.5 0.00 100.00 0.69 10.5 0.02 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.42 Sorting 1.99


Skewness 0.45 Skewness 0.64


Kurtosis 2.07 Kurtosis 1.91


Mean [µm] 226.16 Mean [µm] 127.42


Mean [phi] 2.14 Mean [phi] 2.97


Median [µm] 259.32 Median [µm] 229.17


Median [phi] 1.95 Median [phi] 2.13


Gravel [%] 0.01 Gravel [%] 0.00


Sand [%] 86.66 Sand [%] 78.77


Mud [%] 13.34 Mud [%] 21.23


ST233 ST235


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Medium Sand Fine Sand


Slightly Gravelly Muddy Sand Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.03 0.03 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.04 2000 -1.0 0.01 0.01


1400 -0.5 0.03 0.07 1400 -0.5 0.01 0.02


1000 0.0 0.16 0.23 1000 0.0 0.07 0.09


707.00 0.5 0.26 0.49 707.00 0.5 0.01 0.10


500.00 1.0 4.82 5.31 500.00 1.0 3.30 3.39


353.60 1.5 15.19 20.50 353.60 1.5 16.95 20.34


250.00 2.0 21.47 41.97 250.00 2.0 28.73 49.07


176.80 2.5 16.83 58.80 176.80 2.5 23.26 72.33


125.00 3.0 8.03 66.83 125.00 3.0 9.68 82.01


88.39 3.5 2.50 69.33 88.39 3.5 1.41 83.42


63.00 4.0 1.40 70.73 63.00 4.0 0.44 83.86


44.20 4.5 1.88 72.61 44.20 4.5 1.57 85.43


31.30 5.0 2.22 74.83 31.30 5.0 1.88 87.31


22.10 5.5 2.76 77.59 22.10 5.5 1.76 89.07


15.60 6.0 3.52 81.12 15.60 6.0 1.88 90.95


11.00 6.5 4.21 85.33 11.00 6.5 2.15 93.09


7.80 7.0 4.30 89.62 7.80 7.0 2.15 95.24


5.50 7.5 3.85 93.48 5.50 7.5 1.87 97.11


3.90 8.0 2.85 96.33 3.90 8.0 1.35 98.46


2.75 8.5 1.86 98.18 2.75 8.5 0.87 99.33


1.95 9.0 0.97 99.15 1.95 9.0 0.47 99.80


1.38 9.5 0.44 99.59 1.38 9.5 0.20 100.00


0.98 10.0 0.26 99.85 0.98 10.0 0.00 100.00


0.69 10.5 0.15 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.28 Sorting 1.56


Skewness 0.64 Skewness 0.59


Kurtosis 0.81 Kurtosis 2.29


Mean [µm] 100.64 Mean [µm] 179.85


Mean [phi] 3.31 Mean [phi] 2.48


Median [µm] 211.91 Median [µm] 246.55


Median [phi] 2.24 Median [phi] 2.02


Gravel [%] 0.04 Gravel [%] 0.01


Sand [%] 70.69 Sand [%] 83.85


Mud [%] 29.27 Mud [%] 16.14


ST236 ST237


Total Total


Very Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Platykurtic Very Leptokurtic


Very Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.00 2000 -1.0 0.05 0.05


1400 -0.5 0.01 0.01 1400 -0.5 0.23 0.29


1000 0.0 0.06 0.07 1000 0.0 0.41 0.70


707.00 0.5 0.03 0.10 707.00 0.5 0.88 1.58


500.00 1.0 3.16 3.26 500.00 1.0 8.60 10.18


353.60 1.5 18.90 22.16 353.60 1.5 24.98 35.16


250.00 2.0 34.02 56.18 250.00 2.0 33.28 68.45


176.80 2.5 25.21 81.39 176.80 2.5 21.06 89.50


125.00 3.0 7.69 89.08 125.00 3.0 5.24 94.75


88.39 3.5 0.44 89.52 88.39 3.5 0.13 94.88


63.00 4.0 0.16 89.68 63.00 4.0 0.00 94.88


44.20 4.5 0.89 90.57 44.20 4.5 0.27 95.14


31.30 5.0 1.23 91.80 31.30 5.0 0.64 95.78


22.10 5.5 1.21 93.00 22.10 5.5 0.72 96.50


15.60 6.0 1.24 94.24 15.60 6.0 0.68 97.18


11.00 6.5 1.38 95.62 11.00 6.5 0.69 97.87


7.80 7.0 1.38 97.00 7.80 7.0 0.68 98.54


5.50 7.5 1.21 98.21 5.50 7.5 0.61 99.15


3.90 8.0 0.87 99.08 3.90 8.0 0.45 99.59


2.75 8.5 0.56 99.64 2.75 8.5 0.30 99.89


1.95 9.0 0.30 99.94 1.95 9.0 0.11 100.00


1.38 9.5 0.06 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.13 Sorting 0.85


Skewness 0.41 Skewness 0.23


Kurtosis 2.58 Kurtosis 1.68


Mean [µm] 254.92 Mean [µm] 300.17


Mean [phi] 1.97 Mean [phi] 1.74


Median [µm] 266.25 Median [µm] 302.96


Median [phi] 1.91 Median [phi] 1.72


Gravel [%] 0.00 Gravel [%] 0.05


Sand [%] 89.68 Sand [%] 94.82


Mud [%] 10.32 Mud [%] 5.12


ST238 ST239


Total Total


Poorly Sorted Moderately Sorted


Very Fine Skewed Fine Skewed


Very Leptokurtic Very Leptokurtic


Medium Sand Medium Sand


Medium Sand Medium Sand


Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.01 2000 -1.0 0.00 0.00


1400 -0.5 0.04 0.05 1400 -0.5 0.04 0.04


1000 0.0 0.20 0.25 1000 0.0 0.14 0.18


707.00 0.5 0.00 0.25 707.00 0.5 0.01 0.18


500.00 1.0 1.67 1.92 500.00 1.0 2.09 2.27


353.60 1.5 12.60 14.52 353.60 1.5 14.69 16.96


250.00 2.0 28.18 42.70 250.00 2.0 31.35 48.31


176.80 2.5 28.01 70.70 176.80 2.5 28.53 76.84


125.00 3.0 13.94 84.65 125.00 3.0 11.64 88.48


88.39 3.5 2.50 87.15 88.39 3.5 1.20 89.68


63.00 4.0 0.11 87.26 63.00 4.0 0.04 89.72


44.20 4.5 1.10 88.36 44.20 4.5 0.69 90.41


31.30 5.0 1.81 90.17 31.30 5.0 1.36 91.76


22.10 5.5 1.65 91.81 22.10 5.5 1.45 93.21


15.60 6.0 1.48 93.29 15.60 6.0 1.34 94.55


11.00 6.5 1.57 94.85 11.00 6.5 1.34 95.89


7.80 7.0 1.59 96.44 7.80 7.0 1.29 97.17


5.50 7.5 1.41 97.85 5.50 7.5 1.13 98.30


3.90 8.0 1.03 98.87 3.90 8.0 0.82 99.12


2.75 8.5 0.67 99.54 2.75 8.5 0.53 99.65


1.95 9.0 0.36 99.90 1.95 9.0 0.29 99.94


1.38 9.5 0.10 100.00 1.38 9.5 0.06 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.19 Sorting 1.10


Skewness 0.40 Skewness 0.40


Kurtosis 2.30 Kurtosis 2.48


Mean [µm] 215.98 Mean [µm] 233.04


Mean [phi] 2.21 Mean [phi] 2.10


Median [µm] 228.41 Median [µm] 244.92


Median [phi] 2.13 Median [phi] 2.03


Gravel [%] 0.01 Gravel [%] 0.00


Sand [%] 87.21 Sand [%] 89.72


Mud [%] 11.64 Mud [%] 10.28


ST240 ST241


TotalTotal


Poorly Sorted Poorly Sorted


Very Fine SkewedVery Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine SandFine Sand


Fine Sand Fine Sand


Muddy SandSlightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.01 0.01


2000 -1.0 0.00 0.00 2000 -1.0 0.02 0.03


1400 -0.5 0.01 0.02 1400 -0.5 0.08 0.11


1000 0.0 0.08 0.10 1000 0.0 0.27 0.38


707.00 0.5 0.00 0.10 707.00 0.5 0.13 0.51


500.00 1.0 1.51 1.61 500.00 1.0 3.80 4.31


353.60 1.5 12.74 14.35 353.60 1.5 16.50 20.80


250.00 2.0 29.50 43.85 250.00 2.0 30.15 50.96


176.80 2.5 28.70 72.55 176.80 2.5 27.28 78.23


125.00 3.0 13.07 85.61 125.00 3.0 12.22 90.46


88.39 3.5 1.85 87.46 88.39 3.5 1.65 92.11


63.00 4.0 0.07 87.53 63.00 4.0 0.01 92.12


44.20 4.5 0.93 88.46 44.20 4.5 0.45 92.57


31.30 5.0 1.69 90.15 31.30 5.0 1.06 93.62


22.10 5.5 1.69 91.84 22.10 5.5 1.19 94.81


15.60 6.0 1.56 93.40 15.60 6.0 1.08 95.89


11.00 6.5 1.60 95.00 11.00 6.5 1.04 96.92


7.80 7.0 1.57 96.56 7.80 7.0 0.99 97.91


5.50 7.5 1.38 97.94 5.50 7.5 0.86 98.76


3.90 8.0 0.99 98.93 3.90 8.0 0.62 99.38


2.75 8.5 0.63 99.56 2.75 8.5 0.40 99.78


1.95 9.0 0.34 99.90 1.95 9.0 0.21 99.99


1.38 9.5 0.10 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.17 Sorting 1.04


Skewness 0.41 Skewness 0.33


Kurtosis 2.41 Kurtosis 2.15


Mean [µm] 218.99 Mean [µm] 245.75


Mean [phi] 2.19 Mean [phi] 2.02


Median [µm] 232.10 Median [µm] 252.77


Median [phi] 2.11 Median [phi] 1.98


Gravel [%] 0.00 Gravel [%] 0.03


Sand [%] 87.53 Sand [%] 92.09


Mud [%] 12.47 Mud [%] 7.88


ST242 ST243


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Medium Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.39 0.39 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.39 5600 -2.5 0.00 0.00


4000 -2.0 0.04 0.43 4000 -2.0 0.00 0.00


2800 -1.5 0.04 0.48 2800 -1.5 0.00 0.00


2000 -1.0 0.04 0.51 2000 -1.0 0.02 0.02


1400 -0.5 0.17 0.68 1400 -0.5 0.11 0.13


1000 0.0 0.56 1.24 1000 0.0 0.64 0.77


707.00 0.5 0.60 1.84 707.00 0.5 3.09 3.86


500.00 1.0 4.94 6.78 500.00 1.0 7.58 11.43


353.60 1.5 14.94 21.72 353.60 1.5 14.53 25.96


250.00 2.0 24.44 46.16 250.00 2.0 20.83 46.79


176.80 2.5 23.20 69.37 176.80 2.5 20.74 67.53


125.00 3.0 13.07 82.43 125.00 3.0 14.00 81.53


88.39 3.5 3.46 85.89 88.39 3.5 5.55 87.08


63.00 4.0 0.33 86.22 63.00 4.0 1.18 88.26


44.20 4.5 0.95 87.17 44.20 4.5 0.77 89.03


31.30 5.0 1.70 88.87 31.30 5.0 1.41 90.45


22.10 5.5 1.74 90.62 22.10 5.5 1.66 92.10


15.60 6.0 1.67 92.29 15.60 6.0 1.58 93.68


11.00 6.5 1.79 94.09 11.00 6.5 1.56 95.23


7.80 7.0 1.82 95.91 7.80 7.0 1.50 96.73


5.50 7.5 1.62 97.53 5.50 7.5 1.31 98.04


3.90 8.0 1.18 98.71 3.90 8.0 0.94 98.99


2.75 8.5 0.75 99.46 2.75 8.5 0.60 99.59


1.95 9.0 0.41 99.87 1.95 9.0 0.32 99.91


1.38 9.5 0.13 100.00 1.38 9.5 0.09 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.38 Sorting 1.40


Skewness 0.38 Skewness 0.30


Kurtosis 2.12 Kurtosis 1.85


Mean [µm] 216.77 Mean [µm] 224.94


Mean [phi] 2.21 Mean [phi] 2.15


Median [µm] 236.09 Median [µm] 236.95


Median [phi] 2.08 Median [phi] 2.08


Gravel [%] 0.51 Gravel [%] 0.02


Sand [%] 85.71 Sand [%] 88.24


Mud [%] 13.78 Mud [%] 11.74


ST244 ST245


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.01 0.01


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.01


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.02


2000 -1.0 0.02 0.02 2000 -1.0 0.14 0.16


1400 -0.5 0.06 0.08 1400 -0.5 0.61 0.77


1000 0.0 0.27 0.35 1000 0.0 1.75 2.51


707.00 0.5 0.07 0.42 707.00 0.5 11.63 14.14


500.00 1.0 2.49 2.91 500.00 1.0 22.45 36.60


353.60 1.5 11.35 14.26 353.60 1.5 24.96 61.56


250.00 2.0 22.77 37.03 250.00 2.0 16.29 77.85


176.80 2.5 25.03 62.06 176.80 2.5 6.67 84.51


125.00 3.0 16.59 78.65 125.00 3.0 2.43 86.95


88.39 3.5 5.76 84.41 88.39 3.5 1.79 88.74


63.00 4.0 0.85 85.25 63.00 4.0 1.39 90.13


44.20 4.5 0.81 86.06 44.20 4.5 0.88 91.01


31.30 5.0 1.67 87.73 31.30 5.0 0.69 91.70


22.10 5.5 1.85 89.59 22.10 5.5 0.99 92.69


15.60 6.0 1.77 91.36 15.60 6.0 1.34 94.03


11.00 6.5 1.88 93.24 11.00 6.5 1.53 95.57


7.80 7.0 1.96 95.21 7.80 7.0 1.46 97.03


5.50 7.5 1.82 97.03 5.50 7.5 1.24 98.27


3.90 8.0 1.38 98.41 3.90 8.0 0.88 99.15


2.75 8.5 0.90 99.30 2.75 8.5 0.55 99.70


1.95 9.0 0.49 99.79 1.95 9.0 0.28 99.98


1.38 9.5 0.21 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.37 Sorting 1.42


Skewness 0.43 Skewness 0.43


Kurtosis 2.08 Kurtosis 2.18


Mean [µm] 186.78 Mean [µm] 372.76


Mean [phi] 2.42 Mean [phi] 1.42


Median [µm] 208.91 Median [µm] 415.14


Median [phi] 2.26 Median [phi] 1.27


Gravel [%] 0.02 Gravel [%] 0.16


Sand [%] 85.23 Sand [%] 89.97


Mud [%] 14.75 Mud [%] 9.87


ST246 ST248


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Medium Sand


Fine Sand Medium Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.05 0.05 2800 -1.5 0.00 0.00


2000 -1.0 1.02 1.07 2000 -1.0 0.00 0.00


1400 -0.5 5.13 6.20 1400 -0.5 0.03 0.03


1000 0.0 10.04 16.24 1000 0.0 0.11 0.14


707.00 0.5 9.52 25.76 707.00 0.5 1.74 1.88


500.00 1.0 15.68 41.44 500.00 1.0 5.83 7.71


353.60 1.5 16.21 57.65 353.60 1.5 12.05 19.75


250.00 2.0 10.35 68.00 250.00 2.0 17.06 36.81


176.80 2.5 4.81 72.81 176.80 2.5 17.70 54.51


125.00 3.0 3.06 75.87 125.00 3.0 14.16 68.67


88.39 3.5 3.00 78.86 88.39 3.5 8.14 76.81


63.00 4.0 2.24 81.10 63.00 4.0 3.24 80.05


44.20 4.5 1.48 82.59 44.20 4.5 1.48 81.53


31.30 5.0 1.40 83.99 31.30 5.0 1.57 83.10


22.10 5.5 2.11 86.10 22.10 5.5 2.10 85.19


15.60 6.0 2.77 88.87 15.60 6.0 2.39 87.58


11.00 6.5 3.00 91.87 11.00 6.5 2.60 90.18


7.80 7.0 2.70 94.57 7.80 7.0 2.67 92.85


5.50 7.5 2.19 96.76 5.50 7.5 2.53 95.38


3.90 8.0 1.51 98.27 3.90 8.0 1.97 97.35


2.75 8.5 0.94 99.21 2.75 8.5 1.33 98.67


1.95 9.0 0.49 99.70 1.95 9.0 0.70 99.38


1.38 9.5 0.23 99.92 1.38 9.5 0.33 99.71


0.98 10.0 0.07 99.99 0.98 10.0 0.20 99.91


0.69 10.5 0.01 100.00 0.69 10.5 0.09 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.42 Sorting 1.98


Skewness 0.50 Skewness 0.49


Kurtosis 1.32 Kurtosis 1.57


Mean [µm] 235.83 Mean [µm] 127.01


Mean [phi] 2.08 Mean [phi] 2.98


Median [µm] 416.40 Median [µm] 193.10


Median [phi] 1.26 Median [phi] 2.37


Gravel [%] 1.07 Gravel [%] 0.00


Sand [%] 80.04 Sand [%] 80.05


Mud [%] 18.90 Mud [%] 19.95


ST249 ST250


Total Total


Very Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Medium Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.35 0.35 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.35 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.35 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.35 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.35 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.35 2000 -1.0 0.01 0.01


1400 -0.5 0.04 0.40 1400 -0.5 0.04 0.06


1000 0.0 0.28 0.68 1000 0.0 0.20 0.26


707.00 0.5 1.02 1.69 707.00 0.5 1.54 1.80


500.00 1.0 6.43 8.13 500.00 1.0 5.58 7.38


353.60 1.5 17.97 26.10 353.60 1.5 12.67 20.05


250.00 2.0 25.12 51.22 250.00 2.0 19.15 39.20


176.80 2.5 20.74 71.96 176.80 2.5 19.59 58.79


125.00 3.0 11.12 83.08 125.00 3.0 14.31 73.10


88.39 3.5 3.80 86.89 88.39 3.5 7.09 80.19


63.00 4.0 1.25 88.14 63.00 4.0 2.42 82.61


44.20 4.5 1.17 89.32 44.20 4.5 1.23 83.85


31.30 5.0 1.39 90.71 31.30 5.0 1.58 85.43


22.10 5.5 1.49 92.20 22.10 5.5 2.06 87.49


15.60 6.0 1.55 93.76 15.60 6.0 2.27 89.76


11.00 6.5 1.62 95.38 11.00 6.5 2.40 92.17


7.80 7.0 1.52 96.90 7.80 7.0 2.37 94.54


5.50 7.5 1.28 98.19 5.50 7.5 2.13 96.68


3.90 8.0 0.90 99.08 3.90 8.0 1.56 98.24


2.75 8.5 0.56 99.64 2.75 8.5 1.00 99.24


1.95 9.0 0.30 99.94 1.95 9.0 0.52 99.76


1.38 9.5 0.06 100.00 1.38 9.5 0.23 99.99


0.98 10.0 0.00 100.00 0.98 10.0 0.01 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.33 Sorting 1.76


Skewness 0.39 Skewness 0.47


Kurtosis 1.98 Kurtosis 1.72


Mean [µm] 232.44 Mean [µm] 151.64


Mean [phi] 2.11 Mean [phi] 2.72


Median [µm] 254.24 Median [µm] 206.53


Median [phi] 1.98 Median [phi] 2.28


Gravel [%] 0.35 Gravel [%] 0.01


Sand [%] 87.79 Sand [%] 82.60


Mud [%] 11.86 Mud [%] 17.39


ST251 ST252


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Medium Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.87 0.87


5600 -2.5 0.00 0.00 5600 -2.5 1.13 2.00


4000 -2.0 0.15 0.15 4000 -2.0 1.31 3.31


2800 -1.5 0.44 0.58 2800 -1.5 0.37 3.68


2000 -1.0 1.03 1.61 2000 -1.0 0.22 3.90


1400 -0.5 1.87 3.48 1400 -0.5 0.10 4.00


1000 0.0 3.23 6.71 1000 0.0 0.09 4.09


707.00 0.5 21.64 28.35 707.00 0.5 5.41 9.51


500.00 1.0 28.12 56.47 500.00 1.0 20.40 29.91


353.60 1.5 16.33 72.80 353.60 1.5 29.33 59.23


250.00 2.0 3.01 75.81 250.00 2.0 20.33 79.56


176.80 2.5 0.13 75.94 176.80 2.5 6.96 86.52


125.00 3.0 1.53 77.47 125.00 3.0 1.63 88.15


88.39 3.5 2.87 80.34 88.39 3.5 2.12 90.28


63.00 4.0 2.22 82.56 63.00 4.0 2.10 92.38


44.20 4.5 1.40 83.97 44.20 4.5 1.05 93.42


31.30 5.0 1.36 85.33 31.30 5.0 0.41 93.84


22.10 5.5 2.10 87.43 22.10 5.5 0.69 94.53


15.60 6.0 2.73 90.16 15.60 6.0 1.08 95.61


11.00 6.5 2.87 93.03 11.00 6.5 1.20 96.81


7.80 7.0 2.49 95.51 7.80 7.0 1.08 97.90


5.50 7.5 1.92 97.43 5.50 7.5 0.89 98.79


3.90 8.0 1.28 98.72 3.90 8.0 0.63 99.42


2.75 8.5 0.77 99.49 2.75 8.5 0.40 99.83


1.95 9.0 0.39 99.88 1.95 9.0 0.17 100.00


1.38 9.5 0.12 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 2.16 Sorting 1.27


Skewness 0.68 Skewness 0.36


Kurtosis 2.03 Kurtosis 2.29


Mean [µm] 273.45 Mean [µm] 368.53


Mean [phi] 1.87 Mean [phi] 1.44


Median [µm] 541.47 Median [µm] 394.34


Median [phi] 0.89 Median [phi] 1.34


Gravel [%] 1.61 Gravel [%] 3.90


Sand [%] 80.95 Sand [%] 88.47


Mud [%] 17.44 Mud [%] 7.62


ST253 ST254


Total Total


Very Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Medium Sand Medium Sand


Coarse Sand Medium Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.01 2000 -1.0 0.01 0.01


1400 -0.5 0.09 0.11 1400 -0.5 0.02 0.03


1000 0.0 0.17 0.28 1000 0.0 0.09 0.12


707.00 0.5 6.61 6.89 707.00 0.5 3.99 4.11


500.00 1.0 25.85 32.74 500.00 1.0 8.84 12.95


353.60 1.5 34.05 66.79 353.60 1.5 12.17 25.12


250.00 2.0 17.10 83.89 250.00 2.0 13.37 38.48


176.80 2.5 2.77 86.66 176.80 2.5 14.55 53.04


125.00 3.0 0.28 86.94 125.00 3.0 15.00 68.04


88.39 3.5 1.91 88.84 88.39 3.5 11.33 79.37


63.00 4.0 2.07 90.91 63.00 4.0 5.05 84.42


44.20 4.5 0.99 91.90 44.20 4.5 1.33 85.75


31.30 5.0 0.42 92.32 31.30 5.0 0.85 86.60


22.10 5.5 0.81 93.13 22.10 5.5 1.72 88.32


15.60 6.0 1.28 94.41 15.60 6.0 2.16 90.49


11.00 6.5 1.46 95.86 11.00 6.5 2.20 92.69


7.80 7.0 1.36 97.22 7.80 7.0 2.12 94.81


5.50 7.5 1.15 98.37 5.50 7.5 1.95 96.76


3.90 8.0 0.82 99.19 3.90 8.0 1.49 98.25


2.75 8.5 0.52 99.71 2.75 8.5 0.98 99.23


1.95 9.0 0.27 99.98 1.95 9.0 0.50 99.73


1.38 9.5 0.02 100.00 1.38 9.5 0.23 99.96


0.98 10.0 0.00 100.00 0.98 10.0 0.04 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.22 Sorting 1.69


Skewness 0.42 Skewness 0.27


Kurtosis 2.70 Kurtosis 1.47


Mean [µm] 401.48 Mean [µm] 178.07


Mean [phi] 1.32 Mean [phi] 2.49


Median [µm] 419.47 Median [µm] 190.05


Median [phi] 1.25 Median [phi] 2.40


Gravel [%] 0.01 Gravel [%] 0.01


Sand [%] 90.90 Sand [%] 84.41


Mud [%] 9.09 Mud [%] 15.58


ST255 ST256


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Fine Skewed


Very Leptokurtic Leptokurtic


Medium Sand Fine Sand


Medium Sand Fine Sand


Slightly Gravelly Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.05 0.05


2800 -1.5 0.00 0.00 2800 -1.5 0.04 0.09


2000 -1.0 0.01 0.01 2000 -1.0 0.01 0.09


1400 -0.5 0.01 0.01 1400 -0.5 0.01 0.11


1000 0.0 0.14 0.15 1000 0.0 0.03 0.13


707.00 0.5 1.76 1.91 707.00 0.5 0.17 0.30


500.00 1.0 5.53 7.44 500.00 1.0 0.53 0.83


353.60 1.5 10.62 18.06 353.60 1.5 3.93 4.76


250.00 2.0 15.69 33.75 250.00 2.0 12.34 17.10


176.80 2.5 18.60 52.35 176.80 2.5 21.21 38.31


125.00 3.0 17.36 69.71 125.00 3.0 23.67 61.98


88.39 3.5 11.19 80.90 88.39 3.5 16.44 78.42


63.00 4.0 4.24 85.14 63.00 4.0 6.11 84.53


44.20 4.5 1.03 86.17 44.20 4.5 0.95 85.47


31.30 5.0 0.98 87.15 31.30 5.0 0.78 86.26


22.10 5.5 1.77 88.92 22.10 5.5 1.99 88.25


15.60 6.0 2.01 90.93 15.60 6.0 2.26 90.51


11.00 6.5 1.99 92.92 11.00 6.5 2.08 92.59


7.80 7.0 1.96 94.88 7.80 7.0 1.96 94.55


5.50 7.5 1.87 96.75 5.50 7.5 1.90 96.45


3.90 8.0 1.47 98.22 3.90 8.0 1.53 97.98


2.75 8.5 0.99 99.21 2.75 8.5 1.04 99.01


1.95 9.0 0.52 99.73 1.95 9.0 0.55 99.57


1.38 9.5 0.24 99.97 1.38 9.5 0.27 99.84


0.98 10.0 0.03 100.00 0.98 10.0 0.14 99.98


0.69 10.5 0.00 100.00 0.69 10.5 0.02 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.56 Sorting 1.35


Skewness 0.31 Skewness 0.38


Kurtosis 1.69 Kurtosis 1.90


Mean [µm] 168.92 Mean [µm] 135.57


Mean [phi] 2.57 Mean [phi] 2.88


Median [µm] 184.71 Median [µm] 148.98


Median [phi] 2.44 Median [phi] 2.75


Gravel [%] 0.01 Gravel [%] 0.09


Sand [%] 85.13 Sand [%] 84.43


Mud [%] 14.86 Mud [%] 15.47


ST257 ST259


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Fine Sand


Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.02 0.02 2800 -1.5 0.02 0.02


2000 -1.0 0.01 0.03 2000 -1.0 0.01 0.03


1400 -0.5 0.04 0.07 1400 -0.5 0.01 0.04


1000 0.0 0.14 0.21 1000 0.0 0.04 0.08


707.00 0.5 0.12 0.33 707.00 0.5 0.00 0.08


500.00 1.0 0.06 0.39 500.00 1.0 0.00 0.08


353.60 1.5 0.33 0.72 353.60 1.5 0.39 0.47


250.00 2.0 5.08 5.80 250.00 2.0 6.06 6.53


176.80 2.5 16.82 22.63 176.80 2.5 18.50 25.02


125.00 3.0 26.98 49.61 125.00 3.0 27.25 52.27


88.39 3.5 23.23 72.84 88.39 3.5 21.80 74.08


63.00 4.0 9.72 82.56 63.00 4.0 8.56 82.64


44.20 4.5 1.46 84.01 44.20 4.5 1.20 83.84


31.30 5.0 0.43 84.44 31.30 5.0 0.50 84.34


22.10 5.5 2.07 86.51 22.10 5.5 2.07 86.41


15.60 6.0 2.68 89.19 15.60 6.0 2.56 88.97


11.00 6.5 2.41 91.59 11.00 6.5 2.33 91.30


7.80 7.0 2.16 93.75 7.80 7.0 2.17 93.46


5.50 7.5 2.10 95.85 5.50 7.5 2.16 95.62


3.90 8.0 1.74 97.58 3.90 8.0 1.80 97.42


2.75 8.5 1.20 98.78 2.75 8.5 1.25 98.67


1.95 9.0 0.64 99.42 1.95 9.0 0.67 99.34


1.38 9.5 0.31 99.73 1.38 9.5 0.32 99.66


0.98 10.0 0.20 99.93 0.98 10.0 0.22 99.88


0.69 10.5 0.07 100.00 0.69 10.5 0.12 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.36 Sorting 1.43


Skewness 0.48 Skewness 0.51


Kurtosis 2.07 Kurtosis 2.13


Mean [µm] 103.76 Mean [µm] 102.18


Mean [phi] 3.27 Mean [phi] 3.29


Median [µm] 124.27 Median [µm] 128.67


Median [phi] 3.01 Median [phi] 2.96


Gravel [%] 0.03 Gravel [%] 0.03


Sand [%] 82.53 Sand [%] 82.61


Mud [%] 17.44 Mud [%] 17.36


ST260 ST261


Total Total


Poorly Sorted Poorly Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Very Fine Sand Very Fine Sand


Very Fine Sand Fine Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.01 0.01


2800 -1.5 0.01 0.01 2800 -1.5 0.01 0.01


2000 -1.0 0.03 0.05 2000 -1.0 0.00 0.01


1400 -0.5 0.02 0.07 1400 -0.5 0.04 0.06


1000 0.0 0.08 0.14 1000 0.0 0.08 0.14


707.00 0.5 0.35 0.49 707.00 0.5 0.03 0.17


500.00 1.0 3.85 4.35 500.00 1.0 3.56 3.73


353.60 1.5 12.44 16.79 353.60 1.5 21.63 25.36


250.00 2.0 21.23 38.02 250.00 2.0 37.17 62.53


176.80 2.5 22.17 60.20 176.80 2.5 24.65 87.18


125.00 3.0 15.92 76.11 125.00 3.0 5.98 93.16


88.39 3.5 7.80 83.91 88.39 3.5 0.17 93.33


63.00 4.0 2.67 86.58 63.00 4.0 0.05 93.38


44.20 4.5 1.18 87.77 44.20 4.5 0.53 93.91


31.30 5.0 1.32 89.09 31.30 5.0 0.71 94.62


22.10 5.5 1.66 90.75 22.10 5.5 0.68 95.30


15.60 6.0 1.70 92.45 15.60 6.0 0.74 96.03


11.00 6.5 1.69 94.14 11.00 6.5 0.86 96.89


7.80 7.0 1.66 95.80 7.80 7.0 0.90 97.79


5.50 7.5 1.55 97.36 5.50 7.5 0.84 98.63


3.90 8.0 1.20 98.56 3.90 8.0 0.65 99.28


2.75 8.5 0.81 99.37 2.75 8.5 0.45 99.73


1.95 9.0 0.44 99.81 1.95 9.0 0.25 99.98


1.38 9.5 0.19 100.00 1.38 9.5 0.02 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.38 Sorting 0.93


Skewness 0.39 Skewness 0.34


Kurtosis 1.85 Kurtosis 2.29


Mean [µm] 187.11 Mean [µm] 277.36


Mean [phi] 2.42 Mean [phi] 1.85


Median [µm] 207.33 Median [µm] 280.99


Median [phi] 2.27 Median [phi] 1.83


Gravel [%] 0.05 Gravel [%] 0.01


Sand [%] 86.54 Sand [%] 93.37


Mud [%] 13.42 Mud [%] 6.62


ST262 ST263


Total Total


Poorly Sorted Moderately Sorted


Very Fine Skewed Very Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Medium Sand


Fine Sand Medium Sand


Slightly Gravelly Muddy Sand Slightly Gravelly Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 2.34 2.34


16000 -4.0 0.00 0.00 16000 -4.0 1.99 4.33


11200 -3.5 0.00 0.00 11200 -3.5 9.07 13.39


8000 -3.0 0.00 0.00 8000 -3.0 3.61 17.00


5600 -2.5 0.00 0.00 5600 -2.5 2.00 19.00


4000 -2.0 0.01 0.01 4000 -2.0 0.48 19.49


2800 -1.5 0.00 0.01 2800 -1.5 0.56 20.05


2000 -1.0 0.00 0.01 2000 -1.0 0.48 20.53


1400 -0.5 0.01 0.02 1400 -0.5 0.61 21.14


1000 0.0 0.08 0.10 1000 0.0 0.89 22.03


707.00 0.5 0.03 0.13 707.00 0.5 0.16 22.19


500.00 1.0 2.76 2.89 500.00 1.0 2.49 24.68


353.60 1.5 15.23 18.12 353.60 1.5 9.59 34.27


250.00 2.0 29.16 47.27 250.00 2.0 17.94 52.21


176.80 2.5 26.87 74.14 176.80 2.5 19.18 71.39


125.00 3.0 13.22 87.36 125.00 3.0 12.97 84.36


88.39 3.5 2.69 90.05 88.39 3.5 5.14 89.50


63.00 4.0 0.12 90.17 63.00 4.0 1.07 90.57


44.20 4.5 0.73 90.90 44.20 4.5 0.42 90.98


31.30 5.0 1.25 92.15 31.30 5.0 0.82 91.80


22.10 5.5 1.21 93.36 22.10 5.5 1.04 92.85


15.60 6.0 1.13 94.48 15.60 6.0 1.02 93.86


11.00 6.5 1.19 95.67 11.00 6.5 1.04 94.91


7.80 7.0 1.20 96.87 7.80 7.0 1.11 96.02


5.50 7.5 1.12 97.99 5.50 7.5 1.18 97.19


3.90 8.0 0.89 98.88 3.90 8.0 1.04 98.24


2.75 8.5 0.64 99.52 2.75 8.5 0.80 99.04


1.95 9.0 0.37 99.89 1.95 9.0 0.48 99.51


1.38 9.5 0.11 100.00 1.38 9.5 0.24 99.75


0.98 10.0 0.00 100.00 0.98 10.0 0.15 99.90


0.69 10.5 0.00 100.00 0.69 10.5 0.10 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.14 Sorting 3.12


Skewness 0.38 Skewness -0.39


Kurtosis 2.31 Kurtosis 2.65


Mean [µm] 230.37 Mean [µm] 661.31


Mean [phi] 2.12 Mean [phi] 0.60


Median [µm] 241.36 Median [µm] 260.91


Median [phi] 2.05 Median [phi] 1.94


Gravel [%] 0.01 Gravel [%] 20.53


Sand [%] 90.15 Sand [%] 70.04


Mud [%] 9.83 Mud [%] 9.43


ST264 ST265


Total Total


Poorly Sorted Very Poorly Sorted


Very Fine Skewed Very Coarse Skewed


Very Leptokurtic Very Leptokurtic


Fine Sand Coarse Sand


Fine Sand Medium Sand


Slightly Gravelly Sand Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.01 0.01 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.02 2800 -1.5 0.08 0.08


2000 -1.0 0.02 0.04 2000 -1.0 0.28 0.35


1400 -0.5 0.07 0.11 1400 -0.5 0.32 0.67


1000 0.0 0.30 0.41 1000 0.0 0.71 1.38


707.00 0.5 1.77 2.18 707.00 0.5 1.18 2.57


500.00 1.0 6.72 8.90 500.00 1.0 1.43 4.00


353.60 1.5 14.67 23.57 353.60 1.5 4.45 8.45


250.00 2.0 21.17 44.74 250.00 2.0 12.90 21.35


176.80 2.5 20.91 65.65 176.80 2.5 22.13 43.48


125.00 3.0 14.88 80.53 125.00 3.0 24.48 67.96


88.39 3.5 7.20 87.73 88.39 3.5 16.63 84.59


63.00 4.0 2.17 89.90 63.00 4.0 5.82 90.42


44.20 4.5 0.59 90.49 44.20 4.5 0.61 91.03


31.30 5.0 0.75 91.24 31.30 5.0 0.31 91.34


22.10 5.5 1.17 92.41 22.10 5.5 1.17 92.51


15.60 6.0 1.26 93.66 15.60 6.0 1.34 93.86


11.00 6.5 1.23 94.89 11.00 6.5 1.12 94.98


7.80 7.0 1.23 96.12 7.80 7.0 1.01 95.99


5.50 7.5 1.24 97.36 5.50 7.5 1.10 97.09


3.90 8.0 1.08 98.43 3.90 8.0 1.05 98.15


2.75 8.5 0.82 99.25 2.75 8.5 0.84 98.99


1.95 9.0 0.49 99.74 1.95 9.0 0.51 99.50


1.38 9.5 0.23 99.97 1.38 9.5 0.26 99.76


0.98 10.0 0.02 99.99 0.98 10.0 0.17 99.93


0.69 10.5 0.01 100.00 0.69 10.5 0.07 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.38 Sorting 1.24


Skewness 0.32 Skewness 0.22


Kurtosis 1.87 Kurtosis 1.96


Mean [µm] 217.19 Mean [µm] 160.89


Mean [phi] 2.20 Mean [phi] 2.64


Median [µm] 229.13 Median [µm] 161.21


Median [phi] 2.13 Median [phi] 2.63


Gravel [%] 0.04 Gravel [%] 0.35


Sand [%] 89.87 Sand [%] 90.06


Mud [%] 10.10 Mud [%] 9.58


ST267 ST269


TotalTotal


Poorly Sorted Poorly Sorted


Fine SkewedVery Fine Skewed


Very Leptokurtic Very Leptokurtic


Fine SandFine Sand


Fine Sand Fine Sand


Slightly Gravelly SandSlightly Gravelly Muddy Sand


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.08 0.08


2800 -1.5 0.00 0.00 2800 -1.5 0.51 0.59


2000 -1.0 0.00 0.00 2000 -1.0 0.34 0.94


1400 -0.5 0.02 0.02 1400 -0.5 0.44 1.38


1000 0.0 0.07 0.08 1000 0.0 0.83 2.21


707.00 0.5 0.00 0.08 707.00 0.5 2.75 4.97


500.00 1.0 0.00 0.08 500.00 1.0 7.71 12.67


353.60 1.5 0.00 0.09 353.60 1.5 14.87 27.55


250.00 2.0 2.32 2.40 250.00 2.0 20.22 47.77


176.80 2.5 14.35 16.75 176.80 2.5 19.45 67.22


125.00 3.0 28.87 45.62 125.00 3.0 13.64 80.86


88.39 3.5 27.13 72.74 88.39 3.5 6.45 87.32


63.00 4.0 11.44 84.18 63.00 4.0 1.92 89.24


44.20 4.5 1.68 85.86 44.20 4.5 0.69 89.93


31.30 5.0 0.18 86.04 31.30 5.0 0.95 90.88


22.10 5.5 1.54 87.58 22.10 5.5 1.26 92.14


15.60 6.0 2.13 89.71 15.60 6.0 1.24 93.39


11.00 6.5 1.77 91.48 11.00 6.5 1.22 94.61


7.80 7.0 1.52 93.00 7.80 7.0 1.28 95.89


5.50 7.5 1.71 94.70 5.50 7.5 1.32 97.22


3.90 8.0 1.74 96.44 3.90 8.0 1.14 98.36


2.75 8.5 1.46 97.90 2.75 8.5 0.84 99.20


1.95 9.0 0.92 98.82 1.95 9.0 0.48 99.68


1.38 9.5 0.48 99.30 1.38 9.5 0.23 99.91


0.98 10.0 0.34 99.64 0.98 10.0 0.06 99.97


0.69 10.5 0.33 99.97 0.69 10.5 0.03 100.00


0.49 11.0 0.03 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.21 Sorting 1.47


Skewness 0.42 Skewness 0.30


Kurtosis 2.36 Kurtosis 1.84


Mean [µm] 110.46 Mean [µm] 227.30


Mean [phi] 3.18 Mean [phi] 2.14


Median [µm] 118.19 Median [µm] 240.27


Median [phi] 3.08 Median [phi] 2.06


Gravel [%] 0.00 Gravel [%] 0.94


Sand [%] 84.18 Sand [%] 88.31


Mud [%] 15.82 Mud [%] 10.76


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Muddy Sand Slightly Gravelly Muddy Sand


Very Fine Sand Fine Sand


Very Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Very Fine Skewed


Poorly Sorted Poorly Sorted


Total Total


ST271 ST273
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.05 0.05


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.05


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.06


2000 -1.0 0.00 0.00 2000 -1.0 0.01 0.07


1400 -0.5 0.00 0.00 1400 -0.5 0.01 0.08


1000 0.0 0.03 0.03 1000 0.0 0.04 0.12


707.00 0.5 0.35 0.38 707.00 0.5 0.99 1.11


500.00 1.0 2.76 3.14 500.00 1.0 0.59 1.70


353.60 1.5 7.30 10.44 353.60 1.5 1.50 3.20


250.00 2.0 13.09 23.53 250.00 2.0 9.15 12.35


176.80 2.5 19.21 42.73 176.80 2.5 22.37 34.72


125.00 3.0 22.54 65.27 125.00 3.0 29.24 63.96


88.39 3.5 17.35 82.61 88.39 3.5 20.35 84.31


63.00 4.0 6.92 89.53 63.00 4.0 6.17 90.48


44.20 4.5 0.87 90.40 44.20 4.5 0.42 90.90


31.30 5.0 0.29 90.69 31.30 5.0 0.27 91.17


22.10 5.5 1.25 91.94 22.10 5.5 1.21 92.38


15.60 6.0 1.54 93.48 15.60 6.0 1.54 93.92


11.00 6.5 1.30 94.78 11.00 6.5 1.30 95.22


7.80 7.0 1.14 95.92 7.80 7.0 1.10 96.32


5.50 7.5 1.19 97.11 5.50 7.5 1.13 97.44


3.90 8.0 1.10 98.21 3.90 8.0 1.04 98.48


2.75 8.5 0.86 99.07 2.75 8.5 0.82 99.30


1.95 9.0 0.50 99.57 1.95 9.0 0.47 99.77


1.38 9.5 0.25 99.82 1.38 9.5 0.22 99.99


0.98 10.0 0.13 99.95 0.98 10.0 0.01 100.00


0.69 10.5 0.05 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.30 Sorting 1.08


Skewness 0.22 Skewness 0.28


Kurtosis 1.81 Kurtosis 2.00


Mean [µm] 158.53 Mean [µm] 145.75


Mean [phi] 2.66 Mean [phi] 2.78


Median [µm] 158.09 Median [µm] 147.50


Median [phi] 2.66 Median [phi] 2.76


Gravel [%] 0.00 Gravel [%] 0.07


Sand [%] 89.53 Sand [%] 90.41


Mud [%] 10.47 Mud [%] 9.52


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Muddy Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Poorly Sorted Poorly Sorted


Total Total


ST275 ST277
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.01 0.01 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.02 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.03 2000 -1.0 0.00 0.00


1400 -0.5 0.01 0.04 1400 -0.5 0.01 0.01


1000 0.0 0.11 0.15 1000 0.0 0.01 0.02


707.00 0.5 0.30 0.45 707.00 0.5 0.00 0.02


500.00 1.0 0.51 0.96 500.00 1.0 0.01 0.03


353.60 1.5 3.64 4.60 353.60 1.5 1.49 1.52


250.00 2.0 13.88 18.48 250.00 2.0 10.93 12.45


176.80 2.5 25.56 44.04 176.80 2.5 25.21 37.65


125.00 3.0 27.21 71.25 125.00 3.0 29.92 67.58


88.39 3.5 15.63 86.88 88.39 3.5 18.19 85.77


63.00 4.0 3.70 90.58 63.00 4.0 4.38 90.14


44.20 4.5 0.14 90.72 44.20 4.5 0.16 90.30


31.30 5.0 0.69 91.42 31.30 5.0 0.53 90.83


22.10 5.5 1.57 92.99 22.10 5.5 1.41 92.24


15.60 6.0 1.56 94.55 15.60 6.0 1.55 93.79


11.00 6.5 1.22 95.78 11.00 6.5 1.28 95.07


7.80 7.0 1.04 96.82 7.80 7.0 1.13 96.20


5.50 7.5 1.04 97.86 5.50 7.5 1.18 97.38


3.90 8.0 0.91 98.78 3.90 8.0 1.07 98.45


2.75 8.5 0.67 99.45 2.75 8.5 0.82 99.27


1.95 9.0 0.39 99.84 1.95 9.0 0.49 99.76


1.38 9.5 0.16 100.00 1.38 9.5 0.23 99.99


0.98 10.0 0.00 100.00 0.98 10.0 0.01 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.08 Sorting 1.08


Skewness 0.30 Skewness 0.32


Kurtosis 1.93 Kurtosis 2.07


Mean [µm] 160.14 Mean [µm] 149.41


Mean [phi] 2.64 Mean [phi] 2.74


Median [µm] 163.87 Median [µm] 153.24


Median [phi] 2.61 Median [phi] 2.71


Gravel [%] 0.03 Gravel [%] 0.00


Sand [%] 90.56 Sand [%] 90.14


Mud [%] 9.42 Mud [%] 9.86


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Very Fine Skewed


Poorly Sorted Poorly Sorted


Total Total


ST279 ST281
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.00 2000 -1.0 0.00 0.00


1400 -0.5 0.01 0.01 1400 -0.5 0.01 0.01


1000 0.0 0.00 0.01 1000 0.0 0.00 0.01


707.00 0.5 0.45 0.46 707.00 0.5 0.20 0.21


500.00 1.0 7.16 7.62 500.00 1.0 6.12 6.33


353.60 1.5 20.92 28.54 353.60 1.5 23.13 29.46


250.00 2.0 28.10 56.64 250.00 2.0 33.78 63.23


176.80 2.5 21.95 78.58 176.80 2.5 23.45 86.68


125.00 3.0 11.11 89.69 125.00 3.0 7.29 93.97


88.39 3.5 3.47 93.16 88.39 3.5 0.45 94.42


63.00 4.0 0.84 94.00 63.00 4.0 0.00 94.42


44.20 4.5 0.68 94.68 44.20 4.5 0.29 94.71


31.30 5.0 0.89 95.57 31.30 5.0 0.64 95.35


22.10 5.5 0.88 96.45 22.10 5.5 0.73 96.08


15.60 6.0 0.77 97.22 15.60 6.0 0.71 96.79


11.00 6.5 0.71 97.93 11.00 6.5 0.71 97.50


7.80 7.0 0.65 98.58 7.80 7.0 0.71 98.21


5.50 7.5 0.57 99.15 5.50 7.5 0.67 98.88


3.90 8.0 0.43 99.58 3.90 8.0 0.53 99.41


2.75 8.5 0.30 99.88 2.75 8.5 0.38 99.79


1.95 9.0 0.12 100.00 1.95 9.0 0.20 99.99


1.38 9.5 0.00 100.00 1.38 9.5 0.01 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.97 Sorting 0.89


Skewness 0.28 Skewness 0.28


Kurtosis 1.58 Kurtosis 1.85


Mean [µm] 260.27 Mean [µm] 283.51


Mean [phi] 1.94 Mean [phi] 1.82


Median [µm] 271.33 Median [µm] 286.38


Median [phi] 1.88 Median [phi] 1.80


Gravel [%] 0.00 Gravel [%] 0.00


Sand [%] 94.00 Sand [%] 94.41


Mud [%] 6.00 Mud [%] 5.29


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Sand


Medium Sand Medium Sand


Medium Sand Medium Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Fine Skewed


Moderately Sorted Moderately Sorted


Total Total


ST283 ST285
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.00 0.00 2800 -1.5 0.00 0.00


2000 -1.0 0.01 0.01 2000 -1.0 0.02 0.02


1400 -0.5 0.01 0.02 1400 -0.5 0.01 0.03


1000 0.0 0.01 0.03 1000 0.0 0.02 0.04


707.00 0.5 0.20 0.23 707.00 0.5 0.00 0.04


500.00 1.0 5.03 5.26 500.00 1.0 0.12 0.16


353.60 1.5 19.45 24.71 353.60 1.5 5.47 5.63


250.00 2.0 31.79 56.50 250.00 2.0 25.74 31.37


176.80 2.5 26.22 82.72 176.80 2.5 36.19 67.56


125.00 3.0 10.73 93.44 125.00 3.0 21.40 88.96


88.39 3.5 1.26 94.70 88.39 3.5 3.97 92.93


63.00 4.0 0.01 94.71 63.00 4.0 0.08 93.01


44.20 4.5 0.35 95.06 44.20 4.5 0.17 93.18


31.30 5.0 0.82 95.88 31.30 5.0 0.96 94.14


22.10 5.5 0.89 96.77 22.10 5.5 1.38 95.52


15.60 6.0 0.76 97.53 15.60 6.0 1.16 96.68


11.00 6.5 0.68 98.21 11.00 6.5 0.88 97.56


7.80 7.0 0.61 98.82 7.80 7.0 0.75 98.31


5.50 7.5 0.52 99.34 5.50 7.5 0.68 98.99


3.90 8.0 0.37 99.71 3.90 8.0 0.52 99.51


2.75 8.5 0.25 99.96 2.75 8.5 0.34 99.85


1.95 9.0 0.04 100.00 1.95 9.0 0.15 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.84 Sorting 0.88


Skewness 0.25 Skewness 0.32


Kurtosis 1.66 Kurtosis 1.99


Mean [µm] 265.88 Mean [µm] 205.78


Mean [phi] 1.91 Mean [phi] 2.28


Median [µm] 268.36 Median [µm] 209.17


Median [phi] 1.90 Median [phi] 2.26


Gravel [%] 0.01 Gravel [%] 0.02


Sand [%] 94.70 Sand [%] 92.99


Mud [%] 5.29 Mud [%] 6.99


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Medium Sand Fine Sand


Medium Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Fine Skewed Very Fine Skewed


Moderately Sorted Moderately Sorted


Total Total
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National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00 5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00 4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.01 2800 -1.5 0.00 0.00


2000 -1.0 0.00 0.01 2000 -1.0 0.00 0.00


1400 -0.5 0.01 0.02 1400 -0.5 0.03 0.03


1000 0.0 0.02 0.04 1000 0.0 0.01 0.04


707.00 0.5 0.00 0.04 707.00 0.5 0.18 0.22


500.00 1.0 0.06 0.10 500.00 1.0 4.80 5.02


353.60 1.5 4.10 4.20 353.60 1.5 18.32 23.34


250.00 2.0 21.95 26.15 250.00 2.0 29.13 52.46


176.80 2.5 34.91 61.06 176.80 2.5 25.31 77.77


125.00 3.0 24.57 85.63 125.00 3.0 12.95 90.72


88.39 3.5 6.30 91.92 88.39 3.5 2.98 93.70


63.00 4.0 0.26 92.18 63.00 4.0 0.13 93.83


44.20 4.5 0.19 92.37 44.20 4.5 0.46 94.29


31.30 5.0 1.07 93.44 31.30 5.0 1.07 95.36


22.10 5.5 1.55 94.99 22.10 5.5 1.06 96.42


15.60 6.0 1.32 96.31 15.60 6.0 0.84 97.26


11.00 6.5 1.00 97.31 11.00 6.5 0.72 97.98


7.80 7.0 0.85 98.16 7.80 7.0 0.67 98.65


5.50 7.5 0.76 98.92 5.50 7.5 0.58 99.23


3.90 8.0 0.56 99.48 3.90 8.0 0.42 99.65


2.75 8.5 0.36 99.84 2.75 8.5 0.28 99.93


1.95 9.0 0.16 100.00 1.95 9.0 0.07 100.00


1.38 9.5 0.00 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 0.90 Sorting 0.94


Skewness 0.32 Skewness 0.29


Kurtosis 2.02 Kurtosis 1.71


Mean [µm] 194.92 Mean [µm] 250.14


Mean [phi] 2.36 Mean [phi] 2.00


Median [µm] 197.30 Median [µm] 257.44


Median [phi] 2.34 Median [phi] 1.96


Gravel [%] 0.01 Gravel [%] 0.00


Sand [%] 92.17 Sand [%] 93.83


Mud [%] 7.82 Mud [%] 6.17


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Sand


Fine Sand Medium Sand


Fine Sand Medium Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Fine Skewed


Moderately Sorted Moderately Sorted


Total Total


ST291 ST293


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0


.5
1


1
.0


1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


0


10


20


30


40


50


60


70


80


90


100


-6
.0


-5
.5


-5
.0


-4
.5


-4
.0


-3
.5


-3
.0


-2
.5


-2
.0


-1
.5


-1
.0


-0
.5


0
.0


0
.5


1
.0


1
.5


2
.0


2
.5


3
.0


3
.5


4
.0


4
.5


5
.0


5
.5


6
.0


6
.5


7
.0


7
.5


8
.0


8
.5


9
.0


9
.5


1
0
.0


1
0
.5


1
1


.0
1
1
.5


1
2


.0
1
2
.5


1
3
.0


1
3


.5
1
4
.0


1
4


.5
>


1
4
.5


C
la


s
s
 W


e
ig


h
t 


R
e
ta


in
e
d


 [
%


]


Aperture [Phi]


Fractional Weight


Cumulative Weight


269605‐REP‐02 | National Grid EGL5 Environmental Survey  
Page 102 of 104 







National Grid


Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%] Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00 63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00 45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00 31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00 22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00 16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00 11200 -3.5 0.00 0.00


8000 -3.0 0.26 0.26 8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.26 5600 -2.5 0.07 0.07


4000 -2.0 0.00 0.26 4000 -2.0 0.00 0.07


2800 -1.5 0.07 0.33 2800 -1.5 0.06 0.13


2000 -1.0 0.09 0.42 2000 -1.0 0.07 0.20


1400 -0.5 0.10 0.52 1400 -0.5 0.04 0.24


1000 0.0 0.07 0.59 1000 0.0 0.06 0.30


707.00 0.5 0.16 0.75 707.00 0.5 0.00 0.30


500.00 1.0 4.10 4.85 500.00 1.0 1.13 1.43


353.60 1.5 14.62 19.46 353.60 1.5 9.07 10.50


250.00 2.0 24.43 43.90 250.00 2.0 23.21 33.71


176.80 2.5 24.40 68.30 176.80 2.5 29.19 62.89


125.00 3.0 15.96 84.26 125.00 3.0 21.09 83.98


88.39 3.5 5.91 90.17 88.39 3.5 7.40 91.38


63.00 4.0 0.88 91.04 63.00 4.0 0.75 92.13


44.20 4.5 0.49 91.53 44.20 4.5 0.21 92.34


31.30 5.0 1.31 92.84 31.30 5.0 1.16 93.50


22.10 5.5 1.51 94.35 22.10 5.5 1.55 95.04


15.60 6.0 1.27 95.62 15.60 6.0 1.27 96.31


11.00 6.5 1.12 96.75 11.00 6.5 0.99 97.30


7.80 7.0 1.05 97.80 7.80 7.0 0.87 98.16


5.50 7.5 0.92 98.73 5.50 7.5 0.77 98.93


3.90 8.0 0.66 99.38 3.90 8.0 0.56 99.49


2.75 8.5 0.41 99.79 2.75 8.5 0.36 99.85


1.95 9.0 0.20 99.99 1.95 9.0 0.15 100.00


1.38 9.5 0.01 100.00 1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00 0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00 0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00 0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00 0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00 0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00 0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00 0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00 0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00 0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00 0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00 < 0.04 >14.5 0.00 100.00


100.00 100.00 100.00 100.00


Sorting 1.12 Sorting 1.00


Skewness 0.30 Skewness 0.27


Kurtosis 1.78 Kurtosis 1.80


Mean [µm] 222.81 Mean [µm] 203.14


Mean [phi] 2.17 Mean [phi] 2.30


Median [µm] 229.25 Median [µm] 206.04


Median [phi] 2.13 Median [phi] 2.28


Gravel [%] 0.42 Gravel [%] 0.20


Sand [%] 90.62 Sand [%] 91.94


Mud [%] 8.96 Mud [%] 7.87


Statistics Based on Folk and Ward (1957) Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand Slightly Gravelly Sand


Fine Sand Fine Sand


Fine Sand Fine Sand


Very Leptokurtic Very Leptokurtic


Very Fine Skewed Fine Skewed


Poorly Sorted Moderately Sorted


Total Total
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Aperture [µm] Aperture [Phi] Fractional [%] Cumulative [%]


63000 -6.0 0.00 0.00


45000 -5.5 0.00 0.00


31500 -5.0 0.00 0.00


22400 -4.5 0.00 0.00


16000 -4.0 0.00 0.00


11200 -3.5 0.00 0.00


8000 -3.0 0.00 0.00


5600 -2.5 0.00 0.00


4000 -2.0 0.00 0.00


2800 -1.5 0.01 0.01


2000 -1.0 0.01 0.02


1400 -0.5 0.02 0.03


1000 0.0 0.04 0.08


707.00 0.5 0.00 0.08


500.00 1.0 0.39 0.47


353.60 1.5 5.80 6.27


250.00 2.0 19.86 26.13


176.80 2.5 30.11 56.25


125.00 3.0 25.14 81.39


88.39 3.5 10.05 91.44


63.00 4.0 1.19 92.63


44.20 4.5 0.13 92.76


31.30 5.0 0.95 93.71


22.10 5.5 1.52 95.22


15.60 6.0 1.30 96.52


11.00 6.5 0.95 97.47


7.80 7.0 0.77 98.24


5.50 7.5 0.70 98.94


3.90 8.0 0.54 99.48


2.75 8.5 0.36 99.84


1.95 9.0 0.16 100.00


1.38 9.5 0.00 100.00


0.98 10.0 0.00 100.00


0.69 10.5 0.00 100.00


0.49 11.0 0.00 100.00


0.34 11.5 0.00 100.00


0.24 12.0 0.00 100.00


0.17 12.5 0.00 100.00


0.12 13.0 0.00 100.00


0.09 13.5 0.00 100.00


0.06 14.0 0.00 100.00


0.04 14.5 0.00 100.00


< 0.04 >14.5 0.00 100.00


100.00 100.00


Sorting 0.96


Skewness 0.28


Kurtosis 1.83


Mean [µm] 186.38


Mean [phi] 2.42


Median [µm] 189.98


Median [phi] 2.40


Gravel [%] 0.02


Sand [%] 92.61


Mud [%] 7.37


Statistics Based on Folk and Ward (1957)


Based on Wentworth (1922) Grain Size Classification 


Slightly Gravelly Sand


Fine Sand


Fine Sand


Very Leptokurtic


Fine Skewed


Moderately Sorted


Total
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D.4 Sediment Grab Sample Photographs 


Station ST001 


 


No sieve photo 


Station ST002 


  


Station ST003 


 


No sieve photo 
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Station ST004 


  


Station ST005 


 


No sieve photo 


Station ST006 
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Station ST007 


  


Station ST008 


 


No sieve photo 


Station ST010 
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Station ST013 


 


No sieve photo 


Station ST015 


 


No sieve photo 


Station ST019 


 


No sieve photo 
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Station ST20 


  


Station ST022 


 


No sieve photo 


Station ST023 


 


No sieve photo 
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Station ST025 


 


No sieve photo 


Station ST026 


  


Station ST027 


 


No sieve photo 
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Station ST028 


  


Station ST029 


 


No sieve photo 


Station ST030 
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Station ST033 


  


Station ST035 


 


No sieve photo 


Station ST036 


 


No sieve photo 
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Station ST039 


  


Station ST041 


 


No sieve photo 


Station ST043 
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Station ST045 


 


No sieve photo 


Station ST047 


  


Station ST049 


 


No sieve photo 
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Station ST051 


  


Station ST053 


 


No sieve photo 


Station ST055 
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Station ST057 


 


No sieve photo 


Station ST059 


  


Station ST061 


 


No sieve photo 
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Station ST063 


  


Station ST065 


 


No sieve photo 


Station ST067 
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Station ST069 


 


No sieve photo 


Station ST071 


  


Station ST74 


 


No sieve photo 
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Station ST078 


 


No sieve photo 


Station ST081 


  


Station ST82 


 


No sieve photo 
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Station ST085 


 


No sieve photo 


Station ST088 


 


No sieve photo 


Station ST089 


 


No sieve photo 
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Station ST090 


  


Station ST091 


 


No sieve photo 


Station ST092 


 


No sieve photo 
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Station ST094 


 


No sieve photo 


Station ST096 


 


No sieve photo 


Station ST097 
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Station ST103 


 


No sieve photo 


Station ST105 


 


No sieve photo 


Station ST107 


 


No sieve photo 
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Station ST109 


 


No sieve photo 


Station ST110 


 


No sieve photo 


Station ST111 
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Station ST112 


  


Station ST113 


 


No sieve photo 


Station ST114 


 


No sieve photo 
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Station ST117 


 


No sieve photo 


Station ST118 


  


Station ST119 


 


No sieve photo 
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Station ST121 


  


Station ST123 


  


Station ST124 


 


No sieve photo 
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Station ST125 


  


Station ST126 


 


No sieve photo 


Station STN_06 


 


No sieve photo 
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Station ST128 


  


Station STN_08 


 


No sieve photo 


Station ST130 


 


No sieve photo 
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Station ST132 


 


No sieve photo 


Station ST133 


  


Station ST136 


 


No sieve photo 
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Station ST138 


 


No sieve photo 


Station ST139 


  


Station ST140 


 


No sieve photo 
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Station ST143 


 


No sieve photo 


Station ST146 


 


No sieve photo 


Station ST147 
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Station ST148 


 


No sieve photo 


Station ST149 


 


No sieve photo 


Station ST150 
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Station ST151 


 


No sieve photo 


Station ST152 


 


No sieve photo 


Station ST154 
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Station ST156 


 


No sieve photo 


Station ST158 


  


Station ST160 


 


No sieve photo 
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Station ST161 


  


Station ST162 


 


No sieve photo 


Station ST163 
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Station ST164 


 


No sieve photo 


Station ST165 


  


Station ST166 


 


No sieve photo 
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Station ST167 


  


Station ST168 


 


No sieve photo 


Station ST169 
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Station ST170 


 


No sieve photo 


Station ST171 


  


Station ST172 


 


No sieve photo 
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Station STN_10 


  


Station ST174 


 


No sieve photo 


Station ST175 
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Station ST176 


 


No sieve photo 


Station ST177 


  


Station ST178 


 


No sieve photo 
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Station ST179 


  


Station ST180 


 


No sieve photo 


Station STN_18 
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Station ST182 


 


No sieve photo 


Station ST183 


  


Station STN_06 


 


No sieve photo 
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Station ST185 


  


Station ST186 


 


No sieve photo 


Station ST187 
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Station ST188 


 


No sieve photo 


Station ST189 


  


Station ST190 


 


No sieve photo 
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Station ST191 


  


Station ST193 


 


No sieve photo 


Station ST195 
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Station ST196 


 


No sieve photo 


Station ST197 


  


Station ST198 


 


No sieve photo 
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Station ST199 


  


Station ST200 


 


No sieve photo 


Station ST201 
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Station ST202 


 


No sieve photo 


Station ST203 


  


Station ST204 


 


No sieve photo 
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Station ST205 


  


Station ST206 


 


No sieve photo 


Station ST207 
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Station ST208 


 


No sieve photo 


Station ST209 


  


Station ST210 


 


No sieve photo 
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Hydrocarbon Analysis 
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E.1 Sediment Gas Chromatography Traces 

Click on icon to open the sediment gas chromatography traces. 

 
Appendix E.1 Sediment Gas 

Chromatography Traces 

E.2 Sediment n-alkane Concentrations 

Click on icon to open the sediment n-alkane concentrations. 

 
Appendix E.2 Sediment n-alkane 

Concentrations 

E.3 Sediment Aromatic Hydrocarbon Concentrations 

E.3.1 Sediment Total 2 to 6 Ring PAH Concentrations 

Click on icon to open the sediment total 2 to 6 ring PAH concentrations. 

 
Appendix E.3.1 Sediment Total 2 to 6 

Ring PAH Concentrations 

E.3.2 Sediment United States Environmental Protection Agency (US EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations 

Click on icon to open the sediment US EPA and 16 PAH concentrations. 

 
Appendix E.3.2 Sediment United States 

Environmental Protection Agency (US 

EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations 

E.3.3 Sediment United States Environmental Protection Agency (US EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations Normalised to 2.5 % Total Organic Carbon (TOC) 

Click on icon to open the sediment US EPA and 16 PAH concentrations normalised to 

2.5 % TOC. 

 
Appendix E.3.3 Sediment United States 

Environmental Protection Agency (US 

EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations 

Normalised to 2.5 % Total Organic 

Carbon (TOC) 


n-alkane sediment

		n-Alkane
[ng/g] 		Station

				ST002		ST004		ST006		ST007		ST010		ST020		ST026		ST028		ST030		ST033		ST039		ST043		ST047		ST051		ST055		ST059		ST063		ST067		ST071		ST078		ST081		ST087		ST088		ST090		ST097		ST105		ST111		ST117		ST118		ST121		ST123		ST125		ST128		ST130		ST133		ST138		ST139		ST146		ST147		ST150		ST151		ST154		ST158		ST159		ST161		ST163		ST165		ST167		ST169		ST171		ST173		ST175		ST177		ST179		ST181		ST183		ST185		ST187		ST189		ST191		ST193		ST195		ST197		ST199		ST201		ST203		ST205		ST207		ST209		ST211		ST213		ST215		ST217		ST219		ST221		ST223		ST225		ST227		ST229		ST231		ST233		ST235		ST237		ST239		ST241		ST243		ST245		ST249		ST251		ST253		ST255		ST257		ST259		ST261		ST263		ST265		ST267		ST269		ST271		ST273		ST275		ST277		ST279		ST281		ST283		ST285		ST287		ST289		ST291		ST293		ST295		ST297		ST299

		nC12		10.3		13.1		15.5		7.7		14.2		35.3		21.2		14.8		18.2		11.8		10.8		53.7		78.7		61.4		59.2		31.8		11.8		7.4		10.4		38.4		53.7		32.5		9.7		12.4		8.8		37.0		76.8		9.6		28.4		38.7		20.4		33.7		12.2		14.6		15.8		7.2		7.9		5.3		5.1		3.7		4.5		2.1		3.8		5.5		7.1		4.9		8.5		9.6		6.8		6.4		7.3		7.9		5.0		4.9		5.0		3.2		4.6		3.7		3.5		4.0		4.8		3.5		3.2		2.9		2.9		2.9		4.3		4.8		4.4		3.6		4.5		2.7		3.2		3.4		2.8		2.1		2.3		2.5		2.5		2.7		1.5		2.0		1.7		1.8		1.5		1.2		2.1		1.7		1.5		1.8		1.5		1.6		2.4		3.4		2.6		2.6		2.3		2.8		3.7		2.3		3.1		2.4		1.8		1.8		1.3		1.4		1.3		1.4		1.4		4.1		1.8		1.8		1.7

		nC13		15.6		22.3		28.4		19.5		21.3		42.2		34.7		20.3		21.6		15.6		15.6		65.2		108		75.1		70.1		42.0		17.0		11.5		14.9		46.5		72.5		43.3		13.0		17.2		13.0		44.4		95.6		12.7		34.5		44.7		25.1		44.5		15.7		19.3		23.7		9.8		8.9		7.0		6.9		4.0		5.8		3.2		4.5		7.2		10.3		7.6		11.0		13.5		9.7		11.4		9.8		8.6		3.2		3.9		4.6		2.1		3.2		2.7		1.9		2.5		2.0		2.8		1.8		3.0		3.3		4.0		5.0		5.5		5.0		4.6		5.0		3.7		3.3		4.0		3.2		3.3		2.7		2.6		2.6		2.4		1.5		1.7		1.4		1.7		1.6		1.1		1.9		1.4		1.4		1.3		1.0		1.4		2.2		3.2		1.3		1.3		1.3		1.4		2.3		1.0		1.9		1.0		1.9		1.4		1.2		0.8		1.2		1.1		1.0		2.5		1.2		1.4		1.3

		nC14		18.5		26.9		37.8		31.8		25.3		44.5		46.0		21.1		20.5		16.6		17.3		65.4		120		76.6		76.0		43.5		22.0		10.4		18.9		50.8		86.0		48.0		15.2		19.4		18.3		47.0		99.4		16.9		36.6		45.0		26.8		53.6		18.8		22.6		29.6		13.0		9.9		8.2		9.1		4.1		5.5		3.7		4.1		5.9		11.3		9.3		11.3		15.4		9.9		17.5		12.3		8.4		3.5		3.8		4.7		1.8		3.1		3.3		1.8		2.2		2.1		2.3		1.5		1.8		2.4		3.1		3.5		4.1		4.7		4.1		4.1		3.1		2.5		3.5		2.5		2.9		2.0		1.7		1.7		2.2		1.2		1.0		0.8		0.9		0.8		0.7		1.4		0.9		0.7		1.2		0.6		0.8		2.0		2.2		0.9		0.6		0.9		0.8		1.7		0.5		1.5		1.0		1.0		0.6		0.5		0.3		0.4		0.4		0.4		1.0		0.7		0.7		0.6

		nC15		30.0		47.4		63.6		64.3		36.3		70.0		63.2		29.3		27.0		22.4		24.5		79.6		154		103		94.7		58.2		26.6		12.9		29.4		62.5		117		57.0		24.4		31.3		21.5		71.1		142		25.0		56.3		63.7		42.8		85.0		72.0		35.2		43.5		21.5		18.9		14.1		17.9		8.5		10.6		8.8		8.9		13.1		21.4		17.0		17.8		31.1		22.8		30.5		19.6		16.1		9.7		9.2		8.2		3.9		7.2		7.6		4.6		5.0		4.7		4.5		2.4		4.2		4.8		7.3		7.8		10.2		10.6		9.3		8.2		7.6		6.2		6.8		5.5		7.8		4.8		4.2		4.7		4.8		2.8		1.8		2.5		2.9		2.0		1.5		3.1		2.3		1.1		2.8		1.3		2.6		4.2		5.5		1.7		1.2		1.7		2.3		3.4		1.1		3.0		2.0		2.2		1.5		0.7		0.6		0.8		0.6		0.7		1.7		1.0		1.4		1.2

		nC16		30.4		51.5		76.4		76.4		43.5		53.8		62.6		35.6		27.9		21.8		25.5		81.7		140		104		96.9		58.3		27.8		16.7		32.0		63.5		117		58.9		26.4		29.4		19.3		60.0		126		26.8		50.4		56.7		38.3		81.3		27.6		36.1		46.4		23.8		14.8		10.1		13.5		6.2		7.7		5.9		5.9		8.1		14.8		16.2		13.3		20.9		13.3		31.0		17.3		11.0		5.7		4.7		6.5		3.4		4.3		4.9		2.7		2.9		3.3		3.5		1.9		2.7		3.2		4.3		5.2		5.8		6.7		6.2		5.1		5.1		3.3		4.5		3.6		5.0		3.5		2.7		2.7		2.9		1.8		1.2		1.5		1.6		1.3		0.9		2.3		1.8		1.2		2.3		1.3		1.4		3.5		3.6		1.6		1.1		1.6		1.4		2.7		0.8		2.6		1.5		1.5		1.0		0.6		0.6		0.5		0.5		0.6		1.7		0.7		0.7		0.8

		nC17		32.7		49.2		73.8		78.9		43.1		60.3		70.8		34.4		30.7		23.5		30.1		84.8		151		111		101		61.4		29.1		13.3		34.6		73.0		131		61.6		28.1		30.4		22.8		75.2		143		32.6		61.5		68.4		50.7		103		37.7		47.0		56.4		32.3		20.3		13.8		18.5		9.0		12.0		11.1		9.2		12.1		22.3		22.9		17.9		29.9		18.8		39.2		18.5		13.6		7.0		6.9		10.3		5.5		6.9		7.9		5.6		5.3		5.1		6.3		3.3		4.7		5.8		7.8		8.4		9.9		10.6		10.2		8.2		8.6		6.2		6.9		5.9		8.7		6.2		5.3		4.8		5.5		3.5		2.9		2.6		2.5		2.3		2.5		3.3		3.9		1.9		4.2		2.5		3.1		5.4		6.0		3.3		1.9		3.0		2.4		4.2		1.9		4.4		2.8		2.6		2.4		1.1		2.0		1.0		1.7		1.4		3.2		2.2		1.8		1.9

		nC18		27.5		41.6		58.7		60.2		30.7		57.6		57.9		28.1		26.9		19.7		25.2		64.8		106		86.9		78.8		48.0		26.4		14.1		27.9		54.2		98.5		46.9		26.7		28.7		18.6		60.2		107		30.3		51.6		52.9		40.6		92.3		33.3		39.5		46.2		27.5		16.1		11.9		15.4		7.1		10.2		8.9		7.5		10.3		20.9		20.1		30.2		25.9		18.6		31.4		17.8		12.4		6.8		6.0		7.0		4.3		6.1		6.2		4.0		3.5		5.1		4.0		2.5		3.6		4.6		6.4		6.8		8.4		9.0		9.1		6.8		7.4		5.4		6.3		5.3		6.3		4.7		4.4		4.2		4.5		2.4		1.9		2.3		2.7		1.7		1.5		2.4		3.4		1.4		3.2		1.9		2.0		4.2		4.1		2.6		1.5		2.3		2.1		3.4		1.3		3.1		1.9		2.5		2.0		1.0		1.1		0.8		1.3		2.0		2.2		1.6		1.2		1.4

		nC19		33.1		44.3		59.8		69.8		32.6		90.9		65.6		27.8		29.4		21.5		28.7		69.2		115		89.8		77.2		50.5		29.0		14.1		32.1		60.6		107.4		46.9		30.0		27.6		31.7		86.8		138		35.8		64.1		68.0		55.8		120		46.9		50.5		59.5		35.1		25.9		13.6		16.8		8.1		9.9		9.2		8.9		4.3		21.6		22.7		16.7		8.6		6.7		32.5		22.1		22.3		10.0		9.5		11.1		6.2		9.3		9.7		4.9		4.8		8.1		6.1		4.0		4.7		7.1		9.5		9.1		10.4		10.7		12.9		9.6		9.7		7.0		7.8		7.0		10.2		9.9		6.9		6.2		7.6		4.8		3.5		4.2		4.3		2.8		2.5		4.0		4.6		2.5		5.4		2.7		3.3		6.5		6.5		3.5		2.8		3.2		2.1		5.3		1.8		5.4		3.4		4.5		3.8		1.5		1.6		1.5		2.2		2.5		3.8		2.7		3.1		3.2

		nC20		29.9		46.9		63.7		74.3		35.1		46.7		60.0		27.7		25.3		17.9		25.9		59.8		94.5		84.0		65.5		45.8		28.1		16.8		30.0		54.8		95.3		41.4		29.5		30.4		20.1		69.7		93.9		32.1		51.3		46.2		40.8		94.6		34.4		41.1		47.4		26.8		16.1		12.0		14.6		7.0		7.7		7.9		7.7		9.3		18.6		19.0		12.8		23.2		14.1		27.5		16.0		13.9		6.1		4.7		7.5		4.0		4.6		6.7		4.1		4.5		6.6		4.7		2.5		3.4		4.6		6.1		7.2		8.7		9.1		9.7		6.5		8.0		5.0		6.6		5.6		7.3		6.4		5.0		5.2		5.8		3.4		3.6		2.9		3.7		2.1		2.3		3.2		5.0		2.5		4.5		2.5		2.3		4.9		4.2		2.7		1.7		1.7		1.6		2.9		1.1		3.4		1.8		1.7		1.4		0.7		0.9		0.7		0.8		4.0		1.7		1.1		1.2		1.0

		nC21		24.6		41.1		61.4		58.1		29.3		45.9		54.4		24.3		22.1		16.3		23.2		55.1		91.2		78.7		57.7		40.3		23.8		12.0		27.7		47.5		86.7		37.7		27.5		24.1		18.1		56.5		85.4		30.2		46.5		40.2		37.9		90.5		35.0		38.5		45.3		25.2		19.8		13.0		17.6		8.0		10.6		8.6		9.3		15.9		26.8		20.0		17.7		30.8		21.1		31.1		12.9		15.3		4.2		4.3		6.9		4.7		6.0		7.5		4.5		6.1		7.7		3.9		2.5		2.0		2.4		2.4		3.7		5.1		5.0		5.1		4.8		5.0		2.3		3.3		5.0		4.9		7.7		6.4		5.8		6.9		4.3		3.6		4.1		4.2		3.0		3.3		3.7		4.8		1.8		7.2		4.2		4.4		7.8		7.1		3.0		3.6		3.4		3.1		8.6		2.6		5.8		5.4		3.1		4.2		1.0		1.4		1.2		1.9		2.3		3.0		2.9		2.8		2.7

		nC22		22.5		38.2		52.0		52.8		28.8		41.0		56.4		23.2		19.7		14.0		21.0		47.4		74.6		74.0		48.6		35.1		24.2		12.1		24.7		42.5		82.0		32.6		26.9		22.7		18.4		48.9		72.6		29.8		47.6		35.7		35.0		83.4		29.3		37.2		40.2		22.2		14.1		11.6		15.0		7.1		9.4		8.7		7.6		9.7		19.4		17.6		12.6		23.2		13.6		24.3		12.1		11.9		5.5		4.3		7.1		3.4		4.1		5.4		4.1		4.8		6.0		4.0		2.7		3.5		3.9		5.1		6.8		8.0		7.9		8.2		6.2		7.6		5.8		6.3		5.8		9.7		5.5		4.3		3.9		5.3		3.0		2.8		2.3		3.1		1.6		1.7		2.1		3.5		1.1		5.1		2.9		3.0		5.5		5.0		2.1		2.0		1.9		1.8		4.2		1.6		3.4		2.3		1.6		1.8		0.9		0.9		0.7		0.8		0.9		1.9		1.4		1.7		1.2

		nC23		23.4		49.5		59.7		56.8		30.6		49.7		62.5		26.6		26.0		16.6		23.6		55.2		85.2		82.2		54.6		40.4		27.0		14.1		28.3		48.3		98.0		43.6		34.4		29.4		19.5		63.1		95.8		34.8		58.4		46.7		44.8		95.8		34.0		47.8		50.3		27.1		17.1		12.9		16.9		9.0		10.8		9.8		9.3		11.7		21.1		19.2		14.1		23.5		15.8		26.6		15.8		15.9		6.8		7.4		9.8		5.5		7.4		7.8		5.1		6.8		7.4		6.4		4.5		6.2		6.9		8.2		10.1		12.0		12.5		12.8		11.0		12.3		9.0		10.4		9.1		22.4		9.0		7.3		8.1		8.5		5.3		4.2		4.5		5.6		3.2		3.1		4.1		7.1		1.8		8.3		4.6		5.4		8.6		11.8		4.0		4.3		4.4		5.1		9.3		3.5		7.1		5.0		3.6		4.4		1.8		1.9		1.8		2.1		2.7		4.2		3.3		3.4		2.7

		nC24		25.2		50.6		73.9		65.8		36.7		61.9		58.6		27.5		22.6		16.3		22.9		51.2		77.5		78.3		52.7		38.7		25.4		15.1		27.0		46.6		85.6		44.6		33.2		31.6		19.0		57.1		74.0		30.2		49.7		37.5		37.0		79.8		30.6		41.9		42.0		21.9		15.3		10.9		14.7		7.7		9.2		8.1		7.9		9.8		18.8		15.3		11.0		21.2		12.1		22.0		15.6		13.1		5.9		5.3		7.5		4.4		5.7		6.7		4.1		5.9		7.2		4.5		4.0		4.6		5.7		6.7		8.3		10.7		10.2		10.9		8.7		9.0		8.0		8.6		8.2		39.1		10.8		8.4		7.7		8.0		5.2		10.3		4.7		5.4		4.5		4.0		5.2		8.5		2.8		6.5		3.9		3.0		7.5		7.9		4.4		4.3		4.1		17.6		22.9		3.7		7.5		10.5		7.3		7.7		4.4		2.9		4.5		2.8		4.1		6.8		5.3		3.1		3.3

		nC25		24.5		97.1		77.8		63.6		36.7		54.1		66.8		25.7		25.8		18.1		24.3		52.6		80.1		80.6		50.0		39.1		27.0		16.7		28.6		50.7		93.8		65.5		36.4		33.3		22.0		66.6		88.5		35.0		60.2		48.2		48.5		93.2		36.7		53.2		51.2		26.7		20.9		13.8		19.7		10.4		12.3		11.2		10.8		13.1		23.5		19.4		14.3		24.7		18.2		26.9		21.7		22.2		10.5		11.7		13.5		8.9		12.2		12.6		8.1		12.2		12.2		9.8		8.0		10.2		12.1		15.4		16.8		21.5		21.7		21.2		19.4		20.3		15.1		17.4		16.4		64.8		17.4		13.6		15.7		16.1		10.5		7.8		9.2		10.9		7.1		6.5		8.2		12.6		3.1		13.3		7.4		11.3		15.4		20.9		6.4		9.0		9.4		11.4		19.6		6.2		12.7		9.8		7.5		10.2		3.2		3.5		3.5		4.8		5.4		8.5		6.0		7.3		6.5

		nC26		20.0		38.0		49.6		43.8		25.9		91.2		53.7		20.1		17.0		18.2		19.1		40.0		61.4		60.1		41.2		33.0		21.5		12.7		22.9		37.7		72.3		53.0		31.1		24.3		17.5		49.4		66.9		28.8		47.2		35.6		38.7		74.0		30.5		45.1		40.5		23.5		19.1		13.3		18.5		10.7		13.3		11.6		9.7		12.0		19.3		15.4		12.1		20.6		13.6		22.4		16.1		15.9		8.0		8.5		10.4		6.7		7.9		9.1		6.2		7.9		8.0		7.4		6.0		7.9		9.0		11.2		12.9		16.3		17.2		16.1		14.6		17.6		13.3		16.0		14.5		68.8		14.0		11.8		11.4		12.0		8.2		5.9		6.3		9.0		5.7		4.6		6.5		9.5		2.6		8.3		5.5		7.2		9.5		13.5		4.3		6.9		6.3		6.6		9.8		4.8		7.8		6.1		4.8		6.9		2.4		2.0		2.3		3.5		4.2		5.3		3.7		4.2		4.4

		nC27		27.3		195		123		102		59.0		59.7		61.5		35.6		27.6		35.0		24.5		52.1		79.2		82.3		52.9		41.7		29.2		19.3		34.0		51.6		102		98.1		42.4		49.6		21.2		63.9		76.6		33.3		57.3		47.6		49.6		89.3		40.6		56.4		50.2		27.5		24.7		17.6		26.5		16.4		16.2		15.0		16.1		20.1		29.7		21.0		18.8		29.8		25.2		28.2		27.8		31.8		16.3		17.4		17.3		15.5		18.9		18.7		13.9		18.7		17.9		15.1		13.4		18.9		21.7		26.0		27.6		35.5		34.6		32.9		32.2		34.6		27.2		31.1		27.0		84.8		31.1		25.0		30.0		29.0		21.1		15.8		20.9		18.8		14.4		12.7		17.4		20.4		5.8		22.7		12.9		22.4		27.3		45.5		11.3		17.3		18.3		19.1		37.7		12.8		23.7		17.8		17.1		17.5		7.2		6.1		7.1		9.6		11.0		16.4		12.2		14.4		11.4

		nC28		21.7		38.0		46.4		46.7		27.2		44.2		43.6		21.6		20.0		34.2		19.3		35.8		57.9		49.2		35.9		26.1		22.8		14.0		22.5		31.9		53.3		56.4		29.2		24.4		14.7		38.1		52.4		21.7		36.2		26.5		29.1		58.2		25.1		37.6		32.6		17.7		13.6		9.0		12.4		6.9		8.9		7.3		6.3		8.6		13.8		11.0		9.3		13.9		11.5		15.3		14.1		14.8		7.9		8.1		9.5		6.3		9.2		9.1		6.4		7.6		9.1		8.2		6.8		7.9		10.1		11.9		11.9		16.9		15.6		16.5		14.4		15.6		12.5		14.6		13.3		53.0		14.3		11.8		12.2		13.7		9.3		7.3		9.0		9.6		6.5		5.5		7.7		9.7		2.7		9.2		6.0		10.4		13.4		20.1		5.4		8.3		8.4		8.5		15.0		5.8		10.4		7.6		7.3		8.4		3.1		3.0		3.5		4.6		5.2		6.9		5.7		5.8		5.4

		nC29		24.0		158		107		92.5		52.4		60.3		42.1		29.7		23.8		42.3		18.9		40.4		65.7		56.8		37.6		28.1		27.0		14.5		24.6		31.5		82.5		71.2		29.2		39.5		15.2		41.7		57.6		21.3		40.2		38.0		40.0		67.5		30.4		40.2		33.5		20.2		24.5		19.7		28.1		19.2		20.9		22.2		20.2		22.9		32.1		22.2		24.5		33.3		34.2		26.9		27.7		41.4		25.4		25.8		23.1		21.5		26.8		24.9		19.1		22.4		24.8		24.2		20.3		31.1		33.8		40.8		41.6		55.8		53.3		50.6		51.1		54.9		42.3		49.1		42.7		94.5		45.6		38.6		48.8		43.3		33.7		25.9		34.8		27.9		23.2		21.8		28.3		28.4		9.7		33.4		18.2		36.0		45.0		73.8		17.7		26.5		30.0		32.8		60.9		20.7		37.1		32.0		22.5		29.7		11.0		11.1		13.1		16.6		15.8		27.7		21.3		25.5		21.8

		nC30		15.8		27.7		36.3		35.3		23.7		25.0		34.7		18.8		15.6		32.9		13.6		29.4		52.1		39.4		30.7		21.3		14.1		8.5		16.4		26.6		48.8		43.1		19.2		16.6		10.3		22.4		38.6		14.2		25.6		19.7		21.2		44.6		20.4		19.5		24.2		14.4		11.0		5.8		8.7		4.7		5.0		5.6		5.6		7.1		10.7		6.5		6.1		11.1		9.6		11.7		10.0		14.7		7.2		10.5		7.9		5.2		8.6		7.9		6.8		7.4		7.6		6.8		7.7		7.7		8.1		10.1		10.6		13.9		13.7		13.3		13.4		15.3		11.7		14.5		11.8		31.6		13.5		15.3		18.0		13.4		9.8		6.4		10.2		9.4		5.7		5.9		8.8		8.2		2.6		8.6		5.4		9.2		11.4		17.8		4.6		6.6		6.4		7.7		13.1		5.7		8.6		7.4		3.8		5.5		3.4		13.1		3.3		4.3		6.2		5.9		8.8		11.4		8.6

		nC31		19.3		93.2		85.0		90.8		55.7		69.2		27.0		27.9		16.7		32.8		13.8		30.7		51.1		40.1		28.9		20.7		15.0		9.3		21.2		20.9		71.0		45.4		18.6		32.5		13.2		43.2		50.7		16.7		36.8		45.4		48.1		69.2		37.1		42.7		30.9		24.5		34.3		34.5		49.0		37.6		38.7		39.5		41.3		43.4		58.8		45.2		49.6		67.5		63.5		49.0		35.8		69.6		44.8		45.8		40.5		39.0		51.7		46.9		36.5		40.2		47.1		39.2		41.4		58.9		69.1		80.4		86.4		110		99.9		102		104		115		86.4		102		86.1		151		83.5		66.7		85.1		75.6		55.6		46.2		58.8		49.3		42.7		38.8		49.2		52.0		18.0		58.4		28.0		64.1		79.2		134		32.3		47.1		53.6		61.7		118		36.8		67.9		67.8		38.5		63.7		23.8		22.7		24.0		31.1		34.9		54.1		43.4		45.8		48.8

		nC32		8.2		12.2		17.6		17.7		10.1		19.4		12.3		11.6		8.0		21.9		6.7		17.5		30.4		21.2		15.9		12.2		6.0		3.0		8.7		12.6		25.6		22.3		9.4		7.8		6.7		23.0		24.3		8.6		17.1		20.1		15.4		38.4		25.5		29.1		14.2		9.6		6.8		4.2		5.3		3.7		4.1		4.0		4.0		4.4		6.9		6.6		5.1		7.9		7.9		7.9		11.0		16.3		7.5		17.0		6.6		7.5		12.1		8.6		10.6		9.1		6.9		9.8		10.3		6.7		8.0		9.0		10.0		12.9		13.9		13.4		13.4		15.0		11.3		15.6		11.5		21.2		10.3		8.6		11.8		9.7		6.6		4.9		7.0		6.1		4.1		4.4		6.7		7.3		1.8		7.9		3.9		7.4		8.0		17.3		4.0		5.2		6.6		8.0		13.4		3.8		6.1		8.1		12.0		12.7		2.6		3.9		4.6		8.0		15.9		5.5		14.2		18.7		14.7

		nC33		8.2		33.6		32.5		33.2		21.5		36.2		8.9		13.5		7.5		18.4		6.6		19.5		27.2		26.1		13.2		11.9		5.8		3.4		10.2		11.5		35.0		23.3		9.2		15.3		6.6		26.9		24.7		9.9		22.0		34.6		36.8		36.2		20.3		25.6		18.1		13.7		18.6		16.7		25.2		18.6		20.6		20.9		20.6		21.6		28.3		22.8		24.5		32.7		30.4		24.5		16.5		39.6		23.1		17.6		17.1		18.1		27.7		25.2		20.0		24.5		24.9		19.0		20.5		35.1		38.4		45.8		45.3		62.2		59.0		55.5		58.1		63.2		49.0		58.3		47.1		84.3		41.8		37.7		41.8		43.7		30.3		23.0		31.9		25.7		24.0		22.4		28.4		29.1		10.1		32.9		19.4		41.9		49.4		86.5		20.4		30.3		36.2		37.4		75.7		24.1		43.0		41.0		23.3		26.8		12.1		12.1		12.3		11.9		19.6		25.6		25.0		24.7		20.6

		nC34		5.0		11.7		13.3		13.8		9.3		18.9		6.6		8.2		4.8		13.5		4.1		11.9		17.7		12.8		8.8		5.7		2.5		2.4		4.7		7.4		18.5		12.2		5.6		6.3		2.6		21.0		10.0		4.5		11.6		12.7		14.8		16.5		12.8		37.2		9.3		5.5		5.4		1.4		2.3		1.9		2.0		2.0		2.2		2.2		3.9		4.1		2.6		3.9		3.5		4.7		8.9		10.5		8.2		10.0		2.4		2.4		8.6		6.0		8.1		6.3		4.3		6.0		11.2		3.3		4.3		4.6		5.3		8.0		7.7		6.4		6.6		7.6		5.3		8.3		6.2		11.4		7.8		6.1		5.4		6.6		4.2		2.7		4.3		4.1		3.4		2.8		6.1		5.3		1.8		4.7		3.0		4.4		5.5		13.3		2.1		2.5		3.6		3.9		7.3		3.0		4.2		4.3		10.1		14.0		2.0		2.6		2.6		7.9		18.3		4.2		11.7		15.8		12.8

		nC35		5.7		12.6		15.6		15.3		10.0		6.3		5.9		8.7		7.5		13.4		5.4		17.0		22.6		19.2		11.9		8.8		5.0		3.0		6.5		9.0		22.9		16.0		5.7		6.4		2.3		5.4		11.1		3.3		6.3		5.3		6.7		8.6		4.4		5.5		6.1		3.3		3.9		2.3		3.2		2.4		2.6		2.8		2.4		1.5		3.4		3.0		2.8		3.6		3.6		4.0		2.4		3.6		2.8		2.9		3.4		2.1		2.9		3.6		2.8		2.7		1.8		2.7		2.0		3.4		3.9		4.3		4.5		7.0		7.0		6.2		6.6		7.5		5.7		7.8		5.7		10.0		5.1		4.9		4.7		4.9		3.3		3.3		3.4		3.0		2.3		2.3		3.4		3.5		0.9		4.9		2.1		4.7		6.5		14.9		2.1		2.9		3.2		3.7		6.6		2.3		3.8		4.8		3.1		4.9		1.5		0.9		1.5		2.3		5.8		2.1		3.9		6.0		4.0

		nC36		1.6		2.8		4.0		3.7		2.5		10.2		2.3		3.4		1.1		7.6		1.3		4.6		4.1		3.8		2.9		2.1		1.4		0.7		1.8		3.0		5.9		5.5		2.0		1.2		0.9		1.4		2.0		1.5		1.4		1.6		1.3		3.9		1.9		1.8		1.9		1.3		1.1		1.1		1.7		0.7		0.8		1.0		0.9		1.5		1.5		1.8		1.1		1.3		1.5		0.9		0.9		2.4		1.3		1.3		2.5		0.9		2.0		1.2		1.4		1.1		1.6		2.0		1.2		1.2		1.5		1.2		1.7		3.3		2.3		1.8		1.4		2.4		1.1		2.3		1.1		4.2		3.7		1.7		2.4		3.3		2.4		1.6		2.9		1.7		1.0		1.5		2.4		2.2		0.9		2.9		1.3		2.4		2.3		10.3		0.8		0.8		1.4		1.9		2.8		1.1		1.5		1.5		4.8		6.3		1.5		1.5		1.6		1.8		3.6		2.8		4.2		4.0		3.3

		Total Alkane (µg/g)		0.505		1.24		1.33		1.28		0.741		1.19		1.08		0.565		0.493		0.522		0.452		1.18		1.95		1.6		1.26		0.844		0.495		0.278		0.54		0.983		1.86		1.11		0.563		0.592		0.382		1.18		1.85		0.545		0.999		0.98		0.846		1.66		0.713		0.865		0.859		0.481		0.389		0.284		0.383		0.223		0.259		0.239		0.235		0.281		0.466		0.391		0.365		0.527		0.406		0.554		0.39		0.453		0.242		0.251		0.25		0.186		0.261		0.254		0.191		0.219		0.236		0.206		0.186		0.239		0.278		0.334		0.36		0.467		0.452		0.443		0.424		0.458		0.348		0.415		0.353		0.809		0.364		0.303		0.347		0.338		0.235		0.191		0.234		0.216		0.168		0.156		0.212		0.237		0.082		0.261		0.144		0.256		0.338		0.538		0.145		0.192		0.215		0.247		0.454		0.15		0.279		0.249		0.19		0.241		0.09		0.099		0.096		0.124		0.17		0.203		0.186		0.208		0.185

		Pristane		53.9		138		161		168		101		120		39.4		75.5		58		35.5		48.2		118		229		150		130		91.1		103		38.6		72.4		106		265		99.2		49.7		107		74.3		124		223		31		85.3		199		111		191		74.1		98.9		106		63.8		56.7		34.4		140		30.8		34.5		34.5		27		53		70.3		45		33.3		80.1		74.7		69.4		46.5		35.7		39.5		36.9		26.4		27.6		46.7		47.8		28.8		34.2		28.1		34.5		16.2		24.2		38.4		72.4		41.5		31.2		75		49.4		60.7		33.2		24.9		28		22.1		49.5		35.9		16.7		38.7		18.5		11.9		13.6		13.4		19.5		5.9		9.4		11.9		23.3		18.9		11.3		5.5		17.3		13.5		20		10.3		10.8		10.1		14.4		33.5		8		11.1		13.5		8.3		9.6		6.2		31.7		11.8		4.4		4.5		13.4		7		10.1		7.7

		Phytane		31.5		38.2		56.9		51.2		30.7		78		19.4		29.4		29.9		23.2		24.2		73		137		70.6		72.5		44.3		21		11.9		26		54.7		92.5		53.1		26.8		38.3		17.9		53.7		128		17		45		69.6		53.7		108		25.8		51.4		68.8		52.2		20.5		8.3		16.2		8		9.5		9		5.8		8.5		13.7		18.4		6.1		20.6		11.5		28.1		13		9.5		4.1		3.3		8.8		4.8		3.6		9		2.5		1.5		2.5		2.1		1.2		1.5		2		3		3.5		3.8		4.4		3.5		2.9		3		1.9		2.7		2.3		3.4		1.2		1.9		1.4		2		1.3		0.9		0.9		1		0.7		0.7		1.1		0.9		0.5		1.1		0.6		0.7		1.2		1.6		0.6		0.3		0.5		0.6		1.2		0.3		1.1		0.6		0.4		0.4		0.3		0.4		0.3		0.4		0.4		0.6		0.4		0.6		0.4

		Notes

		Individual n-alkane, pristane and phytane concentrations expressed as ng/g of dry sediment

		Total n-alkane concentrations expressed as µg/g of dry sediment








File Attachment
Appendix E.2 n-alkane (sediment).xlsx


PAH sediment

		PAH
[ng/g]		Station

				ST002		ST004		ST006		ST007		ST010		ST020		ST026		ST028		ST030		ST033		ST039		ST043		ST047		ST051		ST055		ST059		ST063		ST067		ST071		ST078		ST081		ST087		ST088		ST090		ST097		ST105		ST111		ST117		ST118		ST121		ST123		ST125		ST128		ST130		ST133		ST138		ST139		ST146		ST147		ST150		ST151		ST154		ST158		ST159		ST161		ST163		ST165		ST167		ST169		ST171		ST173		ST175		ST177		ST179		ST181		ST183		ST185		ST187		ST189		ST191		ST193		ST195		ST197		ST199		ST201		ST203		ST205		ST207		ST209		ST211		ST213		ST215		ST217		ST219		ST221		ST223		ST225		ST227		ST229		ST231		ST233		ST235		ST237		ST239		ST241		ST243		ST245		ST249		ST251		ST253		ST255		ST257		ST259		ST261		ST263		ST265		ST267		ST269		ST271		ST273		ST275		ST277		ST279		ST281		ST283		ST285		ST287		ST289		ST291		ST293		ST295		ST297		ST299

		Naphthalene (128)		1.1		15.0		15.3		18.8		10.4		26.3		1.3		5.8		2.1		1.3		1.2		4.4		7.7		7.3		2.0		2.4		1.4		14.6		1.6		1.1		9.7		3.1		0.9		4.1		4.6		10.3		14.1		1.0		8.7		7.9		7.5		5.0		8.2		2.8		2.8		1.1		3.0		2.0		3.1		1.8		3.0		2.2		3.4		5.0		6.5		2.5		4.9		12.8		9.0		2.3		5.2		10.0		3.8		4.5		2.7		2.6		3.0		2.7		1.3		2.0		1.6		2.7		1.1		1.4		1.5		2.4		2.8		3.3		3.2		3.4		3.1		2.9		2.8		2.1		2.4		3.3		2.7		1.7		2.0		2.5		1.1		0.7		1.0		0.7		0.6		0.6		0.7		0.8		0.4		0.9		0.3		0.8		0.9		1.7		0.3		0.4		0.4		0.5		1.1		0.4		0.6		0.5		0.4		0.4		0.1		0.1		0.1		0.1		0.2		0.1		0.3		0.4		0.2

		C1 128		4.1		60.1		77.9		105		38.1		109		2.5		19.8		13.8		5.0		6.3		22.9		32.7		35.0		9.0		10.0		4.1		40.9		8.1		6.7		44.7		12.7		2.9		14.9		14.2		43.8		61.0		3.9		22.5		21.7		28.3		40.6		20.9		7.5		12.4		3.9		13.3		8.5		14.4		8.3		13.2		10.3		13.2		16.2		25.8		10.4		16.1		51.6		34.3		9.2		17.7		32.6		13.8		15.0		9.6		9.4		10.1		11.9		4.3		6.9		5.8		9.7		3.7		4.8		5.4		8.7		10.6		12.3		13.0		12.3		9.9		9.9		11.7		7.2		7.6		13.5		7.7		5.6		6.4		7.3		3.3		2.1		2.9		2.2		1.7		1.4		1.8		2.4		1.2		2.0		0.8		1.9		2.2		4.4		0.5		1.0		1.0		1.3		2.5		0.6		1.7		1.3		1.2		1.4		0.3		0.3		0.3		0.4		0.4		0.3		0.6		1.2		0.5

		C2 128		6.2		84.4		122		98.3		56.9		140		5.2		31.5		21.4		7.4		9.8		37.8		45.8		46.7		15.9		15.1		13.0		34.9		16.8		13.8		74.4		19.5		4.3		24.1		20.5		65.6		62.9		5.8		26.4		37.4		39.8		78.2		24.8		10.2		27.5		6.3		29.5		13.8		25.1		13.2		20.5		14.4		18.2		23.2		39.3		16.4		22.9		67.9		43.3		13.7		25.9		52.0		19.4		21.3		14.9		12.4		15.8		16.6		6.4		8.6		9.6		14.9		5.7		7.1		8.8		15.5		17.6		20.0		22.0		16.1		14.4		13.6		13.0		10.5		11.0		15.7		11.7		7.7		9.7		10.8		5.0		3.4		4.2		2.8		2.4		2.4		3.8		3.0		1.9		3.6		1.3		3.5		3.7		6.8		1.1		1.7		1.7		2.3		4.5		0.9		3.2		2.6		1.5		1.9		1.0		0.4		0.6		0.6		0.8		0.5		1.0		1.4		0.8

		C3 128		7.1		94.1		125		108		60.8		133		7.2		35.0		24.0		8.7		14.4		43.6		55.1		53.1		26.6		21.7		23.4		24.0		23.3		22.5		93.8		28.1		5.8		29.4		25.2		76.2		82.9		6.6		28.4		47.9		42.7		81.0		26.3		11.7		29.6		6.9		31.7		15.1		31.4		13.6		20.7		16.0		18.2		26.0		41.2		16.4		23.0		59.4		41.0		14.7		24.9		47.3		17.7		18.1		15.6		11.4		15.7		15.7		6.7		8.1		10.7		13.8		6.1		6.9		10.0		15.3		17.3		20.8		23.2		15.6		14.7		14.5		10.3		12.7		11.4		17.2		11.7		7.9		9.7		10.8		4.7		3.3		4.1		3.1		2.5		2.4		4.9		2.7		1.9		3.5		1.4		3.4		3.7		6.6		1.1		1.7		2.0		2.6		4.6		1.0		3.3		2.7		1.3		1.8		0.8		0.4		0.4		0.5		0.8		0.5		0.8		1.1		0.7

		C4 128		6.5		62.3		77.0		68.7		40.4		88.8		6.7		24.5		21.4		7.6		14.1		35.8		53.7		44.4		25.1		18.2		19.1		14.1		16.4		19.0		71.5		23.0		5.8		22.3		17.8		58.0		70.5		5.9		23.6		38.8		31.5		47.5		19.6		10.7		15.8		6.0		16.9		10.4		21.9		8.7		12.6		10.6		10.9		15.7		25.6		9.9		13.5		34.3		23.4		10.6		14.8		27.0		9.8		10.1		8.6		6.5		8.9		9.6		3.8		4.3		6.1		7.2		3.4		4.3		6.8		8.8		9.8		12.0		12.8		9.4		8.3		8.2		5.5		8.1		7.0		10.6		6.2		4.1		5.5		6.5		3.0		2.0		2.3		1.9		1.4		1.3		2.5		1.8		1.1		2.8		0.9		2.2		2.2		3.8		0.7		1.1		2.0		1.9		2.9		0.7		2.0		1.5		0.7		1.1		0.4		0.5		0.4		0.3		0.4		0.3		0.4		0.6		0.5

		TOTAL 128		25.0		316		417		399		207		497		22.9		117		82.7		30.0		45.8		145		195		187		78.6		67.4		61.0		129		66.2		63.1		294		86.4		19.7		94.8		82.3		254		291		23.2		110		154		150		252		99.8		42.9		88.1		24.2		94.4		49.8		95.9		45.6		70.0		53.5		63.9		86.1		138		55.6		80.4		226		151		50.5		88.5		169		64.5		69.0		51.4		42.3		53.5		56.5		22.5		29.9		33.8		48.3		20.0		24.5		32.5		50.7		58.1		68.4		74.2		56.8		50.4		49.1		43.3		40.6		39.4		60.3		40.0		27.0		33.3		37.9		17.1		11.5		14.5		10.7		8.6		8.1		13.7		10.7		6.5		12.8		4.7		11.8		12.7		23.3		3.7		5.9		7.1		8.6		15.6		3.6		10.8		8.6		5.1		6.6		2.6		1.7		1.8		1.9		2.6		1.7		3.1		4.7		2.7

		Phenanthrene/anthracene (178)		3.1		35.1		52.4		42.2		23.1		62.4		3.0		14.3		9.6		3.3		5.2		16.0		20.0		25.2		9.1		7.5		10.3		11.3		8.1		8.3		28.2		8.7		2.8		13.3		22.7		29.9		35.5		2.6		16.4		18.3		17.4		25.3		47.1		5.9		14.3		3.2		15.3		5.1		12.6		5.3		7.9		5.9		7.3		9.1		16.6		5.6		26.6		22.2		17.6		6.3		10.0		20.6		7.3		7.8		6.1		4.9		6.6		6.9		2.8		3.7		4.5		5.6		2.8		3.2		4.4		6.0		7.5		8.7		9.6		7.8		7.1		6.6		6.0		5.7		6.2		8.6		10.3		5.0		5.8		5.8		3.0		2.4		2.4		1.7		1.5		1.4		2.0		1.8		1.1		2.5		0.8		2.1		2.5		4.7		0.7		1.0		1.4		1.9		3.4		0.7		2.4		1.7		1.0		1.3		0.4		0.3		0.3		0.5		0.7		0.4		0.8		2.0		0.6

		C1 178		6.0		54.3		70.1		63.1		37.1		80.7		5.7		24.7		14.7		6.1		10.6		28.7		37.3		37.3		20.4		14.4		17.1		15.7		12.7		17.5		50.9		16.3		5.7		22.9		27.9		47.5		50.0		4.6		21.5		29.9		28.5		40.3		26.7		10.7		21.0		5.0		22.5		9.2		20.2		8.9		12.8		10.0		10.4		14.3		27.1		10.2		14.4		33.4		23.4		9.6		14.2		28.7		10.1		10.5		9.1		6.3		9.2		10.1		4.1		4.9		6.2		8.0		4.0		4.4		6.6		9.2		11.1		12.7		14.3		10.8		9.3		8.8		7.0		8.1		7.9		11.1		9.7		6.1		7.1		7.5		3.8		2.8		3.0		2.1		1.8		1.7		3.6		2.1		1.5		3.0		1.1		2.7		3.0		5.4		0.9		1.4		1.7		2.4		4.2		0.8		2.9		2.0		1.3		1.8		0.7		0.4		0.4		0.5		0.8		0.5		0.9		1.7		0.7

		C2 178		9.2		59.5		70.1		70.8		41.4		98.2		6.6		26.7		15.8		7.6		12.8		29.2		44.7		37.2		25.5		17.6		17.3		13.6		13.8		19.4		54.5		19.1		7.0		25.4		25.0		56.8		60.5		6.2		23.3		37.9		33.6		54.6		26.1		14.9		23.4		8.8		25.1		11.7		22.7		11.2		15.3		12.4		12.4		16.6		32.1		13.3		16.2		37.5		26.9		11.7		17.2		31.7		11.8		12.3		12.6		7.7		11.2		11.9		4.9		5.6		7.8		9.7		5.2		5.6		7.9		11.3		13.0		15.4		16.6		13.2		11.2		10.9		7.7		9.8		9.4		13.6		12.3		7.5		8.8		9.0		4.5		3.1		3.7		2.7		2.2		2.0		4.7		2.7		2.0		3.7		1.7		3.9		4.1		7.4		1.4		2.2		2.7		3.5		6.9		1.9		4.2		3.5		1.9		2.7		1.0		0.9		1.0		1.3		1.7		1.1		2.1		3.2		2.2

		C3 178		7.5		42.1		50.3		48.6		29.9		61.7		5.2		19.4		11.8		6.7		10.8		21.1		35.2		27.9		20.2		14.4		12.2		10.1		11.7		13.6		41.4		15.3		4.9		18.9		12.9		36.9		42.3		4.3		15.0		24.7		23.8		30.6		15.2		11.0		14.2		7.4		15.3		8.0		16.3		7.9		10.5		8.8		8.4		11.5		21.6		9.4		11.0		25.1		17.2		9.4		12.0		19.9		7.5		7.7		8.5		5.1		7.2		7.7		3.1		3.4		5.0		6.0		3.3		4.0		5.5		7.4		8.6		10.0		10.7		8.9		7.5		7.4		5.0		6.7		6.2		9.1		7.3		4.8		5.3		5.8		2.8		1.9		2.4		1.9		1.5		1.3		2.8		1.9		1.4		2.5		1.1		2.4		2.5		4.6		1.1		1.6		1.9		2.2		4.7		1.0		2.7		1.8		1.1		1.7		0.6		0.5		0.5		0.7		0.9		0.6		1.0		1.5		1.1

		TOTAL 178		25.8		191		243		225		132		303		20.5		85.1		51.9		23.7		39.4		95.0		137		128		75.2		53.9		56.9		50.7		46.3		58.8		175		59.4		20.4		80.5		88.5		171		188		17.7		76.2		111		103		151		115		42.5		72.9		24.4		78.2		34.0		71.8		33.3		46.5		37.1		38.5		51.5		97.4		38.5		68.2		118.2		85.1		37.0		53.4		101		36.7		38.3		36.3		24.0		34.2		36.6		14.9		17.6		23.5		29.3		15.3		17.2		24.4		33.9		40.2		46.8		51.2		40.7		35.1		33.7		25.7		30.3		29.7		42.4		39.6		23.4		27.0		28.1		14.1		10.2		11.5		8.4		7.0		6.4		13.1		8.5		6.0		11.7		4.7		11.1		12.1		22.1		4.1		6.2		7.7		10.0		19.2		4.4		12.2		9.0		5.3		7.5		2.7		2.1		2.2		3.0		4.1		2.6		4.8		8.4		4.6

		Dibenzothiophene (DBT)		0.2		2.3		2.7		2.8		1.5		4.1		0.3		0.8		0.4		0.3		0.5		1.1		2.0		1.7		0.7		0.6		0.4		0.8		0.4		0.5		1.8		0.8		0.2		0.8		0.4		2.0		3.7		0.2		1.0		1.4		1.2		1.1		2.9		0.4		1.3		0.2		1.3		0.3		0.8		0.4		0.5		0.4		0.4		0.5		1.2		0.4		0.9		1.3		1.3		0.4		0.7		1.3		0.5		0.6		0.4		0.3		0.5		0.5		0.2		0.2		0.3		0.4		0.2		0.2		0.3		0.4		0.5		0.5		0.6		0.5		0.5		0.4		0.4		0.4		0.4		0.5		0.5		0.3		0.4		0.4		0.2		0.2		0.2		0.1		0.1		0.1		0.2		0.1		0.1		0.2		0.1		0.1		0.2		0.3		0.1		0.1		0.1		0.1		0.2		0.1		0.1		0.1		0.1		0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		0.1		0.1		< 0.1

		C1 184		0.6		4.8		5.5		5.7		3.3		7.4		0.6		1.9		1.5		0.7		1.2		2.8		5.1		4.2		2.2		1.6		1.0		1.1		1.1		1.4		5.2		2.4		0.5		1.8		0.9		4.5		7.4		0.5		2.0		3.4		2.7		3.0		1.6		1.0		2.1		0.6		2.2		0.8		1.6		0.8		1.0		0.9		1.0		1.2		2.2		0.9		1.2		2.5		2.1		0.8		1.4		2.4		0.9		1.0		0.8		0.6		0.8		0.9		0.3		0.4		0.6		0.6		0.4		0.4		0.5		0.8		0.9		1.0		1.0		0.8		0.8		0.8		0.5		0.7		0.7		0.9		0.8		0.5		0.6		0.7		0.3		0.2		0.3		0.2		0.2		0.1		0.3		0.2		0.1		0.3		0.1		0.2		0.3		0.5		0.1		0.1		0.2		0.2		0.4		0.1		0.2		0.2		0.1		0.2		0.1		< 0.1		< 0.1		0.1		0.1		< 0.1		0.1		0.1		0.1

		C2 184		1.0		5.1		5.7		6.1		3.6		6.9		0.6		2.1		1.6		0.9		1.3		2.8		5.7		4.2		2.7		1.8		1.0		0.9		1.1		1.7		5.0		2.7		0.8		2.2		0.9		4.3		7.1		0.6		2.0		3.5		2.6		3.3		1.7		1.5		2.0		1.0		2.2		1.0		2.1		1.0		1.2		1.2		0.5		1.5		2.5		1.2		1.4		2.9		2.3		1.2		1.7		2.7		1.1		1.1		1.2		0.8		1.0		1.2		0.4		0.5		0.7		0.8		0.4		0.4		0.5		0.9		0.9		1.2		1.1		1.0		0.9		1.0		0.7		0.8		0.8		1.1		0.9		0.5		0.6		0.7		0.4		0.2		0.3		0.2		0.2		0.2		0.4		0.2		0.2		0.3		0.2		0.3		0.3		0.6		0.2		0.2		0.2		0.2		0.5		0.2		0.3		0.3		0.1		0.2		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1

		C3 184		0.8		3.0		3.7		4.0		2.3		5.0		0.4		1.4		1.1		0.6		1.0		1.9		4.6		2.9		2.3		1.5		0.7		0.6		1.0		1.4		4.0		2.0		0.7		1.9		0.7		2.9		5.0		0.5		1.5		2.8		2.1		2.4		1.2		1.2		1.5		0.9		1.6		0.8		1.5		0.8		0.9		0.9		0.8		1.1		1.7		1.0		1.0		2.0		1.7		1.1		1.2		1.8		0.8		0.8		0.9		0.6		0.7		0.9		0.3		0.4		0.5		0.5		0.3		0.3		0.4		0.6		0.5		0.7		0.7		0.6		0.6		0.6		0.4		0.5		0.5		0.6		0.6		0.4		0.5		0.6		0.3		0.2		0.2		0.2		0.1		0.1		0.2		0.2		0.1		0.2		0.1		0.3		0.2		0.4		0.1		0.2		0.2		0.2		0.5		0.4		0.3		0.2		0.1		0.1		0.1		< 0.1		< 0.1		0.1		0.1		0.1		0.1		0.1		0.1

		TOTAL 184		2.6		15.2		17.6		18.6		10.7		23.4		1.9		6.2		4.6		2.5		4.0		8.6		17.4		13.0		7.9		5.5		3.1		3.4		3.6		5.0		16.0		7.9		2.2		6.7		2.9		13.7		23.2		1.8		6.5		11.1		8.6		9.8		7.4		4.1		6.9		2.7		7.3		2.9		6.0		3.0		3.6		3.4		2.7		4.3		7.6		3.5		4.5		8.7		7.4		3.5		5.0		8.2		3.3		3.5		3.3		2.3		3.0		3.5		1.2		1.5		2.1		2.3		1.3		1.3		1.7		2.7		2.8		3.4		3.4		2.9		2.8		2.8		2.0		2.4		2.4		3.1		2.8		1.7		2.1		2.4		1.2		0.8		1.0		0.7		0.6		0.5		1.1		0.7		0.5		1.0		0.5		0.9		1.0		1.8		0.5		0.6		0.7		0.7		1.6		0.8		0.9		0.8		0.4		0.6		< 0.4		< 0.4		< 0.4		< 0.4		< 0.4		< 0.4		0.4		0.4		< 0.4

		Fluoranthene/pyrene (202)		8.4		47.4		48.0		53.7		31.0		81.8		2.7		15.1		8.1		4.8		6.0		13.2		17.2		16.4		9.9		7.3		8.5		5.5		7.4		8.3		31.1		9.8		6.2		24.6		10.5		30.4		27.1		3.6		14.0		24.0		24.6		29.6		29.8		17.4		13.8		13.9		14.8		7.9		15.4		8.1		9.6		8.8		8.6		11.2		19.1		9.3		11.4		21.2		18.9		11.1		17.9		27.5		10.7		12.0		11.7		7.7		11.4		12.9		5.1		5.8		7.9		7.6		5.3		5.7		7.0		9.7		11.4		14.8		15.0		14.9		12.9		14.2		8.3		9.9		13.2		17.3		27.0		9.7		10.9		11.3		6.2		3.9		5.1		4.1		3.4		2.6		3.6		4.2		2.3		5.5		2.2		4.7		5.0		10.2		1.8		2.8		4.0		3.7		9.1		1.6		4.9		3.5		2.3		2.6		0.8		0.8		0.8		1.1		1.5		0.9		1.5		5.2		1.3

		C1 202		4.7		36.4		41.6		38.9		24.8		55.7		2.9		14.0		8.2		4.9		7.0		16.3		20.2		17.2		9.8		7.4		8.3		5.7		8.4		7.7		28.6		9.0		3.7		17.3		8.4		29.9		25.8		3.1		12.0		17.3		16.5		21.4		15.1		8.7		9.8		5.8		10.5		5.9		12.3		5.7		7.3		6.3		6.1		8.3		14.0		6.0		7.9		15.9		12.5		6.7		9.2		16.3		6.3		6.7		5.9		4.3		6.3		7.0		2.6		3.0		3.9		4.2		2.5		2.9		4.1		5.5		7.0		8.5		8.9		7.8		6.7		7.1		4.4		5.5		5.6		8.0		7.9		4.0		4.7		5.1		2.7		1.6		2.2		1.6		1.3		1.1		1.9		1.6		0.9		2.2		0.9		2.0		2.1		4.0		0.7		1.1		1.6		1.5		3.7		0.7		2.0		1.4		0.9		1.1		0.4		0.3		0.3		0.4		0.6		0.3		0.5		1.5		0.5

		C2 202		3.9		29.7		35.5		33.1		19.9		41.8		2.4		11.3		6.7		4.2		5.8		13.7		17.9		15.1		9.0		6.8		6.4		4.5		7.1		6.7		24.7		8.1		3.0		13.8		6.2		22.5		19.8		2.5		9.2		12.8		12.7		15.4		9.0		6.4		7.9		4.3		8.5		5.2		10.4		5.1		6.8		5.8		5.6		7.4		13.0		5.8		7.1		14.7		11.8		5.8		7.6		13.7		5.2		5.9		4.8		3.5		5.2		5.6		2.2		2.5		3.4		3.5		2.1		2.8		3.7		5.3		6.2		7.6		8.1		6.4		5.5		6.1		3.8		4.7		4.6		7.0		5.2		3.1		3.8		4.1		2.2		1.3		1.7		1.3		1.1		0.9		1.9		1.2		0.8		1.7		0.8		1.5		1.7		3.2		0.7		0.9		1.3		1.3		3.2		0.7		1.5		1.3		0.7		0.9		0.5		0.3		0.2		0.3		0.4		0.3		0.4		0.9		0.4

		C3 202		2.2		17.4		18.4		18.2		12.1		22.0		1.4		6.1		3.5		2.2		3.5		8.1		10.6		9.0		5.5		4.3		3.5		2.5		4.1		3.7		13.8		4.9		1.7		7.2		3.5		11.5		10.2		1.4		4.6		6.7		6.7		7.6		4.2		3.3		4.3		2.2		4.7		3.1		5.8		3.1		3.9		3.3		3.4		4.3		8.4		3.8		4.4		9.0		7.4		3.5		4.7		8.3		3.4		3.2		2.9		2.1		3.1		3.5		1.4		1.6		2.0		2.1		1.3		1.7		2.4		3.6		3.8		4.7		5.5		3.9		3.4		3.8		2.5		3.2		2.9		4.0		3.0		1.8		2.3		2.4		1.3		0.8		1.1		0.8		0.7		0.6		1.4		0.7		0.5		1.1		0.5		1.0		1.1		2.1		0.4		0.6		0.9		0.9		2.2		0.5		1.0		0.9		0.5		0.6		0.2		0.2		0.2		0.3		0.3		0.2		0.3		0.5		0.3

		TOTAL 202		19.2		131		144		144		87.8		201		9.4		46.5		26.5		16.1		22.3		51.3		65.9		57.7		34.2		25.8		26.7		18.2		27.0		26.4		98.2		31.8		14.6		62.9		28.6		94.3		82.9		10.6		39.8		60.8		60.5		74.0		58.1		35.8		35.8		26.2		38.5		22.1		43.9		22.0		27.6		24.2		23.7		31.2		54.5		24.9		30.8		60.8		50.6		27.1		39.4		65.8		25.6		27.8		25.3		17.6		26.0		29.0		11.3		12.9		17.2		17.4		11.2		13.1		17.2		24.1		28.4		35.6		37.5		33.0		28.5		31.2		19.0		23.3		26.3		36.3		43.1		18.6		21.7		22.9		12.4		7.6		10.1		7.8		6.5		5.2		8.8		7.7		4.5		10.5		4.4		9.2		9.9		19.5		3.6		5.4		7.8		7.4		18.2		3.5		9.4		7.1		4.4		5.2		1.9		1.6		1.5		2.1		2.8		1.7		2.7		8.1		2.5

		Benzanthracenes/ benzphenanthrenes (228)		6.0		36.4		39.6		45.0		25.5		58.8		3.2		14.6		6.6		4.2		5.2		11.1		15.7		15.5		11.1		7.5		7.7		5.1		7.2		9.0		26.0		8.3		5.3		18.8		9.6		25.2		20.4		3.8		13.1		19.5		19.3		23.6		16.7		13.9		12.1		10.3		13.0		6.9		13.0		6.9		8.8		7.5		7.7		9.8		16.9		8.2		10.6		18.2		15.9		9.3		14.6		23.0		9.7		11.0		9.8		7.0		10.7		11.4		4.9		5.7		7.0		7.3		4.9		5.7		6.7		9.0		11.2		13.9		14.2		13.1		12.6		13.4		8.0		9.8		11.7		16.0		20.0		9.2		10.9		10.7		6.0		4.0		5.2		4.3		3.4		2.8		4.2		4.2		2.4		5.1		2.1		4.3		4.7		9.2		1.8		2.6		3.5		3.5		8.5		1.6		4.0		3.4		2.3		2.7		0.9		0.8		0.9		1.2		1.6		1.0		1.5		4.0		1.4

		C1 228		3.7		20.8		21.9		23.7		13.7		33.4		1.9		8.6		4.1		2.8		3.7		8.7		12.3		11.2		7.1		5.3		5.1		3.5		5.2		5.5		17.1		5.8		2.7		10.1		6.1		16.1		14.7		2.2		7.4		10.5		11.1		12.8		8.0		6.6		7.5		4.6		8.1		4.3		8.4		4.3		5.5		4.8		4.7		5.8		10.1		5.0		6.0		11.6		9.6		5.0		7.3		12.5		5.4		5.9		5.2		3.6		5.4		6.1		2.7		3.1		3.7		4.0		2.6		3.3		4.1		5.7		6.9		8.4		8.8		7.7		6.7		7.7		4.8		5.5		6.0		8.8		7.6		4.7		5.6		5.7		3.2		2.1		2.8		2.2		1.8		1.6		2.6		2.1		1.4		2.2		1.2		2.5		2.7		5.0		1.1		1.5		1.9		1.9		4.2		0.9		2.2		2.0		1.3		1.6		0.6		0.5		0.5		0.7		0.8		0.6		0.8		1.6		0.9

		C2 228		4.2		22.3		24.7		27.3		14.9		35.6		2.5		9.3		5.1		3.5		4.4		11.2		17.4		13.7		8.7		7.3		5.2		3.6		5.9		6.7		21.2		8.1		2.8		10.5		6.2		19.0		19.6		2.5		8.4		12.2		12.6		13.4		7.8		6.6		7.6		4.8		8.2		4.8		9.4		5.2		6.2		5.3		5.1		6.3		11.8		5.5		6.6		13.4		10.9		6.2		7.7		13.1		5.3		7.0		5.3		4.0		6.0		6.1		2.7		3.1		3.8		4.5		2.6		3.3		4.3		6.0		7.0		8.3		8.9		7.7		6.8		8.5		5.1		5.8		5.6		9.5		7.0		4.5		5.9		5.9		3.2		2.1		2.9		2.2		1.9		1.5		2.8		2.2		1.5		2.4		1.3		2.7		2.7		4.4		1.2		1.3		2.2		2.1		4.5		1.1		2.4		2.2		1.3		1.7		0.7		0.4		0.5		0.7		0.9		0.6		0.9		1.4		0.9

		TOTAL 228		13.9		79.5		86.2		96.0		54.1		128		7.6		32.5		15.8		10.5		13.3		31.0		45.4		40.4		26.9		20.1		18.0		12.2		18.3		21.2		64.3		22.2		10.8		39.4		21.9		60.3		54.7		8.5		28.9		42.2		43.0		49.8		32.5		27.1		27.2		19.7		29.3		16.0		30.8		16.4		20.5		17.6		17.5		21.9		38.8		18.7		23.2		43.2		36.4		20.5		29.6		48.6		20.4		23.9		20.3		14.6		22.1		23.6		10.3		11.9		14.5		15.8		10.1		12.3		15.1		20.7		25.1		30.6		31.9		28.5		26.1		29.6		17.9		21.1		23.3		34.3		34.6		18.4		22.4		22.3		12.4		8.2		10.9		8.7		7.1		5.9		9.6		8.5		5.3		9.7		4.6		9.5		10.1		18.6		4.1		5.4		7.6		7.5		17.2		3.6		8.6		7.6		4.9		6.0		2.2		1.7		1.9		2.6		3.3		2.2		3.2		7.0		3.2

		m/z 252		11.7		88.1		74.4		86.5		46.4		99.6		5.5		23.0		13.1		7.0		8.9		21.5		27.5		24.0		18.2		14.3		10.0		7.1		13.2		13.0		47.4		14.4		8.8		31.6		14.3		36.8		31.8		7.2		21.2		31.6		35.5		33.3		22.2		24.4		21.7		19.3		23.2		15.4		25.5		15.3		17.6		17.5		17.6		17.7		30.9		16.4		20.1		33.1		31.2		18.2		25.4		41.7		19.6		22.6		20.1		15.3		22.2		24.2		11.9		13.4		17.0		16.5		13.0		18.1		22.0		29.0		32.7		45.0		44.0		42.8		40.1		46.2		29.4		33.9		35.6		58.4		51.0		28.3		35.1		35.6		20.6		13.8		19.7		15.7		13.1		10.9		15.3		15.3		9.4		19.8		10.0		20.4		22.7		38.7		8.9		12.4		15.0		16.1		32.7		8.3		17.8		14.8		10.0		12.5		4.0		3.6		3.8		5.9		6.6		4.7		6.7		10.6		7.3

		C1 252		4.7		29.4		31.4		33.7		19.6		41.4		3.2		11.9		7.3		3.8		4.6		13.8		17.4		14.8		10.3		8.0		4.9		3.8		6.9		6.4		25.3		8.1		2.8		11.7		6.2		19.9		18.1		2.7		8.7		12.3		13.5		12.5		7.4		6.8		7.5		4.9		8.0		5.5		10.2		6.0		7.3		6.5		6.5		7.6		13.0		6.7		8.1		15.1		13.1		7.0		8.5		14.5		6.8		7.1		6.1		4.7		6.8		7.1		3.6		3.9		4.8		5.0		3.7		6.1		7.2		9.1		10.4		13.4		14.1		13.0		12.2		14.6		9.0		10.5		10.6		16.5		12.3		7.8		9.6		9.3		5.8		3.7		5.5		4.0		3.6		3.1		4.7		4.1		2.7		4.9		2.5		5.4		6.0		9.9		2.4		3.6		4.2		4.4		8.4		2.2		4.9		4.1		2.7		3.6		1.2		1.1		1.1		1.6		1.8		1.3		1.9		2.9		1.8

		C2 252		2.1		13.6		15.0		16.3		9.4		18.4		1.5		5.2		2.9		1.8		2.2		6.3		8.6		7.4		4.6		3.8		2.2		2.0		3.2		3.3		11.6		4.3		1.4		5.2		3.0		8.1		7.4		1.2		3.8		5.4		6.0		5.3		3.2		3.0		3.3		2.0		3.5		2.7		5.2		2.8		3.6		3.2		3.3		3.7		7.1		3.5		4.6		8.2		7.3		3.5		3.5		7.4		3.8		3.3		2.8		2.2		3.2		3.1		1.6		1.8		2.2		2.5		1.8		2.6		3.4		4.7		5.1		6.3		6.5		5.9		5.4		6.8		3.9		4.6		4.7		7.6		4.9		3.3		4.3		4.0		2.4		1.7		2.3		1.7		1.6		1.4		2.2		1.8		1.2		2.5		1.2		2.5		3.0		4.3		1.2		2.1		2.1		2.2		3.9		1.2		2.3		2.1		1.2		1.7		0.6		0.5		0.5		0.9		0.9		0.6		0.8		1.2		0.9

		TOTAL 252		18.5		131		121		137		75.4		159		10.2		40.1		23.3		12.6		15.7		41.6		53.5		46.2		33.1		26.1		17.1		12.9		23.3		22.7		84.3		26.8		13.0		48.5		23.5		64.8		57.3		11.1		33.7		49.3		55.0		51.1		32.8		34.2		32.5		26.2		34.7		23.6		40.9		24.1		28.5		27.2		27.4		29.0		51.0		26.6		32.8		56.4		51.6		28.7		37.4		63.6		30.2		33.0		29.0		22.2		32.2		34.4		17.1		19.1		24.0		24.0		18.5		26.8		32.6		42.8		48.2		64.7		64.6		61.7		57.7		67.6		42.3		49.0		50.9		82.5		68.2		39.4		49.0		48.9		28.8		19.2		27.5		21.4		18.3		15.4		22.2		21.2		13.3		27.2		13.7		28.3		31.7		52.9		12.5		18.1		21.3		22.7		45.0		11.7		25.0		21.0		13.9		17.8		5.8		5.2		5.4		8.4		9.3		6.6		9.4		14.7		10.0

		m/z 276		5.6		30.2		34.0		37.6		21.1		49.4		3.8		11.1		5.6		2.9		4.0		14.8		17.9		17.5		10.5		8.7		3.9		3.5		8.0		7.9		29.2		9.2		4.3		16.7		9.3		20.6		19.6		4.6		13.6		19.2		21.2		17.5		13.2		13.2		12.3		10.3		13.2		8.5		14.3		9.9		11.5		9.8		10.7		11.8		17.4		10.4		12.8		21.0		19.3		12.3		13.6		26.2		14.3		15.1		13.9		12.0		16.6		18.2		9.7		11.6		14.3		13.3		11.4		17.3		19.5		26.7		30.7		40.2		39.7		38.8		38.7		40.6		29.2		33.6		31.8		51.3		41.4		26.8		34.1		32.4		20.8		15.0		20.9		16.3		14.5		12.4		16.8		16.3		10.9		21.9		12.4		25.8		26.0		54.0		13.3		22.1		20.6		23.7		46.5		13.3		24.8		20.9		12.2		14.8		5.4		5.0		5.4		8.0		8.3		6.1		7.7		11.5		9.2

		C1 276		2.1		11.5		14.1		13.4		7.7		20.7		1.6		5.1		3.0		1.7		1.9		9.0		11.1		9.1		5.5		4.6		1.7		1.6		3.3		3.2		13.5		4.9		1.3		5.1		2.9		10.0		10.7		1.7		5.4		7.2		7.2		5.9		3.6		3.5		3.4		2.3		3.6		2.3		4.4		3.0		3.0		3.0		3.1		3.7		5.8		3.3		4.2		6.9		6.7		3.6		4.1		8.1		3.8		4.0		3.4		2.7		4.1		3.9		2.3		2.4		3.1		2.9		2.4		3.7		4.1		5.5		6.1		8.0		8.6		7.6		7.3		8.6		5.5		6.3		5.8		10.4		7.7		4.9		6.7		6.2		3.8		2.8		4.0		3.0		2.7		2.1		3.1		3.1		2.0		3.5		1.5		3.5		3.4		7.1		1.7		2.7		2.7		3.0		5.9		2.3		3.2		2.8		2.2		2.6		1.1		1.0		1.0		1.5		1.7		1.1		1.5		2.2		1.6

		C2 276		1.8		9.4		11.6		10.7		6.6		14.9		1.0		3.8		1.8		1.2		1.5		6.8		8.7		7.2		4.8		3.6		1.6		1.4		2.9		2.8		10.5		4.0		1.1		4.4		2.6		7.8		7.3		1.3		3.8		5.4		5.3		4.6		2.6		2.7		2.6		1.7		2.8		2.0		3.7		2.5		2.9		2.6		2.7		3.1		5.4		2.9		3.7		6.8		6.0		3.1		3.5		6.0		3.4		3.8		3.0		2.4		3.4		3.5		1.9		2.1		2.6		2.5		2.2		3.2		3.6		5.0		5.5		6.5		6.8		6.1		6.4		7.4		4.8		5.8		4.9		8.3		6.5		4.3		5.7		4.9		3.3		2.3		3.2		2.6		2.3		2.0		2.9		2.6		1.7		4.2		2.1		4.3		4.1		7.2		2.2		3.5		3.4		3.6		4.9		2.1		3.8		3.8		1.8		2.1		0.9		0.9		0.8		1.2		1.3		0.9		1.3		1.7		1.4

		TOTAL 276		9.5		51.1		59.7		61.7		35.4		85.0		6.4		20.0		10.4		5.8		7.4		30.6		37.7		33.8		20.8		16.9		7.2		6.5		14.2		13.9		53.2		18.1		6.7		26.2		14.8		38.4		37.6		7.6		22.8		31.8		33.7		28.0		19.4		19.4		18.3		14.3		19.6		12.8		22.4		15.4		17.4		15.4		16.5		18.6		28.6		16.6		20.7		34.7		32.0		19.0		21.2		40.3		21.5		22.9		20.3		17.1		24.1		25.6		13.9		16.1		20.0		18.7		16.0		24.2		27.2		37.2		42.3		54.7		55.1		52.5		52.4		56.6		39.5		45.7		42.5		70.0		55.6		36.0		46.5		43.5		27.9		20.1		28.1		21.9		19.5		16.5		22.8		22.0		14.6		29.6		16.0		33.6		33.5		68.3		17.2		28.3		26.7		30.3		57.3		17.7		31.8		27.5		16.2		19.5		7.4		6.9		7.2		10.7		11.3		8.1		10.5		15.4		12.2

		NPD		53.4		522		678		642		349		824		45.3		208		139		56.2		89.2		248		350		327		162		127		121		183		116		127		485		154		42.3		182		174		439		503		42.7		192		276		262		413		222		89.5		168		51.3		180		86.7		174		81.9		120		94.0		105		142		243		97.6		153		353		244		91.0		147		278		105		111		91.0		68.6		90.7		96.6		38.6		49.0		59.4		79.9		36.6		43.0		58.6		87.3		101		119		129		100		88.3		85.6		71.0		73.3		71.5		106		82.4		52.1		62.4		68.4		32.4		22.5		27.0		19.8		16.2		15.0		27.9		19.9		13.0		25.5		9.9		23.8		25.8		47.2		8.3		12.7		15.5		19.3		36.4		8.8		23.9		18.4		10.8		14.7		< 5.7		< 4.2		< 4.4		< 5.3		< 7.1		< 4.7		8.3		13.5		< 7.7

		% NPD		47		57		62		59		58		59		57		60		65		56		60		62		63		65		58		59		64		79		58		60		62		61		48		51		66		63		68		53		61		60		58		67		61		43		60		37		60		54		56		51		56		53		55		58		58		53		59		64		59		49		54		56		52		51		49		49		46		46		42		45		44		51		40		36		39		41		41		39		41		36		35		32		37		35		33		32		29		32		31		33		28		29		26		25		24		26		31		25		26		25		20		23		23		23		18		18		20		22		21		19		24		23		22		23		< 25		< 22		< 22		< 19		< 22		< 21		24		23		< 22

		Total 2 to 6 Ring PAH		115		915		1090		1080		602		1400		78.9		347		215		101		148		403		552		505		277		216		190		232		199		211		785		253		87.4		359		263		697		735		80.5		318		460		454		616		365		206		282		138		302		161		312		160		214		178		190		243		416		184		261		548		414		186		275		496		202		218		186		140		195		209		91.2		109		135		156		92.4		119		151		212		245		304		318		276		253		271		190		212		215		329		284		165		202		206		114		77.6		104		79.6		67.6		58.0		91.3		79.3		50.7		103		48.6		104		111		207		45.7		69.9		78.9		87.2		174		45.3		98.7		81.6		50.2		63.2		< 23.0		< 19.6		< 20.4		< 29.1		< 33.8		< 23.3		34.1		58.7		< 35.6

		Notes
* = m/z 252 - benzfluoranthenes/benzpyrenes/perylene
† = m/z 276 - anthanthrene/indenopyrenes/benzperylenes
‡ = NPD - naphthalenes, phenanthrenes and dibenzothiophenes (totals)
Concentrations expressed as ng/g dry sediment














File Attachment
Appendix E.3.1 PAH (sediment).xlsx


EPA16 PAH sediment

		PAH
[ng/g]		ST002		ST004		ST006		ST007		ST010		ST020		ST026		ST028		ST030		ST033		ST039		ST043		ST047		ST051		ST055		ST059		ST063		ST067		ST071		ST078		ST081		ST087		ST088		ST090		ST097		ST105		ST111		ST117		ST118		ST121		ST123		ST125		ST128		ST130		ST133		ST138		ST139		ST146		ST147		ST150		ST151		ST154		ST158		ST159		ST161		ST163		ST165		ST167		ST169		ST171		ST173		ST175		ST177		ST179		ST181		ST183		ST185		ST187		ST189		ST191		ST193		ST195		ST197		ST199		ST201		ST203		ST205		ST207		ST209		ST211		ST213		ST215		ST217		ST219		ST221		ST223		ST225		ST227		ST229		ST231		ST233		ST235		ST237		ST239		ST241		ST243		ST245		ST249		ST251		ST253		ST255		ST257		ST259		ST261		ST263		ST265		ST267		ST269		ST271		ST273		ST275		ST277		ST279		ST281		ST283		ST285		ST287		ST289		ST291		ST293		ST295		ST297		ST299		CEMP Assessment Criteria (OSPAR, 2014) ERL

		Naphthalene		1.1		15.0		15.3		18.8		10.4		26.3		1.3		5.8		2.1		1.3		1.2		4.4		7.7		7.3		2.0		2.4		1.4		14.6		1.6		1.1		9.7		3.1		0.9		4.1		4.6		10.3		14.1		1.0		8.7		7.9		7.5		5.0		8.2		2.8		2.8		1.1		3.0		2.0		3.1		1.8		3.0		2.2		3.4		5.0		6.5		2.5		4.9		12.8		9.0		2.3		5.2		10.0		3.8		4.5		2.7		2.6		3.0		2.7		1.3		2.0		1.6		2.7		1.1		1.4		1.5		2.4		2.8		3.3		3.2		3.4		3.1		2.9		2.8		2.1		2.4		3.3		2.7		1.7		2.0		2.5		1.1		0.7		1.0		0.7		0.6		0.6		0.7		0.8		0.4		0.9		0.3		0.8		0.9		1.7		0.3		0.4		0.4		0.5		1.1		0.4		0.6		0.5		0.4		0.4		0.1		0.1		0.1		0.1		0.2		0.1		0.3		0.4		0.2		160

		Acenaphthylene		< 0.1		0.2		0.2		0.4		0.1		0.8		< 0.1		0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		0.1		< 0.1		< 0.1		0.1		0.1		0.1		< 0.1		< 0.1		< 0.1		< 0.1		0.1		0.1		0.2		< 0.1		0.1		0.1		0.1		< 0.1		0.1		0.1		< 0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.2		0.1		0.2		0.3		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.2		0.2		0.2		0.2		0.2		0.1		0.1		0.2		0.2		0.2		0.2		0.2		0.2		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.1		0.2		0.1		0.1		0.1		0.1		0.2		0.2		0.1		0.1		0.1		0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		0.1		< 0.1		-

		Acenaphthene		0.1		2.2		2.1		2.4		1.3		3.2		0.1		0.5		0.3		0.1		0.2		0.6		0.7		0.6		0.3		0.3		0.2		0.2		0.2		0.2		1.0		0.3		0.1		0.4		0.2		1.2		1.1		0.1		0.6		1.0		0.8		0.7		0.3		0.2		0.4		0.2		0.4		0.2		0.4		0.2		0.3		0.3		0.4		0.4		0.6		0.3		0.4		0.8		0.9		0.2		0.6		1.1		0.4		0.4		0.3		0.2		0.3		0.3		0.1		0.1		0.2		0.2		0.1		0.1		0.2		0.2		0.3		0.4		0.4		0.3		0.3		0.4		0.2		0.2		0.3		0.4		0.6		0.2		0.2		0.2		0.1		0.1		0.1		0.1		0.1		< 0.1		0.1		0.1		< 0.1		0.1		< 0.1		0.1		0.1		0.2		< 0.1		< 0.1		0.1		0.1		0.1		< 0.1		0.1		0.1		< 0.1		0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		< 0.1		0.1		< 0.1		-

		Fluorene		0.4		5.2		5.1		6.6		3.4		9.3		0.3		1.4		0.7		0.4		0.6		1.7		1.9		1.4		0.6		0.5		0.2		0.3		0.5		0.3		2.4		0.8		0.1		1.0		0.6		3.5		2.7		0.3		1.3		2.1		2.0		1.4		0.8		0.4		0.9		0.4		0.9		0.5		1.0		0.6		0.8		0.7		0.8		1.0		1.5		0.6		2.5		1.8		1.8		0.5		1.2		2.4		0.9		1.0		0.8		0.5		0.7		0.7		0.3		0.3		0.4		0.4		0.3		0.4		0.5		0.7		0.8		1.1		1.0		0.9		0.9		0.9		0.6		0.7		0.7		1.1		0.9		0.5		0.7		0.7		0.4		0.2		0.3		0.2		0.2		0.2		0.3		0.3		0.1		0.3		0.1		0.3		0.3		0.6		0.1		0.2		0.2		0.3		0.5		0.1		0.3		0.2		0.1		0.2		0.1		< 0.1		0.1		0.1		0.1		0.1		0.1		0.2		0.1		-

		Phenanthrene		2.8		31.2		48.5		37.5		20.5		54.4		2.9		13.5		9.2		3.0		4.8		15.4		19.1		24.4		8.7		7.1		9.7		10.9		7.7		8.1		26.2		8.2		2.7		12.4		22.0		28.0		33.8		2.4		15.7		16.8		16.0		23.6		46.4		5.5		13.6		2.8		14.5		4.6		11.5		4.8		7.2		5.3		6.6		8.3		15.3		5.1		11.7		20.7		16.1		5.8		9.0		18.6		6.6		7.0		5.5		4.3		5.9		6.2		2.5		3.4		4.0		5.2		2.5		2.8		3.9		5.4		6.8		7.7		8.7		6.8		6.2		5.7		5.4		5.0		5.2		7.3		8.9		4.3		5.0		5.1		2.6		2.2		2.1		1.5		1.3		1.2		1.8		1.6		1.0		2.2		0.7		1.8		2.2		4.1		0.6		0.9		1.2		1.6		2.8		0.6		2.0		1.5		0.9		1.2		0.4		0.3		0.3		0.4		0.6		0.3		0.7		1.7		0.5		240

		Anthracene		0.3		3.9		3.9		4.7		2.6		8.0		0.1		0.8		0.4		0.3		0.4		0.6		0.9		0.8		0.4		0.4		0.6		0.4		0.4		0.2		2.0		0.5		0.1		0.9		0.7		1.9		1.7		0.2		0.7		1.5		1.4		1.7		0.7		0.4		0.7		0.4		0.8		0.5		1.1		0.5		0.7		0.6		0.7		0.8		1.3		0.5		14.9		1.5		1.5		0.5		1.0		2.0		0.7		0.8		0.6		0.6		0.7		0.7		0.3		0.3		0.5		0.4		0.3		0.4		0.5		0.6		0.7		1.0		0.9		1.0		0.9		0.9		0.6		0.7		1.0		1.3		1.4		0.7		0.8		0.7		0.4		0.2		0.3		0.2		0.2		0.2		0.2		0.2		0.1		0.3		0.1		0.3		0.3		0.6		0.1		0.1		0.2		0.3		0.6		0.1		0.4		0.2		0.1		0.1		< 0.1		< 0.1		< 0.1		0.1		0.1		0.1		0.1		0.3		0.1		85

		Fluoranthene		4.0		24.5		24.8		28.0		16.0		43.9		1.2		7.2		3.6		2.3		2.9		6.0		7.9		7.7		4.8		3.5		4.1		2.8		3.5		4.3		15.3		4.8		3.5		13.0		5.3		15.4		13.9		1.9		7.4		12.8		12.9		16.2		19.3		10.1		7.9		8.6		8.5		4.5		8.7		4.6		5.3		5.0		4.8		6.2		10.6		5.4		6.5		11.6		10.4		6.0		10.1		15.5		6.1		7.0		6.6		4.6		6.4		7.5		3.0		3.4		4.7		4.7		3.3		3.4		4.1		5.7		6.6		8.5		8.8		8.7		7.5		8.3		4.9		5.8		7.5		10.1		14.8		5.6		6.5		6.8		3.7		2.4		3.1		2.5		2.1		1.6		2.2		2.6		1.4		3.3		1.3		2.8		3.0		6.2		1.1		1.7		2.3		2.3		5.5		1.0		2.9		2.1		1.4		1.7		0.5		0.5		0.5		0.7		1.0		0.6		1.0		3.0		0.9		600

		Pyrene		4.4		22.9		23.2		25.7		15.0		37.9		1.5		7.9		4.5		2.5		3.1		7.2		9.3		8.7		5.1		3.8		4.4		2.7		3.9		4.0		15.8		5.0		2.7		11.6		5.2		15.0		13.2		1.7		6.6		11.2		11.7		13.4		10.5		7.3		5.9		5.3		6.3		3.4		6.7		3.5		4.3		3.8		3.8		5.0		8.5		3.9		4.9		9.6		8.5		5.1		7.8		12.0		4.6		5.0		5.1		3.1		5.0		5.4		2.1		2.4		3.2		2.9		2.0		2.3		2.9		4.0		4.8		6.3		6.2		6.2		5.4		5.9		3.4		4.1		5.7		7.2		12.2		4.1		4.4		4.5		2.5		1.5		2.0		1.6		1.3		1.0		1.4		1.6		0.9		2.2		0.9		1.9		2.0		4.0		0.7		1.1		1.7		1.4		3.6		0.6		2.0		1.4		0.9		0.9		0.3		0.3		0.3		0.4		0.5		0.3		0.5		2.2		0.4		665

		Benzo(a)anthracene		1.6		12.2		11.8		13.7		7.8		21.4		0.7		4.2		1.7		1.1		1.4		2.6		3.6		3.7		2.0		1.7		2.6		1.6		2.1		1.9		7.5		2.0		1.2		5.1		3.3		7.8		5.1		0.9		3.6		5.6		6.4		6.7		4.9		3.3		3.5		2.5		3.7		2.1		3.9		2.1		2.6		2.3		2.5		3.0		5.1		2.2		3.1		5.8		5.4		2.5		4.7		8.3		3.4		3.8		3.2		2.4		3.6		3.9		1.7		2.0		2.4		2.4		1.7		1.9		2.3		3.1		3.7		4.9		4.8		4.8		4.2		4.7		2.9		3.5		4.2		5.9		7.4		3.3		3.8		3.8		2.1		1.4		1.8		1.5		1.2		1.0		1.4		1.4		0.8		1.7		0.7		1.4		1.5		3.0		0.6		0.8		1.3		1.1		2.8		0.5		1.3		1.1		0.8		0.9		0.3		0.3		0.3		0.4		0.6		0.3		0.5		1.5		0.5		261

		Chrysene		2.1		12.0		12.6		15.0		8.0		20.4		0.8		4.6		2.1		1.3		1.7		3.4		5.7		5.7		3.4		2.5		2.8		1.6		2.4		3.2		8.7		2.7		1.9		6.4		3.7		8.1		6.8		1.1		4.5		6.1		6.7		7.0		4.8		4.1		3.3		2.8		3.6		2.0		3.7		1.6		2.4		2.0		2.6		2.9		5.1		3.0		3.5		6.3		5.7		2.8		4.5		7.1		2.7		3.2		3.2		2.0		3.2		3.5		1.3		1.7		2.2		2.4		1.5		1.7		2.1		2.5		2.9		4.4		4.5		4.2		3.7		4.0		2.5		3.0		3.6		4.8		6.6		2.6		3.2		3.1		1.9		1.2		1.5		1.3		1.0		0.8		1.2		1.3		0.7		1.6		0.6		1.3		1.4		3.1		0.6		0.8		1.2		1.1		2.5		0.5		1.2		1.0		0.7		0.8		0.3		0.2		0.3		0.3		0.5		0.3		0.4		1.3		0.4		384

		Benzo(b)fluoranthene		4.1		23.8		23.5		29.5		15.9		31.9		1.7		8.1		4.3		2.4		2.8		5.7		7.5		7.7		6.6		4.4		3.5		2.3		4.6		4.8		15.9		4.6		3.7		12.1		4.7		11.5		8.5		2.5		7.1		10.6		12.0		12.0		8.4		9.8		8.5		8.0		9.0		6.2		10.1		6.2		7.1		6.9		7.0		6.9		11.9		6.5		7.5		12.4		11.6		7.0		9.2		15.0		7.4		8.6		7.8		6.0		8.7		9.4		4.7		5.4		6.8		6.7		5.4		7.7		9.2		12.5		14.1		19.5		19.2		18.7		17.4		20.1		12.9		14.9		15.4		24.9		19.5		11.8		14.8		15.2		8.7		6.0		8.4		6.7		5.6		4.7		6.4		6.7		4.0		8.5		4.2		8.8		10.1		16.4		3.9		5.6		6.6		7.4		14.4		3.7		7.9		6.6		4.3		5.4		1.7		1.6		1.7		2.5		2.8		2.0		2.7		4.3		3.1		-

		Benzo(k)fluoranthene		1.0		6.4		5.9		7.8		4.2		9.0		0.3		1.9		0.9		0.5		0.6		1.1		1.4		1.5		1.0		0.8		0.7		0.5		1.0		0.9		3.9		1.1		0.8		3.0		1.2		2.7		1.8		0.6		1.7		2.9		3.3		2.9		2.1		2.4		2.3		2.1		2.5		1.6		2.6		1.7		1.9		1.8		1.8		1.9		3.2		1.7		2.1		3.3		3.3		1.8		2.8		4.6		2.3		2.7		2.3		1.9		2.6		2.9		1.5		1.7		2.1		2.0		1.7		2.4		2.7		3.6		4.1		5.8		5.7		5.5		5.2		5.9		4.0		4.6		4.8		7.8		6.2		3.8		4.6		4.7		2.7		1.9		2.6		2.1		1.8		1.5		2.0		2.1		1.3		2.6		1.3		2.6		3.0		4.7		1.1		1.7		2.0		2.3		4.4		1.2		2.4		1.9		1.3		1.6		0.5		0.5		0.5		0.8		0.9		0.6		0.9		1.4		1.0		-

		Benzo(a)pyrene		1.7		12.5		12.8		15.4		8.1		20.6		1.0		3.7		1.9		0.9		1.2		2.8		3.8		3.3		2.1		1.8		1.6		1.2		2.0		1.5		8.1		2.2		0.8		4.4		2.6		6.9		4.8		0.9		3.1		4.9		5.8		4.6		3.3		2.7		3.0		2.0		3.2		2.0		3.7		2.1		2.6		2.4		2.6		3.0		4.8		2.2		3.1		5.5		5.4		2.4		4.0		7.5		3.2		3.5		2.9		2.2		3.3		3.2		1.6		1.8		2.3		2.2		1.6		2.3		2.7		3.7		4.5		5.9		6.2		5.8		5.3		6.2		3.7		4.3		5.0		7.6		9.2		3.8		4.6		4.5		2.6		1.7		2.3		1.9		1.5		1.2		1.7		1.9		1.0		2.5		1.0		2.2		2.4		4.8		0.9		1.3		1.9		1.8		4.1		0.8		2.0		1.6		1.1		1.3		0.4		0.3		0.4		0.6		0.7		0.5		0.6		1.6		0.7		430

		Indeno(1,2,3-cd)pyrene		1.7		9.3		10.3		11.8		6.5		14.3		0.7		3.2		1.2		0.7		0.8		2.2		2.8		3.0		1.9		1.7		1.0		0.8		1.9		1.6		7.4		1.9		1.2		5.3		2.9		4.7		3.2		1.2		3.3		5.5		6.4		5.1		3.9		4.1		4.6		3.6		4.9		3.1		4.9		3.5		3.6		3.5		3.8		3.9		6.0		3.4		4.4		6.5		6.5		3.7		4.8		10.0		5.6		6.0		5.5		4.9		6.6		7.2		4.0		4.8		6.0		5.5		4.9		6.7		7.8		10.3		11.1		15.5		15.2		15.0		14.6		16.5		11.1		13.0		12.8		21.0		16.8		11.1		14.3		13.7		8.7		6.3		8.8		6.9		6.1		5.3		7.0		7.0		4.6		9.6		5.1		11.0		10.4		24.4		5.2		9.0		8.7		10.0		18.5		5.1		10.4		8.7		5.1		6.1		2.2		2.1		2.2		3.3		3.5		2.6		3.3		4.6		3.8		240

		Benzo(ghi)perylene		3.0		14.3		18.4		18.7		10.5		23.3		2.0		6.3		3.5		1.8		2.2		9.6		12.1		11.3		7.0		6.1		2.1		1.9		5.0		4.8		16.5		5.6		2.1		8.8		4.7		11.9		13.0		2.6		7.7		10.0		10.7		9.4		6.0		6.7		5.4		4.8		5.8		4.0		6.3		4.3		4.7		4.4		4.9		5.5		8.3		4.9		5.7		9.5		8.9		6.1		5.9		10.7		5.8		6.1		5.5		4.7		6.5		6.5		3.7		4.5		5.4		5.1		4.2		6.6		7.7		10.2		11.2		15.2		15.0		14.6		14.1		16.2		10.7		12.5		12.3		19.9		16.2		10.3		13.0		12.7		8.0		5.8		8.1		6.3		5.6		4.6		6.5		6.2		4.1		8.5		4.7		10.2		9.8		21.3		4.8		8.4		8.0		9.1		17.2		4.7		9.7		8.3		4.7		5.6		2.0		2.0		2.0		3.1		3.3		2.3		2.9		4.1		3.4		85

		Dibenzo(a,h)anthracene		0.4		2.4		2.9		2.9		1.6		4.0		0.2		0.9		0.4		0.2		0.2		0.8		1.1		1.2		0.7		0.6		0.4		0.3		0.6		0.5		2.0		0.6		0.3		1.3		0.7		1.4		1.1		0.3		0.9		1.3		1.4		1.2		0.9		0.9		0.9		0.7		1.0		0.6		1.1		0.7		0.8		0.7		0.8		0.9		1.4		0.8		1.0		1.6		1.5		0.9		1.1		2.0		1.0		1.1		1.0		0.8		1.1		1.2		0.7		0.8		0.9		0.9		0.7		1.1		1.3		1.7		1.9		2.6		2.6		2.5		2.4		2.8		1.8		2.1		2.1		3.3		2.6		1.7		2.1		2.0		1.2		0.9		1.2		1.0		0.8		0.7		1.0		1.0		0.6		1.4		0.7		1.5		1.4		3.3		0.7		1.3		1.2		1.3		2.6		0.7		1.4		1.2		0.6		0.8		0.3		0.3		0.3		0.4		0.4		0.3		0.4		0.6		0.5		-

		Total US EPA 16		< 28.8		198		221		239		132		329		< 14.9		70.1		< 36.9		< 18.9		< 24.2		< 64.2		< 85.6		< 88.4		< 46.7		< 37.7		< 35.4		< 42.2		< 37.5		< 37.5		143		< 43.5		< 22.2		89.9		62.5		130		125		< 17.8		< 73.0		100		105		111		121		< 60.8		63.8		45.4		68.2		<37.4		68.9		38.3		< 47.4		42.0		46.6		54.8		90.2		43.1		76.3		109.8		96.7		47.7		72.1		127		54.6		60.8		53.1		40.9		57.7		61.4		28.9		34.7		42.8		43.8		31.4		41.3		49.5		66.7		76.4		102		103		98.6		91.4		102		67.6		76.6		83.2		126		126		65.7		80.2		80.4		46.8		32.6		43.7		34.6		29.5		< 24.8		34.0		34.9		< 21.2		45.8		< 21.9		47.1		48.9		98.6		< 20.9		< 33.5		37.1		40.7		80.9		< 20.3		44.7		36.5		< 22.6		27.2		< 9.4		< 8.9		< 9.3		< 13.4		< 15.4		< 10.6		< 14.6		27.4		< 15.8		-

		Notes
Concentrations expressed as ng/g dry sediment
PAH = Polycyclic aromatic hydrocarbon
CEMP = Coordinated environmental monitoring programme
OSPAR = Oslo and Paris Commission
ERL = Effects range low
US EPA 16 = United States Environmental Protection Agency’s 16 priority polycyclic aromatic hydrocarbons





		Key:		Below ERL																												Above ERL






File Attachment
Appendix E.3.2 EPA16 PAH (sediment).xlsx


2.5% TOC PAH

		PAH
[ng/g]		Station																																																																																																																																																																																																																																		Pre-Sweeping Stations																				CEMP Assessment Criteria (OSPAR, 2014)

				ST002		ST004		ST006		ST007		ST010		ST020		ST026		ST028		ST030		ST033		ST039		ST043		ST047		ST051		ST055		ST059		ST063		ST067		ST071		ST078		ST081		ST087		ST088		ST090		ST097		ST105		ST111		ST117		ST118		ST121		ST123		ST125		ST128		ST130		ST133		ST138		ST139		ST146		ST147		ST150		ST151		ST154		ST158		ST159		ST161		ST163		ST165		ST167		ST169		ST171		ST173		ST175		ST177		ST179		ST181		ST183		ST185		ST187		ST189		ST191		ST193		ST195		ST197		ST199		ST201		ST203		ST205		ST207		ST209		ST211		ST213		ST215		ST217		ST219		ST221		ST223		ST225		ST227		ST229		ST231		ST233		ST235		ST237		ST239		ST241		ST243		ST245		ST249		ST251		ST253		ST255		ST257		ST259		ST261		ST263		ST265		ST267		ST269		ST271		ST273		ST275		ST277		ST279		ST281		ST283		ST285		ST287		ST289		ST291		ST293		ST295		ST297		ST299		ST067		ST078		ST088		ST117		ST130		ST138		ST146		ST151		ST154		ST159		BC		BAC

		Naphthalene		16.2		75.0		89.0		156.7		78.8		104.4		29.5		53.7		20.2		4.1		15.8		27.5		64.2		49.3		10.2		6.1		14.6		456		3.5		9.2		53.9		31.0		3.5		60.3		7.3		33.9		29.4		1.5		197.7		89.8		170.5		40.3		146.4		28.0		30.4		9.2		32.6		38.5		55.4		11.8		41.7		61.1		65.4		62.5		85.5		32.9		64.5		213.3		187.5		20.5		36.1		100.0		27.1		19.7		30.7		27.1		57.7		32.1		5.4		41.7		30.8		48.2		19.6		20.6		13.9		20.7		21.9		18.8		38.1		35.4		18.9		24.2		19.4		21.9		18.8		17.9		12.5		14.2		11.1		17.9		14.5		3.3		13.2		3.6		6.8		10.7		7.0		13.3		3.2		8.3		5.8		8.7		7.3		12.5		6.3		3.2		7.1		5.7		8.1		7.1		12.5		6.9		5.3		4.5		3.6		2.3		1.2		1.6		2.0		1.9		5.0		0.9		2.3		-		15.3		-		-		15.8		15.1		69.8		63.5		69.4		49.3		5		8

		Acenaphthylene		-		1.0		1.2		3.3		0.8		3.2		-		0.9		-		-		-		-		-		-		-		-		-		-		-		-		0.6		-		-		1.5		0.2		0.3		-		-		-		-		2.3		0.8		3.6		-		1.1		0.8		1.1		-		1.8		0.7		-		2.8		1.9		1.3		1.3		1.3		1.3		1.7		4.2		0.9		1.4		3.0		0.7		0.4		1.1		1.0		1.9		1.2		0.4		2.1		1.9		1.8		1.8		1.5		0.9		0.9		0.8		1.1		2.4		2.1		1.2		1.7		0.7		1.0		1.6		1.1		0.9		1.7		1.1		1.4		1.3		0.5		1.3		0.5		1.1		1.8		1.0		1.7		0.8		0.9		1.9		1.1		0.8		1.5		2.1		0.8		1.8		1.1		1.5		3.6		2.1		1.4		1.3		1.1		-		-		-		-		-		-		-		0.2		-		-		-		-		-		-		-		-		-		-		-		-		-

		Acenaphthene		1.5		11.0		12.2		20.0		9.8		12.7		2.3		4.6		2.9		0.3		2.6		3.8		5.8		4.1		1.5		0.8		2.1		6.3		0.4		1.7		5.6		3.0		0.4		5.9		0.3		3.9		2.3		0.1		13.6		11.4		18.2		5.6		5.4		2.0		4.3		1.7		4.3		3.8		7.1		1.3		4.2		8.3		7.7		5.0		7.9		3.9		5.3		13.3		18.8		1.8		4.2		11.0		2.9		1.8		3.4		2.1		5.8		3.6		0.4		2.1		3.8		3.6		1.8		1.5		1.9		1.7		2.3		2.3		4.8		3.1		1.8		3.3		1.4		2.1		2.3		2.2		2.8		1.7		1.1		1.4		1.3		0.5		1.3		0.5		1.1		-		1.0		1.7		-		0.9		-		1.1		0.8		1.5		-		-		1.8		1.1		0.7		-		2.1		1.4		-		1.1		-		-		-		-		-		-		-		0.2		-		-		-		-		-		-		-		-		-		-		-		-		-

		Fluorene		5.9		26.0		29.7		55.0		25.8		36.9		6.8		13.0		6.7		1.3		7.9		10.6		15.8		9.5		3.1		1.3		2.1		9.4		1.1		2.5		13.3		8.0		0.4		14.7		0.9		11.5		5.6		0.4		29.5		23.9		45.5		11.3		14.3		4.0		9.8		3.3		9.8		9.6		17.9		3.9		11.1		19.4		15.4		12.5		19.7		7.9		32.9		30.0		37.5		4.5		8.3		24.0		6.4		4.4		9.1		5.2		13.5		8.3		1.3		6.3		7.7		7.1		5.4		5.9		4.6		6.0		6.3		6.3		11.9		9.4		5.5		7.5		4.2		7.3		5.5		6.0		4.2		4.2		3.9		5.0		5.3		0.9		3.9		1.0		2.3		3.6		3.0		5.0		0.8		2.8		1.9		3.3		2.4		4.4		2.1		1.6		3.6		3.4		3.7		1.8		6.3		2.8		1.3		2.3		3.6		-		1.2		1.6		1.0		1.9		1.7		0.5		1.1		-		-		-		-		-		-		-		-		-		-		-		-

		Phenanthrene		41.2		156		282		313		155		216		65.9		125		88.5		9.4		63.2		96.3		159		165		44.4		18.1		101		341		16.7		67.5		146		82.0		10.5		182		34.8		92.1		70.4		3.5		357		191		364		190		829		55.0		147.8		23.3		158		88.5		205		31.6		100		147		127		104		201		67.1		154		345		335		51.8		62.5		186		47.1		30.7		62.5		44.8		113		73.8		10.4		70.8		76.9		92.9		44.6		41.2		36.1		46.6		53.1		43.8		104		70.8		37.8		47.5		37.5		52.1		40.6		39.7		41.2		35.8		27.8		36.4		34.2		10.4		27.6		7.8		14.8		21.4		18.0		26.7		8.1		20.4		13.5		19.6		17.7		30.1		12.5		7.3		21.4		18.2		20.6		10.7		41.7		20.8		11.8		13.6		14.3		6.8		3.6		6.3		6.0		5.8		11.7		3.9		5.7		-		55.1		13.1		17.8		54.2		31.0		88.5		112.7		109.6		76.0		17		32

		Anthracene		4.4		19.5		22.7		39.2		19.7		31.7		2.3		7.4		3.8		0.9		5.3		3.8		7.5		5.4		2.0		1.0		6.3		12.5		0.9		1.7		11.1		5.0		0.4		13.2		1.1		6.3		3.5		0.3		15.9		17.0		31.8		13.7		12.5		4.0		7.6		3.3		8.7		9.6		19.6		3.3		9.7		16.7		13.5		10.0		17.1		6.6		196		25.0		31.3		4.5		6.9		20.0		5.0		3.5		6.8		6.3		13.5		8.3		1.3		6.3		9.6		7.1		5.4		5.9		4.6		5.2		5.5		5.7		10.7		10.4		5.5		7.5		4.2		7.3		7.8		7.1		6.5		5.8		4.4		5.0		5.3		0.9		3.9		1.0		2.3		3.6		2.0		3.3		0.8		2.8		1.9		3.3		2.4		4.4		2.1		0.8		3.6		3.4		4.4		1.8		8.3		2.8		1.3		1.1		-		-		-		1.6		1.0		1.9		1.7		0.7		1.1		-		-		-		-		-		-		-		-		-		-		3		5

		Fluoranthene		58.8		123		144		233		121		174		27.3		66.7		34.6		7.2		38.2		37.5		65.8		52.0		24.5		8.9		42.7		87.5		7.6		35.8		85.0		48.0		13.7		191		8.4		50.7		29.0		2.8		168		145		293		131		345		101		85.9		71.7		92.4		86.5		155		30.3		73.6		139		92.3		77.5		139		71.1		85.5		193		217		53.6		70.1		155		43.6		30.7		75.0		47.9		123		89.3		12.5		70.8		90.4		83.9		58.9		50.0		38.0		49.1		51.6		48.3		105		90.6		45.7		69.2		34.0		60.4		58.6		54.9		68.5		46.7		36.1		48.6		48.7		11.3		40.8		13.0		23.9		28.6		22.0		43.3		11.3		30.6		25.0		30.4		24.2		45.6		22.9		13.7		41.1		26.1		40.4		17.9		60.4		29.2		18.4		19.3		17.9		11.4		6.0		10.9		10.0		11.5		16.7		6.9		10.2		-		35.3		20.4		14.6		71.6		87.2		81.0		106.3		97.5		71.8		20		39

		Pyrene		64.7		115		135		214		114		150		34.1		73.1		43.3		7.8		40.8		45.0		77.5		58.8		26.0		9.7		45.8		84.4		8.5		33.3		87.8		50.0		10.5		171		8.2		49.3		27.5		2.5		150		127		266		108		188		73.0		64.1		44.2		68.5		65.4		120		23.0		59.7		106		73.1		62.5		112		51.3		64.5		160		177		45.5		54.2		120		32.9		21.9		58.0		32.3		96.2		64.3		8.8		50.0		61.5		51.8		35.7		33.8		26.9		34.5		37.5		35.8		73.8		64.6		32.9		49.2		23.6		42.7		44.5		39.1		56.5		34.2		24.4		32.1		32.9		7.1		26.3		8.3		14.8		17.9		14.0		26.7		7.3		20.4		17.3		20.7		16.1		29.4		14.6		8.9		30.4		15.9		26.5		10.7		41.7		19.4		11.8		10.2		10.7		6.8		3.6		6.3		5.0		5.8		8.3		5.1		4.5		-		32.9		17.4		14.4		53.9		61.0		64.4		87.3		80.4		56.3		13		24

		Benzo(a)anthracene		23.5		61.0		68.6		114		59.1		84.9		15.9		38.9		16.3		3.4		18.4		16.3		30.0		25.0		10.2		4.3		27.1		50.0		4.6		15.8		41.7		20.0		4.7		75.0		5.2		25.7		10.6		1.3		81.8		63.6		145		54.0		87.5		33.0		38.0		20.8		40.2		40.4		69.6		13.8		36.1		63.9		48.1		37.5		67.1		28.9		40.8		96.7		112.5		22.3		32.6		83.0		24.3		16.7		36.4		25.0		69.2		46.4		7.1		41.7		46.2		42.9		30.4		27.9		21.3		26.7		28.9		27.8		57.1		50.0		25.6		39.2		20.1		36.5		32.8		32.1		34.3		27.5		21.1		27.1		27.6		6.6		23.7		7.8		13.6		17.9		14.0		23.3		6.5		15.7		13.5		15.2		12.1		22.1		12.5		6.5		23.2		12.5		20.6		8.9		27.1		15.3		10.5		10.2		10.7		6.8		3.6		6.3		6.0		5.8		8.3		3.5		5.7		-		14.1		-		-		21.9		25.6		36.0		47.9		48.8		-		9		16

		Chrysene		30.9		60.0		73.3		125.0		60.6		81.0		18.2		42.6		20.2		4.1		22.4		21.3		47.5		38.5		17.3		6.4		29.2		50.0		5.2		26.7		48.3		27.0		7.4		94.1		5.9		26.6		14.2		1.6		102.3		69.3		152		56.5		85.7		41.0		35.9		23.3		39.1		38.5		66.1		10.5		33.3		55.6		50.0		36.3		67.1		39.5		46.1		105		119		25.0		31.3		71.0		19.3		14.0		36.4		20.8		61.5		41.7		5.4		35.4		42.3		42.9		26.8		25.0		19.4		21.6		22.7		25.0		53.6		43.8		22.6		33.3		17.4		31.3		28.1		26.1		30.6		21.7		17.8		22.1		25.0		5.7		19.7		6.8		11.4		14.3		12.0		21.7		5.6		14.8		11.5		14.1		11.3		22.8		12.5		6.5		21.4		12.5		18.4		8.9		25.0		13.9		9.2		9.1		10.7		4.5		3.6		4.7		5.0		5.8		6.7		3.0		4.5		-		34.1		19.6		13.4		52.3		54.4		58.8		74.8		65.4		50.8		11		20

		Benzo(b)fluoranthene		60.3		119.0		136.6		245.8		120.5		126.6		38.6		75.0		41.3		7.5		36.8		35.6		62.5		52.0		33.7		11.2		36.5		71.9		10.0		40.0		88.3		46.0		14.5		177.9		7.4		37.8		17.7		3.7		161.4		120.5		273		96.8		150		98.0		92.4		66.7		97.8		119		180		40.8		98.6		192		134.6		86.3		156.6		85.5		98.7		207		242		62.5		63.9		150		52.9		37.7		88.6		62.5		167		112		19.6		113		131		120		96.4		113		85.2		108		110		111		229		195		106		168		89.6		155.2		120.3		135.3		90.3		98.3		82.2		109		114		28.3		111		34.9		63.6		83.9		64.0		112		32.3		78.7		80.8		95.7		81.5		121		81.3		45.2		118		84.1		106		66.1		164.6		91.7		56.6		61.4		60.7		36.4		20.2		39.1		28.0		38.5		45.0		10.0		35.2		-		32.0		21.6		17.2		55.0		66.4		76.5		107.5		72.1		78.8		-		-

		Benzo(k)fluoranthene		14.7		32.0		34.3		65.0		31.8		35.7		6.8		17.6		8.7		1.6		7.9		6.9		11.7		10.1		5.1		2.0		7.3		15.6		2.2		7.5		21.7		11.0		3.1		44.1		1.9		8.9		3.8		0.9		38.6		33.0		75.0		23.4		37.5		24.0		25.0		17.5		27.2		30.8		46.4		11.2		26.4		50.0		34.6		23.8		42.1		22.4		27.6		55.0		68.8		16.1		19.4		46.0		16.4		11.8		26.1		19.8		50.0		34.5		6.3		35.4		40.4		35.7		30.4		35.3		25.0		31.0		32.0		33.0		67.9		57.3		31.7		49.2		27.8		47.9		37.5		42.4		28.7		31.7		25.6		33.6		35.5		9.0		34.2		10.9		20.5		26.8		20.0		35.0		10.5		24.1		25.0		28.3		24.2		34.6		22.9		13.7		35.7		26.1		32.4		21.4		50.0		26.4		17.1		18.2		17.9		11.4		6.0		12.5		9.0		11.5		15.0		3.2		11.4		-		13.9		-		-		32.7		44.1		53.8		69.4		59.4		54.5		-		-

		Benzo(a)pyrene		25.0		62.5		74.4		128		61.4		81.7		22.7		34.3		18.3		2.8		15.8		17.5		31.7		22.3		10.7		4.6		16.7		37.5		4.3		12.5		45.0		22.0		3.1		64.7		4.1		22.7		10.0		1.3		70.5		55.7		132		37.1		58.9		27.0		32.6		16.7		34.8		38.5		66.1		13.8		36.1		66.7		50.0		37.5		63.2		28.9		40.8		91.7		112.5		21.4		27.8		75.0		22.9		15.4		33.0		22.9		63.5		38.1		6.7		37.5		44.2		39.3		28.6		33.8		25.0		31.9		35.2		33.5		73.8		60.4		32.3		51.7		25.7		44.8		39.1		41.3		42.6		31.7		25.6		32.1		34.2		8.0		30.3		9.9		17.0		21.4		17.0		31.7		8.1		23.1		19.2		23.9		19.4		35.3		18.8		10.5		33.9		20.5		30.1		14.3		41.7		22.2		14.5		14.8		14.3		6.8		4.8		9.4		7.0		9.6		10.0		3.7		8.0		11.9		49.4		19.6		22.5		43.6		51.7		73.3		94.4		80.8		75.5		15		30

		Indeno(1,2,3-cd)pyrene		25.0		46.5		59.9		98.3		49.2		56.7		15.9		29.6		11.5		2.2		10.5		13.8		23.3		20.3		9.7		4.3		10.4		25.0		4.1		13.3		41.1		19.0		4.7		77.9		4.6		15.5		6.7		1.8		75.0		62.5		145		41.1		69.6		41.0		50.0		30.0		53.3		59.6		87.5		23.0		50.0		97.2		73.1		48.8		78.9		44.7		57.9		108		135		33.0		33.3		100		40.0		26.3		62.5		51.0		127		85.7		16.7		100		115		98.2		87.5		98.5		72.2		88.8		86.7		88.1		181		156		89.0		138		77.1		135		100		114		77.8		92.5		79.4		97.9		114		29.7		116		35.9		69.3		94.6		70.0		117		37.1		88.9		98.1		120		83.9		179		108		72.6		155		114		136		91.1		217		121		67.1		69.3		78.6		47.7		26.2		51.6		35.0		50.0		55.0		10.6		43.2		-		15.7		11.8		-		27.9		42.2		64.8		87.7		75.2		71.3		50		103

		Benzo(ghi)perylene		44.1		71.5		107		156		79.5		92.5		45.5		58.3		33.7		5.6		28.9		60.0		101		76.4		35.7		15.6		21.9		59.4		10.9		40.0		91.7		56.0		8.2		129		7.4		39.1		27.1		3.8		175		114		243		75.8		107		67.0		58.7		40.0		63.0		76.9		112.5		28.3		65.3		122		94.2		68.8		109		64.5		75.0		158		185		54.5		41.0		107		41.4		26.8		62.5		49.0		125		77.4		15.4		93.8		104		91.1		75.0		97.1		71.3		87.9		87.5		86.4		179		152		86.0		135		74.3		130		96.1		108		75.0		85.8		72.2		90.7		105		27.4		107		32.8		63.6		82.1		65.0		103		33.1		78.7		90.4		111		79.0		157		100		67.7		143		103		126		83.9		202		115		61.8		63.6		71.4		45.5		23.8		48.4		33.0		44.2		48.3		9.5		38.6		-		35.9		17.1		15.0		42.9		52.7		61.5		77.3		66.3		56.0		45		80

		Dibenzo(a,h)anthracene		5.9		12.0		16.9		24.2		12.1		15.9		4.5		8.3		3.8		0.6		2.6		5.0		9.2		8.1		3.6		1.5		4.2		9.4		1.3		4.2		11.1		6.0		1.2		19.1		1.1		4.6		2.3		0.4		20.5		14.8		31.8		9.7		16.1		9.0		9.8		5.8		10.9		11.5		19.6		4.6		11.1		19.4		15.4		11.3		18.4		10.5		13.2		26.7		31.3		8.0		7.6		20.0		7.1		4.8		11.4		8.3		21.2		14.3		2.9		16.7		17.3		16.1		12.5		16.2		12.0		14.7		14.8		14.8		31.0		26.0		14.6		23.3		12.5		21.9		16.4		17.9		12.0		14.2		11.7		14.3		15.8		4.2		15.8		5.2		9.1		12.5		10.0		16.7		4.8		13.0		13.5		16.3		11.3		24.3		14.6		10.5		21.4		14.8		19.1		12.5		29.2		16.7		7.9		9.1		10.7		6.8		3.6		6.3		4.0		5.8		6.7		1.4		5.7		-		-		-		-		-		-		-		-		-		-		-		-

		Total US EPA 16		422		990		1290		1990		999		1300		336		649		354		58.8		317		401		713		597		238		95.9		368		1320		81.3		312		792		434		86.3		1320		98.9		429		260		25.9		1660		1139		2390		895		2160		607		693		378		741		717		1230		252		657		1170		896		685		1190		567		1000		1830		2020		426		501		1270		390		267		603		426		1110		731		120		723		823		782		561		607		458		575		597		581		1220		1030		557		847		469		798		650		685		584		548		446		574		616		154		575		180		335		441		340		582		170		424		419		512		394		725		433		269		663		463		595		361		931		507		296		309		325		193		107		206		152		200		240		63.4		177		11.9		334		141		115		472		531		728		929		825		640		-		-

		Notes
Concentrations expressed as ng/g sediment
PAH = Polycyclic aromatic hydrocarbon
CEMP = Coordinated environmental monitoring programme
OSPAR = Oslo and Paris Commission
BC = Background concentration
BAC = Background assessment concentration
US EPA 16 = United States Environmental Protection Agency's 16 priority polycyclic aromatic hydrocarbons



		Key:						Below BC																Above BC																		Above BAC
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E.1 Gas Chromatography Traces 


 
ST002 


 


 
ST004 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 2 


 
ST006 


 


 
ST007 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 3 


 
ST010 


 


 
ST020 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 4 


 
ST026 


 


 
ST028 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 5 


 
ST030 


 


 
ST033 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 6 


 
ST039 


 


 
ST043 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 7 


 
ST047 


 


 
ST051 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 8 


 
ST055 


 


 
ST059 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 9 


 
ST063 


 


 
ST067 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 10 


 
ST071 


 


 
ST078 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 11 


 
ST081 


 


 
ST087 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 12 


 
ST088 


 


 
ST090 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 13 


 
ST097 


 


 
ST105 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 14 


 
ST111 


 


 
ST117 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 15 


 
ST118 


 


 
ST121 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 16 


 
ST123 


 


 
ST125 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 17 


 
ST128 


 


 
ST130 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 18 


 
ST133 


 


 
ST138 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 19 


 
ST139 


 


 
ST146 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 20 


 
ST147 


 


 
ST150 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 21 


 
ST151 


 


 
ST154 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 22 


 
ST158 


 


 
ST159 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 23 


 
ST161 


 


 
ST163 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 24 


 
ST165 


 


 
ST167 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 25 


 
ST169 


 


 
ST171 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 26 


 
ST173 


 


 
ST175 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 27 


 
ST177 


 


 
ST179 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 28 


 
ST181 


 


 
ST183 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 29 


 
ST185 


 


 
ST187 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 30 


 
ST189 


 


 
ST191 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 31 


 
ST193 


 


 
ST195 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 32 


 
ST197 


 


 
ST199 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 33 


 
ST201 


 


 
ST203 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 34 


 
ST205 


 


 
ST207 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 35 


 
ST209 


 


 
ST211 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 36 


 
ST213 


 


 
ST215 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 37 


 
ST217 


 


 
ST219 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 38 


 
ST221 


 


 
ST223 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 39 


 
ST225 


 


 
ST227 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 40 


 
ST229 


 


 
ST231 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 41 


 
ST233 


 


 
ST235 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 42 


 
ST237 


 


 
ST239 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 43 


 
ST241 


 


 
ST243 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 44 


 
ST245 


 


 
ST249 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 45 


 
ST251 


 


 
ST253 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 46 


 
ST255 


 


 
ST257 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 47 


 
ST259 


 


 
ST261 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 48 


 
ST263 


 


 
ST265 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 49 


 
ST267 


 


 
ST269 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 50 


 
ST271 


 


 
ST273 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 51 


 
ST277 


 


 
ST279 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 52 


 
ST281 


 


 
ST283 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 53 


 
ST285 


 


 
ST287 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 54 


 
ST289 


 


 
ST291 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 55 


 
ST293 


 


 
ST295 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 56 


 
ST297 


 


 
ST299 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix E | Page 57 


 
Blank 


 


 


 


 


 


 


 


 


 


 


 


 


 


 






File Attachment
E.1 Gas Chromatography Traces.pdf



National Grid 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendix E | Page 2 

E.3.4 Sediment Total 2 to 6 Ring PAH Concentrations (Pre-Sweeping) 

Click on icon to open the sediment total 2 to 6 ring PAH concentrations (pre-sweeping). 

 
Appendix E.3.4 Sediment Total 2 to 6 

Ring PAH Concentrations (Pre-

Sweeping) 

E.3.5 Sediment United States Environmental Protection Agency (US EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations (Pre-Sweeping) 

Click on icon to open the sediment US EPA and 16 PAH concentrations (pre-sweeping). 

 
Appendix E.3.5 Sediment United States 

Environmental Protection Agency (US 

EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations 

(Pre-Sweeping) 

E.3.6 Sediment United States Environmental Protection Agency (US EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations Normalised to 2.5 % Total Organic Carbon (TOC) (Pre-

Sweeping) 

Click on icon to open the sediment US EPA and 16 PAH concentrations normalised to 

2.5 % TOC (pre-sweeping). 

 
Appendix E.3.6 Sediment United States 

Environmental Protection Agency (US 

EPA) 16 Polycyclic Aromatic 

Hydrocarbon (PAH) Concentrations 

Normalised to 2.5 % Total Organic 

Carbon (TOC) (Pre-Sweeping) 

E.4 Distribution of Aromatic Hydrocarbons 

Click on icon to open the sediment distribution of aromatic hydrocarbons. 

 
Appendix E.4 Distribution of Aromatic 

Hydrocarbons 


EPA16 PAH sediment

		Station No.		ST067		ST078		ST088		ST117		ST130		ST138		ST146		ST151		ST154		ST159

		Sample Type		SED		SED		SED		SED		SED		SED		SED		SED		SED		SED

		Acenaphthene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Acenaphthylene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Anthracene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Benzo[a]anthracene		< 1		1.64		< 1		< 1		2.89		2.25		1.73		2.30		2.54		< 1

		Benzo[a]pyrene		< 1		1.63		< 1		< 1		2.36		1.72		1.73		2.12		2.49		1.31

		Benzo[b]fluoranthene		< 1		3.71		2.42		1.65		7.26		5.84		3.67		5.16		3.75		3.15

		Benzo[e]pyrene		1.24		5.73		2.20		2.16		5.75		4.55		3.52		4.53		4.20		3.02

		Benzo[ghi]perylene		< 1		4.17		1.91		1.44		5.66		4.64		2.95		3.71		3.45		2.24

		Benzo[k]fluoranthene		< 1		1.61		< 1		< 1		4.31		3.88		2.58		3.33		3.09		2.18

		C1-naphthalenes		1.9		8.43		2.11		3.38		7.36		4.59		12.7		10.3		11.2		6.22

		C1-phenanthrene		1.39		9.51		2.21		2.59		9.55		4.69		5.50		8.25		8.44		4.29

		C2-naphthalenes		1.92		7.79		2.04		2.55		7.66		4.22		11.2		11.1		12.6		5.97

		C3-naphthalenes		1.91		11.5		2.53		3.38		8.69		4.52		9.75		10.9		11.6		5.44

		Chrysene		< 1		3.96		2.19		1.29		6.91		4.79		2.82		3.59		3.40		2.03

		Dibenzo[ah]anthracene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Fluoranthene		< 1		4.10		2.29		1.40		9.45		7.67		3.89		5.10		5.07		2.87

		Fluorene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Indeno[1,2,3-cd]pyrene		< 1		1.82		1.32		< 1		3.68		3.71		3.11		4.21		3.91		2.85

		Naphthalene		< 1		1.77		< 1		< 1		2.09		1.33		3.35		3.05		3.61		1.97

		Perylene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1

		Phenanthrene		< 1		6.39		1.47		1.71		7.15		2.73		4.25		5.41		5.70		3.04

		Pyrene		< 1		3.82		1.95		1.38		7.11		5.37		3.09		4.19		4.18		2.25



		THC		3.34		10.9		3.91		2.77		6.97		10.2		2.70		4.57		5.22		4.50

		Notes

		Concentrations expressed as µg/kg dry weight for PAHs and mg/kg for THC
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EPA16 PAH sediment

		PAH
[ng/g]		ST067		ST078		ST088		ST117		ST130		ST138		ST146		ST151		ST154		ST159		CEMP Assessment Criteria (OSPAR, 2014) ERL

		Naphthalene		< 1		1.77		< 1		< 1		2.09		1.33		3.35		3.05		3.61		1.97		160

		Acenaphthylene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		-

		Acenaphthene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		-

		Fluorene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		-

		Phenanthrene		< 1		6.39		1.47		1.71		7.15		2.73		4.25		5.41		5.70		3.04		240

		Anthracene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		85

		Fluoranthene		< 1		4.10		2.29		1.40		9.45		7.67		3.89		5.10		5.07		2.87		600

		Pyrene		< 1		3.82		1.95		1.38		7.11		5.37		3.09		4.19		4.18		2.25		665

		Benzo(a)anthracene		< 1		1.64		< 1		< 1		2.89		2.25		1.73		2.30		2.54		< 1		261

		Chrysene		< 1		3.96		2.19		1.29		6.91		4.79		2.82		3.59		3.40		2.03		384

		Benzo(b)fluoranthene		< 1		3.71		2.42		1.65		7.26		5.84		3.67		5.16		3.75		3.15		-

		Benzo(k)fluoranthene		< 1		1.61		< 1		< 1		4.31		3.88		2.58		3.33		3.09		2.18		-

		Benzo(a)pyrene		< 1		1.63		< 1		< 1		2.36		1.72		1.73		2.12		2.49		1.31		430

		Indeno(1,2,3-cd)pyrene		< 1		1.82		1.32		< 1		3.68		3.71		3.11		4.21		3.91		2.85		240

		Benzo(ghi)perylene		< 1		4.17		1.91		1.44		5.66		4.64		2.95		3.71		3.45		2.24		85

		Dibenzo(a,h)anthracene		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		< 1		-

		Notes
Concentrations expressed as ng/g dry weight for PAHs
PAH = Polycyclic aromatic hydrocarbon
CEMP = Coordinated environmental monitoring programme
OSPAR = Oslo and Paris Commission
ERL = Effects range low
US EPA 16 = United States Environmental Protection Agency’s 16 priority polycyclic aromatic hydrocarbons





		Key:		Below ERL												Above ERL
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2.5% TOC PAH

		PAH
[ng/g]		Pre-Sweeping Stations																				CEMP Assessment Criteria (OSPAR, 2014)

				ST067		ST078		ST088		ST117		ST130		ST138		ST146		ST151		ST154		ST159		BC		BAC

		Naphthalene		-		15.3		-		-		15.8		15.1		69.8		63.5		69.4		49.3		5		8

		Acenaphthylene		-		-		-		-		-		-		-		-		-		-		-		-

		Acenaphthene		-		-		-		-		-		-		-		-		-		-		-		-

		Fluorene		-		-		-		-		-		-		-		-		-		-		-		-

		Phenanthrene		-		55.1		13.1		17.8		54.2		31.0		88.5		113		110		76.0		17		32

		Anthracene		-		-		-		-		-		-		-		-		-		-		3		5

		Fluoranthene		-		35.3		20.4		14.6		71.6		87.2		81.0		106		97.5		71.8		20		39

		Pyrene		-		32.9		17.4		14.4		53.9		61.0		64.4		87.3		80.4		56.3		13		24

		Benzo(a)anthracene		-		14.1		-		-		21.9		25.6		36.0		47.9		48.8		-		9		16

		Chrysene		-		34.1		19.6		13.4		52.3		54.4		58.8		74.8		65.4		50.8		11		20

		Benzo(b)fluoranthene		-		32.0		21.6		17.2		55.0		66.4		76.5		108		72.1		78.8		-		-

		Benzo(k)fluoranthene		-		13.9		-		-		32.7		44.1		53.8		69.4		59.4		54.5		-		-

		Benzo(a)pyrene		11.9		49.4		19.6		22.5		43.6		51.7		73.3		94.4		80.8		75.5		15		30

		Indeno(1,2,3-cd)pyrene		-		15.7		11.8		-		27.9		42.2		64.8		87.7		75.2		71.3		50		103

		Benzo(ghi)perylene		-		35.9		17.1		15.0		42.9		52.7		61.5		77.3		66.3		56.0		45		80

		Dibenzo(a,h)anthracene		-		-		-		-		-		-		-		-		-		-		-		-

		Total US EPA 16		11.9		334		141		115		472		531		728		929		825		640		-		-

		Notes
Concentrations expressed as ng/g sediment
PAH = Polycyclic aromatic hydrocarbon
CEMP = Coordinated environmental monitoring programme
OSPAR = Oslo and Paris Commission
BC = Background concentration
BAC = Background assessment concentration
US EPA 16 = United States Environmental Protection Agency's 16 priority polycyclic aromatic hydrocarbons



		Key:		Below BC						Above BC										Above BAC
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E.4 Distribution of Aromatic Hydrocarbons 


The layout of the three-dimensional plots are as follows: 


◼ Naphthalenes (molecular mass 128, 142, 156, 170, 184); 


◼ Phenanthrenes/anthracenes (molecular mass 178, 192, 206, 220); 


◼ Fluoranthenes/pyrenes (molecular mass 202, 216, 230, 244); 


◼ Chrysene/benzanthracenes (molecular mass 228, 242, 256); 


◼ Benzfluoranthenes/benzpyrenes/perylenes (molecular mass 252, 266, 280); 


◼ Anthanthrenes/indenopyrenes/benzoperylenes (molecular mass 276, 290, 304). 
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Species Data Table Percentages



		Species Data Table Percentages

		NMSeqID		Sequence		Kingdom		Phylum		Class		Order		Family		Genus		Species		IUCN Threat Status		Target Status		Comments		Number of samples in which OTU occurs		269605 ST063 eDNA A1		269605 ST150 Edna		269605 ST195 Edna		ST010_SED		ST20		ST30		ST097_SED		ST111		ST125		ST139_SED		ST165		ST175		ST185_SED		ST205_SED		ST215		ST225_SEDIMENT_EDNA		ST235		ST245_SED		ST255		ST265_SED		ST275_SED		ST285		ST295

		IM-10ANFK		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGACCCGGCGCGGAGGGCAACCTTTGCGGCGGTGTTCCGAAAAGACGATCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Clitellata		Haplotaxida		Naididae								Target				2		-		-		-		1.36		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8SJS57		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGTCCCGTTCTGGTGGGCAACCGCCGCGACGGTGTGCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Amphinomida		Amphinomidae								Target				4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.38		-		25.38		-		0.02		17.62		-		-

		IM-XJ46Z0		CGCCCGTCGCTACTACCGATCGGACGGCTTAGTGAGGTTCTCGGATCGGCGCCCTGGCGCCGGGCGGCTCGCTCCGTCCTGCCGGTCCTGCCGAGAAGAAAACCGAACTTGGTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Eunicida		Dorvilleidae		Protodorvillea		Protodorvillea kefersteini				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.27		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TN8MM7		CGCCCGTCGCTACTACCGATCGGATGGTTTAGTGAGGTTCTCGGATCGGCGTTCTGGCACCGCCCGGCTCGTCCGGGTGGCCGGTCCTGCCGAGAAGAAAATCGAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Eunicida		Dorvilleidae		Schistomeringos		Schistomeringos rudolphi				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S46UO0		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGACTGGCCCCGGCTGGAGCGGCGGCTCGCCCGTCCGCTCCTGGCCGGCTCGCGCCGGGAAGACGATCAAACTTGATTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Eunicida		Dorvilleidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-

		IM-FU647K		CGCCCGTCGCTACTACCGATTGGATGGCTTAGCGAGATCCTCGGACTGGCCCCGGCTGTGCGGTCCGCCGCGCGGCCCGGTGCTGCCGGGAAGACGATCGAACTTGGTGATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Eunicida		Dorvilleidae								Target				3		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		0.25		-		-		0.41		-

		IM-6768FE		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGTCCCGGCACGGCTGGCAACAGCCGGGCCGGTGTGCTGAGAAGACGATCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Eunicida		Lumbrineridae								Target				1		-		-		2.75		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-964TQ7		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGTCCCGGCTTGGTGGGCAACTGCCGCGTCGTGGTGCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Glyceridae								Target				4		-		-		-		-		-		-		0.02		0.16		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		0.03

		IM-M75M83		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGATCCCGGCATGGTGGGCAACTACCGCGTCGTGGTGTTGAGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Glyceridae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.42		-

		IM-64S50P		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGACCCGGCCCGTCGGGCAACCGATGGGCCGGTGGCACGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Nephtyidae								Target				7		0.06		0.75		-		-		-		-		0.03		-		-		-		-		-		-		-		-		92.22		27.11		-		-		0.03		-		-		23.35

		IM-CR6376		CGCCCGTCGCTACTACCGATTGAATAGTTTAGTGAGATCCTCGGATTGGACCAGGCCCATCAGGCAACCAATGGTCCGGTGGCACGAGAAGTCGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Nephtyidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-

		IM-F2KK30		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGACCGGCCCCGGCACGGCAGTCTCTGTCGAGCCGTGGCTGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Pholoidae		Pholoe						Target				5		-		-		-		0.23		0.02		-		-		-		-		-		-		-		-		-		0.53		-		-		4.21		-		-		0.02		-		-

		IM-44K0F6		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCTTCGGATTGGTCCCGGCATGGTGGGTCACTGCCTGGCCGTGGCTGCCGAGAAGATGTTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae								Target				3		-		-		0.05		-		-		-		-		66.26		-		0.27		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N69H65		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCTTCGGATTGGTCCCGGCATGGCGGGTAACCGCCTGGCCGTGTTGGCCGAGAAGATGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae								Target				1		-		-		-		-		0.72		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0XLE38		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGACCGGCCCCGGCACGGCGGGCAACCGTCGAGCCGTGGCGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Polynoidae								Target				3		-		-		-		0.05		0.31		-		-		-		-		-		-		-		-		-		0.91		-		-		-		-		-		-		-		-

		IM-M1RB02		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCCTCGGATTCGTCCCAGCAGGGTGGGTTCTCTACCTTATTGGTGTGCGGAGAAGACGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae		Exogone						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-

		IM-ZN0QH8		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCCTCGGATTCGTCCCGGCACGGGGGGCAACCCTCGAGCCGGTGTGCGGAGAAGACGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae		Syllides						Target				5		-		-		-		-		-		0.27		-		0.36		-		-		-		-		-		-		-		-		-		0.02		0.06		-		-		-		0.04

		IM-VX32S3		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCCTCGGATTCGTCCCGGCGCGGCCGGTTACGGTTGCGCCGGTGCGCGGAGAAGACGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae								Target				1		-		-		-		1.40		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XQD83B		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCCTCGGATTCGTCCCAGCAGGGTGGGTCTCCACTAGGCTGGTGTGCGGAGAAGACGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae								Target				4		0.20		-		-		0.02		0.33		-		-		-		-		-		-		-		-		-		-		-		-		-		0.27		-		-		-		-

		IM-J07C11		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCCTCGGATTCGTCCCGGCACGGCGGGTCTCCGCTGAGCCGGTGCGCGGAGAAGACGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae								Target				5		-		-		-		-		-		0.07		-		0.08		-		-		-		-		-		-		0.77		0.76		-		2.04		-		-		-		-		-

		IM-1BP32V		CACCCGTCGCTACTACTGATTGAATGGTTTAGTGAGACCCTCGGATTCATCCCGGCACGGTGGGAACTCAACTGCTGAGCCGGTGCGTGGAGAAGACGGTCGAACTTGACTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCATCT		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-2ESW2Y		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGACCTTCGGATTGGTCCCGGTATGGCGGGCAACCGCCTGGCCGTGGTTTGCCGAGAAGATGGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida										Target				1		-		-		-		-		-		35.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2RG3I3		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGACCGGCCCCGGCACGGCGGCACGTCCGTCGAGCCGCGGACGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Phyllodocida										Target				4		-		0.08		0.90		-		-		-		-		-		-		0.01		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-3T47I9		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGCCCCGGCTATTCGGCGGGTTCGCTCGTCGAGCCGTGGTGCCGAGAAGACGCTCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Sabellida		Sabellariidae								Target				4		0.05		-		-		0.05		0.21		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4TV402		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCCTCGGATTGGTCCGCGCCGCGGGGGTTCTCGGATCCCGGTGGCACTGGTGCCGAGAAGACGGCCAAACTTGATTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Sabellida		Sabellidae		Amphicorina						Target				2		0.04		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ZS47PJ		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCCTCGGATTGGTCCGCGCTGCGGGGGGCTTCGGTCTCCGGTGGCACTGGTGCCGAGAAGACGGCCAAACTTGATTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Sabellida		Sabellidae								Target				1		-		-		-		-		-		-		1.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W3W8SD		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTTGGATTGGTCCCGGCATGGCAGGCAACTGCCGGGCCGGTGTAGCCGAGAAGACGATCAAACTTGACTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Chaetopteridae		Chaetopterus						Target				3		0.21		-		-		-		-		0.03		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B81G90		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGTCCCGGCGGGGCGGTTCTGCCGCCCGGCCGCGGTTGCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Psammodrilidae		Psammodrilus		Psammodrilus curinigallettii				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-F8VEE0		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACCCTCGGATCGGTCCCGACTCGGGGTGGTTCTCTGCCCTGGTCGTGGTTCGCCGAGAAGACGGTCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Scolelepis						Target				1		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-626CS6		CGCCCGTCGCTACTACCGATCGGATGGTTTAGTGAGACCCTCGGACTGGCCCCGACGGGGCGGGCAACCGCCCCGGCGAGCGCTGCCGGGAAGAAGGTCGAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Spio						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5LDK49		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACCCTCGGATTGGTCCCGACAAGGTGGGCGACTGCCTAGTCGTGGCGCCGAAAAGACGGTCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Spiophanes						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-

		IM-09CPDG		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACCCTCGGATTGGTCCCGGCACGGTGGGCGACCGCTGAGCCGTGGCGCCGAAAAGACGGTCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Spiophanes						Target				6		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.07		0.14		-		0.03		-		0.02		-		-		0.08		-

		IM-D04CLV		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACCCTCGGATTGGTCCCGACATGGTGGGCAACCGCCGGGTCGTGGCGCCGAAAAGACGGTCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Spionida		Spionidae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-		5.02		-

		IM-H32B15		CGCCCGTCGCTACTACCGATTGAATGTTGGAGTGAGGGACTCGGATGGGCCCCGCGGAGCCCGGGCGACCGGGGTCTGCGGTTCGCGCCCAAAAGACTTCCGAACTCCAATGTTTAGAGGGAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Acrocirridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-FI4587		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACTCACGGATCGGACCCGAGGCAGTGGGAAACCACGGCTTCGGTGAGCTGAGAAGTCAGTCGAACTGTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Ampharetidae		Ampharete		Ampharete falcata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.10		-		-		-		-		0.02

		IM-G02Y19		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGTCCCGGTGCGGCTTCTGGTCGCGCCGGAGTGCCGAAAAGAATGTCGAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Cirratulidae		Tharyx						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.05		2.58		26.75		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-

		IM-827C1L		CGCCCGTCGCTACTACCGACTGGACGTCCCATTGAAGCATTTGGATCGGCCCTCAGCTGACGGTCAGGAAACTGCCGTTGCTCGACGGGACGAGAAGAAGACTGAAATGAGGCGTCTGGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Flabelligeridae		Diplocirrus		Diplocirrus glaucus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-3W9EL5		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGTCCTGGCGTGGTGGGCAACCTCCGTGCCAGCGTGCCGAGAAGACGATCGAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Terebellidae								Target				6		0.15		-		-		2.59		0.41		0.07		10.05		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R7IQJ8		CGCCCGTCGCTACTACCGATCGGATGGTTTAGCGAGATCCTCGGATTGGTCCCGGCGCAGCGGGCGACCGCCGTGCCGGTGTGCCGAGAAGACGATCGAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Terebellidae								Target				2		-		-		-		-		1.33		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PO2TN9		CGCCCGTCGCTACTACCGATTGGACGGCTTAGTGAGATCCTCGGATTGGTCCTGGCGTGGTGGGCAACCACCGTGCCACGGTGCCGAGAAGACGATCGAACTTGGTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta		Terebellida		Terebellidae								Target				1		-		-		-		-		-		-		0.44		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SN625D		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGTTTCTCGGATCGGTCCCGGCATGGCGGGTTACCGCCGCGCCGGCTGTTGCCGAAAAGACAAACGAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Capitellidae								Target				1		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-88EC37		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACCCTCGGATTGGACCCTGCATGGTGGGTTACCGCCGCGCTGGTGTGCCGAGAAGACGTTCTAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Capitellidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-

		IM-493I4V		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGACTCACGGATTGGTCCCAGCATGGTGGGTTACCGCCGCGCTGGCGTGCCGAAAAGTCAGTCAAACTTGATTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Capitellidae								Target				1		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8N9PUT		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGACTCGTTGGGGAGGGCAACCTTCCTGACGTTGCTCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Nerillidae								Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L7N3G1		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGGGCTCGTTGGGGGAGTTTCTTTCCCGACGACGCTCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Nerillidae								Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N2JA0D		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGTCTCGACATGGTGGGCAACCTCCGCGTCGATGTGCCGAGAAGACGATCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Opheliidae		Ophelina						Target				4		-		1.90		-		-		-		0.10		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		1.54		-		-

		IM-4L3Q49		CGCCCGTCGCTACTACCGATCGAGTAGCGCAGTGAGACCATTGGACTCGCCGAGTCGGAGCTGGCAACGGCACTGACAGCGTGCGTGGAAGGTCGTCGAACTGTCTTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Orbiniidae		Scoloplos		Scoloplos armiger				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		0.03		0.02		-		-		-		-		-		-		0.01		-		-		0.02		-		0.07		-		0.15		-		-		-		-		-		4.65

		IM-7V4F37		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGTCCCGGCGCGGTGGGCGACCGCTGCGCCGGTGTGCCGAGAAGACGATCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta				Paraonidae		Paradoneis						Target				4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.84		0.37		0.33		-		-		-

		IM-X28MX6		CGCCCGTCGCTACTACCGATTGAACGATTTAGTGAGACATTCGGACCGCGCCACATCGTCCCGCAAGGGTCTAAGTGGCTGCGAGAAGAAGTTCAAACTTGACCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Annelida		Polychaeta				Protodrilidae		Meiodrilus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-08WT5N		CGCCCGTCGCTACTACCGATTGAACGATTTAGTGAGAGCCTCGGACTGTTAGCGTAGATGCCGCAAGGTATCATTGCTGACGGGAAGTTGTTCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Annelida		Polychaeta				Protodrilidae		Protodrilus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-3XG7P4		CGCCCGTCGCTACTACCGATTGAACGATTTAGTGAGAACCTCGGACCGTCAACCACGGGGGACCTCGCGTTCCTTGATGTTCGGTGGGAAGACGTTCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Annelida		Polychaeta				Protodrilidae		Protodrilus						Target				2		-		-		-		-		-		0.03		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-75JE72		CGCCCGTCGCTACTACCGAGTGGATGTTTTAGTGAGATCCTCGGATTGGTCCCTTCATGGCGGGAGACCGCCGCGACGGTGCGCCGAGAAGACGATCGAACTTGATCATCTCGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida		Polychaeta												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-

		IM-6H529I		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGATCCTCGGATTGGACCCGTCTCGGTCGGCAACGGCTCGGTCGGTGCTCTAAGAAGACGATCAAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Annelida														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.31		-

		IM-D44IN2		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGCCTTCGGACAGGCCGGTGCAGCTGCTTTCGGGTGGCCGCGCTGTGTCGGAAAGATGTCCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Arachnida		Sarcoptiformes										Target				2		0.26		-		-		-		1.71		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-76Q33R		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGACTTCGGACTGGTCGGTGCAGCTGCCTCATGGTGGCCGCGCTGTGCCGGAAAGATGTCCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Arachnida		Sarcoptiformes										Target				5		0.07		-		-		-		-		0.64		0.05		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.31		-

		IM-2DD880		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGCCTTCAGACTGGCCGGGGCAGCTGCTTCGCGGTAGCCGCTCTGTGCCGGGAAGATGTCCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Arachnida		Sarcoptiformes										Target				2		-		-		-		-		0.22		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A5678N		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGACTTCGGACTAGTCGGTGCAGCTATCTTCGGGTAGCCGCGCTGTGCCGGAAAGATGTCCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Arachnida		Trombidiformes										Target				6		0.09		-		-		0.04		0.06		0.04		0.21		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-91S00E		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAGACTGGGGACTGACGACATTGGGCCTTCACGGGCTTTTTGTCGACGGAAACCACTTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Chilopoda		Lithobiomorpha		Henicopidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		-		0.13		-		-		-		-		-		-		0.09		0.04		0.15		-		0.08		0.02		-		-		-		-		0.13		0.03		0.03		0.02

		IM-B8Q40G		CGCCCGTCGCTACTACCGATTGAATGTCTTAGTGAGTAATTTGGAAATATTTTCTGGCTAGTAATAGTCTGAAGACGTTAAAGAATTGCAAACTGTGGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Acartiidae		Acartia		Acartia bifilosa				Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O80ERR		CGCCCGTCGCTACTACCGATCGGATTTATTAGTGAATTTTAAAGACAAGCCTAGCTTATTTATATAGGCATGGTTTGAAATTAATGTGAACTGATGAATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Acartiidae		Acartia		Acartia clausii				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		1.38		-		-		-		0.53		0.27		-		-		1.18		0.04		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J172TX		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTCCTCGGACTGTTTGCCTGGCGGATTACTCTGCCTGGCTGGCGGGAAGACGACCAAACTGTAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Calanidae								Target				14		0.02		0.06		0.07		-		-		-		-		-		-		0.01		-		0.05		0.06		-		0.02		-		0.13		0.03		0.05		0.03		0.06		0.12		0.04

		IM-OW54J2		CGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGATAGCCTGGCGGTTAACGCTGCCTAGCTAACGAAAAGACGACCAAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Centropagidae		Centropages						Target				12		0.02		0.26		0.02		23.11		7.33		-		0.05		0.13		0.07		5.18		2.73		0.37		0.34		-		-		-		-		-		-		-		-		-		-

		IM-UWK595		CGCCCGTCGCTACTACCGATTGAATGTTTTAGTGAGGTCCTCGGACTGTTTGGTAGGCGGATCACTCTGCCTGCCTGGCGGGAAGACGACCAAACTGTAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Clausocalanidae		Pseudocalanus		Pseudocalanus elongatus				Target				2		-		-		-		-		-		0.02		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-6561QG		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTCCACGGACTGTTTGCAGAGCGGATTATTCTGCCTTGCTGGCGGGAAGTCGACCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTACC		Animalia		Arthropoda		Hexanauplia		Calanoida		Metridinidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-97O44D		CGCCCGTCGCTACTACCGATTGAACATTTTAGTGAGGTCCTCGGACTGAGAGCCTGGCGGGTCGCCCTGCCTGGTTTTCGGGAAGACGACCAAACTGTAGTGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Paracalanidae		Paracalanus		Paracalanus parvus				Target				3		26.92		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		1.87		-		-		-		-		-		-

		IM-78CRWY		CGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGCTTTCCTGGCGGTTAACGCTGCCTAGTTGGCGAAAAGACGACCAAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida		Temoridae		Temora						Target				8		-		0.18		-		1.00		0.14		0.03		4.09		-		-		6.25		-		0.02		0.13		-		-		-		-		-		-		-		-		-		-

		IM-5E20Q5		CGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCTTGGCGGTTAACCCTGCTTAGCTGACGAAAAGACGACCAAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida										Target				7		0.05		-		0.04		-		-		-		-		-		2.15		4.70		0.35		20.57		0.99		-		-		-		-		-		-		-		-		-		-

		IM-JV2M5H		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTCCTCGGACTGTTTGCCAGACGGTTAACCCTGTCTGGCTGGCGGGAAGACGACCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Calanoida										Target				1		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L8V3VD		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGGCCTGGATTGGTTTGCGCCAGTCTTGTTGCCTGAGAAGACTCCCGAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Cyclopoida		Cyclopidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.02		-

		IM-1145ZC		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGGCCTTGGGAGGATTCGTTCTCCCATGTTGCTCGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Cyclopoida		Oithonidae		Oithona		Oithona similis				Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6Q9Y0V		CGCCCGTCGTTGCTACCGATTGGCTGTGGGATAGAGCTTGGGGGAGGTTGTCACTTTCGGGCTTCCGATTGTGGCGTTCCGAATCCAAGCAATATTTCTCAGCTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Animalia		Arthropoda		Hexanauplia		Cyclopoida		Serpulidicolidae		Rhynchopus						Target				2		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-

		IM-1C5O4V		CGCCCGTCGTTGCTACCGATTGGCTGTGGGATAGAGCTTGGGGGAGGTTGTAGGTCACGGGCTTCCGTTTCCTGCGTTCCGAATCCAAGCAATATTTCTCAGCTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Animalia		Arthropoda		Hexanauplia		Cyclopoida		Serpulidicolidae								Target				10		-		-		-		-		-		-		-		0.07		-		-		-		0.03		0.07		-		0.03		-		0.03		0.11		0.02		-		0.02		0.03		0.02

		IM-Z58HCW		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACCGTCGCCTCGGAGGTTCGCGCCTCCTTTGCGCTGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Cyclopoida										Target				4		-		-		-		-		-		0.02		4.46		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-P220T0		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGACCTTCGGAGGTTTCGGCCTCCGTTGCTGTTCGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Cyclopoida										Target				1		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NO684C		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTCTCGCGGTTTACGCCGCGAGTGCCGCCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Aegisthidae								Target				2		-		-		-		-		0.52		-		-		-		-		-		-		-		-		-		-		-		-		0.13		-		-		-		-		-

		IM-06DQ4B		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTTTTGGCTTTCACGAGTTGAATGTTGCCCGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Aegisthidae								Target				1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W254TQ		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTTGAGAGGTTTACGCCTCTCTTGAGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae		Microsetella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.04		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-

		IM-45A2F4		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTCTGAAGGTTTATTCTTTCATTGTGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-0RF0L8		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTTTCCAGGTTAACGCTTTGATTGCGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.41		-		-		-		-		12.84		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-MB04AI		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGATCTTGGGAGGTTTGCGCCTTCCTTGCGTCCGAGAAGATTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae								Target				5		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		0.26		0.12		0.04

		IM-8ZI281		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGACCTTGGCCGGTTTGCGCCTGCCTTGCGTCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae								Target				1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2MS0E6		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGAGCCTTGGGAGGTTTGCGCCTTCCTTGTGTTCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae								Target				4		0.51		-		-		-		-		0.02		-		0.09		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-

		IM-KJJF32		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGACCTTGGTAGGTTTGCGCCTTCCTTGTGTCTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.32		0.12

		IM-8PF296		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTCTGGTGGTTCGCGCCGCTAGTGTTGCCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-0093DQ		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTGGGTCGGTTCGCGCCTTCCCTGTGCCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		1.23		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VW8384		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGACCTCGCGAGGACTCGTGCCTTGCGTGCCGTCCGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.40		-		-		-		-

		IM-E1EZ3S		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGATCTCTCGAGGGTTTCCCTCGAGTGCTGTCCGAGAAGATTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-		-

		IM-X50CH9		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTCCGGTGGTTCACGCCTCTGGTGTTGCCCGAGAAGACTCCCGAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				3		0.05		-		-		-		-		-		-		-		-		-		-		0.39		-		-		-		-		-		-		0.02		-		-		-		-

		IM-1AU2FS		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTCTGGAGGTTCACGCCTCTATTGTGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				10		0.15		2.38		-		-		-		0.06		0.02		0.34		-		0.58		-		-		-		-		-		-		-		0.02		0.77		-		-		1.22		0.24

		IM-H6W28K		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGACCTGGCGAGGTTAACGCCCCGCCTGTTGTCCGGAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				4		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.02		-		-		0.08		0.03

		IM-QD5K44		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGACCTGGCCGGGTTAACGCCTGGCCTGTTGTCCGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				5		3.40		-		-		-		-		-		1.12		0.06		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		0.03

		IM-57RZPY		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTGTGGCGGTTTACGCTGTTGCTGTTGCCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		-		-		1.91		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S63CR1		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGGGCCTGGCCGGGCTCACGCCTGGCTTGTTGCCCGGGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				2		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04

		IM-RSC44B		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGTGCTTGCGAGGTTCGCGCCTCGCTTGTGCTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GF7IA9		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGTGCTCTGAAGGCTCACGCCTGCATTGTGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-

		IM-9P1H97		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGACCATGGCGGATTTATTTTCGCCTTGCGTCTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Harpacticoida										Target				2		0.02		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W69PQA		CGCCCGTCGCTACTACCGATTGGATGTTTTAGTGAGGTATTTGGATCGATACTTTTTCTGTTTTGCAAAAATTGTGTTGAAAAGACTCCCAAACTTGAGCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia		Monstrilloida		Monstrillidae		Monstrilla		Monstrilla longicornis				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.35		-		-		-

		IM-2XVH08		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGACCTCTGGAGGTTAACGCCTCTAGTGTGCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				6		-		0.17		-		0.03		-		-		-		-		0.07		-		0.09		0.06		-		-		-		-		-		-		-		-		-		-		0.24

		IM-0JT17X		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTTCGGAGGTTCACGCCTCCTTTGTGTTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				4		-		-		-		-		-		-		0.29		0.09		-		-		-		0.08		-		-		-		-		-		-		-		-		-		0.14		-

		IM-K4O5OS		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGGCTCGGAGGTTCGCGCCTCCTTGTCGTTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				1		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R4O783		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATTGGGCCTGCTAAGGTTTACGCCTTTGCTGTTGCCCGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				2		-		-		-		-		-		2.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-

		IM-3L6XQ3		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTTTGGAGGTTTGCGCCTCCATTGTGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACGAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				3		0.02		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-Z46Z53		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTCTGTAGGTTCGCGCCTGCATTGTGCTGAGAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				2		6.82		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X8C2RJ		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTTCGAAGGTTCGCGCCTCCGTTGTGCTGAAAAGATTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				3		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.01		-		-

		IM-O889AX		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGATCGGCGCTCCGCAGGTTCGCGCCTGCGCTGTGCTGAAAAGACTCCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.52		0.11

		IM-K59RF1		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGCACTTGGATTGGAGCTCCGGAGGTTTGCGCCTCTGGTGATTCCGAGAAGATTTCCGAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Hexanauplia												Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7YIXA0		CGCCCGTCGCTACTACCGATGGATGATTTGGTGAGGTCGCCTAGACTGGCCGCTGGCTTCGGCCGTGTGGCCGGGAAGACGCCCAAACTTGGTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Maxillopoda												Target				2		-		-		-		-		-		0.04		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C7T471		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGACTTCAGACTGAGCGCCGTTGCTTCCTTGTGTTGCGTCGGCATTCGGAAAGACGTCCAAACTGTATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida		Bythocytheridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		5.15		0.21		-		-		-		-		-		0.13		0.18		-		-		-		0.11		-		-		-		-		-		-		-		-

		IM-2ELY03		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGCCTTCGGACTGGACTCTGATGGCACTTCGGTGCTGTCTTTGTCCGGAAAGATGTCCAAACTGTATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida		Cytheruridae		Howeina						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A8NK4J		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGCTCTCGGACTGGGCTCTGATGACACTTCGGTGTTTTCTTAGCTCGGAAAGTTTTCCAAACTGTATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida		Cytheruridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.23		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S58YT9		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCATTCGGACTGACTGTTAGTGGGATCTCGTGTCCTGCTGATATGTTGGAAAGATTTTCAAACTGTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida		Leptocytheridae		Leptocythere		Leptocythere lacertosa				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		0.14		-		-		-		0.03		-		-		-		-		-		-		-		-

		IM-O541IB		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCTTCGGACTGGCTGCTGGTGGGGTCAAACCTGCTGGCGGATCGGGAAGATGTTCAAACTGTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Arthropoda		Ostracoda		Podocopida		Loxoconchidae		Cytheromorpha						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-F3CP6K		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGAACTTCGGACTGTCCGCCTGTGGGACATTCGTGTTCCGCTGGTGGATCGGGAAGATGTTCAAACTGTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida										Target				2		-		-		-		0.02		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K55Y17		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCTTCGGACTGACCACTAGTGTGGCCTCGTGTCATGCTGGTATGTTGGAAAGATGTTCAAACTGTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Arthropoda		Ostracoda		Podocopida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.22		-		-		-		-		-

		IM-KM29TD		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCTCACGGACTGCGAGCTGTGCCGGCGGCGGCCTCGGCCGTCGTGGCGCAGCGAGCGGAAAGTGAGACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Bugulidae								Target				1		-		-		-		4.46		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5IOJ12		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCTCACGGACTGCGAGCGGCACTCGGCGCTTTCGGGCGTCGCGCCGCGAGCGGAAAGTGAGACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Flustridae								Target				1		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3MA67K		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCTCACGGACGGCGAGCGGCACCCGTCGGCTTCGGCCGTCAACGGCGTCGCGAGCTGAAAGTGAGACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8C0JP8		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCTCACGGACTGCCTGTGGCACCCGTCGGCTTCGGCCGGTTACGGCGTCGCGAGCGGAAAGTGAGACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida										Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NU84RG		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCTCACGGACTACGCGCGGCACACGGCGTCTTCGGGCGCCGCGCCGCGTGCGGAAAGTGAGACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida										Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-58YCB0		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCCCGCGGACCGCGGGCGGCATCCGGTGGGAGACTGCCGCGCCGCCTGTCGGGAAGCGGTACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae		Amathia		Amathia verticillata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		0.02		0.02		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S7JDS0		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCCCGCGGACCGCGGGCGGCATCCGACGGGAGACCGTCGCGCCGCCGGCTCGGGAAGCGGTACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae		Amathia						Target				4		-		-		-		0.02		0.02		0.03		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2PLB8N		CGCCCGTCGCTACTACCGATTGAGTGGTTTAGTGAGGCCCGCGGACCGCGCGCGGCACCCGACGGGAAACCGTCGCGCCGCGCGCTCGGGAAGCGGTACGAACTTGATCACTTCTAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae								Target				1		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3S1P50		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCCTCGGACCCGCTGCCGGCGACTCGCGAGAGACGCTGGCGAGGGGGGAAGACGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Bryozoa		Stenolaemata		Cyclostomatida		Crisiidae		Crisia						Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I8OI5S		CGCCCGTCGCTACTACAGATTGAATGATTTAGTGAGGTCTTCGGACTGGACCTGTGCAACCGGCAACGGTGGCATTGCTGTTTCGGAAAGACGACCAAACTTGATTATTTAGATGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cephalorhyncha		Kinorhyncha		Cyclorhagida										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		0.16		-		-		0.02		-		-		-		-		-		-

		IM-X3781U		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCTTCGGAGAAGTCACCCGGCGCGGCTAACGCTGAGCTGTGGTCGATATCGAAGTTGGTCGAACTTGCTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cephalorhyncha		Loricifera		Nanaloricida		Pliciloricidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-

		IM-T7R5AP		CGCCCGTCGCTACTACCGATCGAACGATGTAGTGAGGTCCTCGGACTGGCATCTACTCGGAAGCCGGGTTCGCTCGGTAGAAGAGCTTGTTTGCCGGGAAGAGTACCAAACTGAATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chaetognatha		Sagittoidea		Aphragmophora		Sagittidae		Parasagitta						Target				7		-		-		0.04		-		-		-		-		-		-		-		-		-		-		0.06		0.02		-		0.04		0.03		0.07		0.02		-		-		-

		IM-ZTEG21		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGTCCTCGGATCGGCCCCGCCGGGATCGGTCACGGTCCTGGTGGAGCGCCGAGAAGACGATCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae								Target				5		0.97		-		-		-		-		0.53		0.46		0.08		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-450S9Y		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGTCCTCGGATCGGCCCCGCCGGGGCTCCTCGCGGGCCCTGGCGGAGCGCCGAGAAGACGATCAAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Actinopterygii												Target				3		0.05		-		-		-		-		0.22		0.34		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WILW70		CGCCCGTCGCTACTACCGATTGAATGGTTCAGTGAGATAATCGGATAGGTAACTCGGTAAGCAGCAATGTTTACCAAGCATACATAGAAGACGATCAAACTCAGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Appendicularia		Copelata		Oikopleuridae		Oikopleura		Oikopleura dioica				Target				3		0.12		-		-		-		-		0.04		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-716Z4T		CGCCCGTCGCTACTACCGATTGAATGGTTCAGTGAGATAATCGGATAGGTAACTTGGTAACTTGCAAAAGTTACCGAGCATATTTAGAAGACGATCAAACTTAGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Appendicularia		Copelata		Oikopleuridae								Target				6		0.03		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		-		-		0.03		0.02		0.03		-		-		-		-

		IM-XS809Z		CGCCCGTCGCTACTACCGATCGAGCGCCCTAGCGAGGTCGTCCGATTGTCGCCGAGGCCGGCTTTTACGAGCTGCGCATCCGACGAAAAGGCGATCGAACTCGAGCGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Aplousobranchia		Didemnidae		Diplosoma		Diplosoma virens				Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-13FK8H		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCCGATTGGACCTGGCGCGGCCGGCAACGGTCGAGCCGGCGTCCGAGAAGACGATCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Phlebobranchia		Ascidiidae								Target				5		0.13		-		-		4.47		0.16		0.39		1.46		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3WRN3M		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCCGACTGGATCTGGCGCGGTCGGCAACGGCCGAGCCGGCAACCGGGAAGACGATCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Phlebobranchia										Target				1		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H7WAK3		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCCGACTGGATCTCGCACGGTCGGCAACGGCCGAGTTGGGAACCGGGAAGACGATCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Phlebobranchia										Target				2		-		-		-		0.03		1.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U37K9H		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGATTGACCCCTCTGTGGTCGGCAACGACTGCGGAGGCGCGTTGAAAAGATGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Molgulidae		Molgula		Molgula occulta				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.02		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7ZJ0Y5		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCTCTCGGATCGGCCCCGCTGTGGCTGGCAACAGTCCTGGCGGCGCGCTGAAAAGACAGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Molgulidae		Molgula						Target				3		-		-		-		0.41		0.21		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8VP00C		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCTCTCGGATTGGCCCCGCTGTGGCTGGAAACAGTCGCGGCGGCGCGCTGAAAAGATAGTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Molgulidae		Molgula						Target				2		-		-		-		0.14		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1X4K3U		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCTTCGGATTGGCCCCGCTGTGGCTGGAAACAGTTGCGGCGGCGTGTTGAAAAGATAACCAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Molgulidae		Molgula						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2M6J40		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGACGTCGGATTGGCCCCGCTGTGGTTGGAAACGGCCTCTGCGGCGCGCCGAGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Molgulidae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.02		-		-

		IM-AD396Q		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTTGGATCGGCCCCGTCGCGGCTGGCAACGGCCGCGTCGGCGCGTCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Ascidiacea		Stolidobranchia		Styelidae								Target				3		-		-		-		0.03		10.83		-		0.29		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-34BRW5		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCAGTCGATCGGCCCCTCTCGGGCCGGCAACGGTCTGGAGGAGCGCCGAGAAGCCGATCAAACTTGACCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Chordata		Leptocardii				Branchiostomatidae		Branchiostoma		Branchiostoma lanceolatum				Target				1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5T2Y1S		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTCCTGATTGGCGCCACCGCCCCGGCAACGGAGCAGTGGACTGCCGAGAAGTTGTTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Anthozoa		Actiniaria		Actiniidae								Target				3		-		-		-		-		0.07		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08

		IM-QD743N		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGACTCCTGATTGGCGCCGCCGCCCCGGCAACGGAGCAGCGGACCTGCCGAAAAGTTGTTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Anthozoa		Actiniaria										Target				2		0.02		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2X9X3U		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTCCGGATTGGCACTGTCAGATGGGCTTCTGTTCATCCGACGGACGTCAAAAAGTTGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Anthozoa		Alcyonacea										Target				2		0.03		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I1YBW0		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCTGGATTGGCGCCTTTGCGGCTTCACGGCTGCGGAGGTACCGAAAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae								Target				3		-		-		-		-		0.14		0.02		-		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6KZ99G		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATTTTCTGATCGGCGGCAGTAGGACTTCGCGGTCCCGCTGTTCTGTCCGAAACGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corymorphidae		Corymorpha		Corymorpha nutans				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		0.47		4.62		1.73		-		-		0.07		-		-		-		-		-		-		-

		IM-FR8035		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCTGATTGGCATCAGTAAGACTTAACGGTCTAACTGCACGTCCGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corymorphidae		Euphysa						Target				11		-		0.02		-		-		-		-		-		-		-		-		0.04		0.57		0.11		0.12		0.35		-		1.19		0.05		-		-		2.49		0.13		0.08

		IM-T9W6IL		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCGGATTGGCGCCAGAACGGCTTTATTGACGCTTTGGATGCCGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corynidae		Sarsia						Target				1		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L6U5K7		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCGGATTGGCGCCATCGTGGCTTCACGGCCGTGACGGAATGCCGAAAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Hydractiniidae								Target				1		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R04HQU		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCGGATTGGCGCCATCGAGGCTTCGCGGCCTTGACGGACTGTCGAAAAGTTGCTCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Pandeidae								Target				7		-		0.21		-		-		-		-		-		1.52		0.06		0.02		-		-		-		-		-		-		-		-		0.03		0.07		0.02		-		-

		IM-7X74Y9		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCGGATTGGCACCATCGCGGCTTCGCGGCTGTGACGGAATGCCGAAAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		0.86		1.83		-

		IM-326US4		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCGGATTGGCGCGAGAAAGGCTTCACGGCCGTTCTTTGCTGCCGAGAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-

		IM-84BF98		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCTGATCGGCGTCAGTAAGACTTAACGGTCTGTCTGTACTGTTCGAAACGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-24Z54K		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCGGATTGGCGCCATCGCGGCTTAACGGCTGTGAGGGATTGTCCGAAAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				3		-		-		-		0.60		-		-		-		0.08		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4QOA5X		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCGGATTGGCACCACTGAGGCTTCACGGCTTTGGCGGACAGTCGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				1		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B0F735		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCCGGATTGGCGCCTTCGTGGCTTTATTGCTGTGATGGATGCCGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				1		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-51CCJB		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCTGGATCGGCGTCGCTACGGCTTCACGGCTGTTGTTGACTGCCGAGAAGCTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Anthoathecata										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.99		-		-		-		-		-		-		-		-		-		-

		IM-V48Z32		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGTACTTTGGATTGGCGCTATGGAGGTTCCTTTGGGATCTCTTTAGATTGCTGAGAAGTCGCGCAAACTAATCTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Aequoreidae								Target				1		-		-		-		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SASA62		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCTGGATCGGCGCTGTGCAGGTCGCAAGACCAGCTTCAGCTGCTGAGAAACTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Campanulariidae		Obelia						Target				2		-		-		-		0.11		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-208GH1		CGCCCGTCGCTACTACCGATCGAATGGTTTAGTGAGATCTTCGGATCGACCTACTTGTTACCTTTATTGGTACAAGATGGTGTTGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Haleciidae		Halecium		Halecium halecinum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PX4692		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAAGTCTCAGGACTGGCTGCCTTGCCCTTCACGGGGTCAGGGATTAAGTCGGGAATTTGATTGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Laodiceidae		Laodicea		Laodicea undulata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6Y4QPJ		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAAGTCTCAGGATTGGCTGCCTTGCCTTTTACGAGGTCAGGGATTTAGCCGAGAATTTGATTAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Laodiceidae		Melicertissa						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.01		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0CWF4M		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAAATCCTCAGATTGGCACCCTTGCTCTTTACGGAGTCGAGGGATCGCCGAGAAGTTGATTAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Laodiceidae		Staurostoma		Staurostoma mertensii				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-24W17B		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCGGGATTGGCACTATTGGAGCTTTTCGGAGCTTTGATAGGTAGCTGCGAACTTGCTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Mitrocomidae		Mitrocomella		Mitrocomella polydiademata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.02		-		-		-		-		-		0.05		0.03		-		-		-		-		-		-		-		-		-		-

		IM-47Y6U9		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCGGGATTGGCACTGTAGAAGACTTTCGGGTCTTTTGCATGTCGCTGCGAACTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Mitrocomidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J863P8		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGAGCTCCGGACCGTCACTGTGGGCCTTTCACGAGGCTCCGCATGTTGGTGGGAAGCTGCTCGAACTTGACTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Phialellidae		Phialella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RD65UQ		CGCCCGTCGCTACTACCGATTGAACGGTTTAATGAGATCTCCGGATTGGCCTCCTCTGCGCTGGTTCTCCGGTGCACTGCGTGGCCGAGAAGTTGCTCGAATTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Plumulariidae								Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-416UX5		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCTGGATTGGCTGCCTTGGTACCTTCACGGGTCCAACGGTTTAGCCGAGAAGCTGCTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Sertulariidae								Target				1		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3046IB		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATGTTCGGATTGGCGCTGCCGCTCTTTAGGGAGTCGGTGGATTGTCGAGAAGTTCATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata										Target				1		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UZU368		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATGTTCGGATTGGCGCCACTGCTCTTCACGGAGTCGGTGGACTGCCGAAAAGTTCATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata										Target				3		0.22		-		-		-		-		0.46		-		1.54		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KM2K9S		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTTGGATTGGCGCTGTAGAGGTGGCAACATTTCTATACGTGCTGAAAAATCGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Leptothecata										Target				3		-		0.06		-		-		-		-		-		-		0.27		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-33CWX2		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCGGATTGGCACCGTCGCGGCCTCACGGAAGTGATGGTGCCGAAAAGTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Hydrozoa		Siphonophorae										Target				3		0.02		-		0.02		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-GI322J		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGAAATTCGGATTGGCGCCAGCGCCCTAACGGGAGTTGGATGTCCGAAAAGTTTTTCTAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Cnidaria		Staurozoa		Stauromedusae										Target				3		-		-		-		-		-		0.05		0.05		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6JM3P2		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCGAGATTGGCGACGCCATGCCGCGAGGCACGGTGCCGCCGAGAACTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Ctenophora		Tentaculata												Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BM07UW		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGACGGGCCGCGGCGGGGCGCCTCTGGCGCCTCGCTCGTGCGCCCGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Echinodermata		Asteroidea												Target				3		0.01		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-4OYBC0		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATCGTCGGCGTCGGGACGGCTCTGCCGTCTCGTTCTGCATGACGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Echinodermata		Echinoidea		Spatangoida										Target				13		-		0.06		-		-		-		-		-		-		0.03		0.14		-		-		-		0.04		0.31		0.03		0.06		0.20		2.60		0.52		20.82		3.41		2.47

		IM-0KG774		CGCCCGTCGCTACTACCGATCGAATGGTTTAGTGAGATCATCGGATCGACCGCCTGGGACCGGCTCTGCCGGTTCCGCGGCGTGACGAAAAGACGACCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Echinodermata		Holothuroidea		Apodida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.47		-		-		-		-		-		-		-

		IM-13T4FO		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATCGGCCGGGTCGGGCCGGTTCGCCAGCTCGATCGTGTGCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Echinodermata		Ophiuroidea												Target				6		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		1.07		6.31		-		0.03		0.19		0.03

		IM-L3UM0D		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATCGGCCGGGTCGGTCAACCGGTTCGCCGGCTCGATCCTGTGCCGAAAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Echinodermata		Ophiuroidea												Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.21		0.02		-		-		-		0.21		-		-		-		-

		IM-9OZ283		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATTGGGCCTTACTCGTGCGCAAGCATGGATGAGGTCTGAGAAGAAACTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae		Chaetonotus						Target				1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GG0E97		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGAACCTCGGATCGAGCCCTGGCCGTGCGCAAGCATGGTCGAGGCTTGAGAAGAAGCTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae		Chaetonotus						Target				3		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		0.07		-		-		-

		IM-9M25ON		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATCGGGCCTTGTTCGTGCGCAAGCATGGACGAGATCTGAGAAGAAACTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target				13		-		0.13		0.29		-		-		0.05		0.02		0.11		0.02		0.57		0.02		0.03		0.06		0.17		-		-		-		-		-		0.06		-		0.02		-

		IM-R5QO1L		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATTGGGCCCTGTTCGTGCGCAAGCATGGACGAGGTCTGAAAAGAAACTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTATTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target				6		-		-		-		-		-		-		-		-		-		-		-		-		0.10		0.16		0.06		0.02		-		0.02		-		-		0.05		-		-

		IM-WQJH11		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGAACCTCGGATCGGACCCTGTTCGTGCGAAAGCATGGACGAGGCCTGAGAAGAAGCTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-

		IM-Q1FU9Z		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATTGGGCCTCGATCGTGCGTAAGCATGGACGAGGACTGAGAAGAAGTTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target				2		-		-		-		0.08		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9EM235		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATCGGGCCTTGCTCGGGAGCAATCCTGTACGAGGTCTGAGAAGAAGTTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target				6		-		-		-		0.06		-		-		-		-		-		-		-		-		-		0.09		0.05		-		0.08		0.07		0.02		-		-		-		-

		IM-DR3B9U		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATTCTCGGATCGGGCCTTGCTCGAGGTAAAACTTGTACGAGGTCTGAGAAGAAGTTCAAGCTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Gastrotricha				Chaetonotida		Chaetonotidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.02		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TA9BB4		CGCCCGTCGCTACTACCGACTGCCAGAGTGCTCGATGTGATCGGACTGGACCCGACCGGAGGTTTCCTCAGGTCGGTGGCCGGGAAGTTCATAAAGGGTCCGCTGGTGGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Cephalodasyidae		Cephalodasys		Cephalodasys turbanelloides				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.36		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O28IS3		CGCCCGTCGCTACTACCGACTGTTCGCTTCGTTGAGGAAATCAGATTGGCGCCTCGCAGTGGGCAACCATTGCGATGGAGCCGAGAAGATTTCCAAGACCGAGCGAATGAAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Cephalodasyidae		Mesodasys		Mesodasys adenotubulatus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-79ZSOT		CGCCCGTCGCTACTACCGACTGTTCGCTTCGTTGAGGCTGTCGGATTGGTGCCTCGCAGTGGGTTCTGCTCAGTGCGATGGCGCTGAAAAGACTGCCAAAGCCGAGTGAATGAAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Cephalodasyidae		Mesodasys						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.22		-		-		0.08		-

		IM-9V77NB		CGCCCGTCGCTACTACCGACTGTTCGCTTCGTTGAGGGAATCGGATCGGTACCTCGCAGTGGGCAACCAGTGCGATGGCGCTGAAAAGATTTCCAAGACCGAGCGAATGAAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Cephalodasyidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.09		0.14		-		0.27		-

		IM-Z898D8		CGCCCGTCGCTACTACCGACTGCCAGGGTGCTCGATGTGATTGGACCGGACCCGACCGGTGGTTCGCCACAGATCGGTGGCTGGAAAGTTCATAAAGGGTCCGCTGGTGGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Cephalodasyidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11

		IM-IXV768		CGCCCGTCGCTACTACCGATTGAATGGTTTAATGAGATCGCTGGATCGGAGCCTAGCCAACAAGTGCGCGCAAGCGCAGGCGTAGCTAGCGCACCTGAGAAGGCGAGCGAATTCGATTTCGAAAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Dactylopodolidae		Dactylopodola		Dactylopodola baltica				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0S9ILJ		CGCCCGTCGCTATTACGGACTGAACTTTCTGTGGAAAACATTGGATTGACTTGTTATGGTTGCAAGATCGTAGCTTTAGTTGAGAAGATGTTTAACACTGAATGTTTGAACGAAATAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Lepidodasyidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-HL4996		CGCCCGTCGCTATTACGGACTGAACTTTCTGTGGAAAACACCGGATTGGCTGGTTAATGTTGAAAGGCGTTAGCTTTAGCTGAAAAGATGTTTAACACTGAATGTTTGAACGAAATAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Lepidodasyidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		0.52		-		-		-		-		-		-		-		-		-		-		0.12		-		-

		IM-B440RR		CGCCCGTCGCTACTACGAATCGAGCGCGATGCTGAGAAGTTCGGACTGACCCCGCTGTGGCGTTTCGCGCGTCACGGCGGAGCGTTGGGAAGTATTTCTAGGCACCGCGTTTAGACGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Macrodasyidae		Urodasys						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		0.79		1.52		-		-		-		-		-		-		-		0.05		-		0.03		-		-		-		-		-		-		0.11		-		-		0.13

		IM-07XTFI		CGCCCGTCGCTACTACGAATCGAGTGCGATGCTGAGTAGTTCGGACTGACCCCGTTACGGCGTTTCGCGCGTCGCGACGGAGCGTTGGGAAGTACTGCTAGGCACCGCATTTAGACGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Macrodasyidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-F945E5		CGCCCGTCGCTACGACCGACTGGCTGTTGGGTAGAAGCCGCAGGATTTCGCCTTGTCGACGGGCAACCGTCGGCGGGGGTCGGGAGAATGTGGCTAATATCCAGCGATCGGAGATCGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Planodasyidae		Crasiella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.10		-		-		0.13		-

		IM-S993TQ		CGCCCGTCGCTACTACCGATTGGACGCATTATCAAGGCCTTTGGATCGGAGTCAGAATTGATAGCAATATCGAATCTGTACACTGAGAAGCAGGTCGCGATTGTACGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae		Tetranchyroderma		Tetranchyroderma megastomum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UG3Y8P		CGCCCGTCGCTACTACCGATTGGACGCATTATCAAGGCCTTTGGATCGGCATCAGAATTGATGGCAACATCGAATCTGAGTCGCCGAGAAGCAGGTCGCGATTGTACGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae		Tetranchyroderma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		0.18		-		0.04		-		-		-

		IM-Z598K6		CGCCCGTCGCTACTACCGATTGGACGCATTATCAAGGCCTTTGGATTGGCATCAGAATTGCTGGAAACAGCGATTTTGTTCGCTGAGAAGCAGGTCGCGATTGTACGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae		Tetranchyroderma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5ZU693		CGCCCGTCGCTACTACCGATTGGACGTATTATCAAGGCCTTTGGATTGGCGTCCATGTTGAAGGAAACTTCGACGCGGTTCTGCCGAGAAGAAGGTCGCGATTGTATGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.02		-		-		-		-		0.02		0.18		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5XP580		CGCCCGTCGCTACTACCGATTGGACGCATTATCAAGGCCTTTGGATCGGCATCAGCACTGATGGCAACATCGGAGCTGTTTCGCCGAGAAGCAGGTCGCGATTGTACGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-DSOU34		CGCCCGTCGCTACTACCGATTGGACGTATTATCAAGGCCTTTGGATTGGCGCTGGTGTTGGAGGCAACTCCGACGCTGTGCTGCCGAGAAGAAGGTCGCGATTGTATGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.05		-		-		-		-

		IM-43SR8D		CGCCCGTCGCTACTACCGATTGGACGCATTATCAAGGCCTTTGGATCGGCATCAGCATTGGTGGCAACACCGAAGCTGTTTCGCTGAGAAGCAGTCCGCGATTGTACGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gastrotricha				Macrodasyida		Thaumastodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		0.25		0.06

		IM-L1897P		CGCCCGTCGCTACGACCGACTGTTTCTGTCAATGAAGCTGTAGGATCTGGCCCTGGCAGGGCTTTACGGCCTGGCCGTGGGCTTGGAGATCACATTTTAGTTGATACGAAATACAGGACGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gnathostomulida				Bursovaginoidea		Austrognathiidae								Target				3		-		-		1.19		-		-		-		-		-		-		-		-		-		0.16		-		-		-		-		-		-		0.05		-		-		-

		IM-698G0A		CGCCCGTCGCTACGACCGACTGTTTCTGTCAATGAAGCTGTAGGATCTGACTCTGGCAGGGCTTAACGGCCTGGCCGTGAGGCTGGAGATCACATTTTAGTTGATACGAAATACAGGACGTAAAAGTCGTAACAAGGTTTCC		Animalia		Gnathostomulida				Bursovaginoidea		Austrognathiidae								Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0M9R8B		CGCCCGTCGCTACTACCGATTGAACGGTTTAGTCAGGTCTTCGGATCGGCGCGCGGCGGGACCGCTCGCCGGCCTCGCTGGCGCGCCGAGAAGATGATCGAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Hemichordata		Enteropneusta				Harrimaniidae								Target				2		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-

		IM-X40H62		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCATTGGACCGGCCCCGCTGGGGTGCTTCATCCCGCCGGTGCGCCGGGAAGACGCTCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Kamptozoa		Entoprocta		Solitaria		Barentsiidae		Barentsia						Target				1		-		-		-		-		0.49		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z9H6KG		CGCCCGTCGCTACTACCGATCGTTCCAGTTAATGAGCGCCTCGGATTGGTCCCTCGAGCGGGTTCGCCCGCCCTTGGCGTCGCCGAGAAGATGTGCAAATTATCTGGAATAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Adapedonta		Hiatellidae		Hiatella						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-R9M36M		CGCCCGTCGCTACTACCGATCGTTCCCGTTAATGAGCGCCTCGGATTGGTCCCGTGGCCGGCTTCGCGGCCGGCTTTGGCGTGCCGAGAAGATGTGCAAATTATCAGGAATAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Adapedonta		Pharidae		Ensis						Target				1		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9GO252		CGCCCGTCGCTACTACCGATCGCCCTTGAGAATGAGCCTGTCGGATTGGACCCGGTGAGCGGGCGCTTGTCGCCTGCGAGCTCTGGATGTGCCGAGAAGATCGGCAAATTCCCTGGGGTAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Cardiida		Cardiidae		Acanthocardia		Acanthocardia tuberculata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		0.06

		IM-R88IML		CGCCCGTCGCTACTACCGATCGCCCTTGAGAATGAGCCTGTTGGATTGGACCCGGTGAGCGGGCCGCTTAACCGTGGCCTGCGAGCTCTGGTGTTTGCCGAGAAGATGGGCAAATTCCCTGGGGTAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Cardiida		Cardiidae		Parvicardium		Parvicardium minimum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-E257T5		CGCCCGTCGCTCCTACCGATTGAGCGATCCGGTGAATTAGACGGACTGAGGTATCGCTAGTTCGCTAGCGGAACCACGGAAAGTTTTGTGAACCTTATCGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Cardiida		Cardiidae		Tridacna		Tridacna hemolymph				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-89UL37		CGCCCGTCGCTACGACCGATTGTTCCAGTTAATGAGCGATATGGATGAGTCCCGTGATCGGCTTGCCCGTGATCGTTGGGCTGAGAAGTTGGACAAATTATCTGGGGTAGAGGACGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Cardiida										Target				4		24.18		-		-		-		-		-		0.03		-		-		-		-		0.06		-		-		0.11		-		-		-		-		-		-		-		-

		IM-ZF23ZW		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGCTCCTCGGATTGGTCCCGACACGGTGGGCAACTATCGAGTCGGTGTGCCGAGAAGACGAGCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Carditida										Target				3		0.07		-		-		-		-		-		0.05		0.29		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-74BN5W		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGCTCCTCGGATTGGTCCCGGAATGGGTGGCAACATCCGTACCGGTGTGCCGAAAAGACGAGCAAACTTGAACGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Mytilida		Mytilidae		Modiolus						Target				3		0.06		-		-		-		-		0.08		0.35		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4H8O27		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGATCCTCGGATTGGTCCCGGGACGGCGGGCAACTGTCGACCCGGCGTGCCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Nuculida		Nuculidae								Target				2		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-

		IM-GZJ772		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGCTCCTCGGATTGGTCCCGACACGGGGGGCAACCCTCGAGTCGGTGTGCCGAAAAGACGAGCAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Pectinida		Pectinidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-18IV87		CGCCCGTCGCTACTACCGATTGAGCGGGTTAGTGAGACCCTCGGATTGGTCCCGGTACGGAGGTTCTCCTTCGAGCCGTGGTTGCCGAGAAGACGGTCAAACTTGCCCGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Bivalvia		Pectinida										Target				1		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ONGL60		CGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATTGGACCCGTGGGCCCGCTTCGCGGTGGGCCGTCGGTGGCCGAGAAGATGCGCAAATTGACCGGGGTAGAGGTCGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Venerida		Mactridae								Target				1		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U3RHP1		CGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATTGGTCCCGTAGGCTGGCTTTCGGGCTGGCTCTCGGCGTGCCGAGAAGATGCGCAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Bivalvia		Venerida		Vesicomyidae								Target				9		0.01		-		-		-		0.25		-		0.07		-		-		-		-		-		-		-		0.08		0.03		0.06		-		0.24		0.75		-		-		0.87

		IM-K814X7		CGCCCGTCGCTACTACCGATCGAACGGTTAAGCGAGGCCCACGGAGCGGTCGCCGGCGCTTCTCGGCGGGCGCGAGCTCGCCCCGCGTCGGTCCGGCCGCGAAGTAGGTCGAACTTTACCGTTTAGAGGTCGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Caudofoveata		Chaetodermatida		Chaetodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-60XTJ4		CGCCCGTCGCTACTATCGATTGAGCGGTTCAGTGAGGGCCTCGGATTGGTCACGGTCTGCTGCGAAAGCGGCGGCACCGATGGCCGAGAAGAAGTCCGAACTCGATCGCTTGGAGAAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda		Cephalaspidea		Aglajidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-

		IM-XN9793		CGCCCGTCGCTACTATCGATTGAGCGGTTCAGTGAGGGCCTCGGATTGGTCACGGTCTGGCATGCAAGTGCCGGCACCGATGGCCGAGAAGAAGTCCGAACTCGATCGCTTGGAGAAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda		Cephalaspidea										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		6.03		-		-

		IM-ZKB4N6		CGCCCGTCGCTACCATCGGTGAACGGTCTAGCGAGGGCCTCGGACCGGCGACGAGTCCTCCCCTCGCGGGGTGGGGTTCTTCGCCGGGAAGACGCCCGAACTCGGTCGCTCGGAGATAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda		Nudibranchia		Embletoniidae		Embletonia						Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S2JY68		CGCCCGTCGCTACTATCGATTGAGCGGTTCAGTGAGGGCATCGGATCGGTCGCGGCCTGGGGTTCGCGCCCCGGCGCCCGCGCGCCGAGAAGACGCTCGAACTCGATCGCTTGGAGAAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda		Nudibranchia										Target				1		-		-		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0PA680		CGCCCGTCGCTACCATCGGTGAACGGTCTAGCGAGGGCCTCGGACCGGCGCGGATTCCTTCCTTTACCGGTTGGGCTCCTCGCCGGGAAGACGCCCGAACTCGGTCGCTCGGAGATAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda		Nudibranchia										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.57		-		-		-		-		-

		IM-G4EW2S		CGCCCGTCGCTACTATCGATTGAGCGGTTCAGTGAGGGCCTCGGATTGGTCTCGGTCTGGCGTGCAAGCGCCGGCACCGTTGGCCGAGAAGAAGCTCGAACTCGATCGCTTGGAGAAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda												Target				1		-		-		-		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5YSR4Y		CGCCCGTCGCTACTACCGATTGAACGGTTTAGTGAGGTCCTCGGATTGATCTCGGCCCGCCCTTCACCGGGCGGCGCCGTTGATCGAGAAGACGCCCGAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Gastropoda												Target				1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I3Q110		CGCCCGTCGCTACTACCGATCGAGCGGATTACTGAGGAACGAGGACTGGCCCCGCACGAGGGCTCTCGCTAGCCGGGGGCCCTCCGCGGTGCGCCGGGAACCGCTCCGAAGTGCTCTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTATCC		Animalia		Mollusca		Scaphopoda		Gadilida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.16		-		-

		IM-ICC3T0		CGCCCGTCGCTACTACCGATCGAACGGCTCAGAGAGGGCGCCGGATCGAGGAGCCGGCGCGCGCGGGTCCGCCCGCGCCGCGGCCGATCGACGATGCGTCCGAACTCGGCCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Mollusca		Solenogastres		Pholidoskepia		Dondersiidae		Micromenia		Micromenia fodiens				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.21		-		-

		IM-39BMTS		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGAACAGGGACTGCATTTGAGTGGCCCTTTCGGGCTGCTCCCTTGTGGAAACTGTTTTGATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Araeolaimida		Axonolaimidae								Target				1		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-MZ911T		CGCCCGTCGCTACCCGGGACTGAACCGTTTCGAGAAGAACAGGGACTGCCATTGAATGGCCCTTTCGGGCTGCTCTCTCGGTGGAAACCGTTTTAATCGGTATGGTTTGAACCGGGTAAAAGTCGTAACAAGGTTTCT		Animalia		Nematoda		Adenophorea		Araeolaimida		Axonolaimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.03		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QH5A48		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAAAGCGGGGACTGTGGCTGACTGGCGTTTCGGCGTTGGTCTTTCGCGGAAACCGCGTTAATCGCGATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Araeolaimida		Leptolaimidae		Leptolaimus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-

		IM-0CQ3VC		CGCCCGTCGCTGCCCGGGACTGGACCGTTTCGAGAAAGGCGAGGACTGCCGCTGTCGGGGCTTTCGGGCTTTGGCATGTGGTGGGAATCGCTCTGATCGCAGTGGTCTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Araeolaimida		Leptolaimidae								Target				3		0.01		-		-		-		0.04		-		0.20		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W4853R		CGCCCGTCGCTGCCCGGGACTGGACCGTTTCGAGAAACGCGGGGACTGCCGCTGTTGGGGCCTTCGGGCCTTGGCATGTGGTGGAAACCGCTCTGATCGCAGTGGTCTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Araeolaimida		Leptolaimidae								Target				1		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6FQ07H		CGCCCGTCGCTACTACCGATTGGACGATCTTATGAGGTGTTTGGACATGGCTGCAAGCAGCCATCTGGCTATTTGTGAGCTGCAGAATTTCATCAAATAGGTTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Choniolaimidae		Latronema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-22SFK7		CGCCCGTCGCTACTACCGATTGGGAAAATTTCAGAACCGGTAGGACTGGGACTTGTTCGGCTTCACGGCCTTACTTGTCCTGGAAATACCTGTTATGATATTTTCCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Chromadoridae		Dichromadora						Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		0.07		-		0.29		-		-		-

		IM-E7E0JX		CGCCCGTCGCTACTACCGATTGGGAAAATTTCAGAATGCTTAGGACCGGGACTTGTTCGGCTTCACGGCCTTACTTGATCTGGAAATAAGTATAATGATATTTTCCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Chromadoridae								Target				19		0.02		0.51		-		0.08		0.07		0.81		-		0.03		1.82		0.43		0.12		0.18		0.02		-		0.05		-		0.15		0.18		0.10		0.15		0.08		0.04		0.03

		IM-0HHI8R		CGCCCGTCGCTACTACCGATTGGGAAAGTTTCAGAATGCTTAGGACTGGAACTTGTTCGGCCTCACGGCCTTACTTGATCTGGAAATAAGTATAATGATACTCTCCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Chromadoridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		0.02		-		-		-		0.03		-		-		-		-		-		-		-		-		-

		IM-F5D3FL		CGCCCGTCGCTACTACCGATTGGGAAAATTTCAGAAAACTTTGGACTGGACCTTGTTCGGCTTCACGGCCTTACTTGATCCGGAAAAAAGTTTAATGATATTTTCCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Chromadoridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.05		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-838A8I		CGCCCGTCGCTACTACCGATTGGGAAAATTTCAGAGTCTTTAGGACTGGGACTTGTTCGGCTTCACGGCCTTACTAGATCCGGGAATAAATACAATGATATTTTCCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Chromadoridae								Target				1		-		-		-		-		-		-		-		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7UD0NZ		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAGAACAGGGACCGCCGTTGAAGGGCCCTAACGGGCTTTTCTCTGGTAGAAACTGTTTTAATCGCAGTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Comesomatidae		Sabatieria						Target				10		-		0.02		-		0.02		-		-		-		-		0.13		0.27		0.03		-		0.05		-		-		-		-		0.04		0.02		0.09		-		0.02		-

		IM-FLFI99		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAGAGCAGGGACTGCCGTTGAAGGGCCTTCACGGGCTTTTCTCTGGAGGGAACTGTTCTAATCGCAGTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Comesomatidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-

		IM-7G8L85		CGCCCGTCGCTGCCCGGGACTGAGCCATTTCGAGAAGAACAGGGACTGCTGTTGATTGGCCCTCACAGGCTTTTCTCTGGTGGAAACTGTTTTGATCGCAGTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Comesomatidae								Target				2		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.15		-		-		-		-

		IM-6UWB61		CGCCCGTCGCTACTACCGACTGGCCGAATTTTTGAGGTGTCTGGACCTGCGTTGGCACTGCTTTATGTGGCGCCATCGCGGGGAAATTCCCCGGAAATGTTCGGTTGGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Cyatholaimidae		Paracanthonchus		Paracanthonchus caecus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-793F1O		CGCCCGTCGCTACTACCGAGTGGTCGATTTTGTGAAGTCTCTGGACCGGACTTTACCTCGGCTTCCGTTGAGGTTTTGACTGGGAAACTGATTAAACATGATCGACTCGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Cyatholaimidae		Pomponema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		0.04		-		-		-		-		-		0.02		0.02		-		-		0.04		0.03		0.02		-		-		-		-		-		-		-		-

		IM-3NTL3M		CGCCCGTCGCTACGACCGAGTGAACTGTTTGCTGAGGTGATTGGACCGGGGTTGCTTTGGTTTTACTGATGTGACTTTGGAAATTTCTCCAAAGTTGATGGTTTCGAGGACGTAAAAGTCGTAACAAGGTTATC		Animalia		Nematoda		Adenophorea		Desmodorida		Cyatholaimidae		Xyzzors						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M293Y5		CGCCCGTCGCTACGAGGGACGGCGCCGTTTACTGAAATCATCGGACTGAGGACTGTTGGGCTTATGCCTGGCTGTCTTTGGAAACACGATTTAAGTTGATGGCGTGGACCACGTAAAAGTCGTAACAAGGTTTTC		Animalia		Nematoda		Adenophorea		Desmodorida		Desmodoridae		Croconema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O48SYY		CGCCCGTCGCTACGAGGGAGTGGACCATTTACTGAAGTCTTTGGACTGGAGTGTTGTTGGTTTTACTGACATCACTTCGGAAATTAGCCTAAAGTTGATGGTCTCGACCACGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmodorida		Desmodoridae		Spirinia						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-		0.04		0.04		-		-

		IM-1S1XBF		CGCCCGTCGCTACGAGGGACGGCGCCTTTTACTGAAATCGTTGGACTGAGGACAGCTGGGCTTATGCCTGGCTGTCTTTGGAAACATGATTTAAGTTGATGGCGTGGACCACGTAAAAGTCGTAACAAGGTTTTC		Animalia		Nematoda		Adenophorea		Desmodorida		Desmodoridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.03		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-96QYJW		CGCCCGTCGCTGCCCGGGACTGAGCCAGTTCGAGAAGAACAGGGACTGCCGATTCGGGGCCGTTCGGTACCTTATTGTGTGGAAACTGTTTTGATCGCATTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmoscolecida		Desmoscolecidae		Desmoscolex						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9X39HC		CGCCCGTCGCTGCCCGGGACTGAGCCAGTTCGAGAAGAACAAGGACTGCCGATTCGGAGCCGTCAGGTTCCTTATCTGGTGGAAATTGTTTTGATCGCATTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmoscolecida		Desmoscolecidae								Target				1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6PL727		CGCCCGTCGCTGCCCGGAACTGAGCCAGTTCGAGAAGAACAGGGACTGCCGGTTCGAGGCCGTTTGGTCTCTTATTGCGTGGAAACTGTTTTGATCGCATTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmoscolecida		Desmoscolecidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q9J66U		CGCCCGTCGCTGCCCGGGACTGAGCCAGTTCGAGAAGAACAAGGACTGCCGATTCGGGGCCGTCTGGTCCCTTGTCCGGTGGGAATTGTTTTGATCGCATTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Desmoscolecida		Desmoscolecidae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E2I409		CGCCCGTCGCTGCCCGGGACTGAGCCAGTTCGAGAAGAACAAGGACTGCGGACTTGGGTTCTCACGGACCTTTGTCATGCGGAAATTGTTTTGATCGCATTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCT		Animalia		Nematoda		Adenophorea		Desmoscolecida		Desmoscolecidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-348PQ1		CGCCCGTCGCTACTACCGATTGGGTGATTTAGTGAGGCCCTCGGACTGGATCCGTTGCGGCTTAACGGCTGCGCCGGATTCCGGGAAGAAGGCCTAACTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Enoplidae		Mesacanthion						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.38		-		0.51		-		-

		IM-54D1ZO		CGCCCGTCGCTACTACCGATTGGATGTATTAGTGAGGTTTTCCGACCGGGACAATGGCGGTTTCGGCTGCCGTTCGTCTTGGAAAGATCATCGAACTAATATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae		Pontonema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		0.34		-		-		-		-		-		-		0.04		-		-		-		-

		IM-9L376O		CGCCCGTCGCTACTACCGATTGGATGTGTTAGTGAGATTTTCCGACCGGGACAATGGCGGCTTCGGTCGCCGTTCGTCTTGGAAAGATCATCGAACTAATATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae		Pontonema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NZ654F		CGCCCGTCGCTACTACCGATTGGATGTGTTAGTGAGGTTTTCCGACTGGGATGCTGGCGGCCTCTGGTTGCCGGTTGTCTTGGAAAGATCATCGAACTAATATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-

		IM-F886M0		CGCCCGTCGCTACTACCGATTGGATGTGTTAGTGAGGTTTTCCGACCGAGACAATGGCGGTCTCTGATTGCCGTTTGTCTTGGAAAGATCATCGAACTAACATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae								Target				3		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		0.02		-		0.04		-		-		-

		IM-MV6HU2		CGCCCGTCGCTACTACCGATTGGATGTGTTAGTGAGGTTTTCCGACCGAGACAATGGCGGTCTTCTCGATTGCCGTTTGTTTTGGAAAGATCATCGAACTAACATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae								Target				4		-		0.02		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		0.02		-		0.05		-		-		-

		IM-V2Q4R7		CGCCCGTCGCTACTACCGATTGGATGTGTTAGTGAGGTTTTCTGACTGGAGCGATGGCGGCCTTTCGGCTGCCGTTAGCTCTGGAAAGATCATCGAACTAATATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Oncholaimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		0.32		0.93		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-77ZI7Y		CGCCCGTCGCTACAACCGATTGAGCGACTAAGTGAGGCTTTTGGAACTCTAACGTTGGCTTTTTGTCTCGTTGGGGTGAAGACTGCCAAACTTCGCCGCTTAGAGGATGTAAAAGTCGTAACAAGGTTGTC		Animalia		Nematoda		Adenophorea		Enoplida		Oxystominidae		Halalaimus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		0.12		-		0.56		-		0.05		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-52U1N5		CGCCCGTCGCTACAACCGATTGAGCGACTAAGTGAGGGTTTTGGAGCCACGACGTTGACTTTTTGTCTCGTTGGGGTGAAGACTCCCAAACTTCGCCGCTTAGAGGATGTAAAAGTCGTAACAAGGTTGTC		Animalia		Nematoda		Adenophorea		Enoplida		Oxystominidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-

		IM-QXY3S5		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGTCTTCAGACTGGATGCGAAGCGGCTTCGCGGCTGCCTCGTTTTCTGGAAAGATGACCAAACTTGACCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Phanodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		-		0.74		0.08		-		-		-		-		-		-		-		-		-		0.40		0.02		0.35		0.02		0.09		-		-		-		-

		IM-QW2E61		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCTTCGGACTAGTGCCGAGGCGGCTTCGCGGCTGCGTCGGTTGCCGGAAAGATGGCCAAACTTGATTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCT		Animalia		Nematoda		Adenophorea		Enoplida		Phanodermatidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.20		-		-		-		-

		IM-B1L8EJ		CGCCCGTCGCTACCACGAAGTGGATGGTCTAGTGAGGTGCTTGGACCGGCGCCTTCGTGCTCGCAAGGGCACCCTGGCGCTCGGAAAGAATACCAAACTATGGCTATCTCGACGAGGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida		Trefusiidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SK3S33		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGTCTTCGGACTGGCGCTTTTGCGGTTTAACGACTGCGTCGGTGTCTGGAAAGATGACCAAACTTGACCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Enoplida										Target				1		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LV5Y0S		CGCCCGTCGCTGCCCGGAACTGAACCATTTCGAGAAAAGTGGGGACTGATGACTTGAGGCCTTCACGGGCTTCTTGTCGACGGAAACCGCCTTAATCGCAGTGGTTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Monhysteridae		Halomonhystera						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-

		IM-4NZ021		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGACTGGGGATCGACGCATTACGGGCCTTACCGTTCGTTCTGCATTGAAAACCAATTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Monhysteridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		0.13		-		-		0.20		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		0.03		-		-		0.03

		IM-H75M5F		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAAAGCGGGGACCGACAGCTTGAGGCCTTAACGGGCTTCTTGTTGACGGAAACCGCTTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Monhysteridae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-35WCL1		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAAGCCGGGGACTGACGGCTTGTCGGTGCGCAAGCACTTCTTGCCGACGAGAACCAGTTTGATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Monhysteridae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S2TU9R		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGAACAGGGACTGCTGATTGGTGGCTCTCAGGAGCTGCCTCTCGGTGGGAACTGTTTTAATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Siphonolaimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		0.22		-		-		-		-		-		-		-		-		0.34		0.02		-		-		-		-		-		0.05		-		-

		IM-5PEP3X		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGAACAGGGACTGCTGATTGGTGGCCTTCAAGGCTGCCTCTTGGCGGAAACTGTTCTAATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Siphonolaimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-		-

		IM-S7773G		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGACTGAGGATTGCTGACTTTAGGCCTTCACGGGCTTTTTGTCGGTGAAAATCAATTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Xyalidae		Daptonema						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		0.38		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-6Z5KXJ		CGCCCGTCGCTGCCCGGAACTGAGCCGTGTCGAGAAGCCTGGGGACTGCAGACTTGGGACCTTCACGGGTCTTTAGTCAGTGGAAACCAAGTTAATCGCTGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Xyalidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-91B8S8		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGACTGGGGATTGCTGTCTTCGGGCCTTAACGGGCTTGTTGACGGTGAAAACCAATTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea		Monhysterida		Xyalidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		0.13		-

		IM-0203PJ		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGAGCAGGGACTGCTGGTTGGTGGCCTTTTGGCTGCCTTCTGGCGGAAACTGTTTTAATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-230J5K		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGAACAGGGACTGCTGATTGGTGGCCTTTAGGGGGCACCTCTTGGTGGAAACTGTTTTAATCGGTATGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda		Adenophorea												Target				2		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-

		IM-19AIGG		CGCCCGTCGCTACTACCGATTGGATGATTTAGTGAGGCCCTCGGACTGGTACCGGCGCGGCTTCGCGGCTGCGCCGGACTCTGGGAAGAAGGCCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda						Marimermithidae		Marimermis						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.37		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V0TKR4		CGCCCGTCGCTACTACCGATTGGGTGATTTAGTGAGGCCCTCGGACCGGTCCCGGCGCGGCTTCACGGCTGCGCCGGGTTCTGGGAAGAAGGCCTAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda														Target				4		-		-		-		-		0.48		-		-		-		-		-		-		0.85		-		-		-		-		0.05		-		-		8.62		-		-		-

		IM-HJA0H9		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAAAGCGGGGACTGTGCTTGTCTGGCGTTTCGGCGTTGGGCTTGAGTGGGAACCGCTTTAATCGCAGTGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia		Nematoda														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-

		IM-37RGBK		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGACTGGTGGTGTTCGCATTCCTCGCGATTGTGGACATCATGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Hoplonemertea		Monostilifera		Oerstediidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.13		-		-		-		-

		IM-3345LQ		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGACTGGTGGTGATGCCCTTCCTCGCGTCGTGGTGTCATCGTGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Hoplonemertea		Monostilifera										Target				6		-		-		-		-		-		0.07		-		0.67		-		-		-		-		-		-		-		-		0.03		-		0.14		-		4.63		-		2.25

		IM-3HOE22		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGATCGGACGCGGTCAGGTCTGCTTCGGTGGGCCAGACCGCTGCGCTGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Palaeonemertea				Cephalothricidae		Cephalothrix						Target				15		0.04		-		0.04		-		-		0.02		-		-		-		0.14		-		0.06		0.03		-		0.35		0.09		1.33		0.69		1.34		0.34		7.13		12.80		6.18

		IM-7LUV5V		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCTTTGGATCGGCCGCGGTGAGGTTGCTTCGGCGGCTGCATTGCTTGTGCTGAAAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Palaeonemertea				Cephalothricidae		Cephalothrix						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		1.10		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-

		IM-3I1J44		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGATCGGTCGCGATACCGGTTGCCTTCGGGTGGCTGAATCGCTGTGCTGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Palaeonemertea				Cephalothricidae		Cephalothrix						Target				1		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5I0BJL		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCTTTGGATTGGCCGCGATGAGGTTGCTTCGGTGGCCTCTTTGATTGTGCTGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Palaeonemertea				Cephalothricidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D3SPG7		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCACGGATTGGTCTCGGCGCGTTGGGCAACCTCCGCGCCGGCGTTTGCCGAGAAGTCGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Pilidiophora		Heteronemertea		Lineidae								Target				1		-		-		-		4.63		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C199WF		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATCGGTCGCGGCGCGTTGGGCAACCTTCGTGCCGTTGTCTGCTGAGAAGACGATCGAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Pilidiophora		Heteronemertea		Valenciniidae		Sonnenemertes						Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-44RHX6		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGAACCTCGGATTGGCCGCGGCCCACGAACTCTTCGGAGGGACGGGCTGTCGTGCTGAAAAGACGTTCGAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Nemertea		Pilidiophora						Hubrechtella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		0.12		0.03		-		1.07		0.62		-		0.13

		IM-F8H009		CGCCCGTCGCTACTACCGATTGGACGGTTTAGTGAGATCCTCGGATTGGTCCCGACATGGTGGGCAACCGTCGCGTCGGTGCGCCGAGAAGAAGATCAAACTTGGTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Phoronida						Phoronidae		Phoronis		Phoronis muelleri				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-

		IM-36L9V9		CGCCCGTCGCTACTACCGATTGGACGGTTTAGTGAGAGCCACAGATTGGTCCCGACTTGGTGGGCAACCATCTCGTCGGTGTGCCGAGAAGTCGCTCAAACTTGATCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Phoronida						Phoronidae		Phoronis						Target				1		-		-		-		0.47		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SL449Z		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCAAGGTCCTCGGATTGGTGCCAGCGTAGTTGCTTCGGCAGCTCGACCGGTACTGAAAAGACGACCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes		Trematoda		Plagiorchiida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-T9LIU0		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCAAGGTCCTCGGATTGGTGCCATTGTAGTTGCTTTTGCGACTCGAACGGTGCTGAAAAGACGACCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes		Trematoda		Plagiorchiida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-

		IM-7WM05N		CGCCCGTCGCTACTACCGATTGAATGTTCTGGTGAAATCATTGGAGTGACGCCTAGCGGGTGGTCTCCACTCGATAGGATGTCGCGAAGAGGCTTAAACCTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Dolichomicrostomida		Dolichomacrostomidae		Cylindromacrostomum						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6RA996		CGCCCGTCGCTACTACCGATTGAATGTTCTGGTGAAATCATCGGAGTGACGCCGGTGGGGTGGTCTCCACTCAACCGGACGTCGCGAAGACGCTTAAACCTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Dolichomicrostomida		Dolichomacrostomidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-

		IM-5S4NT8		CGCCCGTCGCTACTACCGATTGAATGTTCTGGTGAAATCATCAGAGTGGTGCCGATGGAGTGGTCTCCACTCCATGGGAAACTGCGAAGACGCTTAAACCTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Dolichomicrostomida		Microstomidae		Microstomum		Microstomum papillosum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		0.04		0.03		-		-		0.04		0.10		-		-		0.02		0.03		-		-		-		-		-		-		-		-		0.13		-		0.17		-		-

		IM-U6434H		CGCCCGTCGCTACTACCGATTGAATGGCTTAGCGAGGTCTTCGGATTGTTTTCGACGGCTTGACTTGTCAAGCAGGCGAATGACGAGAAGAAGATCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Gnosonesimida		Gnosonesimidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9AZ23K		CGCCCGTCGCTACTATCGATTGGATGTCTTAGCGAGATCTATGGATTGGCTTTGTGGTTGTTTAATTACGACCGCAAGACCGAGAAACAGATCAAACTTGGTCATTTAGAGAAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Macrostomorpha		Haplopharyngidae		Haplopharynx		Haplopharynx rostratus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-

		IM-K6X2A9		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCGAGGTCCTCGGATCGGCGCCTTCTGGGTGGTTTCCACTCGGTCGGATGCTGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Macrostomorpha		Macrostomidae		Bradynectes						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-DLI328		CGCCCGTCGCTACTACCGATTGAATGGTTTAGCAAGGTCTTCGGATTGGCGCCTGACTGTTTCGGCAGTCTTGGTGTCCGAGAAGATGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Polycladida										Target				3		0.03		-		-		-		0.02		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5HMS5A		CGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGTTATTGGATCGGCGTTGGTGAGGTGGTCAAACATCTTACTGATGCTGAGAAGATAATCAAACTTGGCCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Prolecithophora		Plagiostomidae								Target				1		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C14S8T		CGCCCGTCGCTACTACCGATTGAATGGTTAAGTGAGGTTATCGGATTCGTGCCGGTGATGTGAAAGCATTACTGGCGTGGAGAAGATAATCAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Prolecithophora		Protomonotresidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8P8JD6		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTTGTCGGATTTGTGTTGGTGATGGGGCAACCTATTACTGACGTGGAGAAGACAATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Prolecithophora		Pseudostomidae		Cylindrostoma						Target				1		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1LAQP6		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTTATCAGATTTGTTTCGGTGATGTGGTAACACGTTACTAAAGTGAAGAAGATAATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Prolecithophora		Pseudostomidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.28		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-YU7C63		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGATTGGTGTCTATAAAGTAGTTTACTGCTTTGTTGATATCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTGCC		Animalia		Platyhelminthes				Proseriata		Coelogynoporidae								Target				1		-		-		-		-		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8EP169		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGACTGGTGCAAACGGAGTGGTTTACTGCTCTGTTAGTGTCGGGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTGCC		Animalia		Platyhelminthes				Proseriata										Target				5		-		-		-		-		-		-		-		0.03		-		0.87		-		-		0.06		-		-		-		-		-		-		-		0.02		-		0.02

		IM-TV15M5		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCCTCGGATTGGTGCCTACGGAGTGGTTTACCTCTTCTGTTGGTATCGAGAAGACGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTGCC		Animalia		Platyhelminthes				Proseriata										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.13		-		-		-		-		-

		IM-C78G8O		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCGTTTGGATTGGAGCTAACTAAGCGGTTTTCCGTTTTATCAGTTCTGAAAAATTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cheliplanidae		Cheliplana						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.03		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.36		-		0.05		-		-		-		-

		IM-KQ79AO		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCCTTTGGATTGGGGCTAACTAAGCGGTTATCCGCTTTATCGGTTCTGAAAAATTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cheliplanidae		Cheliplana						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.18		-		-		-		-

		IM-9Y86YT		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCGTCTGGATTGGAGCTAACTAAGTGGTTTCCACTTTATCGGCACTGAAAAATTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cheliplanidae		Cheliplana						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H5CO9X		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCATTTGGATTGGAGCTAACTGAGCGGTTCGCTGCTCTATAGGTTCTGAAAAATTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cheliplanidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-11PKY1		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCGTTTGGATTGGATCTAACTGAGCAGCTCTGCTGTTCTATCGGGTCTGAAAAATTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cheliplanidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		0.49		-		-		-

		IM-8R5QX3		CGCCCGTCGCTACTACCGATTGGACGGTTTAGTGAGGCCTTTGGATTGAGGCTAACGAAGTGGTTCGCCACTTTATTGGCTTCGAAAAAATCGTCAAACTTGATCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Cicerinidae								Target				1		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JS3673		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCATCGGATCGATTAATTGTGGTGGCAACATCACTATGTTATTGAGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Dalyelliidae		Halammovortex						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.48		-		8.86		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-91LJJY		CGCCCGTCGCTACTACCGATTGGATGACTTAGTGAGGCTTTTGGATTGGAATCAGTGGATTGACTTTGTCAACCTGTTGAGTCTGAAAAAATCGTCAAACTTGGCCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Polycystididae		Gyratrix						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.04		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X9333T		CGCCCGTCGCTACTACCGATTGAATGTTTTAGTGAGGCTTTTGGATCGGGGTTGGTGATTTGGCTTGCCATTTCGCCGATTCTGAGAAGATCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Polycystididae		Lagenopolycystis						Target				1		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-813HYD		CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGCTTTTGGATTGGAGATGATGAAGTGTTCCGCACTTCGCCGCCTCTGAGAAAATTGTCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Polycystididae		Limipolycystis						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-

		IM-0Q46J5		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCGTTTGGATTGAGATTAATAGAGTGGTTTACCATTTTGTTAATTTTGAGAAACTCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Polycystididae		Neopolycystis		Neopolycystis tridentata				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z5U6AE		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCTTTTGGATTGGGATTGATGAAATGGTTTTCCATTTTGCTGATTCTGAAAAAATTGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Polycystididae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.08		-		-		-		-		-		0.05

		IM-2V4Z9J		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCTTGGGATTGAGGTCTCTGTGATGCAAATCACACTGACTTTGAAAAGCAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Animalia		Platyhelminthes				Rhabdocoela		Promesostomidae		Gaziella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.10		-		-

		IM-2RAU0C		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCGGATTGAGGACTTTGTGATGAAAGTTACATCGTCTTTGAGAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Promesostomidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-6W4JLF		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCGGATTGAAGCCTTTGTGGCGTAAGTCACATCGATTTCGAAAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Promesostomidae								Target				2		-		-		-		-		-		-		-		-		-		0.93		-		-		0.10		-		-		-		-		-		-		-		-		-		-

		IM-B790BC		CGCCCGTCGCTACTACCGATTGAATGGTTTGGTGAGGCCTTTGGATTGAGGCTAGTGAGGTGGCAACACTTTACTGATCTCGAGAAAATCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Schizorhynchidae		Carcharodorhynchus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04

		IM-2E28H6		CGCCCGTCGCTACTACCGATTGGATGCTTTAGTGAGATCCTCGGACTGGAGGGCTGTGGAGTGCGCAAGCGCTCTGAGCTATTCTGGAAAGAGGATCAAATTTGAGTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Solenopharyngidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RBM68H		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGTCATTGGATTGAGACTAATTGAGTGGTTCGCCACTTGATCGGTTTCGAGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Trigonostomidae								Target				1		-		-		-		-		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9KT1SL		CGCCCGTCGCTACTACCGATTGAGTGAATTAGTGAGGTCCTCGGATCGGATGCTTTGTGGTGCAAACCACTTTGCGTTTGAAAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela		Trigonostomidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		0.95		-

		IM-53LT8R		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCGGATTGAAAGCTTTGTGACGCAAGTTACATCGTTTTCGAGAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-51D1C3		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCGTTTGGATCGGGGCTGATGAGATGGCTTGCCATTTCGTTGGTTCTGAGAAAATCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02

		IM-CR99GY		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCTTTTGGATTGGTGCTGATGAAGTGGCTTTCCATTTCGTCGGTGTCGAGAAAATCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-

		IM-AJ4L2J		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCGGATTGAGAACCTTGTGACGCATGTCACATCGTTTTTGAGAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3Q88VN		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCGGATTGACGGCTTTGTGGCGTCAGTCACATTGTCATCGAAAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0400ZY		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGCTTTTGGATTGAGGTTGATGAAGCGGTTTTCCGTTTAATCGACTTCGAGAAAATCGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.27		-		-

		IM-3030CI		CGCCCGTCGCTACTACCGATTGAGTGGATTAGTGAGGCCCTCAGATTGATGGCTTTGTGGCGCAAGTCACATCGTCGTTGAGAAGTGGGTCAAACTTGTTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.20		-		-		0.15

		IM-9D3Z64		CGCCCGTCGCTACTACCGATCGAGTGTATTAGTGAGGACCTCGGATTGATGACTTAGCGGCGCAAGCCGTTTTGCTGTCGAGAAGTGGTTCAAACTTGTGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-

		IM-P3Q7M1		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCTTTTGGATTGGGATTGATGAAGTGATTATTCACTTTGAGATCTCGAGAAAATCGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Platyhelminthes				Rhabdocoela										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.86		-		-		-		-		-		-

		IM-E1385A		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCTGGATTGGCGCCACTGCAGCTCAGCAATGGGCTTGGTGGATGCCGAAAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Porifera		Demospongiae		Clionaida										Target				4		0.08		-		-		0.28		0.73		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VV9D35		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGTTCTTCGGATTGGAGCTGTCGCATTCAGCGATGGATGTGGTGGATTCCGAGAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Porifera		Demospongiae		Suberitida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E1Z094		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGCATTTTGGACTGGAACTTTCTTGTTCAGCAATGAACGAGAGAGAGTCTGGGAAGCCCTGCTAACTGTATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Porifera		Demospongiae		Suberitida										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VMX973		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGTTGTTTGGACCGGAACTCTCTTGCTCAGCAATGGGCGAGAGAGAGTCTGGGAAGCTCTGCTAACTGTATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Porifera		Demospongiae		Suberitida										Target				1		-		-		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-81KBKV		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGTTCTTTGGATTGGAGCCACCGCGTTCAGCAATGGATGCGATGGATTTCGAGAAGTTGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Porifera		Demospongiae												Target				2		-		-		-		-		-		-		3.00		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0QPBL8		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAAATCCTCGGATTGGTCCGGAGGTGGCCGCAAGGTTGCCTCTAGGTTCTGAGAAGACGATTAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Rotifera		Eurotatoria		Ploima		Dicranophoridae		Encentrum						Target				5		-		-		-		-		-		0.04		0.04		-		0.02		-		-		0.02		-		0.04		-		-		-		-		-		-		-		-		-

		IM-651K5E		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTTCGGATTGGTCCGGAAGTGGCCGCAAGGTTGCCTCTAGGTTCTGAGAAGATGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Rotifera		Eurotatoria		Ploima										Target				4		0.05		-		-		-		-		0.20		0.18		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-

		IM-U4C4HW		CGCCCGTCGCTACTACCGATTGGATGATCTAGTGAGATCTTCGGACTAGCCGACGACGCTGTCGATTTCGGTCGCGGCTGCGTTTGGCAGGAAAGATGCTCAAACTAGCTTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Tardigrada		Heterotardigrada		Arthrotardigrada		Halechiniscidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.24		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-89HKHG		CGCCCGTCGCTACTACTGATTGGGTGTTCAAGTGAGATGCTTAGACCCTTGTTGCATGGTTCATTATTGTGCTTCGAAAGGAAAAAGTTTCAAGCTTGAGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Actinoposthiidae		Atriofronta						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04

		IM-1B42A2		CGCCCGTCGCTACTACTGATTGGACGTTTAAGCGAGACCTTCGGACTCCTAGCGCATGATCTTCGGTGAAAGCGCTGTGGGGGAAGTAGATCTAGCTTTGGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudaphanostoma		Pseudaphanostoma smithrii				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.02		-		-		0.03

		IM-VC6IO4		CGCCCGTCGCTACTACTGATTGGGCGTTCAAGTGAGAAATTTGGATGTTTGGAGCTTGATGACCGTTGGGTTTCAGATAGAACAGACTCAAGCTTGAGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudaphanostoma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.13		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-MB67A0		CGCCCGTCGCTACTACTGATTGGACGTTTAAGCGAGACCTTCAGACTCCTGGCGCAAGATCTTCGGTGAAAGCGCCGTGGGGGAAGTAGATCGAGCTTTGGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudaphanostoma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-

		IM-075MN8		CGCCCGTCGCTACTACTGATTGGACGTTTAAGCGAGAACTTCGGACACCTAGCGCCTGATCTTCGGTGAAAGCGCTGTGGGGGAAGTAGATCTAGCTTATGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudaphanostoma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-O2X763		CGCCCGTCGCTACTACTGATTGGATGTTTAAGCGAGACCTTCGGATTTCTGGCACGCGATTTCGGTTGTCGTGCTAAGGATGAAGTAGATCTAGCTTATGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae								Target				2		-		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-IPU3D5		CGCCCGTCGCTACTACTGATTGGACGTTTAAGCGAGACCTTCGGACTCCTAGCGCAAGATCTTCGGTGAAAGCGCCATGGGGGAAGTAGATCGAGCTTATGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.55		-		-		-		-		-

		IM-8836BB		CGCCCGTCGCTACTACTGATTGGATGTTTAAGCGAGACCTTCAGAACCCTAGTGCATGATCTTCGGTGAAAGCACTGTGGGTGAAGTAGATCTAGCTTTGGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-

		IM-7Z0ZV4		CGCCCGTCGCTACTACTGATTGGATGATTAAGCAAGAACTTCAAAAGCTTGCAGCTGAAGCTTCGCGCTGAGGCAGTGAGTGGAAGAGGATCGAGCTTTGTTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Mecynostomidae		Childia		Childia cycloposthium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-LM1XU2		CGCCCGTCGCTACTACTGATTGGATGATTAAGCAAGAACTTCTGAAACTTGCAGTTGACGCTTCGTGCTGAGGCAGTGAGCGGAAGAGAATCGAGCTTTGTTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Mecynostomidae		Childia		Childia submaculatum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-S1DBP4		CGCCCGTCGCTACTACTGATCGGATGGTTAAGCAAGAACTTTTGAACCTTGCTGTCTTCAGCTTCGGCTGATTCAGTGGGCGGATAAAGATCGAGCTTATTTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Mecynostomidae		Philomecynostomum						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-MA4X4F		CGCCCGTCGCTACTACTGATTGGACGTTTAAGCGAGATCTTCGGACCTCGGGCTCATGGTTCATCCGGACCTAGAGCTATGGGGGAAGTAGATCAAGCTTTGGTGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Proporidae		Simplicomorpha						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		0.03		0.06		-		-		-		-		-		-		0.01		-		-		-		-		-		-		0.03		0.06		-		0.98		0.02		0.05		-

		IM-TW8S99		CGCCCGTCGCTACTACCGATTGGGTGCTAAAGCGAACACTTCTGACTCTGGCACACTGCTGTTAAAGTACTGTGCTGGACGAAGTACCGTAAGCTTTGACATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Solenofilomorphidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		0.12		-		-

		IM-N19QYQ		CGCCCGTCGCTACTACCGATTGGATGTTTAAGCGAACACCTCTGACTCTGGCACACGGCTGATAAAGTCATGCGCTGGACGAAGTACCGTAAGCTTTGATATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia		Xenacoelomorpha				Acoela		Solenofilomorphidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-

		IM-Q0EI36		CGCCCGTCGCTACTACCGATTGAACGGTTTAGTGAGATCCTCGGATCGGTCCCGGCGCGGGGGGCAACCCTCCTGCCGGTGTTGCCGAGAAGACGATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Animalia																Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		1.11		-		-		-		-		-		-		1.11		-		-

		IM-3M70N0		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAAAATGGGGACTGACGCTTTCTGGCCTTCGCGGGCTACTTGGTGACGGAAACCGCTTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia																Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-5U2R12		CGCCCGTCGCTGCCCGGAACTGAGCCGTTTCGAGAAGACTGGGGACTGCTAACTTAGAGCCTTTACGGGCTTTTTGTCGGTGGAAACCACTTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia																Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.15		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		0.04

		IM-461X5J		CGCCCGTCGCTGCCCGGGACTGAGCCGTTTCGAGAAGACTGGGGACTGCTGACTTGAGGCCCTAACGGGCTTTTTGTCGGTGGAAACCACTTTAATCGCAGCGGCTTGAACCGGGCAAAAGTCGTAACAAGGTTTCC		Animalia																Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GZW7X4		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACCGTGACTTTGATTTGTTTACTCAAAACGCTGTTACGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Aplanochytriidae		Aplanochytrium		Aplanochytrium kerguelense				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		16		0.08		1.90		-		-		-		-		-		1.81		0.06		0.56		-		0.03		0.36		-		0.05		0.02		0.03		0.10		0.18		0.24		0.20		0.56		0.17

		IM-32N8Q4		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACTGAGACTTTGATTTGTTTACTCAAAACGCTGTTTTAGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Aplanochytriidae		Aplanochytrium						Target				4		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		0.02		0.04		-		0.03		-

		IM-12ZDL2		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACTGGGACTTTGACTTGTTTATTCAAGACGCTGTTCTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Aplanochytriidae		Aplanochytrium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-24I62Z		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGATTGTGACTTTGACTTGTTTATTCAAGACGCTGTTGTGAAAAGTTGATTAAACCTTACCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Aplanochytriidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-

		IM-SNC62J		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACTGTGACTTTGTTTCGTTTATTCAAAACGCTGTTGCGGGAAATTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Aplanochytriidae								Target				1		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y3T630		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTAGACTGTGACTTTGTCTTGCTTTCGGGCAAGACGCTGTCGTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target				1		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IYGM73		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCCTCGGACTGTGGCGATGTCCCGGCAACGGGACGCCGTCGCGGGAAGTTGAGTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W593DT		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACCGTGATATCGTCTTGCTTTCGGGCAAGACTTTGTCGTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target				17		0.10		-		0.02		-		0.02		0.24		0.30		0.06		0.02		0.02		-		0.08		0.60		-		0.05		-		0.03		0.08		0.07		0.05		-		0.09		0.05

		IM-8Q46O1		CGCCCGTCGCACCTACCGATTGAATGGTGCGGTGAAATCTTTGGACCATGTTTTTCTTTTGCTTTCGGGCAAGATATTTACGCGGGAAGTTGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.02		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-57DCOQ		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACTGTGGCAATGTCGCCGGTTTCGGGGACGCTGCTATGGGAAGTTGCTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target				12		0.66		0.24		0.02		0.04		0.10		0.72		1.45		0.04		2.87		0.99		0.39		0.18		-		-		-		-		-		-		-		-		-		-		-

		IM-9K9YL5		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACCGTGACATTGTTTTGCTTTCGGGCAAGACGTTGTTGTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae		Oblongichytrium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		19		0.26		-		0.05		-		0.04		0.18		1.23		0.11		-		0.02		-		0.08		0.12		0.15		0.31		0.02		0.38		0.27		0.22		0.49		0.01		0.03		0.07

		IM-7K58YB		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGATCGTGACATTGTCTTGCTTTCGGGCAAGACTTCGTCGTGAGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				18		0.02		0.03		0.08		-		0.17		-		0.06		0.06		-		0.03		-		0.02		0.10		-		0.18		0.02		0.16		0.04		0.07		0.07		0.05		0.12		0.14

		IM-9OAS7G		CGCCCGTCGCACCTACCGATTGAATGATGCGGTGAAATCTTTGGACCGTGACATTGTTTTGCTTTCGGGCAAAACGCTGTTGTGGGAAGTTGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				3		0.03		0.05		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U093PW		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACCGTGACATTGTTTTACTTTCGGGTAAAACGCTGTCGTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				10		0.02		-		0.04		-		-		-		-		0.02		-		-		-		0.06		-		-		0.02		-		-		0.05		0.03		0.02		-		0.06		0.02

		IM-TX6487		CGCCCGTCGCACCTACCGATTGAATGGTGCGGTGAAATCTTTGGACCATGACATCGTTTTGCTTTCGGGCAAGACTTTATCGCGGGAAGTTGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				5		0.02		-		-		-		-		0.07		0.03		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-843DG6		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAAACAAGGGACTGCACTATTGCTGGAGCTTTTAGTTCCTTGATAGAGTGGAAACTTGTTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				10		-		-		-		-		-		-		-		-		-		-		-		0.06		0.02		-		0.18		0.01		0.11		0.05		0.10		0.02		-		0.05		0.07

		IM-3OYB4B		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACTGCGGCGATGTCCCCGTTTCGGGGACGCCGTCGTGGGAAGTCACTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3EGB5E		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACCGCGACTTTGTCTTACTTTCGGGTGAGACGTTGTTACGGGAAGAGGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		-		-		-		0.29		0.36		0.07		-		0.01		-		-		-		-		-		-		-		-		0.09		0.06		0.04		0.03		0.02

		IM-83NL1Y		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACCGCGGCAATGTCCCCTTCATTGGGAGACGCTGCTGCGGGAAGTTACTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				2		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-

		IM-Q7SOY6		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGATTGTGGCATTGTCGCCGGTTTCGGGGACGATACTGTGAGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.06		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O5TY4T		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACCGTGGCAGTGTCTCCTTCATTGGAGACGCCGCCGTGGGAAGTTAATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				3		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.03		-		-		-		-		-		-		0.03		-

		IM-71E24L		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATGTATGGACTGCGGCAATGTCGCCGGTTTCGGGGACGTTACTGTGGGAAATTCATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TO2D73		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCCTCGGACTGTGACTTTGCTTCGCTTTCGGGCGCGGCGTTGTCGTGGGAAGTTGATTAAATCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target				16		0.05		0.02		0.11		-		-		0.02		-		0.03		-		0.04		-		0.02		0.02		-		0.02		-		0.04		0.04		0.03		0.11		0.07		0.02		0.02

		IM-4GE55A		CGCCCGTCGCACCTACCGATTGAATGGTGCGGTGAAATTTTTGGACCATGATATCGCTTTGCTTTCGGGCAAGGCTTTATCGCGGGAAGTTAATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		0.03		0.02		0.12		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-

		IM-13L9X8		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACTATAGCAATGTCTCCGATCTTCGGAGACGCTGCATGTGGGAAGTTAATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.80		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.61		0.30		0.31

		IM-3Z7D74		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTTCGGACCGTTGCAATGTCGCCTTTATTGGAGACGCTGCAGTGGGAAGTTAATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		0.04		-		0.09		-		-		0.04		0.02		-		-		-		-		-		-		-		0.05		-		0.02		0.02		-		0.02		-		-		-

		IM-7GW697		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCCTCGGACTGTGGCATTGTTTCGCTTTCGGGCGAACGTTGCTGTGGGAAGTTGATTAAATCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.04		0.02		-		0.04		0.01		0.04		0.08

		IM-07D3G0		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCCTTGGACCGCGATATTGTCTTACTTCCGGGTGAGACGCTGTCATGGGAAGTGGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Oblongichytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.07		-		-		-		-

		IM-PF7XK3		CGCCCGTCGCACCTACCGATTGAATGTTCCGGTGAGACCTTTGGATTCTGTATTAGAACTTTTATTAGAACTTTTACGGAAGAAATTGAGCAAACCTTAACATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Thraustochytriaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2K5X63		CGCCCGTCGCACCTACCGATTGAACGTTCCGGTGAGACCTTGGGATTCTGTTTCATTTTCATTTATTTGACGTTTAACGGGAGAACTTGAGCAAACCTTAACGTTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Thraustochytriaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-71O04V		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACCGCGACTTTGTTTTACTTTCGGGTAAAGCGTTGTCATGGGAAGAGGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida		Thraustochytriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		16		-		0.02		0.03		-		-		0.06		0.05		-		0.09		0.06		0.01		0.02		0.02		0.05		0.03		-		0.05		0.03		0.08		0.06		0.02		-		-

		IM-3WG7Z2		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACTGTTACATTGCTTTGCTTTCGGGCAAAACGCTGTTATGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-1M4R9E		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAATTCTTTGGACCGGGACTTTGACTTACTTTCGGGTAAGACGTTGTCTTGGGAAGTGGATTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Bigyra		Labyrinthulea		Thraustochytrida										Target				21		0.06		0.08		0.26		0.11		0.05		-		0.14		0.03		0.06		0.06		0.18		0.13		0.15		0.10		0.21		-		0.18		0.25		0.09		0.34		0.02		0.04		0.05

		IM-3B37RE		CGCCCGTCGCTCCTACAGATTGAATGCTCCGGTGAAACGTCGGGAGAGTGCTCCTCCGATCAGCAATGGTCGAGGAGTGTTCGAACTTCCTTAAATTGTAGTATTTAGATGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa		Phytomyxea		Plasmodiophorida		Plasmodiophoridae		Woronina						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5T30QJ		CGCCCGTCGCTACTACCGATTGAATGAATTAGTGAGCCTTAGGGACAGATCTTTTTGGTGGCGTTTGCTGCCTTCTTGATTCGAAACTAATGCTAACTTGTTTGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Abolliferidae		Abollifer						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		0.04		-		-		-		-		-		-		-		-

		IM-RXD32P		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCCACGGACTGTTCCCTTGTGTTGGGTTTCCTTCATCTTGGGATACGGGAAGTGGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Matazidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.02		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VL33TQ		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGCTCAGGGAATGTAGCCAGCGGTGGTTCGCCACTGCAGGCATGCATGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae		Paulinella		Paulinella chromatophora				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9ZI226		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGCTCAGGGATCGTGGCTTGCGGTGGTTCGCCACTGCGGGCATGCGAGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae		Paulinella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		0.03		0.02		-		0.02		-		-		-		-		-		-		-		0.02		-		0.03		0.02		-		-		-		-		-

		IM-1Z78VC		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGCTCAGGGAATGTTGCATGCGGTGGTTCGCCACTGCGCGCATGCATGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae		Paulinella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		19		-		0.10		0.33		0.04		0.05		-		0.32		-		0.09		0.10		0.03		0.04		0.05		0.10		0.48		0.02		0.15		0.08		0.06		0.09		-		0.07		0.03

		IM-X9C7PY		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGTTCAGGGAATGTAGCTGCATGGTGGTTCGCCACCGAGCAGCATGCATGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0N3CP1		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGCTCAGGGAATGTAGCTGTACGGTGGTTCGCCACTGAATAGCACGCATGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.05		0.03

		IM-88E90Y		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGTTCAGGGAATGTAGCTGTTTGGTGGTCCGCCACCGAGCGGCACGCATGAACTGAAACAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Paulinellideae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-UW0G12		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCTCTGGACTGTTGTAATTCGTTGGCAACTTCGAGTCACATACGGGAAGGAGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target				19		0.04		-		0.33		0.04		0.04		-		0.23		-		1.37		0.09		0.02		-		0.02		0.15		0.45		0.02		0.21		0.82		0.49		0.42		0.03		0.06		0.04

		IM-8M7JZ9		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCTCTGGACTGTTGCACTTCTTTGGAAACTTAGATGAGTATACGGGAAGGAGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target				6		-		0.04		-		-		-		0.02		-		-		0.02		0.01		-		-		-		0.03		-		-		-		-		-		0.02		-		-		-

		IM-1O1NH2		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCAATTCGTTGGAAACTTCGAGTCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target				6		0.03		-		0.03		-		-		-		0.14		-		0.02		-		-		-		-		0.02		-		-		-		-		-		-		-		-		0.02

		IM-7CH3AR		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTTCAAGGGCAACCTTGATGAGCATACGGGAAAGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-57G1A3		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCCAGCCTTGGCAACTTGGTTGGTTTACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		-		0.06		0.04		0.02		0.08		0.16		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-23YS6M		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACATGAAGGGAAACCTTTGTGAGCGTACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		0.11		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		0.04		-		-		-

		IM-BR0P43		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGATTGTTGCATCTTTGTGGAAACGCAGAGGAGCATACGAAAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Protaspidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.03		-		-		-		0.13		-		-		-		-		0.06		-		-		-		-		-		-		0.02		-		-		-		-

		IM-W9W3T5		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTATTGCATTGTGTTGGAAACTTCACAGGGTATGTGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGTTTCC		Chromista		Cercozoa						Protaspidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5453RF		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGCTGCAGGGACTGCCGTAATTGAAAGGGTTTCCTTTCTTTTATGATAGGAACTGCTACAAACTTGGCCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa						Pseudopirsoniidae		Pseudopirsonia		Pseudopirsonia mucosa				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		16		0.09		0.14		2.16		0.08		0.09		0.04		0.37		0.02		0.38		0.25		-		0.02		0.04		0.12		0.03		-		-		-		-		0.02		-		0.01		-

		IM-0UR64O		CGCCCGTCGCTACTACCGATTGAATGCTTTAATGAGTGTGACGGACGGAGGACTCAGAATGGGTCTCCATTCTTTGTCTTTTGAAAGTCAAGCAAATTTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		0.03		0.02		0.04		-		-		-		-

		IM-B5UMI4		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTCTAGGGACCGAGGGGATTGCAGGGTTTCCTGCATTCACCCTTGAGGAACTAGTGCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		-		0.04		-		0.02		0.02		0.02		-		-		-		-		-		0.06		0.04		0.08		-		0.10		0.17		0.20		0.09		0.05		0.03		0.08

		IM-10RU04		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTTTATGGACCGGCGCTGTTGTTGGGTTTCCCTTCAACACGTGCTGCGGAAGTAAATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9RJWZ3		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTGTGGACTGTTGCGCATCGGGGGCAACTCCGAAGCGTGACGGGAAGCAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		0.03		0.02		0.03		0.02		-		-		-		0.02		0.06		-		-		0.02		-		-		-		0.02		-		-		-		-		-		0.09

		IM-9J7GK1		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACGTTGTTGGAAACTTCAGCGCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				23		0.24		0.04		0.06		0.05		0.13		0.21		1.77		0.06		0.07		0.18		0.07		0.05		0.09		0.09		0.43		0.02		0.19		0.14		0.20		0.28		0.19		0.03		0.05

		IM-66TJBW		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCATGCTGTTGGAAACTTCGGCACGCACACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				20		0.42		0.15		0.07		0.51		0.84		0.45		0.24		0.02		0.57		0.72		0.03		0.18		-		0.03		0.40		-		0.24		0.16		0.06		0.08		0.02		0.06		-

		IM-76J09S		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTTTGGACTGCGGCATTCCTCTGGGGTTTCTCAGATGTGCTGCGGAAAGAGGGACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X27DLK		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTTTACGGACCGATGCTGGTATTGGGTTTCCTTTACCACGCATTGTGGAAGTAATGCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.02		0.03

		IM-U6I033		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGATTGTTGCACGCTGTTGGAAACTTCGGTGCGCACACGAGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				14		-		-		0.04		0.05		0.03		0.03		-		0.04		-		-		-		0.32		0.06		-		0.06		-		0.08		0.03		0.09		0.08		0.02		0.09		-

		IM-M7331X		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACGCTGTTGGAAACTTCGGCGCGCAAATCGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-18RL2O		CGCCCGTCGACTCTACCGATTGAATGGTTCGGTGAAAACTTTGGACTGTGGCATTGTCCTTCATTGGACTTCGCCGTAGGAAATTGTTTAAACCTCATCATTTAGAGGAAGAATAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		22		0.30		0.04		1.09		0.42		0.20		0.16		1.32		-		0.36		0.37		0.07		0.03		0.02		0.48		0.68		0.04		0.36		0.80		0.80		1.52		0.19		0.05		0.06

		IM-V4R354		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTCAGGGAATGCGTCATCCAGTTGGGTTTCCTTCTGTTTGCATGCGTGAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				21		0.42		0.44		0.24		0.05		0.04		1.38		1.14		-		0.95		0.46		0.32		0.50		0.05		0.22		0.30		0.02		0.25		0.10		0.04		0.19		0.05		0.01		-

		IM-2Z5LAH		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCCAGGGACTGTTGCACCTTAAGGGGTTTCTCTTGAGGAGCAGCCGGGAACTGGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		0.02		-		-		-		0.02		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-7TZV97		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTCTAGGGACCGAGGGGTTTGTAGGGTTTCCTACATGCTCCCTTGAGGAACTAGTGCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-

		IM-H9M1OA		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGCACACCGTTGGAAACTTCGGCGCGCATACGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				22		1.20		0.06		0.30		0.05		0.18		1.18		0.81		0.19		0.09		0.14		0.04		0.10		0.09		0.51		0.44		-		0.22		0.14		0.11		0.35		0.07		0.04		0.02

		IM-Z0795N		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACGGCGTTGGAAACTTCGCCATGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				6		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.18		-		0.03		0.02		0.02		0.07		-		-		-

		IM-4KT90U		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCATCTCGTTGGCAACTTCGAGGCGCATGCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				4		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.09		-		0.02		-		-		-

		IM-2IH203		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTAGACTGTTGTATGTCGTTGGCAACTTCGATGCACATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				6		-		-		0.07		0.04		-		-		0.05		-		0.02		-		-		-		-		-		-		-		0.06		0.04		-		-		-		-		-

		IM-68Y33C		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCGCGCCGTTGGCAACTTCGACGCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				8		-		0.02		-		0.03		-		-		0.03		0.02		0.04		0.04		0.03		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-552LYA		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCGCTCTGTTGGAAACTTCGGTTCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				2		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-I3Y9BF		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGGACTCTGTTGGAAACTTCGGTGCCCACACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6C82XW		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTCCGTTGGAAACTTCGGTGAGTATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				23		0.23		0.13		0.75		0.41		0.16		0.05		0.59		0.18		0.61		0.22		0.12		0.10		0.15		0.51		0.57		0.02		0.56		0.96		0.50		0.58		0.11		0.48		1.17

		IM-81C42E		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCGCCTCGTTGGAAACTTCGGGGTGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				22		0.03		0.04		0.26		0.02		-		0.03		0.09		0.02		0.10		0.13		0.20		0.48		0.14		0.18		0.34		0.03		0.47		0.31		0.14		0.20		0.07		0.17		0.15

		IM-03NR73		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGTATCCTGTTGGCAACTTCAGGACACATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E1G0M5		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACACTGTGGGAAACCGCGGTGAGCACACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-64BWXR		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAGGGAGCGCGTCATCCTAGTTGGGTTTCCTTCTGTTTGTATGCGCGAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		0.03		-		0.05		-

		IM-4L4OFG		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTGTTTGGACTGTTGTTTTTCCTTGGCAACTTGGATTAACATACGGGAAGAACATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q2N332		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCGAGCCGTTGGTAACTTCGGCACGTTTACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				18		0.08		0.25		0.47		0.02		0.67		0.31		0.39		0.10		2.43		0.33		0.18		0.52		0.73		0.40		0.25		-		-		0.19		-		0.08		0.02		-		-

		IM-131H6Y		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGCATTCTGTTGGAAACTTCGGTTTGCATACGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				23		0.19		0.20		0.92		0.09		0.25		0.81		1.13		0.38		1.81		1.03		0.56		1.76		0.39		0.87		0.44		0.02		0.47		0.43		0.34		0.41		0.38		0.05		0.07

		IM-1L8HVI		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTTCATTGGTAACTTTGATGCGCATTCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				4		0.02		-		-		-		-		-		0.23		-		0.15		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6807BM		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTGCACGGAGTGCGGTATTCAGTAGGGTTTCCTTCTGTTTACTCGCGCGAAGTGTAACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6P5BRG		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAGGGAGTGCGTCTTTGCGTTGGGTTTCCTTCGCTCTGCATGCGTGAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				13		0.19		0.02		0.22		-		-		0.11		0.33		0.04		0.04		0.03		0.01		-		0.02		-		0.05		-		0.02		0.02		-		-		-		-		-

		IM-IYQ93F		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAGGGAGTGCGCCATCCAGTTGGGTTTCCTTCTGTTTGTGCGCGCGAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				8		-		-		0.05		-		-		-		-		-		-		-		-		-		-		0.06		0.10		-		0.04		0.04		0.05		0.07		-		-		0.02

		IM-U744CB		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAGGGAGTGCGTCTTCCAGATGGGTTTCCTTCTGCCTGTATGCGTGAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				6		0.03		-		0.02		0.01		-		-		0.02		-		-		-		-		-		0.02		0.03		-		-		-		-		-		-		-		-		-

		IM-0JEB5O		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACATCCTTTGGTAACTTTGGTAAGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				17		0.35		0.03		0.06		-		0.05		0.31		0.92		0.03		0.11		0.04		0.02		0.02		-		0.04		0.04		-		-		0.04		0.05		0.03		-		0.04		-

		IM-14JTYH		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCTCTGGACTGTTGCACTTTCGTTGGAAACTTCGGGGAGCATACGGGAAGGAGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				10		0.03		-		0.07		-		-		-		-		-		-		0.04		0.05		-		-		0.04		0.12		-		0.15		0.32		0.10		0.10		-		-		-

		IM-6HP59G		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTGTCGTGGGAAACCTCGCGGAGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				14		-		0.02		0.09		-		-		-		0.04		-		-		0.03		0.02		0.02		0.02		-		0.02		-		-		0.03		0.02		0.06		0.02		0.01		0.03

		IM-5A1ELA		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGTTCTCCGTTGGAAACTTCGGTGAACATACGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-7J30X8		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGTTCTCTGGACTGTTGCACGTTGTTGGAAACTTCAGCGAGCTTTCGGGAAGGAGACCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				23		0.07		0.39		0.61		0.03		0.45		0.85		0.80		0.03		0.28		0.43		0.17		0.24		0.36		0.17		0.43		0.06		1.99		1.82		0.86		1.91		0.13		0.12		0.03

		IM-8SDL2J		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTCTGAGGGCAACCTCGGTGAGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				18		0.02		0.02		0.17		-		-		-		0.02		0.02		0.04		0.04		0.02		0.03		0.07		0.03		0.03		-		0.04		0.03		-		0.04		0.02		0.04		0.27

		IM-39YYQ6		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCTCTAGACTGTTGCATCTTGTTGGAAACTTCGAGGCGCATGCGGGAAGGAGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-

		IM-MG9Q1X		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGCACGCCATTGGAAACTTTGGTGCGCAAACGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-41IMFK		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTAGACTGTTGCATCCCGTTGGCAACTTCGGGTCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XPW1R9		CGCCCGTCGCTACTACCGATTGAATGATTTAATGAGTCTCATGGACTGGAGGGTTTGCTGGCAACAGCGCTCCTTCCGGGAAGTGATGCAAATTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		0.04		0.02		-		-		-		0.03		0.15		-		0.04		0.03		-		-		-		-		-		-		0.02		0.03		-		-		-		0.01		-

		IM-4C3D9W		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTGTCTGGACTGTTGCACTTCCTTTGGTAACTTAGGAGAGCATACGGGAAGGACATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z4L5GG		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTTTACGGACTGGCGCTGGTGTTGGGTAACCTTCACCATGCGCTGCGGAAGTAAATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.02		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-92WUW7		CGCCCGTCGACTCTACCGATTGAATGGTTCGGTGAAAACTTTGGACTACAGCATTGTCCTTTATTGGACTTCGCCGTAGGAAATTGTTTAAACCTCATCATTTAGAGGAAGAATAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-

		IM-5EOG6A		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTCCAGGGAGTGCGTCGTCTCGTTGGGTTTCCTTCGATTCGCATGCGTGAACTGGAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2UVV98		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTATTACGGACCGAAGCTTCTGTTGGGTTTCCTTCAGAATGCTTTGCGGAAGTAACGCAAACTTGGTCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		12		0.02		0.06		0.04		-		-		-		0.15		0.08		-		0.04		0.02		-		-		0.03		0.05		-		0.02		0.03		-		0.03		-		-		-

		IM-15WLQ6		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTTTACGGACCGACGCTGATTTTGGGTTTCCATTTTCACGCGTTGTGGAAGTAAATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		0.02		0.10		0.02		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-6DE77Y		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGATGCACCGTGTTGGCAACTTCACGGCGCATTCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				2		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-V6I5SM		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGAGTGTTGCGTAGTGTTGGAAACTTCGCCGCGCTTACGCGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				3		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		0.02		-		-		-

		IM-9PF020		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCCAGGGACTGTTGCATGTTGAGGGTTTTCTCTTGACGCGCAGCCGGGAACTGGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.05		-		-		-		-		-		0.41		-		0.04		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3GV545		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTCTTACGGACCGATACTAGTGTTGGGTTTCCCTTCGCTATGTATTGTGGAAGTAATGCTAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		0.03		0.02		0.03		0.03		0.02		-		-

		IM-0E2QFZ		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCGTTTCGTTGGAAACTTCGTTATGCATGCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				23		1.08		0.49		0.66		0.20		0.09		0.30		0.94		1.57		0.23		0.93		0.61		0.09		0.94		0.85		2.56		0.11		0.71		0.66		1.26		2.45		0.70		0.54		0.13

		IM-FBS80O		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTAGACTGCTGCATGGCGTTGGAAACTTCGCTACGCATGTCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				16		-		0.04		0.11		0.03		0.06		0.09		0.59		-		-		0.06		0.09		0.12		0.02		-		0.06		-		0.03		-		0.10		0.02		-		0.06		0.07

		IM-Z0PCW6		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTGTGGGGACCGAGGGGAGTGCAGGGTTTCTTGCACTCTCCCTTGAGGAACCACATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		13		-		-		0.23		-		-		-		-		-		-		-		0.03		0.02		0.03		0.24		0.39		-		0.09		0.24		0.08		0.08		0.02		0.06		0.08

		IM-4D914W		CGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGCTCTCTGGACTGTTGCGCCTCGTTGGAAACTTCGGAGTGCTTACGGGAAGGAGATCAAACTTGACCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				5		-		0.05		-		-		-		0.03		-		-		-		0.03		0.03		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-SO2ZV4		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTTCCGGGGGAAACCCCGGGGAGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-0ZPDG5		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGCACTTCCATTGGTAACTTTGGGGAGCATGCGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TDJ5A3		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGCTTTCTGGACTGTTTCACGCTGGGGGCAACCTCGGCGAGCTTACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		0.05		-

		IM-E3470E		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGATGTGTGGTGTTGGCAACTTCACTACGCACTCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.04		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-

		IM-FU67A5		CGCCCGTCGACTCTACCGATTGAATGGTTCGGTGAAAACTCAGGACTGTGGCTTTGTCCTTCATTGGACTTTGCCGTAGGAATCTGTTTAAACCTCATCATTTAGAGGAAGAATAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.14		-		-		-		-		-		-		-		-		-		-		0.12		0.06		-		-		-		-		0.02		-		-		-

		IM-X6Q289		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTCCACGGAGTGCGCCATCCAGTTGGGTTTCCTTCTGTTTGTGCGCGTGAAGTGGAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.03		-		0.02		0.02

		IM-66OG46		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTCCTACGGACCGACTCTAGTGTTGGGTTTCCCTTCGCTATGTGTCGAGGAAGTAGTGCTAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.11		-		-		-		-		0.14		0.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JLAN86		CGCCCGTCGCTACTACCGATTGAACGGCTTAGTGAGTTGTAGGGACTGAGGGGTCTGCAGGGTTTCTTGCATTCTCCCTCGGGAACTATATCAAACTTGATCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.02		-		0.03		0.02		0.05		0.03		-		0.10		0.09

		IM-QJ1U30		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGCTGTATTGCGTTGGCAACTTCGCAGTATGTGCGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				2		-		-		0.02		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B1WS45		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTTTGGACTGCTCCACTCCTCCAGGGTTTCCTGGACGTGGGGCGGAAAGAGGGACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		0.01		-		-

		IM-9C76OV		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCCCTCTGGACTGGTGCATGGCGTTGGAAACTTCGCTGCGCGTCCTGGAAGGAGGTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		20		0.04		0.03		0.06		0.09		0.03		0.10		0.63		0.04		0.51		0.34		0.06		0.03		-		-		0.05		-		0.06		0.06		0.10		0.10		0.02		0.02		0.02

		IM-9N2HZ6		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTCTGGACTGTTGCACTTTTGGGGCAACCCATTTGCGCATACGGGAAGGAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				5		0.02		-		-		-		-		0.02		0.26		0.03		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-493YQE		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTTCTGGACTGTTGCAATTCGTTGGAAACTTCGTTTTGCATGCGGGAAGGAAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BT5070		CGCCCGTCGCTACTACCGATTGGACGTTTTGGTGAGGTTCAGAGAATGTAGCTTTGCAGTGGTTCGCCTCCGCTTTGCACGCATGAACTGACCCAAACCTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		17		-		0.05		0.21		-		0.02		-		0.10		-		0.02		0.08		0.04		-		0.04		0.02		0.41		-		0.14		0.14		0.04		0.06		0.06		0.02		0.02

		IM-64X7I9		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGCTCACGGAGTGCGTCATTCGATTGGGTTTCCAGTTGTTTGCTTGCGCGAAGTGAAACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.03		-		-		-		-		0.10		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-WG6E5L		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCCAGGGACTGTTGCGCTTCGTTGGGTTTCCTTCAAAGCGCTTCCGGGAACTGGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-681LZ0		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTTTGGACTGCGGTTCTTCTCCAGGGTTTCCTGGTCGTTCTGCGGAAAGAGGGACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cercozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		0.07		0.03		-		-		-		0.22		0.92		0.03		0.06		0.24		0.14		-		-		-		-		-		-		-		-		-		-		0.02		0.07

		IM-V996H7		CGCCCGTCGCTCCTACCGATTTGAGTGATCCGGTGAACCTTTTGGACTGCGATAGGACTCGATCCTGACGCGGGAAGTCAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Colpodea		Colpodida		Marynidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.08		-		-		-		-		-		-		-		-

		IM-ET5EG9		CGCCCGTCGCTCCTACCGATTTTGAGTGCTGTGGTGAACCTTCTGGACTGTGCGGGGACTTGATCCTCGCGCGGGAAGTTAAGTGAACCTTAGCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Colpodea		Colpodida		Marynidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.03		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2J2K88		CGCCCGTCGCTCCTACCGATTGAGTGTTCTGGTGAACCTTCTGGACTGCGACCGTCCTCGAGACGGATGTGGGAAGTTAAGTAAACCTGAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Cyclotrichida		Mesodiniidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		9.17		-		-		-		-		6.10		0.03		0.03		1.15		0.03		-		0.05		-		-		1.10		-		-		0.25		-		-		-		-		-

		IM-7GP218		AGCCCGTCGTATCTACCGATTGAGTGTTCTGGTGAACCTTCTGAACTGCGACCGTCCTTGAGACGGATGTGGGAAGTTAAGTAAACCTGAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Cyclotrichida		Mesodiniidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9K8ZJ5		CGCCCGTCGCTTATACCGATTGAATTTTTAGGTGAACCTTTTGGATTGTGTTTCGCAAGAAGAAAAGTAAACCTTAAAATTTAGAGGAATAAAAAGTCGTAACAAGGTACCT		Chromista		Ciliophora		Gymnostomatea		Haptorida		Helicoprorodontidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-9DA4X9		CGCCCGTCGCTCCTACCGATACCGGGTGATGTGGTGAACTTTTTGGACTGAATTTCAGGAAGATACGTAAACCTTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Amphileptidae								Target				8		-		0.04		-		-		-		-		-		0.06		-		0.03		-		-		0.03		-		-		-		-		-		0.04		-		0.02		0.16		0.15

		IM-RZ5D88		CGCCCGTCGCTCCTACCGATACCGGGTGATGTGGTGAATTTATAGGACTTAATTTAGAAATATAAGTAAACCTTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Amphileptidae								Target				1		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B11HT0		CGCCCGTCGCTCCTACCAAACCGGTTGATGTGGTGAACAATTTGGACTCTCAGGAGGAAGATTTGTAAACCTTATCAATACGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Litonotidae		Litonotus		Litonotus gracilis				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-FO371G		CGCCCGTCGCTCCTACCAAACCGGTTGATGTGGTGAACACATTGGACTCTACGGAGGAAAATTTGTAAACCTTATCAATACGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Litonotidae		Litonotus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-28IA53		CGCCCGTCGCTCCAACCGATACCGGGTGATGTGCTGAATCTTTTGGACCGTATCTCGGGAAGATAAATAAAGCTTATCACCTAGAGGATGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Loxophyllidae		Loxophyllum						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-38R3O1		CGCCCGTCGCTCCTACCGATACCGGGTGATGTGCTGAATCTTTTGGACCGTTTTACGGAAAGATAAATAAAGCTTATCACCTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Pleurostomatida		Loxophyllidae								Target				2		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-1863RE		CGCCCGTCGCTGCTACCGATACCGGGTGTTCCGGTGAACCTTTTGGACCGTTTTCGGAAATAAACGTAAACCATAACACCTAGAGGAAGCAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida		Lacrymariidae		Lacrymaria						Target				3		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.01		-

		IM-F4CV2E		CGCCCGTCGCTCCTACCGATACCGGGTGATCCGGTGAACCTTTTGGACCGTATTCGGAAATAAACGTAAACCATATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida										Target				7		0.02		-		-		-		-		-		-		0.08		-		-		-		-		0.06		-		-		-		-		-		0.04		-		0.10		0.14		0.09

		IM-804Z4U		CGCCCGTCGCTCCTACCGATACCGGGTGTTCCGGTGAACCTTTTGGACCGTCCGCGGAAATAAACGTAAACCATAACACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-

		IM-AU17L7		CGCCCGTCGCTCCTACCGATACCGGGTGATCCGGTGAACCTTTTGGACCGAAACCGGGAATAAACGTAAACCATATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.07		-

		IM-1XX60J		CGCCCGTCGCTGCTACCGATACCGGGTGATCCGGTGAACCTTTTGGACCGTCCGCGGAAATAAACGTAAACCATATCACCTAGAGGAAGCAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida										Target				4		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.03		0.11

		IM-XWH1U0		CGCCCGTCGCTCCTACCGATACCGGGTGATAAGGTGAACTTTTTGGACCGTATCTCGGAAAGATACGTTAACCTTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea		Spathidiida										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.15

		IM-QFG796		CGCCCGTCGCTCCTACCGATACCGGGTGATCATGTGAACCTTTTGGACCGTCCGCGGGAAGATAAGTAAACATTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea												Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XYGK66		CGCCCGTCGCTCCTACCGATACCGGGTGTTGTGGTGAACCTATTGGACCGAAAGGAAAAATAAGTAAACCTTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Gymnostomatea												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		0.02		-		-

		IM-0X36W4		CGCCCGTCGCTCCTACCGATTTGAGTGGTGCGGTGAACCCTTCGGACCGGTTCGCCGGGAAGTTGAGTAAACCTTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Ciliophora		Heterotrichea		Heterotrichida		Condylostomatidae		Condylostoma						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-7075OB		CGCCCGTCGCTCCTACCGATTGAGTGGTGAGATGAATCCTCCGGACCGGTTCGCTGGGAAGTTGTGTAAATCTTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Ciliophora		Heterotrichea		Heterotrichida		Condylostomatidae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		0.02

		IM-XY7454		CGCCCGTCGCTCCTACCGATTTCGAGTGATGAGTTGAACCCTTCGGACCGGCTCACGCTGGGAAGTTGAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTATCT		Chromista		Ciliophora		Heterotrichea		Heterotrichida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-224E8F		CGCCCGTCGCTCCTACCGATTGAGTGGTGAGGTGAACTCTCTGGACCGGCTCGCCGGGAAATTGAGTAAACCTTTTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Ciliophora		Heterotrichea		Heterotrichida										Target				2		-		-		-		-		-		0.02		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H40MH7		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAGCCTTTTGGACGGAGTAGCTTGCTACTCTGAAAATCAAGCAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Aspidiscidae		Aspidisca		Aspidisca fusca				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.05		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BS2P1Q		CGCCCGTCGCTTCTACCGACAGAGTGGTTAGGTAAGTCTTTTGGACCGGCGGGCAACCGCATGGAAAATCAAGCAAGCCCAATCACTTGGAGGAAGAAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Aspidiscidae		Aspidisca						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9P25TN		CGCCCGTCGCTTCTACCGACAGAGTGGTTAGGTGAGTCTTTTGGATCGGCGGGCAACCGTCGAGAAATCAAGCAAGCCCAATCACTTGGAGGAAGAAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Aspidiscidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-TA80Y0		CGCCCGTCGCTTCTACCGACAGAGTGGTCAGGTGAGCCTTTTGGACTGGCGGGTCTCTCGCCGGAAAATCAAGCAAGCCTTATCACTTGGAGGAAGAAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Aspidiscidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-43GZ1U		CGCCCGTCGCTCCTACCGATTTCGAGTGTTCCGGTGAGCCCCTAGGATTGTGGAGCAGCCCCGTGCTGTTTCGTGAAAATTTGAGCAAACCATAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Discocephalidae		Prodiscocephalus		Prodiscocephalus orientalis				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3S3J4L		CGCCCGTCGCTCCTACCGATTTCGAGTGTTCCGGTGAGCCCCTAGGATTGTGGATTGGTTTCGTGCCAGTTCGTGAAAATTTGAGCAAACCATAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Discocephalidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J0SMP1		CGCCCGTCGCTCCTACCGATCGAGTGTTCTGGTGAATCTTTTGGACCGCCGGCCGGCTTCGTGTTGTGTCGGTGGAAAATCATGTAAACTATAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Discocephalidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3J79S6		CGCCCGTCGCTCCTACCAATTTCGAGTGGCTCGGTGAACCTCTTTGGACTGTCGAGCAATCGCGAAATTAGAGTGAACCTGGTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Euplotidae								Target				3		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.02

		IM-E8A0T2		CGCCCGTCGCTCCTACCGATTTCGAGTGTCACGGTGAGCCATTTGGACTGCGCGTTCCTCTCGTGGGTGCTGCGCGGAAAATCTAGCAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Uronychiidae		Uronychia						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-MN80JE		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCTTTAGGACCGCGCGTCTCCTCGTGTGACTGCGCAGGAATTCAAGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Euplotida		Uronychiidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-6FR1OU		CGCCCGTCGCTCCTACCGATGAGTGATCCGGTGAACCTTTTGGACGGCGAGAAGTCTTGTGCTTTTTGCTGGAAATCAAGTAAACCAAGTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae		Hemigastrostyla						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7O5XE5		CGCCCATCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTCGGACCGCGGCGCTTCGTCGTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGATAAGTTGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8UG2NR		CGCCCGTCGCTCCTACCGATGAGTGGTCCGGTGAACCTTTTGGACGGCGAGGGCCCTCGTGGTTCGCGCTGGAAATCAAGTAAACCAAGCCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae								Target				1		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H7GCV5		CGCCCGTCGCTCCTACCGATGAGTGGTCCGGTGAACCTTTTGGACGGCGTGGATCCTCGTGGTTCGTGCTGGAAATCAAGTAAACCAAGCCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae								Target				4		-		-		-		-		-		-		-		-		-		0.02		-		-		0.04		-		-		-		-		-		-		-		-		0.07		0.04

		IM-19Q4ZW		CGCCCGTCGCTCCTACCGATGAGTGATCCGGTGAACCTTTTGGACGGCGTGGTTCCTCGTGGATCGTGCTGGAAATCAAGTAAACCAAGTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-

		IM-TLAC15		CGCCCGTCGCTCCTACCGATGAGTGATCCGGTGAATCTTTTGGACAGCGTGAAGTTTCGTGCTTTATGTTGGAAATCATGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Oxytrichidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-T63KR8		CGCCCGTCGCTCCTACCGATTGGGTGATGCGGTGAGCCTTTCGGACCGGCGCTTCGGCGCTGGAAAGTCATGCAAATCTCATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Peritromidae		Peritromus						Target				5		-		0.14		-		-		-		-		-		-		0.04		0.11		-		-		-		-		-		-		-		-		-		-		-		0.10		0.03

		IM-J7BP5H		CGCCCGTCGCTCCTACCGATTGGGTGATGCGGTGAGCCTTTCGGACTGGTGCTCGCACTGGAAAGTCATGCAAATCTCATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Oxytrichida		Peritromidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-K24J84		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACTGCGAGGAGCCTCGTGCTTTTCGCGGAAAGTCAAGTAAACTGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Stichotrichida		Amphisiellidae		Protogastrostyla		Protogastrostyla pulchra				Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.18		0.05

		IM-3U3OGG		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACTGCATAGGACCTAGTCCTGTGCGGAAAGTCAAGTAAATTGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Stichotrichida		Amphisiellidae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.02		-		-

		IM-CGD450		CGCCCGTCGCTCCTACCGATTCGAGTGATCCGGTGAACCTTTTGGACCGAGGCTGTCTCGGCAGTCTTGGAAAATCAAGTAAACCACGTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Holostichidae		Holosticha						Target				4		-		0.02		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07

		IM-6UH4X9		CGCCCGTCGCTCCTACCGATTTGAGTGATCCGGTGAGCCTTTTGGACCGAGGTTGCTTCGGCAGTCTTGGAAAATCAAGCAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Holostichidae		Holosticha						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-GPH0P6		CGCCCGTCGCTCCTACCGATTTGAGTGATCCGGTGAGCCTTTTGGACCGAAGCTGCCTCGGTAGCCTTGGAAAATCAAGCAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Holostichidae		Holosticha						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		0.04

		IM-5P0U03		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAGCCTTTTGGACTGAGGCCGCTTCGGTGGCTTTGGAAAATCAAGCAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Holostichidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8164DF		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGACCGCTGGTGCCTCGTGTGCTGCGCGGGAAATCAAGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Trachelostylidae		Trachelostyla						Target				8		0.01		0.08		-		-		-		-		-		0.09		-		0.01		-		-		0.03		-		-		-		-		-		-		-		0.01		0.06		0.02

		IM-9639VT		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCTTTTGGACCGCTGGCTCCTCGGGGCTGCGCGGGAAATCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea		Urostylida		Trachelostylidae								Target				3		-		0.02		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-9FH7DQ		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACTGCGCGGGGCCTCGTGCTCCGCGCGGAAAGTCAAGTAAACTGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea												Target				13		0.03		0.08		0.07		0.02		0.03		-		0.22		0.14		-		0.02		-		0.02		0.19		0.05		-		-		-		-		-		-		-		0.12		0.55

		IM-18M8EF		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGACTGCGCAGGGTCTTCGTGCCCAGTTGCGGGAAATCAAGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-4T9E69		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGACTGTGCAGGATCTTCGGGTCCAAGCGCGGAAAATCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea												Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-47AVZR		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGACTGCGCAGGGCTCTCGGGTCCAAGCGCGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-F18KF2		CGCCCGTCGCTCCTACCGATATCGAGTGTTCCGGTGAACCTTTTGGACTGCGGCCCCCTTGTGGGGCTGCGGAAAATCATGTAAACCATAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Hypotrichea												Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2577BN		CGCCCGTCGCTGCTACCGATTTCGAGTGGTCCGGTGAACCACATGGACTATTTCAGGCAACTGGATTGGAAGTGTAGTAAACCTTATCACTTAGAGGAAGCAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Apostomatida		Foettingeriidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-

		IM-ISD8H7		CGCCCGTCGCTGCTACCGATTTCGAGTGGTCCGGTGAACCACATAGACTTTGAGATGTTTACATTTTAAAGGAAGTGTAGTAAACCTTATCACTTAGAGGAAGCAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Apostomatida										Target				1		-		0.21		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-86RUTD		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTCTCCGGATTGGACTCTACTAGAGTTCAAGAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Suctorida		Acinetidae		Acineta						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-4FY4VW		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTCTCCGGATCGTCCCTATGGGACGAGAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Suctorida		Acinetidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		0.02		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7M7LP0		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCAAATTCTCCGGATTGAACTCTTTTAGAGATCAAGAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Suctorida		Acinetidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-

		IM-46SH95		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTCTCCGGATTGGATTCTCATTTGAGTCCAAGAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Suctorida		Acinetidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5QF834		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTCTCCGGACTGGAACCCAATGGGATTCAGGAAGTTGTGTAAGCCATACCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Kinetofragminophora		Suctorida		Acinetidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-579Z2M		CGCCCGTCGCTCCTACCGATACCGGGTGATGTGGTGAACTTCTTGGACCGTTTATCGGAAAAATCAGTAAACCTTATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Litostomatea		Dileptida		Dimacrocaryonidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02

		IM-5M4Y27		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTCTGGACTGGGATCGCTTGCGAGCCCGGGAAGTTAAGTAAACCTGACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea		Hymenostomatida		Parauronematidae								Target				2		-		-		-		-		-		-		-		0.04		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9CUY0D		CGCCCGTCGCTCCTACCGATTTCGAGTGATCAGGTGAACCTTCTGGACTGATTGTGCTCTGCACGAACGGGAAGTTAAGTAAACCTTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea		Hymenostomatida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-

		IM-ADAD60		CGCCCGTCGCTCCTACCGATTTCGAGTGTTTCGGTGAACTATCTGGACTAGATGCGCAAGCGTCTGGGAAGTTTCGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea		Philasterida		Orchitophryidae		Mesanophrys		Mesanophrys carcini				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.04

		IM-Q2E4YS		CGCCCGTCGCTCCTACCGATTTCGAGTGGTACGGTGAACCTTTTGGACTGGGTCCCGGCCTAGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea		Philasterida		Philasteridae		Porpostoma						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.02		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R9GF0Y		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTCTGGACTGAGAGTGCTTTTGCACTTTCGGGAAGTTAAGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				2		-		-		-		-		-		-		-		-		-		-		-		0.02		0.03		-		-		-		-		-		-		-		-		-		-

		IM-CU9366		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTCTGGACTGCGTTAGTCCTAGAGACTGATGCGGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				1		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-

		IM-F2U9AN		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTCTGGACTGGGTACGCAAGTGCTCGGGAAGTTAAGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				4		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		0.13		0.77		0.05

		IM-M206VY		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTCTGGACTAGATACGCAAGTGTCTGGGAAGTTAAGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				2		-		-		-		-		-		0.02		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-21N52G		CGCCCGTCGCTCCTACCGATTTCGAGTGATACGGTGAACCTTTTGGACTGGGCGCAAGCCCGGGAAGTTAAGTAAACCTTATTACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		0.11		0.05

		IM-NTD140		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTCTGGACTGATCATGGTCTCGGCCGTGAGCGGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target				1		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7224SN		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTTGGACTGGCGCAAGCTAGGAAGTTATGTAAACCTAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligohymenophorea												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.04

		IM-7ZWLE9		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCATTTGGACTGGAGGAGACCGAGTGTCGCCACTGGAAAATCTAGTAAATCCAATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strobilidiidae		Rimostrombidium		Rimostrombidium veniliae				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		22		0.05		0.77		3.32		0.42		0.43		2.96		3.14		0.19		20.56		1.49		0.35		1.83		0.93		21.07		1.49		0.11		4.51		1.26		-		1.36		0.12		0.03		0.11

		IM-I6DYN6		CGCCCGTCGCTAGTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACTGGGGAAGCCTTGAGCAACCCCGGAAAGTCAAGTAAACCACATCACTTAGAGGAACTAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strobilidiidae								Target				2		0.03		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2NTMV8		CGCCCGTCGCTCCTACCGATTTCGAGTGGTTCGGTGAACCTTTCGGACCGAGAGCATCCTTGTGTTGCTTTTGGAAAGTCAAGTAAATCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strobilidiidae								Target				4		-		-		-		0.03		0.12		0.08		0.28		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-71CSO8		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCATTTGGACCGAAGGCAACTTCGTGTAGCTTTTGGAAAATCTAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strombidinopsidae		Parastrombidinopsis		Parastrombidinopsis minima				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		0.02		-		0.04		-		-		0.44		-		-		-		0.05		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-G37NKS		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACTATTTGGACCGAAGACAACTTCGTGTAGTCATTGGAAAATCTCGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strombidinopsidae		Parastrombidinopsis		Parastrombidinopsis shimi				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		0.16		-		-		-		0.24		-		0.09		-		-		-		0.28		-		-		-		-		-		-		-		-

		IM-U13AN3		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCGTTCGGACCGTGGGCGCCCTTGTGGTGCCCGTGGGAAGTCCAGTAAACCACATCACTTAGAGGAAGGATAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strombidinopsidae		Strombidinopsis		Strombidinopsis acuminata				Target				5		-		0.03		-		-		0.02		-		0.51		0.08		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-602NP9		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCGTTCGGACCGTGGGTTCCCTTGTGGAGTCCGTGGAAAGTCCAGTAAACCACATCACTTAGAGGAAGGATAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strombidinopsidae		Strombidinopsis						Target				19		-		0.72		0.97		-		-		0.02		2.30		0.25		3.00		1.58		0.23		0.03		0.32		0.30		2.03		0.01		0.62		0.75		0.20		0.07		0.66		0.17		-

		IM-0ST709		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCGTTCGGACCGTGAGCTTCCTTGTGGAGCTCGTGGAAAGTCCAGTAAACCACATCACTTAGAGGAAGGATAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida		Strombidinopsidae		Strombidinopsis						Target				7		-		0.05		-		-		-		-		3.94		0.18		0.21		0.45		-		-		-		-		0.02		-		-		-		-		0.03		-		-		-

		IM-1ZH853		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGAGGGCTGCCTCGTGTAGCCTTTGGAAAGTCAAGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Choreotrichida										Target				8		-		0.09		-		-		0.10		-		-		-		0.03		0.03		0.08		0.62		-		0.05		-		-		-		0.11		-		-		-		-		-

		IM-7NG3SG		CGCCCGTCGCTCCTACCGATTTCGGGTGGTCCGGTGAACCCTTTGGACCTACCTTTGGCCTTGAGCCACTAACTGGGAAGTCGAGTAAACCACATCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Oligotrichida		Tintinnidae		Eutintinnus						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-

		IM-7P22OM		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACCGTGCGCGGCCTCGTGCCGCCGCGTGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae		Strombidium						Target				4		0.08		-		-		-		-		-		-		-		0.06		0.02		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-M1W3PQ		CGCCCGTCGCTCCTACCGATTTGAGTGGTCCGGTGAATCTTTTGGACTGTGCGCGGCCTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae								Target				2		-		-		-		-		0.15		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8WD3JA		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCCTTCGGACTGCACGCGGCTTCGTGCCGCGGCGCGGAAAGTCTGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae								Target				3		0.08		-		-		-		-		-		-		-		0.03		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-

		IM-3MHMU4		CGCCCGTCGCTCCTACCGATTTCGAGTGTTCCGGTGAATCTTTCGGACTGCGCGCGGCTCTGTGCCGGGTCGCGGAAAGTCAGGTAAATCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae								Target				4		-		-		-		0.01		-		0.04		-		-		0.02		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5F601D		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCACATAGTTTCGTATTATGTTGCGGAAAGTTAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae								Target				1		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GJS79G		CGCCCGTCGCTACTACCGATTTCGAGTGGTCCGGTGAATCTTTTGGACTGTGTGCCGTCTTGTCGGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Strombidiida		Strombidiidae								Target				2		0.02		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N56N1G		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACTGAAGATGCCTCGTGCATTTTTAGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Tintinnida		Codonellidae								Target				1		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QI6P2M		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGAGCGCCTCGTGCGCTTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Tintinnida										Target				3		-		-		-		0.11		0.02		-		0.72		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7J66RJ		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACTGAGAGTGCTTCGTGCGCACTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea		Tintinnida										Target				1		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4RRL8A		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				22		0.42		0.46		0.49		0.45		0.42		1.22		1.41		0.34		0.95		1.43		0.33		0.19		0.13		0.64		0.63		-		0.16		0.56		0.48		0.79		0.26		0.23		0.13

		IM-FG871K		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACTGGAGGCGTCTTGAACGCCGCTAGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				1		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7P1C04		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTCTCGGACTGCGCAGAACTTCGTGTTTTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				2		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.10		-		-		-		-		-

		IM-6H5M85		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGGGAGCAGCCTTGTGCCGCACCTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				6		3.21		-		-		0.22		-		7.24		4.85		-		0.03		0.23		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H1UZ9K		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATCTTTCGGACTGCGCGAAGTTTCGTGCTTTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				12		-		0.07		0.03		-		0.03		-		0.24		-		0.02		0.06		0.04		0.12		0.03		0.03		-		-		-		0.06		0.09		-		-		-		-

		IM-4KH1IC		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCACACGGCCTCGTACCGTGGCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				3		-		-		0.04		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-TF389J		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACTGAGAGCAGGCTCGTACTGCTTTTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				2		-		-		-		-		0.02		0.27		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LM27MI		CGCCCGTCGCTACTACCGATTTCGAGTGGTCCGGTGAAGCTTTTGGACTGCGCGTGGCTTCGTGCCGTGTCGCGGAAAGTCAGCTAAACCTTATCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PHY10Z		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGAGAACAGGCTTGTACTGTTTTTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				2		0.36		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-180F3U		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCGTTCGGACCGAGCGCGTCCCTGTGGCGCGCTTGGAAAGTCCAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				3		-		-		0.18		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		0.05		-		-

		IM-G08YHN		CGCCCGTCGCTCCTACCGATTTCGGGTGGCCCGGTGAACCCTTTGGACCGGAGGCGGTCGCGTGCCGCAGCTGGAAAGTCGAGTAAACCAAGTCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Oligotrichea												Target				1		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XAZ41O		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTATTCGGACTGGTTCAATAGAACTGGAAAGTTTTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Phyllopharyngea				Ephelotidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-15M3MZ		CGCCCGTCGCTCCTACCGATTCGAGTGATTCGGCGAATTCTTCGGACTGGCTCTCACGAGCTCAGAAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Phyllopharyngea				Ephelotidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D59CBF		CGCCCGTCGCTCCTACCGATTCGAGTGGTTCGGCGAATTCTCCGGACTGGCACTTACGTGCTGGAAAGTTGTGTAAGCCATATCACTTAGAGGAAGGATAAGGCGTAACAAGGTTTCC		Chromista		Ciliophora		Phyllopharyngea				Ephelotidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-19QP6Q		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTCTGGACTGCGGTAGCACAAGCTATTGCGGGAAGTTAAGTAAACCACTTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Prostomatea		Prostomatida		Holophryidae								Target				1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-65BN48		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCTTCTGGACCGTGTGTGTCCATGAGACACATATGGGAAGTTAAGTAAACCATGTCACTTAGAGGAAGGAGAAGTCGTAACAAGGTATCC		Chromista		Ciliophora		Prostomatea		Prostomatida		Urotrichidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		0.03		-		-		0.03		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y576IM		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCTTCTGGACCGTGTGAATCCTTGAGATTTACGTGGGAAGTTAAGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTATCC		Chromista		Ciliophora		Prostomatea		Prostomatida										Target				8		4.72		0.17		-		-		-		-		-		0.12		0.30		0.67		-		-		-		0.51		-		-		-		-		-		-		0.56		-		0.07

		IM-NU2846		CGCCCGTCGCTCCTACCGATTTTGAGTGATCCGATGAAATTTTTGGACTGTGTCATTCATTGATGTGGAAAATTAATTAAATCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora		Spirotrichea		Protocruziida		Protocruziidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-

		IM-7Q0B14		CGCCCGTCGCTCCTACCGATTTTGAGTGATCCGGTGAACCTTCTGGACTGCGACCGTCCTTGAGACGGATGTGGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				3		-		-		-		0.19		-		-		-		-		0.02		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-

		IM-2I28UO		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGAGGACAACCTCGTGCTGTCTTTGGGAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				3		0.02		-		-		-		-		-		0.11		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RE4N9O		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTTGGACTGCGCAGGCCTCCGTGCCTCGTGCGGAAAATCATGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-FS5I88		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGGGAGCAGGCTCGTCCTGCGCCTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				2		-		-		-		-		-		-		-		-		-		-		-		0.79		-		-		-		-		-		-		0.26		-		-		-		-

		IM-8R59T6		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGACTGCACGGGGTCTCGTGCCCAGCGCGGGAAATCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-

		IM-MF19SE		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCTTTCGGACCGGAGGCAGCTTCATGCTGCTACTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				6		-		0.17		0.29		0.02		-		-		-		-		0.14		0.17		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-0GZ3FI		CGCCCGTCGCTCCTACCGATTTGAGTGATCCGGTGAACCTCCTGGACTGCGACCGCCCTTGAGGCGGATGCGGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-

		IM-QGB0J6		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTCGGACTGAGAACAGACTTGTTCTGTTTTTGGAAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				2		-		-		-		0.07		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F11CZ0		CGCCCGTCGCTCCTACCGATTGAATGGTTCGGTGAATTATCTGGACTGCTGCGCTCTTTAAGGTCGTGGCGGGAAGTTTTGTTAACCATATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-6U246H		CGCCCGTCGCTCCTACCGATTGAATGGTTCGGTGAGTTATCTGGACTGCTGCGTTCTTTAAGTTCGTGGCGGGAAGTTTTGCTAACCATATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z1H464		CGCCCGTCGCTCCTACCGATTTTGAGTGATCCGGTGAACCTTTTGGACTGCTGTGTCTTTAAGGCATTTGTGGGAAGTTAAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				2		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-V6H1KZ		CGCCCGTCGCTCCTACCGATACCGGGTGGTCCGGTGAACCTATAGGACCTAAGTGGAAATATAAGTAAACCTTATCACCTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-130TP4		CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAGCCTTTTGGACTGGCATTCTATGCTAGAAAATCAAGCAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JM96WA		CGCCCGTCGCTCCTACCGATTGAATGGTTCGGTGAATTGTCTGGACTGCTGCGTTCTTTATGGCCGTAAGTGGGAAGTTCTGTTAACCATATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J4Q935		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTCGGACCGCGAGGAACTTCGTGTTCAGCGGGGGAAGTCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-73PC1D		CGCCCGTCGCTCCTACCGATTTCGAGTGATTCGGTGAACCTTCTGGACTTTGTTGGTCTTTAAGGCCAGTAAAGGAAGTTAAGTAAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		0.02		-		-		-		-

		IM-Y7H8S0		CGCCCGTCGCTCCTACCGATTTCGAGTGATCCGGTGAACCTTTTGGATCGTTGGGACCTTCGTGGTCTTAGTGAGAAATCAAGTAAACCACATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ciliophora														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-8Q772W		CGCCCGTCGCTACTACCGATTGGATGGTCCGGTGAGAACTCTGGATTGCGGTTGATGTGCCGGTCTCCGGTGCATGACTGCGAGAAGTTGATCGAACCTTATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Cryptophyta		Cryptophyceae		Cryptomonadales		Cyathomonadaceae		Telonema		Telonema subtile				Target				1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0Y3Z9S		CGCCCGTCGCTGCTACCGATTGGATGGTCCGGTGAGAACTCTGGATTGCGGTCATAAGCCGGTCTCCGGTGCATGACTGCGAGAAGTTGATCGAACCTTATCATCTAGAGGAAGCAAAAGTCGTAACAAGGTTTCC		Chromista		Cryptophyta		Cryptophyceae		Cryptomonadales		Cyathomonadaceae		Telonema						Target				2		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-0ODN9Z		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAAATCTTCGGACCGAGATTTCGTCGATGGTTCGCCGTTGCTGATAACTTGGGAAGTTGATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Cryptophyta		Katablepharidophyceae				Katablepharidaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.06		-

		IM-7R7U92		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAAATCTTCGGACTGTGGCGATGTTCTGGTTCGCCAGTGCAATGCTGTGGGAAGTTGATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Cryptophyta														Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M8J6X1		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGAATTTTATGATTTTTTTCGTAACACCTCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Lituolida		Reophacidae		Reophax						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X9624I		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGAATTTTATTGCAATTTATTTTGTCTTAATACCTCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Lituolida		Reophacidae		Reophax						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		-		-		-

		IM-RA3D8P		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGATACTGTTTTGTATTTATTTATAAAACTACCATCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Lituolida		Trochamminidae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-YU775Y		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGAATCTTTGTCGTAGTCTACTACCTCAATACCTCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Lituolida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-

		IM-S786OO		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGTCTCCACTCATTTTGTGTGTGCGAGACTATGGAAACTCAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida		Cassidulinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.03		-		-		0.02		-		-

		IM-Y9DP75		CGCCCGTCGCTCTTACCGATGGATTTCTCTGTGAGTTTGAAGGACTGGCACTCTTCGCTATGGAAATTCAAACGAACAGTGTGATCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida		Glabratellidae								Target				2		0.24		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6M4EAB		CGCCCGTCGCTCTTACCGATGGATTTCTCTGTGAGTTTGAAGGACTGGCTCTCTTTGTTGAAGGAAATTCAAACGAACAGTGTGATCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida		Glabratellidae								Target				1		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-97M3S3		CGCCCGTCGCTCTTACCGATGGATTATTTTGTGAGTTTGAGGGACTGGACTTAACTGTCTATGGAAACTCAAACGAACAATGTGATCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida		Glabratellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F3IWL2		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCACTCTATGCTTAGGCATTCTGTGCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera		Globothalamea		Rotaliida		Globigerinitidae								Target				1		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-405P5Z		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGGAACGCAGTGCTCTTTACTGAGCTTACTGCACACCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida		Stainforthiidae		Stainforthia		Stainforthia fusiformis				Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06

		IM-91V9WT		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGGTTACCTTAAATAACCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea		Rotaliida										Target				3		-		-		-		-		0.06		-		0.03		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N1R0TO		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGGTATTTTAACCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCTTCT		Chromista		Foraminifera		Globothalamea		Rotaliida										Target				5		-		-		-		0.14		0.08		0.02		0.03		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-

		IM-72CD40		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCACTTTTATTTATTTAATTGTGCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera		Globothalamea												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		3.05		-		-		-		-		-		-		-		-		-		0.02

		IM-KNO422		CGCCCGTCGCTCTTACCGATGGACTTCGCTGTGAGTTTGAGGGACTGGCTCTCTCGAGAGCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea												Target				1		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D4J45I		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCTCTTTTATTTTTATTAATATTAGAGCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-

		IM-5QHE1D		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGGTACTGTTATTAAACATTTACTGTTTATAAATATACACCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Globothalamea												Target				1		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7C011F		CGCCCGTCGCTCTTACCGATGAACTTCTCTGTGAGTATAGAGGACTGGCTAGCTATTTATAGCAAGCTATGGAAATCTACGCGAACAGTGTGGTTTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Allogromiida		Allogromiidae		Vellaria						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-568OL2		CGCCCGTCGCTCTTACCGATGGACTTCGCTGTGAGTTTGAGGGACTGGCTCGAAATACACTTGTTGTTTTTGAGCTATGGAAACTTACACGAACAGTGAGGTCTAAAGGAAAGAAAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Astrorhizida		Crithioninidae		Crithionina						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-5TV1FM		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGTCTCTCATTCGTGTGAGACTATGGAAACTCAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Astrorhizida		Saccamminidae		Conqueria						Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		0.04		0.02

		IM-IYN166		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTATGAGGGACTGGCTCTCTTTTTATTGAGCTATGGAAACTTACACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Astrorhizida		Saccamminidae		Conqueria						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.14		-

		IM-9L2GLH		CGCCCGTCGCTCTTACCGATGAACCTCTCTGTGAGTTTGAGGGACTGGCTCTCTTCTGTAGCTATGGAAACTTACACGAACAGTGGGGTTTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Astrorhizida		Saccamminidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-A8889J		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGGTACCTTAACTTTCTATAAAAAAAAGTTATAATCACCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera		Monothalamea		Astrorhizida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-

		IM-Z39T90		CGCCCGTCGCTCTTACCGATGGACTACTCCATGAGTCTGAGGGACTCGTCTCGTTACGGGAAACTTAGGCGAATGGCATGGTCTAGAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera		Monothalamea												Target				5		0.05		-		-		-		-		-		0.03		0.05		-		-		-		-		-		-		-		-		-		-		0.02		-		0.02		-		-

		IM-N640R1		CGCCCGTCGCTCTTACCGATGGACTACTCCATGAGTTTGAGGGACCCGTCTTGTTTACGGGAAACTTAAGCGAATGGCATGGTCTAGAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera		Monothalamea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-

		IM-9MCV10		CGCCCGTCGCTCTTACCGATGGACTATTCTGTGAGTATACAGGACGGGAACTCTATTCATTTTTAATGATTGAGTTCTATAAGAATGTACGCGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCA		Chromista		Foraminifera		Monothalamea												Target				1		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D7X728		CGCCCGTCGCTCTTACCGATGGACTATTCTGTGAGTATACAGGACGGGACTTCTTTTCATTTTTAATGATATGAAGTCTATATGAATGTACGCGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCA		Chromista		Foraminifera		Monothalamea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.10		-		-		-		-

		IM-54E23X		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCTCTTTTCCTTGAGCTATGGAAACTCAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target				5		0.02		0.04		-		-		-		-		-		0.02		-		0.02		-		-		0.03		-		-		-		-		-		-		-		-		-		-

		IM-8Z21C9		CGCCCGTCGCTCTTACCGATGAACTTCTCTGTGAGTTTGAGGGACTGGCTCTCTTTTGTAGCTATGGAAACTTAAACGAACAGTGTGGTTTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target				7		-		-		-		-		-		-		-		0.03		-		-		-		-		0.03		-		-		-		0.02		-		0.03		-		0.03		0.08		0.02

		IM-OG4N97		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGGGGGACTGGCTCTATCTTTTTTTTAAGTGTGAGCTATGGAAACCCAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target				3		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		0.03		-		-		-		0.11		-

		IM-KD77L2		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGGGGGACTGGCTCTATCTTTCTTGTAAAGTGTGAGCTATCGAAACCCAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		0.04		-		-		0.02		-

		IM-5E25L1		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCTCGAAAGTTTTATTACTTTTGAGCTATGGAAACTTACACGAACAGTGAGGTCTAAAGGAAAGAAAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-01JL75		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTTGCGCTTTTTATTTTATTATCATTTGCGCTATGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-		-

		IM-VG3G02		CGCCCGTCGCTCTTACCGATGGACTTCGCTGTGAGTTTGAGGGACTTGCGCTTTTATTTATTTATTATGTGCTACGGAAACTTAAACGAACAGTGTGGTCTAAAGGAAAGAGAAGTCGTAACAAGGCATCT		Chromista		Foraminifera														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-

		IM-55TJ93		CGCCCGTCGCTCTTACTGATGGACTTCTTTGTGAGTTTGAGGGACTGGACTCTTTGATGTCTATGGAAACTTAAACGAACAAAGTGGTCTAGAGGAAAGAGAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target				6		-		-		0.03		-		-		-		0.03		0.05		-		-		-		-		0.06		-		-		-		-		-		0.03		-		-		0.01		-

		IM-AIH944		CGCCCGTCGCTCTTACCGATGGACTTCTCTGTGAGTTTGAGGGACTGGCTTGACAAGCAGCACTTGTGTTGTCTTGAGCGAGCTATGGAAACTTACACGAACAGTGAGGTCTAAAGGAAAGAAAAGTCGTAACAAGGCATCG		Chromista		Foraminifera														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.34		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-20GNZL		CGCCCGTCGCTCCTACCGATTGGATGGTCCGGTGAGGTTCTCGGATTGGCGCAATGCAGTTGGTTCGCCAGCAGCGATGTGCCGAGAAGTTACCCAAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Pavlovophyceae		Pavlovales		Pavlovaceae								Target				11		-		-		0.16		-		-		-		0.02		-		0.04		-		-		-		0.02		-		0.03		-		0.18		0.15		0.22		0.11		0.04		0.02		-

		IM-66U0D6		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAGGCCCCCGGACTGCGGCGCCGCAGCTGGTTCTCCAGCCGCGACGCCGCGGGAAGCTGTCCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Prymnesiophyceae		Isochrysidales		Noelaerhabdaceae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.08		-		-		-		-		-

		IM-1BDR1N		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAGGCCCCCGGACTGGGGCGACGCATTCGGTTCGCCGGACGCGACGCTCCGGGAAGCTGTCCAAACCTTATTATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Prymnesiophyceae		Phaeocystales		Phaeocystaceae		Phaeocystis						Target				6		0.09		0.10		-		-		-		-		-		-		0.02		0.05		-		0.03		0.02		-		-		-		-		-		-		-		-		-		-

		IM-YC139A		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAGGCCCCCGGACTGGTGCGACGCAGCTGGTTCTCCAGCCGCGATGCACCGGGAAGCTGTCCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Prymnesiophyceae		Zygodiscales		Pontosphaeraceae		Pontosphaera						Target				4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.08		0.03		-		0.02		-		-

		IM-IKJ20S		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAGGCCCCCGGACTGTGGCAACGCAGCTGGTTCGCCAGCCGCGATGCCGCGGGAAGCTGTCCAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Prymnesiophyceae												Target				5		0.02		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.08		0.07		-		-		-		-

		IM-868H1C		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGGCCTTTGGACTGTGACAACGGTGCTGGTTCTCCACGCTGATGTCGCGGGAAGCTGTCCAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Haptophyta		Prymnesiophyceae												Target				4		-		0.02		-		-		-		-		-		-		0.04		0.01		-		-		-		-		-		-		-		0.03		-		-		-		-		-

		IM-88G2SN		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGAACGTCGGATCACGCGCTTGACGCCAGTTCGCTGGTGACTTGCGCGAGAGAAGTTGTTCAAACCTTACCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Heliozoa				Centrohelida		Acanthocystidae								Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8D4AWZ		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGAACGTCGGATCACGCACGAGATGCTGGTTCGCCAGTGACTTGCGCGAGAGAAGTTGTTCAAACCTTACCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Heliozoa				Centrohelida		Acanthocystidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-TBCP62		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGAACGTCGGATCACGCGTGCGACGTTGGTTCGCCAGCGACATATGCGAGAGAAGTTGTTCAAACCTTACCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Heliozoa				Centrohelida		Acanthocystidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-7BX494		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGAACTCCGGATCACGCGCGTGGCGCTGGTTCGCCAGTGCTTTGTGCGAGAGAAGTTGTTCAAACCTTACCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Heliozoa				Centrohelida		Acanthocystidae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OS2088		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACCGTGAGATTGGCAGTTCTGCCCTTCTCGTGGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Apicomonadea		Colpodellida		Colpodellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.05		-		-		-		-		0.74		1.45		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U6J3QE		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTAGTTGTAGCAGTTTCTGTTGCATCTGGAAGAAGGTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae		Rhytidocystis		Rhytidocystis dobrovolskiji				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		0.02		0.09		-		-		-		-		-		-		-		-		-		-		-

		IM-2VM9TR		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTGATTGCAGCAGTTTCTGTTGCTTCTGGAAGAAGGTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae		Rhytidocystis						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		0.05		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-

		IM-C3V00U		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTTGGTGCTACAGTTTCTGTTGCTTTGGGAAGAAGGTCTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9SFFR2		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGGTTTCGGTTGCAGCAGTTTCTGCTGTTTCTGGGAGAAGGTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.04		-		-		-		-		-		-		-		-

		IM-HSE286		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTTGATTTAGCAGTTCTCTGTTATTTCGTGAAGAAGGTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-

		IM-4R37K0		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTGGATTTATCAGTTTTCTGTTAAATCTTCAAGAAGGTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		0.06		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-J70NKU		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATTAACCAGATTTTTGATTTAGCAGTCTCTGTTATTTTGGGAAGAAGGTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Agamococcidiorida		Rhytidocystidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.12		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V4B9IR		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACCGTGCCTGCGGTTGCTTTGCTACTGTAGGCATAGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eucoccidiorida		Adeleidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		0.04		-		-		-		-		-		-		-		-		-		-		0.02		0.04		-		0.05		0.04		0.03		0.03		-		-		-

		IM-S0C054		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTCGGGACTGGCGCTTGTGAGCTGGCAACAGCATGCTTGTGCCGGGAACTTGAACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eucoccidiorida		Eimeriidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.04		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07

		IM-1Q8B8R		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACCGTGCCTGCAGCAGTTTCTGCTGCTGGTATGGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eucoccidiorida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		-		0.03		-		-		-		0.05		-		0.02		-		-		-		-		0.03		0.03		-		0.07		0.06		0.04		0.03		0.03		-		-

		IM-CB4159		CGCCCGTCGTTTCTTCCGACTGATACTCATTGTGAGTTGCAAGGATTCATTTTTGAAGAATTGCTGCGAATGCTTTGTATTGGAGGAAGAAAAAGTCGTAACAAGGTTATC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Cephaloidophoridae		Cephaloidophora						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		0.08		-		-		0.02		0.11		0.14		0.33		-		0.04		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-

		IM-7F42K8		CGCCCGTCGTTTCTTCCGACTGATACTCATTGTGAGTTGCAAGGACCCTTTATTGGGGAATTGCTGCGAATGCTTTGTATTGGAGGAAGAAAAAGTCGTAACAAGGTTATC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Cephaloidophoridae		Cephaloidophora						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		0.03		0.08		0.06		-		-		-		0.06		-		0.25		0.10		0.35		0.24		0.17		0.04		0.10		-		0.12		0.28		0.21		0.16		0.08		0.03		0.03

		IM-D98S75		CGCCCGTCGTTTCTTCCGACTGATACTCATTGTGAGTTGCCAGGACTCTTAATTGGGGAATGGCTGCGAATGCTTTGTATTGGAGGAAGAAAAAGTCGTAACAAGGTTATC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Cephaloidophoridae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		19		0.26		0.07		0.06		0.04		0.10		0.07		0.22		0.09		0.85		0.54		0.28		0.10		0.12		0.03		0.02		-		-		0.05		0.08		0.11		0.05		-		-

		IM-1370AU		CGCCCGTCGCTCCTACCGATTGGGTTGTCCGGCAAATGCAAACGACGAATTTTCTTCGGTGCTTTGCTCCTGCAGTTTTGGTTCGAAATTTGTGTAAGCCATACTTCCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Lecudinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GU3W0O		CGCCTGTCGCATCTATTGATTAGGTTGTATCATGAGTTAGGCGGAGGTGACGCATCGAGAGTTTACTCTTTTTGTGTTTCTGAAGCTTTGCAAATGGTATTACCCAGAAACAGATAAAGTCATAACACGGCAGCT		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Lecudinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-

		IM-2T9SQ8		CGCCTGTCGCATCTATTGATTAGGTTGTATCATGAGTTAGGCGGAGGTAGCGTAAAAAAGTTTACTTCTTTATGTTGCTGAAGCTTTGCAAATGGTATTACCCAGAAACAGATAAAGTCATAACACGGCAGCT		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Lecudinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.04		-		-		-		-

		IM-2K4IN8		CGCCCGTCGCTCCTACCGATTGGGTGATCCGGTTAATTCCATGGAGTGCTTTTGTTCCTTAACGGGTCCATTAGGTGCAAAATGGTGTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Lecudinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.41		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B19JAF		CGCCTGTCGCATCTATTGATTAGGTTGTATCATGAGTTAGGCGGAGGTTGCGCAATTGAAGCGATTTGATTATGCGGCCGAAGCTTTGCAAATGGTGCTACCCAGAAACAGATAAAGTCATAACACGGCAGCT		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Lecudinidae								Target				1		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P1A13Y		CGCCCGTCGCTCCTACCGATTGGATGTTCCGGTGAAACTCTCGGACGTGAAGACTTAGTCTTCGAAGAAGAGATTTGAATCGTAACATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium		Selenidium sabellariae				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.03		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L53KEZ		CGCCCGTCGCTCCTACCGATTGAGTGATCCGATGAAACTCTCGGACGCAGTATAGTTACTATGTTGAAAAAGAGATTTGAATCGTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				2		-		-		-		-		-		0.02		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q90PKT		CGCCCGTCGCTCCTACCGATTGGGTGATCCGCTAAAACTCTCGGAAGCAGATTAGTTACTAATTTGAAGAAGAGAGTTGAGTCGTAGCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K2M8B9		CGCCCGTCGCTCCTACCGATTGGGTGAACCGATGAAACTCTCGGACGAGAACTTTATAAGTATTTGAAAGAGATTTGAATCGAGTCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				4		-		-		-		7.15		0.43		-		-		-		-		-		0.02		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-71FR92		CGCCCGTCGCTCCTACCGATTGGGTGATCCGATGAAACTCTCGGACACAGTATAGCTACTATGTTGGAAAAGAGATTTGAATCGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				3		0.02		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-6YM3T6		CGCCCGTCGCTCCTACCGATTGGGTGTTTAGGTGAATTATTCGGACCACACGACGTGTGTAATTTCGGTTACCGTGTCATCGTGGGAAGTCTTGTGAACCTCAACGTCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				1		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I26U8T		CGCCCGTCGCTCCTACCGATTGGGTGATCCGATGAAATTCTCGGACGCAAAATAGTTACTATTTCGAAAAAGAGATTTGAATCGTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				2		-		-		-		-		-		-		-		-		0.19		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-OJ1Z8A		CGCCCGTCGCTCCTACCGATTGGGTGATCCGATGAAACTCTCGGACACAATATAGTTACTATGTTGAAAAAGGGAATTGAATCGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				10		0.03		-		0.02		-		-		-		0.04		-		0.13		-		0.03		0.05		0.06		-		-		-		0.05		0.05		0.08		-		-		-		-

		IM-35J41H		CGCCCGTCGCTCCTACCGATTGGGTGTTCCGATGAAACTCTCGGACACAATATAGTAACTATGTTGAAAAAGAGATTTGAATCGTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae		Selenidium						Target				3		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		0.03		0.02		-		-		-		-		-

		IM-G0P8ZS		CGCCCGTCGCTCCTACCGATTGGGTGATTAGGTGAATTATTCGGACCACACGACTCGAGCAGTTTACGCTGCCGTGTCATCGTGGGAAGTCTTGTGAACCTCATCGTCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I08UN0		CGCCCGTCGCTCCTACCGATTGAGTGATCCGATGAAACTCTTGGACGCAATATAGTTTCTATGTTGGAGAAGAGATTTGAATCGACTTACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae								Target				2		-		-		-		-		-		0.03		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-68L1EU		CGCCCGTCGCTCCTACCGATTGGGTGCTCCGGTGAATTGTTCGGATAGATTTGAAGGGCTTCTAAGCTCTCGAACCTAAAAGTTCTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida		Eugregarinorida		Selenidiidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z8116G		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACCGGACGTACTGCAGTTCTCTGTGGAACGTTGTGGAAAGTTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Conoidasida												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.04		0.02		-		-		-		-

		IM-6S4BG1		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGCGATCGTTTCCAGTTCCTGGGGACTTTTGTGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Blastodiniales		Blastodinidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-16O1MD		CGCCCGTCGCTCCTACCGATTGGATGTTCCGGTGAATAATTCAGACTGCGGCAATTGTCGGATTCCGAGAATTGCCGCGGAAAGTTTAGTGAACCTTAACATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Coccidiniales		Chytriodiniaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-U4QT00		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACGGCAGCCTTTTCCAGTTTCTGGAAGTGGCAGCTGGAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Coccidiniales		Syndiniaceae		Hematodinium						Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PY210N		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACGGCACCTTTTGGCAGTTTCTGCCATGAGGAGCTGGAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Dinophyceae		Coccidiniales		Syndiniaceae		Syndinium		Syndinium turbo				Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RX5T9C		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCTGCATTGCTCAGTTACTGACATTGTGGTGGGAAATCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAATGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Ceratiaceae		Tripos						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-45SL68		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAATATTTCAGACTATGGCATCATGCTTCTCTTGCCTGTTGCTGTCGAAAGTTATATGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Gonyaulacaceae		Gonyaulax		Gonyaulax digitale				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-FQ66P4		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAATCATTTAGACTGCCACAACATTCAGATCTCTAGGTGTTGCAGCGGGAAATTTCATGAACCATATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Gonyaulacaceae		Impagidinium		Impagidinium pallidum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.64		-		-		-		-		-

		IM-CJP3N3		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGTGGCAATGTCTAGCTCTAGACTTTGCTGTAGAAAATCTTATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Gonyaulacaceae		Protoceratium		Protoceratium reticulatum				Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-

		IM-62JB0Z		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAATAATTTGGACTGTAGCAAATTCCAGTGTGCTGGATTGTGCCATGGCAAATTTTATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Gonyaulacaceae		Spiniferites		Spiniferites ramosus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		0.11		-		-		-		-		-		-		-		-		-		-		0.02		0.06		-		0.08		0.05		-		0.05		0.03		-		-

		IM-1QAL8M		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAGTGTTCAGTTCTTGAACATTGCAGTGGAAAGTTTAATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Ostreopsidaceae		Alexandrium						Target				19		1.10		0.25		0.49		-		-		0.05		0.93		0.07		1.57		1.16		-		0.40		-		1.58		1.17		0.02		0.87		1.66		1.84		1.92		0.70		0.12		0.12

		IM-53H6NE		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAATATTCAGTTCCTTGATGTTGCAGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Ostreopsidaceae		Alexandrium						Target				4		-		-		-		0.25		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		0.05		-		-		-

		IM-93YR04		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGTAGCAATGTTCAGTTCTTGAACAATGCAATGGCAAATTTAATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Ostreopsidaceae		Alexandrium						Target				4		-		-		-		-		-		-		-		-		-		0.14		-		-		-		-		-		0.02		-		-		-		0.28		-		-		0.05

		IM-6C2BE1		CGCCCGTCGCTCCTACCGATTGAGTAATCCGGTGAATAATTTGGACTGCAGCGGCGTCCAGTTCCTGGATACTGCAGCGGAAAGTTTAGTGAACCTTATTACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae		Cochlodinium						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-3350DV		CGCCCGTCGCTCCTACCGATTGGGTGTTTCGGTGAACTATCCAGATCGCAGCAATGTTCGGATCCCGATTGTTGCAGCGAAAAGTTTCGTGAACCTCAACACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae		Gymnodinium		Gymnodinium microreticulatum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.04		0.03		-		-		-		-

		IM-9B7D0N		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAGTGCTTGGTCCTCCGGGCTTTGCAGTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae		Gyrodinium		Gyrodinium dominans				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8G4P68		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAACTCGGACTGAAGCTTATTCCAGCTTCTGGAATTTGCTTTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae		Pelagodinium						Target				1		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S5VW4W		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAATAATTCGGACTGCAGCAGCGTGGGGATCCCTCATGCTGCAGCGGAAAGTTTAGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae								Target				5		-		-		0.17		0.09		-		0.02		-		-		-		-		-		-		-		-		-		-		0.03		-		-		0.04		-		-		-

		IM-AX1150		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACTGCAGCAGCGTTTGGATCCCAGATGTTGCAGCGGAAAGTTTAGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae								Target				1		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-09Y4Z4		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACTGCAGTAGCGTGGGGACTCCTCATGCTGCAGCGGAAAGTTTGGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae								Target				11		0.03		-		0.04		0.10		-		0.05		0.14		-		-		-		-		-		-		0.02		0.02		-		0.04		0.02		0.04		0.07		-		-		-

		IM-AL3Y1K		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACTGCAGCAATTCTCGGTTCCCGAGTTTGCAGCGGAAAGTTTAGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae								Target				3		-		-		0.04		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		0.03		-		-		-		-

		IM-23RTCZ		CGCCCGTCGCTCCTACCGATTGAATGCTCAGGTGAGCCATTCGGACCTCCATCATAGCGGTTTCCGTTTTGATAGAGGAAAGTCTTGCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Kareniaceae		Karlodinium		Karlodinium veneficum				Target				15		1.05		0.12		-		0.15		-		0.05		0.63		-		0.52		0.67		-		-		-		-		0.03		-		0.28		0.79		0.51		0.22		0.36		0.15		0.16

		IM-L67XM2		CGCCCGTCGCTCCTACCGATTGAATGCTCAGGTGAGCCATTCGGACTTTCATCATGTCGGTTTCCGATTTTGATGAAGGAAAGTCTTGCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Kareniaceae		Karlodinium		Karlodinium veneficum				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.02		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		0.02		-		-

		IM-HG2ZU0		CGCCCGTCGCTCCTACCGATTGAGTGCTCAGGTGAGCCATTCGGACTTTCATCTTGCCGGTTTCCGGTTTTGATGAGGGGAAGTCTTGCGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Kareniaceae		Karlodinium						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.02		-		-		-

		IM-J0FK08		CGCCCGTCGCTCCTACCGATTGAATGCTCAGGTGAGCTATTCGGACCGACATCATGCTGGTTCCCAGTTTTGATATTGGAAAGTCTCGCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Kareniaceae								Target				4		-		-		-		-		-		0.04		0.57		-		0.06		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2C561X		CGCCCGTCGCTCCTACCGATTGAATGCTCAGGTGAGCCTTTCGGACCTCCATCGTGTCGGTTTCGATTTCGATGGAGGGAAGTCATGCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Kareniaceae								Target				5		-		-		-		-		-		-		0.02		-		-		-		-		0.02		-		-		-		-		-		0.03		0.07		0.02		-		-		-

		IM-KF5LZ6		CGCCCGTCGCTCCTACCGATTGAGTGTTACGGTGAATAATTCGGACTGCAGCTTCGTTTGGATCCCGAACGTTGCAGCGGAAAGTCTAGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Polykrikaceae		Polykrikos						Target				3		-		-		0.59		-		-		-		0.05		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-

		IM-NQF77V		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAATGTTTGGATCCCAATCGTTGCAGCGGAAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Warnowiaceae		Warnowia						Target				17		-		0.04		0.95		0.64		0.17		-		0.41		0.04		1.98		0.12		0.15		0.12		0.03		0.45		0.26		-		0.17		-		0.13		0.30		0.02		-		-

		IM-RSNH47		CGCCCGTCGCTCCTACCGATTGAGTGCTCAGGTGAATAATTCGGACTGCAGCAATGTTTGGATCCCGAACGTTGCAGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				17		-		0.11		0.67		0.12		0.02		-		0.11		-		0.13		0.15		-		0.04		-		0.15		0.22		-		0.45		0.04		0.16		0.16		0.24		0.96		0.05

		IM-60G5E0		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAACTCGGACCGATGCATTTTTCAGCTTCTGGAAGTTGCATTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				7		-		-		0.07		0.56		0.03		-		-		-		-		-		-		0.04		-		-		0.03		-		0.05		0.07		-		-		-		-		-

		IM-334F9R		CGCCCGTCGCTCCTACCGATTGAGTGATCCGATGAACCATTCGGACTGCAGCAATGCTTGGATCCCGAGCTTTGCAGCGGAAAGTCTCGTGAATCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				3		-		0.02		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-J7S9S7		CGCCCGTCGCTCCTACCGATTGAGTGTTGTGGTGAATAATTCGGACTGCAGCAGTGTTTGGATCCCGAACGTTGCAGCGGAAAGTTTAGTGAACCTTAACGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				5		-		-		0.02		-		-		-		-		-		0.11		-		-		-		-		-		0.05		-		0.02		-		-		0.14		-		-		-

		IM-Y42KYP		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACTGCAGCAATGCTTGGATCCCGATCGTTGCAGCGGAAAGTTTAGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				5		-		-		-		-		-		0.03		-		-		-		0.02		-		0.04		0.02		-		-		-		-		-		-		-		-		0.02		-

		IM-9F86M9		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACTGCAGCAATATTCGGATCCCGAACGTTGCAGTGGAAAGTTTGGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				2		-		0.03		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-

		IM-78Q1GN		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCCGCAGAGTTCAGCTCCTGTTCTTTGCAGTGGAAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				2		-		0.04		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-04RNT7		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCCCAGCAAAGCTTGGATCCCGAGCCTTGCAGGGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.02		-		-		-		-		-

		IM-1X85Z7		CGCCCGTCGCTCCTACCGATTGAGCACTCCGGTGAATAATTCGGACTGCAGCAATGTTTGGATCCCGAGTATTGCAGCGGGAAGTTTAGTGAACCTTAGTGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Gymnodiniales										Target				1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q9781C		CGCCCGTCGCTCCTACCGATTGAGTGATTCGGTGAATAATTCGGAGATTGATTTGTTCAGCTTTGCGAAACATGTCTTTCGAAGTTTAGTGAACCTCATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Noctilucales		Kofoidiniaceae		Spatulodinium		Spatulodinium pseudonoctiluca				Target				8		-		-		0.02		-		-		-		-		-		-		0.06		-		-		-		0.07		0.08		-		0.05		-		0.04		0.05		0.13		-		-

		IM-RT947J		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCTGCAAGGCTCAGTTCCTGAACCTTGCGGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Amphidiniopsidaceae		Archaeperidinium						Target				2		-		-		-		0.02		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2VF451		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAGTGTTCGGCAACGAGCGTTGCAGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Heterocapsaceae		Heterocapsa		Heterocapsa rotundata				Target				17		0.02		0.12		0.08		0.09		0.04		-		-		-		0.02		0.12		2.39		0.20		0.20		0.07		0.16		-		0.21		0.11		0.08		0.03		0.02		-		-

		IM-S71UZ4		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAACGTTCAGCTCCTGAATGTTGCAGTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Peridiniaceae		Scrippsiella						Target				17		-		-		0.24		0.10		0.09		-		-		0.13		0.05		0.04		0.02		-		0.02		0.07		0.34		-		0.16		0.03		0.13		0.09		0.05		0.02		0.06

		IM-ZO3D35		CGCCCGTCGCTCCTACCGATTGAGTGATTCGGTGAATAATTCGGACCGCAGCAATGTTCAGCTTCTGATCGTTGCAGTGGAAAGTTTAGTGAACCTCATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Pfiesteriaceae								Target				4		0.15		-		-		-		-		-		-		0.04		0.18		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-458D5K		CGCCCGTCGCTCCTACTGATTGAGTGATCCGGTAAATAATTCGGACCGCGGCATTGTCCAGTTCCTGGCCCATTGTTGCGCAAAGTTTAATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Protoperidiniaceae		Protoperidinium		Protoperidinium punctulatum				Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X8622G		CGCCCGTCGCTCCTACTGATTGAGTGACCCGGTAAACAATTTTGGATCATAGTGTTGCTCTGTCCTAGAGTGCCGCTTTGCAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Protoperidiniaceae		Protoperidinium						Target				1		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M3P7X0		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGATGCAGCGCTCAGCTTCTGAATGTTGTGTTGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Suessiales		Suessiaceae								Target				1		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9Q264J		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGGCACTTTCTTCAGCTATTGAAGGGAGCGCTGGGAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Suessiales										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		-		0.29		-		-		0.05		-		-		-		0.02		-		0.02		-		-		0.15		-		0.10		0.11		0.08		0.04		0.05		-		-

		IM-5X0Q5P		CGCCCGTCGCTCCTACCGATTGAGCAATCCGGTGAATATTTCGGACCGGACCCTGTCGGGGCAACTCGTTCAGGGACTGGAAAGTCAAGTTAACCTTATTGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae		Amoebophrya						Target				4		-		-		-		-		-		0.05		-		-		-		-		0.10		-		-		-		-		-		0.02		-		0.02		-		-		-		-

		IM-I76J13		CGCCCGTCGCTCCTACCGATTGAGCAATCCGGTGAATACTTCGGACCGGTTACATCGTTGGTTCGCCAACTTTGTGACTGGAAAGTCGAGTGAACCTTATTGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae		Amoebophrya						Target				1		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J9H49U		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGGCGCCTTGTTTGGTTCGCCGAACTCGGTGCTGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae		Amoebophrya						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-0QYK49		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGCTTCACGGACTGTTACTCCCAGGGGGGTTTCCCTCTGTCAGTATACGGGAAGTGAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae		Amoebophrya						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.03		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-G93A5D		CGCCCGTCGCTCCTACCGATTGAGCAATCCGGTGAATATTTCGGACGGCTATTCTTCGGGGCAACTCGTTAGAGTGGCTGAAAGTCAAGTTAACCTTATTGCTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae		Amoebophrya						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UA6OG5		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGGCGTCTTAATTGGTTCTCCGATTTCGATGCTGGGAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales		Amoebophryaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-		-

		IM-PCA62P		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAATACTTCGGACTGCGAGGTTTGCAGTTTCTGCGTTCCTTGCGGAAAGTTGAATAAACCTTAACATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		16		-		0.04		-		-		-		0.02		0.06		-		-		0.02		0.04		0.17		0.12		0.05		0.06		-		0.13		0.16		0.15		0.28		0.15		0.03		0.03

		IM-NSM02J		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATACTTCGGAGTGCTGGGTTTGCGGTTTCCGTGGGCCTTCGCGCAAAGTTGAATAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales										Target				1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3PVY4J		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTTCGGATCCGCGTCTTGTATGTGGAGAAGTTGGACAAACTCAGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		15		-		-		0.09		0.04		0.04		-		-		0.06		-		-		-		-		0.17		0.18		0.61		0.02		0.19		0.03		0.22		0.46		0.63		0.02		0.12

		IM-ZZLR55		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTTCGGATCGGCAACTTGTTTGCTGAAAAGTTGGACAAACTACATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae		Syndiniales										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.03		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C2768Z		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGTTGCAGCGGTCAGCTCCTGATTGCAGTGGCGGAAAGTTTAGTGAACCTTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae				Amphidiniaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-

		IM-I03DX1		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACCTTGGCAGTGCTCAGCACCTGAGCGCAGTCGTGGGAAGTTTCGTGAACCTTACCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCT		Chromista		Myzozoa		Dinophyceae				Amphidiniaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		0.04		-		-		-		-		-		-		-		0.05		0.09		0.03		0.12		0.03		0.06		-		-		-		-		0.03		0.04		0.02		-

		IM-M82FCK		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAACTCGGACTGATGCAGTGATCAGCTTCTGAACGTTGCATTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				15		-		0.16		0.22		0.20		-		-		0.05		-		0.06		0.02		0.04		0.33		0.05		-		0.06		-		0.07		0.06		0.05		0.03		0.03		-		-

		IM-GO583Y		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCTAGGGACTGTTGCCTTTCGTTGGGTTTCCAACGAGAGATTAGCGGGAACTAGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		0.02		-		-		-		0.02		-		0.02		0.04		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K680T2		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAGCTCTTCGGACTGCGCGGTCTGCAGTTTCTGCGTTCCGTGCGGAAAGTTGCGCAAACCTTAACATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-

		IM-OH97I7		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCAGCAGCGTTCAGTTCCCTGAACTTTGCCGCGGAAAATCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S834AJ		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACCGAAACATCATCTGGTTTCCAGAAGATGCTTCGGGAAGTCTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1S55MV		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGCAGCAGTGTTCAGCTCCTGAACGTTGCAGTGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				22		0.03		0.19		0.54		0.81		0.12		0.07		0.29		0.05		0.51		0.17		0.06		0.07		0.06		0.18		0.39		-		0.11		0.09		0.06		0.16		0.06		0.36		0.16

		IM-5KVQ91		CGCCCGTCGCTCCTACCGATTGAGTGCTCAGGTGAATAATTCGGACTGCAGCAGTGCTCGGCTCCCGAATGCTGCAGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				4		-		-		0.08		-		-		-		0.09		-		0.02		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BI621P		CGCCCGTCGCTCCTACCGATTGAGTGCTCCTGTGAATAATTCAGACTGAGTGGCACTCCAGCTGTTGGGGTGTGCTCAGGAAGACTAGTGAATAGCAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		0.08		-		0.10		-		0.04		-		-		-		-		0.07		-		-		-		0.15		-		-		0.06		-		-		0.12		0.04		0.04		-

		IM-FLR39G		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTCGGACCGCAGCATTGTTCAGCTTCTGAACTTTGCAGTGGAAAGTTTGGTGAACCTTAACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				15		0.05		0.07		0.63		-		-		-		0.25		0.03		1.39		0.12		-		-		0.02		0.13		0.05		-		0.05		0.05		0.04		0.11		0.04		-		-

		IM-L73A4S		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAGTGTTCAGTTCCTGGATGCTGCAGCGGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				17		-		-		0.18		0.01		0.02		-		-		-		-		0.02		0.05		0.31		0.20		0.03		0.19		0.04		0.03		0.02		0.06		0.08		0.11		0.12		0.13

		IM-38U37O		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCCGCAGTGTTCGGTTCCTGGACGCTGCAGCGGAAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				8		-		0.04		0.04		-		-		0.03		-		-		-		-		-		-		-		0.02		0.02		-		-		0.06		0.02		-		-		0.03		-

		IM-OX3X3P		CGCCCGTCGCTCCTACCGATTGAGTGTTCCGGTGAATAATTTGGACTGCTGCAGTGCTTGGTTCTTGAACGTTGCAGTGGAAAGCTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				4		0.02		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.02

		IM-Z43RD4		CGCCCGTCGCTCCTACCGATTGGATGATCCGGTGAGCTATTCGGACTTTCGCTTAGTCGATTTTCGGCTTTGCGAGGGAAAGTCTCGCGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		-		0.10		-		-		-		-		-		-		-		-		-		0.03		0.02		0.04		-		0.08		0.05		0.05		-		0.02		-		-

		IM-VM3188		CGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAATAATTTGGACTGGTGTCTTATTCGGTTCTCCGAGTTCGACGCTGGAAAATCTAGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.03		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.04		0.02		-		-		-		-		-

		IM-56N9Z4		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAATACTTCGGACTGTGAAATGTTTAGTTTCTATCCGTTTCACGGAAAGTTGAATAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		0.02		-		0.21		0.03		-		0.02		0.02		-		-		-		-		-		0.02		0.04		-		0.07		0.11		0.04		0.02		0.06		0.02		0.02

		IM-LR5F5T		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAAGGTTCGGTTCCTGAGCGTTGCAGCGGAAAGTCTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				5		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		0.03		-		0.04		0.02		-		-		-		-		0.02

		IM-EN7L6C		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCAGCAATGCTCAGTTCTCTGAGCGTTGCAGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				6		-		0.03		0.03		-		-		-		-		-		0.02		0.02		0.05		0.14		-		-		-		-		-		-		-		-		-		-		-

		IM-3QR970		CGCCCGTCGCTCCTACCGATTGAGTGTTCCTGTGAATTGTTCGGACTGCAGCAATCACCAGTTCCTGGAGGTTGTAGCGGAAAGTTCTGTAAATAGGGCCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		0.13		0.04		0.23		0.55		0.02		0.03		0.02		0.03		0.64		0.07		0.08		0.03		-		0.08		0.07		-		0.20		0.16		0.05		0.08		-		-		-

		IM-07BT9R		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCGACACTGTTCGGTTCCTGAACGTTGTTGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				3		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		0.05		-		-		0.04		-

		IM-V9O7W7		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCAGCGTTCAGTCTCTGAATGCTGCAGCGGAAAGTATAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-8B12D2		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCAGCAGCGTTCGGCTCCTGAGCACTGCAGTGGAAACTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-NQE41E		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCTGCTTTTTTCAGTTCCTGAAATTGGCGGTGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-

		IM-M3CLJ4		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCAGACTGTTGCAGTGTTCGGTTCTTGAACGTTGCAGTGGAAAGCTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				2		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-O42EVP		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCTCTGTTCAGTTCCTGGACGTTGCCACAGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TZU801		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCAGCAGTGCTTGGTTCCTGAACATTGCTGCGGAAAGTTTCGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O0YN9G		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAGCTATTCGGACTTTCGCTTTGTCGATTTTCGGCTTTGCGAGGGAAAGTTTCGCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		0.07		-		-		-		-		-		-		-		0.04		0.06		0.03		0.02		-		-		-		-		0.09		-		-		-		-		-

		IM-U34X42		CGCCCGTCGCTCCTACCGATTGGATGATCCGGTGAGCTATTCGGACTTACGCTTTGTCGATTTTCGGCTTTGTGTGGGAAAGTCTCGCGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.02		-		-		0.02		-

		IM-M2A717		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATCCGGACTGAGATAATGTCCAGTTACTGGATGTGCTCTCAGGAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				3		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.02		-		-		-		-		-		-

		IM-5Y7D15		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAACTCGGACTGCTGCAATGTTCGGTTCCTGCACGTCGCAGCAGAAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				2		0.03		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O5H7XW		CGCCCGTCGCTCCTACCGATTGAGTGTTGCGGTGAATAATTCGGACTGCAGCAATGCTTGGGTCTCAAACGTTGCAGCGGAAAGTTTAATGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				2		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		0.03		-		-		-

		IM-XYE941		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCAGCATAGTTCAGCTTCTGAACATTGCTGCGGGAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-1ES31E		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTGGACTGCATCAGTGTTCAGATCCTGGGTGCTGCAGCGGGAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-NG83T9		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAACTCGGACTGCGGTTGTGCTCAGTTCCTGTGCCTGCTGCGGAAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				2		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-VE0281		CGCCCGTCGCTCCTACCGATTGGATGATCCGGTGAGCTATTCGGACTTTTGCATTATCGATTTTCGATTTTGTGAGGGAAAGTTTCGCGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9SAPR0		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAATACTTCGGACTGCGAAATTTTTAGTTTCTATTCTTTTCACGGAAAGTTGAATAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		17		-		0.10		0.07		0.04		-		-		-		-		0.02		0.04		0.01		0.05		0.12		0.05		0.02		-		0.02		0.28		0.11		0.14		0.20		0.04		0.02

		IM-B9O3T7		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTTAGACTGCAGCAGCGCTCAGTTCCTGAGGGTTGTGGTGGGAAGTTTGGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-2C76L6		CGCCCGTCGCTCCTACCGATTGAGTGTTCCTGTGAATTGTTCGGACTGCAGCAATCATCAGATCCTGTGGATTGTAGTGGAAAGTTCTGTAAATAGGGCCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4Z5F36		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATCCAGACTGAGGTCATGTCCAGTTACTGGACGTGTATTCAGGAAGTTTCGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LS52R3		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACGGAGCCTTAAAGTAGTTCTACTTTTTGGTTCTGAAAGTCTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R51NCM		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAATACTTCGGACTGCGAAAGGTGTAGATTCTATACTATTCACAGAAAGTTGAATAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		0.10		-		0.06		0.27		0.09		0.14		0.15		0.03		0.06

		IM-AM1GN0		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAATAATTCGGACTGGGAAATTTTTAGTTTCTATTCTTTTCACGGGAAGTTTAATAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Dinophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		-

		IM-1CBK00		CGCCCGTCGCTCCTACCGATTGAGCAATCCGGTGAATAATTTGGATTCGCTGCATCTGGTCAACAGTGTGCGTGCGGAGAAATTTCGTAAACCTTATTGTTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Ellobiopsea		Ellobiopsida		Ellobiopsidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-4605AV		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGTGGCGCCCCAGCAATGGAGCTGTCGTGGGAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa		Perkinsea		Perkinsida		Perkinsidae								Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.05		-		-		-		0.01		-

		IM-156XNT		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACTGCGACTATGGTAGTTTTGCTGTAGCTGCAGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa														Target				4		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		0.14		0.15		0.05		-		-		-		-

		IM-H7EE62		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACTGCGATTATGGCGGTTTCGCTGTAGTTGCAGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-

		IM-2PX1JU		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACTGTAGCATTGGCAGTTCTCTGCCTTTGCTGTGGAAAGTTTTGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa														Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9DU6AP		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATTATTCGGACTGCGACTACGACAGTTTCTGTTATAGTTGCAGAAAGTTTTGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Myzozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		0.11		-		-		-		-		-		-

		IM-7HB490		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGCGAGTTTCCTTTATTGGGAGTTTGTCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Bacillariales		Bacillariaceae								Target				22		0.08		0.43		4.71		0.02		0.28		0.07		0.33		1.00		-		0.90		0.52		0.06		6.58		0.80		7.44		0.34		5.48		0.96		8.35		14.78		2.39		3.70		1.15

		IM-B57OY5		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGATTAGTTTCCTTTATTGGAAGGTAGTTATGAGAACCTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Bacillariales		Bacillariaceae								Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-385YGD		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGGTAGTTCCCTTTATTGGGAGTTATTCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Bacillariales		Bacillariaceae								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.03

		IM-Y38DNL		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGTTTGGTTCCTTTATTGGGATTGTACCGTGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Attheyaceae		Attheya		Attheya longicornis				Target				4		-		0.02		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		0.03		0.07		-

		IM-R70K8R		CGCCCGTCGCACCTACCGATTGAATGGACCGGTGAAGCCTCGGGATTATAGTTTGATTCCTTTATTGGGACCAGACCGTGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Attheyaceae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-MFLN81		CGCCCGTCGCACCTACCGATTGAAAAGCCCGGTGAAGAATCGGGATTGTAGCGTTGTCCTTTATTGGACATTGCCGTGAGAACCTTTCTGAACCTTGTTTTTTAGAGGAAGGTGAAGTCGTAACAAGGTCTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros		Chaetoceros debilis				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		0.17		-		-		-		-

		IM-V6O1VD		CGCCCGTCGCACCTACCGATTGAGTGTTCCGGTGAAGCCTCGGGATTGTAGTTGGGTTCCTTTATTGGATCCTGGCCGCGAGAACTTGTCTAAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros		Chaetoceros laevisporus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		0.02		-		-		-		-

		IM-RG8X10		CGCCCGTCGCACCTACCGATTGAACGGTCCGGTGAAGTCTCGGGATTGCGGCGAGTTCCTTCATTGGGGCTCGGTGCGAGAACTTGCCTAAACCTTATCGTTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros		Chaetoceros lauderi				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.02		-		-		-		-		-		-

		IM-JMR629		CGCCCGTCGCACCTACCGATTGAGTGATCCGGTGAGGCGTCAGGAATTTGATTGATTTCCTTTATTGGAATTTGATCGAGTGAATCTCGCCGAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros		Chaetoceros radicans				Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-4KGRW9		CGCCCGTCGCACCTACCGATTGAGTGGTCCGGTGAATTCTCGGGATTGTGGTTGATTTCTTTTATTAGGATTCGACTGCGAGAACTTGTGTAAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros						Target				11		0.33		0.04		-		0.02		0.02		0.22		0.57		0.51		3.21		0.15		0.01		0.02		-		-		-		-		-		-		-		-		-		-		-

		IM-82VVLT		CGCCCGTCGCACCTACCGATTGAGTGTTCCGGTGAAATCTCGGGATTGTAGTTGAGTCCCTTTATTGGGTCCTGACCGCGAGAACTTGCTTAAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros						Target				3		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.08

		IM-E38ZG5		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGTTGGGTTCCTTTATTGGAGCCTGACCGTAAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros						Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3KD5N8		CGCCCGTCGCACCTACCGATTGAGTGGTCCGGTGAAGGCTCCGGATTATGGTTATTGCTTTCATTAGGAATGACCGTGAGAAGCTGTCTGAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTCTCC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3CU277		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGACTGTTCTGCTTTATTGTGGTCGGTTGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Fragilariales		Fragilariaceae		Asterionella						Target				9		-		0.25		-		-		-		-		-		0.20		-		0.20		-		-		0.12		-		0.06		-		-		-		-		0.02		0.02		0.14		0.05

		IM-2J3U1W		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGCCATGAGTTTCCTTTGTTGGGAGTTCGCGGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Fragilariales		Fragilariaceae								Target				2		-		-		-		-		-		-		-		0.05		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-G7NP8T		CGCCCGTCGCACCTACCGATTGAGTGGTCCGGTGAAGCCTCGGGATTGCCGTTTACTTCTTCGGATGCAGACAGCAAGAACTTGTCTAAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Leptocylindrales		Leptocylindraceae		Leptocylindrus		Leptocylindrus danicus				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.18		0.10		0.05		-		-

		IM-K4621U		CGCCCGTCGCACCTACCGATTGAGTGGTCCGGTGAAGCCTCGAGATTGCCGTCTAACTCTTCGGATGATGACAGCAAGAACTTGTCTAAACCTTATCACTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Leptocylindrales		Leptocylindraceae		Leptocylindrus						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-

		IM-RM46KT		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGAGTCGAGATTGTGGCTTGGTTCCTTTATTGGGACTTGGCCGCGAAAACTTTTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Lithodesmiales		Lithodesmiaceae		Ditylum		Ditylum brightwellii				Target				3		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06

		IM-L1933E		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACCGGGCAATGATCAGCAATGGTCGATGCTTGGAAAGTTGCTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Melosirales		Stephanopyxidaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J1F99T		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACCGGGCAATGTTCAGCAATGGACGTTGCCTGGAAAGTCGCTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Melosirales		Stephanopyxidaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IN1XO7		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTCGGACTGAGCAGCCGTCAGCAATGAAGGCAGCTTGGAAAGTCGCTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Melosirales		Stephanopyxidaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-CS43AP		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGCCAGTTCACTTTATTGGGAATTGGCTGTGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Naviculaceae		Navicula						Target				15		0.02		0.23		-		-		-		-		-		1.00		0.03		0.05		-		-		0.27		-		0.10		0.03		0.03		0.03		0.22		0.27		0.81		4.18		1.36

		IM-SIW17C		CGCCCGTCGCTACTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGACCAGTTTCCTTTATTGGGAGTTGGTTGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Naviculaceae		Navicula						Target				8		-		0.08		-		-		-		-		-		0.46		-		0.03		-		-		0.13		-		-		-		-		-		-		0.14		0.20		0.25		0.13

		IM-A260Y5		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGGCTCGGGATTGTGGCCAGTTCACTTTATTGGGAGTTGGCTGCGAGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Naviculaceae		Navicula						Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		0.02		0.04		0.17		0.03

		IM-Z354BC		CGCCCGTCGCACCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGACCTTTGCCTTTATTGGTGTTGGTTGCGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Phaeodactylaceae								Target				1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-DV05AV		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGTCAGTTTGCTTTATTGCGAGTTGATTGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Pleurosigmataceae								Target				19		0.05		0.30		0.33		-		-		0.05		0.12		0.27		0.02		0.19		0.05		0.07		0.17		-		0.24		-		0.37		0.06		0.51		0.14		0.18		0.16		0.06

		IM-KR3E2F		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGACCTGTGCCTTAACTGGTGTAGGTCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales										Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.03		0.02		-		-

		IM-02YGF8		CGCCCGCCGCATCTACCAATTGGATGGTAAGGTGAAGCCTCGGGATTGTGGTCAGGTTCCTTCATTTGGACCTGACCGTGAGAACTTGTCTAAACCTTATCATCGAGAGGAAGGTGAAGTCGTAACAAGGTTCCC		Chromista		Ochrophyta		Bacillariophyceae		Paraliales		Paraliaceae		Paralia						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-03U55W		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGGGATTGTGGTCTGGTTGCTTTATTGGAACCTGACTGTGAGAACCTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Rhizosoleniales		Rhizosoleniaceae								Target				2		-		0.02		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3QW9EZ		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGTCAGGTTGCTTTATTGGAATCTGACTATGAGAACCTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Rhizosoleniales		Rhizosoleniaceae								Target				1		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R9K6J1		CGCCCGTCGCACCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGACTGTTGCCTTAATTGGTGTCGGTTGCGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Rhopalodiales		Rhopalodiaceae								Target				8		-		0.02		-		-		-		-		-		-		-		-		-		-		0.06		-		0.02		-		-		-		0.04		0.04		0.05		0.83		0.31

		IM-Q43Z3G		CGCCCGTCGCACCTACCGATTGAGCGGTCCGATAAAGGCTCGGGAAAAGTCCTCGTTTCCTTCACTGGAGACTTGAATTTTGAACCTGTCTAAATCTTATCGCTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Lauderiaceae		Lauderia						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X8L8W8		TGCCTGTTGCAACTACCGATTGAATGGTCCGGTGAAGACTCGAGATTGTGGTCTAGCTCCTTCATTGGGGCTTGACCGCAAGAACCTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Skeletonemaceae		Skeletonema		Skeletonema menzelii				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K5R50A		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGACTCGAGATTTTGGTCTAGCTCCTTTATTGGGGCTTGACCGCGAGAACCTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Skeletonemaceae		Skeletonema						Target				19		0.02		0.13		0.03		-		-		-		0.08		0.10		-		0.04		0.31		0.11		6.94		0.37		34.99		3.47		10.14		0.48		16.72		11.96		6.62		34.89		39.21

		IM-0L213A		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGACTCGGGATTGTGGTTTGGCTCTTTCATTAGGGCCTGACTGTGAGAACTTGTCTGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Thalassiosiraceae								Target				15		0.04		0.27		0.05		4.07		2.81		0.23		1.40		0.05		0.56		0.25		1.23		1.00		0.12		-		-		-		-		0.03		-		0.05		-		-		-

		IM-FC16CU		TGTCCGTTGCACCTACCGATTGAATGGTCCGGTGAGGACTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCCTGATAGCGAGAACTTGCCCCAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Thalassiosiraceae								Target				1		-		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-

		IM-42HL2F		CACCCATCGCACCTACTGATTGAATGGTCCGGTGAGGACTCGAGATTGCGGTGTGGCTCCTTCATTGGTGCCTTACCGCGAGAACTTGTCCGAACCTTATCATTTAGAGGAAGATGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Thalassiosiraceae								Target				2		-		-		-		-		-		-		0.02		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-

		IM-52N5CN		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGACTCGGGACTGTGGTTTGGCTCCTTCATTGGGGCCTGACCGCGGGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales										Target				23		0.36		8.51		4.93		4.37		4.53		0.57		3.57		2.01		1.74		11.45		16.22		6.91		16.87		4.79		7.57		0.26		3.15		1.51		4.33		5.53		2.13		7.74		5.02

		IM-W89LWB		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGACTCGGGATTGTGGTTTAGCTCCTTCATTGGGGCCTGACTGTGAGAACTTGTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales										Target				23		0.59		50.76		43.64		15.19		16.86		0.98		6.69		2.49		11.64		23.41		56.15		40.28		44.00		56.92		19.50		0.79		21.70		32.91		30.79		21.91		6.15		3.27		1.78

		IM-53FWWY		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGACTCGGGACTGTGGCCTGGCTCCTTCATTGGGGCTTGGCCGCGGGAACTTGTCTGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales										Target				23		0.91		15.68		7.19		7.64		8.99		0.84		5.51		1.97		24.49		16.52		11.29		9.30		4.31		0.69		0.26		0.02		0.67		1.52		3.06		5.59		2.01		0.60		0.65

		IM-T9E659		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGACTCGAGATTGTAGCGTGGCTCCTTTATTGGTGCCTCGCCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales										Target				8		-		-		0.03		-		-		-		-		-		0.04		-		-		-		-		0.09		0.22		0.04		0.06		-		0.09		0.02		-		-		-

		IM-3X3OAW		CGCCCGTCGCACCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGGTTCTTGCCGCTTTATTGTGGCGTGACCGCGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				22		0.04		0.17		0.44		0.03		0.03		0.02		0.04		0.02		-		0.25		0.10		0.19		0.53		0.64		0.89		0.04		1.45		2.75		1.44		0.96		0.12		0.06		0.02

		IM-03KJ58		CGCCCGTCGCATCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGGTCAGGTTCCTTCATTGGGACCTGACCGTGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				19		0.03		0.06		0.12		-		0.10		0.07		0.78		0.26		-		0.32		0.10		0.04		0.35		-		0.16		-		0.03		0.03		0.27		0.18		0.06		0.79		0.18

		IM-CL1309		CGCCCGTCGCACCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGGTTTGGCTCCTTTATTGGGGCTAAGCCGCGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				13		-		0.06		-		-		0.06		-		0.03		0.41		-		0.07		0.06		-		0.38		-		0.10		-		-		-		0.04		0.08		0.05		0.31		0.08

		IM-0PX40O		CGCCCGTCGCACCTACCGATTGAACGGTCCGATGAACACCCGAGCGCGGACTTTGTTTCCTTCATTGGAGATTAAGACCGTAAACCCGTGTAAATCTTATCGTTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				14		0.02		0.15		-		-		0.04		-		-		0.03		-		0.22		0.05		-		-		-		0.18		0.02		0.37		-		0.18		0.14		0.08		0.32		0.20

		IM-5M514Z		CGCCCGTCGCACCTACCGATTGGATGGTCCGGTGAAGCCTCGGGATTGTGGTTGTGCTGCTTTATTGTGGTGCGACCGCGAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-

		IM-966Z6Q		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGACTAGTTCCCTTCATTGGGGATTGGTCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				14		-		0.55		-		-		-		-		-		1.03		-		0.20		0.02		0.03		0.78		-		0.04		-		0.06		0.02		0.22		0.07		0.35		0.83		0.42

		IM-JA1SX1		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGGGATTGTGGCCTGGTAGCTTTATTGGTACCAGGCCGTGAGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				4		-		0.41		-		-		-		-		-		0.15		-		0.03		0.01		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6W5FSH		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGAGATTGTGGCCCCCGCCATTAATTTGGTGGAGGCCGCGAGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				3		-		-		-		-		-		0.02		-		0.08		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-0AD064		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGTCTGGTTCCTTTACTGGGACTTGACCGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				4		-		0.02		-		-		-		-		-		0.03		-		-		-		-		0.02		-		-		-		-		-		-		-		-		0.02		-

		IM-35CHLQ		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGAGCGGTGCCTTTATTGGTGCCGGTTGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-7L2GJF		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGACTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCTAGGCTGCGAGAACTTGTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				9		-		0.12		-		0.03		0.07		-		-		0.05		-		0.15		0.13		0.04		0.47		-		0.14		-		-		-		-		-		-		-		-

		IM-R5I2KG		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAGCCTCGGGATTGTGGCTGGTTCCCTTTATTGGGGATCGGTTGCGAGAACTTGTCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				7		-		-		-		-		-		-		-		0.02		-		-		-		-		0.03		-		-		-		-		-		0.02		0.12		0.03		0.14		0.03

		IM-RDPM16		CGCCCGTCGCACCTACCGATTGAAAGGTCCGGTGAAGTCTCGGGATTGTGGTTAGTGTCCTTTATTGGATGCTGACTGCAAGAACTTGCCTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-

		IM-W13UUU		CGCCCGTCGCATCTACCGATTGAATGGTCCGGTGAGGCCTCGAGATTGTGGTCTGGTTCCTTCATTGGGACCTGACCGCGAGAACCTGTCCAAACCTTATCATTTAGAGGAAGATGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				20		0.04		0.04		0.10		0.16		0.48		0.11		0.22		0.12		-		0.13		0.06		0.03		0.10		-		0.11		-		0.05		0.10		0.26		0.12		0.05		0.11		0.06

		IM-C4YQQ4		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGGGATTGTGGCTCCTGCTATTCAGTTAGTGGGGGCCGCGAGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				2		-		-		-		-		-		-		-		0.03		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4ZRN3P		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGGGACTGTGGCCTGGTGCCTTCACTGGTGCCTGGCCGCGGGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				3		-		0.21		-		-		-		-		-		0.03		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QGH8K3		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGCCTCGGGATTTTGGCCTGTTTCCTTTATTGGAAGCTGACTAGAAGAACTTGTCCAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Bacillariophyceae												Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9M7K66		CGCCCGTCGCACCTACCGATTGAATGCTTCGGTGAAAAATTGGGACTGTAGATTCGCTTTCTTAATTGAAAACAAGTCTGTGGGAACTTTTTTTAACCTACTCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae		Ochromonadales		Ochromonadaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		-		-

		IM-7W8W8I		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATCTCGGACTGCGGCTTGGATGCCTTCGGGCAACCAGGCTGTGGAAAGTTGTTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae		Ochromonadales		Paraphysomonadaceae		Paraphysomonas						Target				2		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-G15WE9		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATTTCGGGACTGAGCGATTCTTGATTTATTTCGAGTTTTGCTTGGGAACTTACTTAAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae		Parmales		Triparmaceae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-UO2D18		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAATTCTCGGACTGTGCACATTAATCCTTCGGGATTTTTGAGCATGGGAAGTTAAGTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				1		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2CUX2A		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAATCCCCGGACTACAGCCTCGACACCCTCGGGTGACTTGGCCGTGGAAAGCGGATTAAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		0.03		-		-		-		-

		IM-Z167PG		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAATTCTCGGACTGTGCCATTTAATCCTTCGGGATTTTATGGCGTGGGAAGTTAAGTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				3		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.13		0.05		-		-		-		-		-

		IM-LAH51C		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATCTCGGACCGTGGTTCGGATGCCTTCGGGCGACCTTACCGTGGGAAGTTGTTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				2		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-C4357Z		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAACTCTCGGACCGTAGCGCGGACACCTTCGGGTGACCAAGCTGTGGGAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				4		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		0.05		0.05		0.05		-		-

		IM-9VD12Q		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATTTTGGACTGTGACATGGACGCCCTTGTGGCGACCTAGTTGTGGGAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-AY4V6P		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAAATTTCGGACCGTGGCAGTGTCGCCTTCATTGGAGACGCTGCCGTGGGAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Chrysophyceae												Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ZB3PM6		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACTTGTCGGACCGAAAAGGACTTGTTTCATTTTGGGAAGATCAGTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Dictyochophyceae		Pedinellales		Pedinellaceae		Ciliophrys						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-52S18E		CGCCCGTCGCACCTACCGATCGAAGGTAATGATGAGCCCTCAGGACAGTCGATTGGCGCCTTCACGGGTACCTTTTGGTTGAAATTTGTGCAAATCCTTACCTTTAGAGGAAGGTGAAGTCGTAACAAGGTTACC		Chromista		Ochrophyta		Dictyochophyceae		Pedinellales		Pedinellaceae		Pseudopedinella		Pseudopedinella elastica				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		-		-		-		-		-		-		-		0.02		0.06		0.04		-		-		0.02		-		-		-		-		0.02		-		-		-

		IM-Q335YB		CGCCCGTCGCACCTACCGATCGAAGGTAATGATGAGCCCTCAGGACAGTCGATTCCGCCTTCACGGGTGTTTTTGGCCGAAATTTGTGCAAATCCTTACCTTTAGAGGAAGGTGAAGTCGTAACAAGGTTACC		Chromista		Ochrophyta		Dictyochophyceae		Pedinellales		Pedinellaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-

		IM-O2L835		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACTTGTCGGACTGAAAAAAGCTAGTCTTTTTTTAGGAAGATCAGTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Dictyochophyceae		Pedinellales		Pedinellaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N8ZGJ2		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACATGTCGGACCGAAATAGACTTGTTCCGTTTTGGGAAGATCTGTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Dictyochophyceae		Pedinellales		Pedinellaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.03		-		0.05		-		-		-

		IM-XK57I1		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAATCTCCGGACTGTGGCTCGCAAGCTTAACGGCGAGCGTGCCACGGGAAGTTGATTAAACCTCACTATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Dictyochophyceae		Pelagomonadales		Pelagomonadaceae								Target				9		0.02		-		0.02		-		-		-		-		-		0.07		0.02		-		-		-		-		-		-		0.03		0.02		0.02		0.06		-		0.03		-

		IM-4455QH		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAAATTTCGGACCGTGGCTGTGCGCCCTTCATTGGGCATGCTGCCGTGGGAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Raphidophyceae		Chattonellales		Vacuolariaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.07		-		-		-

		IM-LI7R21		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTCCACGGAGTGCGTGTTCCGCTTGGGTAACCTTGCGTTACATCGCGCGAAGTGGGACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista		Ochrophyta		Raphidophyceae				Thaumatomastigaceae		Thaumatomastix						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KKZ16V		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACTGTGAATTTGTTTGCTTCATTGCGAGCGGATTTCTGGGAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Albuginales		Albuginaceae		Albugo						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-51JG1X		CGCCCGTCGCACCTACTGATTGAATGACTCGGTGAAAAATTGGGACTGTGAGAACAATTGATTCATTTCGACTGTACTTGTGGGAACTTTTTTTAACCTCGCCATTTAGAAGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Peronosporales		Crypticolaceae		Halocrusticida						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-

		IM-A91EVJ		CGCCCGTCGCATCTACTGATTGAATGACTCGGTGAAAAATTGGGACTGTGAGAACAATCGATTCATTTCGAATGTACTTGTAGAAACTTTTTTTAACCTCGCCATTTAGAAGAAGATGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Peronosporales		Crypticolaceae		Halocrusticida						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7VHJF6		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACCGTGAGAATGTTTGCTTTATTGCGAGTATTTTTATGGGAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Peronosporales										Target				2		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-

		IM-00V75R		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACCGTGAACGCACTTGCTTTATTGCGAGGGTGTTTATAGAAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Peronosporales										Target				1		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3DAYA8		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAGAAATTGGGACCGTGAATTCGCCCCCTTCATTGGGAGCAAGTTTATGGGAACTTTTTCTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea		Saprolegniales		Haliphthoraceae		Atkinsiella		Atkinsiella dubia				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P74SI1		CGCCCGTCGCACCTACTGATTGAATGACTCGATGAAATATTGGGACTGTAGAGGCATCTTGCTTTATTGGAAGTGCTTTTGTGGGAACTTTTTTAAATCTCGCCATTTAGAAGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea				Eurychasmataceae								Target				9		0.02		-		-		-		-		-		0.04		-		0.05		0.02		-		-		-		-		-		-		0.03		0.02		0.18		0.15		-		0.04		-

		IM-1Z061U		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACTGTAAATTTGCTTGCTTCATTGCGAACTTATTTGTGGGAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea												Target				9		0.03		0.03		-		-		-		0.04		-		0.02		0.21		-		-		-		-		-		0.03		-		0.03		-		-		-		-		0.02		0.02

		IM-70AH58		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAGAAATTGGGACTGTGAATTCGCTTGCTTCATTGCGAGCTTATTTGTGGGAACTTTTTCTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea												Target				12		-		0.02		0.62		-		-		-		0.02		-		0.44		0.03		0.02		-		-		0.02		0.03		-		0.04		-		-		0.02		-		0.04		0.04

		IM-DD3EN2		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACTGTGAAAGAGGTTGCTTTATTGCGACTTTTTTTGTGGGAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-BO60S9		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACTGCGATTCGTCTTGCTTCATTGCGAGATTTATTGTGGAAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea												Target				1		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BO6908		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACTGCGAATTATTTTGCTTTATTGCGAGATTTCTTGTGGAAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista		Oomycota		Peronosporea												Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L2G322		CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATCATTCGGACCGCAGCAGAACCCAGTTCCTGGGCACTGCAGTGGGAAGTTTCGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Chromista																Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C2WIZ1		CGCCCGTCGCACCTACCGATTGAATGACTCGGTGAAAAATTGGGACCGTGAGCTTGTTTGCTTAATTGCGAATATTTTCGTGGGAACTTTTTTTAACCTCGCCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Chromista																Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-I5UI0Z		CGCCCGTCGCTACTACCGATTGAACGCTTTAATGAGCTCTGCGGACCGGAACTTCTCTTTGGGTTTCCTTAGAGTTGCTTCTGGAAAGCAGCGCAAATTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista																Target				1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y90YEY		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAGGGAACGCGTCCTCTCGTTGGGTTTCCTTCGATTGGCATGTGTAAACTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista																Target				3		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-		0.02		-

		IM-5NB8F9		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTTCAAGGAATGCGTCTTTTGGTTGGGTTTCCTTCCACTTGTATGCGTGAATTGAAACAAACTTGATTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Chromista																Target				4		-		-		0.04		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		0.05		-		0.02		-		-		-

		IM-LNC0M0		CGCCCGTCGCTACTACCGATTGAATGGCTCGGTGAGGCCTTCGGACTGGCCCAGGGAGGTCGGCAACGACCACCCAGGGCCGGAAAGTTGGTCAAACCCGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCC		Fungi		Ascomycota		Dothideomycetes		Capnodiales		Cladosporiaceae								Target				1		-		-		-		-		-		-		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-71YF0Y		CGCCCGTCGCTACTACCGATTGAATGGCTCGGTGAGGCCTTCGGACTGGCTCCAGGGGGTTGGCAACGACCCCCCAGAGCCGGAAAGTTGGTCAAACCCGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Fungi		Ascomycota		Eurotiomycetes		Eurotiales		Aspergillaceae								Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W06S43		CGCCCGTCGCTACTACCGATTGAATGGCTAAGTGAGGCTTTCGGACTGGCCTAGGGAGAGTGGCAACGCTCGCCCAGGGCCGGAAAGTTGTCCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Fungi		Ascomycota		Leotiomycetes		Erysiphales		Erysiphaceae								Target				1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1AGAE5		CGCCCGTCGCTACTACCGATTGAATGGCTAAGTGAGGCTTTCGGACTGGCTCAGGGAGGTCGGCAACGACCACCCAGAGCTGGAAAGTTGTCCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Fungi		Ascomycota		Leotiomycetes												Target				2		-		-		-		0.01		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7005JA		CGCCCGTCGCTCCTACTGATTGAGTGTTGTGTTGAAGAATGGGGAGTTTTGCTGCGCTTTCATTAGTACAGCGAGATGAACTATTCTGAATCTTGACATTTAGAAGAAGGAGAAGTCGTAACAAGGTTTCC		Fungi		Ascomycota														Target				4		-		-		-		-		-		0.02		0.04		-		-		-		-		-		-		-		-		-		-		0.02		0.03		-		-		-		-

		IM-38RAHS		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGTCTCCGGATTGGCTTTGGGGAGCCGGCAACGGCACCCTATTGCTGAGAAGCTGATCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Fungi		Basidiomycota		Agaricomycetes		Agaricales										Target				1		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R479J4		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGACCTCCGGATTGACTTTAAGGCGGGAGCAATTCTGCCTTTTTGTCGAAAAGCTGGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota		Chytridiomycetes		Chytridiales		Chytridiaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-VBD03W		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAACCGTTGGGATTGACGCTTGGGAGCTGGAAACAGCACTCGAATGTTGAAAACTTCTGTAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota		Chytridiomycetes		Chytridiales		Chytridiaceae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		13		0.03		0.02		0.02		-		-		-		-		0.03		0.04		0.07		-		-		0.02		-		0.02		-		-		0.02		-		0.03		0.03		0.04		0.03

		IM-XGF736		CGCCCGTCGCTAGTACCGATTGAATGGCTTAGTGAGACCTCCGGATTGATAGACAGCATCTGGCAACAGAAGTCGTTTGTTGAGAAGTTGGTCAAACTTGGTCATTTAGAGGAACTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota		Chytridiomycetes		Lobulomycetales		Lobulomycetaceae		Lobulomyces						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		0.03		-		-		-		-

		IM-4IU508		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGACCTCCGGATCGATAAGTAGAACTTGGCAACAGGATCCATTTGTTGAGAAGTTGGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota		Chytridiomycetes		Lobulomycetales		Lobulomycetaceae								Target				4		0.02		-		-		-		-		0.02		0.05		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NR02ZF		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGTCCTCCGGATCGACGATCAACATCTGGCAACAGAAGTCGTTTGTTAAGAAGTTGGGCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota		Chytridiomycetes		Lobulomycetales		Lobulomycetaceae								Target				1		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OK88NW		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGACCTCGGGATCGATGAATAGAACTTGGCAACAGGATCCGTTCGTTGAGAACTTGGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTAACC		Fungi		Chytridiomycota														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-B0I91A		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGACCCTCGGATTGGAGTTTCGGAAGTGGCAACGCCTCTGAGACATTGAGAAGTTGGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTC		Fungi		Glomeromycota		Glomeromycetes		Glomerales		Glomeraceae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-

		IM-RAM597		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGCCTTCGGATCGCGTCTGGAGAGCGGGCAACCGCATTCCGGATGTAAGAAGTTGGTCAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Fungi																Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-FSGJ12		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTCGGACTATGACTCTCTGACGGTTCGCCGTCTAAGTGTCGTGGGAAGTTCGTTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Bathycoccaceae		Bathycoccus		Bathycoccus prasinos				Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UQ39AS		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTTGGACTATGGTTTTCTGACGGTTCGCCATTGGATTACCGTGGGAAATTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Bathycoccaceae		Ostreococcus		Ostreococcus tauri				Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-455OF2		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGCTCGGACCGCGGCCTCTTGACGGTTCGCCGTCGATTGGCTGTGGGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Mamiellaceae		Micromonas						Target				1		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6EBQ5U		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTCGGACCGCTTCCTCTGGACGGGTAACCGTCTGTTGGTCGTGGGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Mamiellaceae		Micromonas						Target				12		0.02		-		0.02		0.04		0.06		0.06		0.31		-		-		-		0.05		0.11		0.02		-		-		-		0.04		0.04		0.05		-		-		-		-

		IM-PQ4398		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTCGGATGCGTGGGGCGAGGCGGTTCGCCGCCCCTCTTCATGCAGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae												Target				4		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		0.03		-		0.02		-		-		-

		IM-81EWD0		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTCGGATGAGTGTGGCGAGGCGGTTCGCCGCCCCTCCACATTCAGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-

		IM-5X82MU		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTCCGGATGAGTGTGGTGAGGCGGTTCGCCGCCCTGCCACGCTCAGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Mamiellophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		0.02		-		0.03		0.02		-		-		-

		IM-YK8330		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTCCGGATGAGTGAGGCCCGGCGGCAACGCTTGGCCCTGCTCAGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTCTTC		Plantae		Chlorophyta		Mamiellophyceae												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		0.16		0.02		0.02		-		0.03		0.07		0.21		-		0.39		0.08		0.03		-		-		0.03		0.06		-		0.04		0.04		-		0.05		-		-		-

		IM-0C8Q33		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGACCGCGGCGGGGCGGACGGTTCGCCGTCAGCCCCACGGCGGGAAGTTCATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae		Halosphaerales		Pterospermataceae		Pterosperma		Pterosperma cristatum				Target				7		-		-		0.03		-		-		-		-		-		-		-		-		-		-		0.02		0.02		-		0.04		0.04		0.02		0.05		-		-		-

		IM-V0MUU9		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGACCGCGGTTGGGCGGACGGTTCGCCGTCAGCCTTACTGCGGGAAGTTCATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae		Halosphaerales		Pterospermataceae		Pterosperma						Target				1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9BL4B2		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGACCGCTGTGGGGCAGACGGTTCGCCGTCAGCCCCATAGCGGGAAGTTCATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae		Halosphaerales		Pterospermataceae		Pterosperma						Target				1		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-38NY7G		CGCCCGTCGCTCCTACCGATTGGATTGGCTGGTGAAGCGTTCGGATTGTGGGTTCGGAGCGGTTCGCCGTTCTGGGCTTGCGAGAAGTTCGTTAAACCCTCCTATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae		Pseudoscourfieldiales		Pycnococcaceae								Target				12		0.02		-		0.05		0.01		0.04		0.05		0.09		-		0.06		-		-		-		-		0.02		0.02		-		-		0.07		0.03		0.05		-		-		-

		IM-AZ9890		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGATCTCAGCGAGGCGGACGGTCCGCCGTCAGCCCCGCTACGAAAAGTTCATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae												Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BPKF79		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGACCGCGGCAGGGCGGACGGTCCGCCGTCAGCCCCGTTGCGGGAAGTTCATTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Prasinophyceae												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		0.02		-		-		-		-		-

		IM-38H3W0		CGCCCGTCGCTCCTACCGATTGGGTGTGCTGGTGAAATGTTCGGATCGGCCGTTTGTCGCGGTTTCCGCGGCTCGTGGCTGAGAAGTTCATTAAACCCTCCCACCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta		Trebouxiophyceae		Chlorellales		Chlorellaceae		Nannochloris						Target				22		0.36		0.31		0.23		0.55		0.25		0.18		0.44		0.05		0.21		0.33		0.14		0.26		0.14		0.28		0.20		-		0.28		0.22		0.17		0.23		0.09		0.03		0.02

		IM-65LZ50		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGCGTTCGGACCGTGGCTCGCTGACGGTTCGCCGTCGGCGTGCCGTGGGAAGTTCGTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta														Target				2		-		-		0.02		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-YE28E6		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAAATTTCGGATAGTGGCAATGCTGGCGGTTCGCCGCCGGCGCTGCCGCTAGAAGATCTTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Chlorophyta														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-

		IM-UG20JS		CGCCCGTCGCTCCTACCGATTGGGTGAGGAGGTGAGGACTTGGGAGGTGCTGGCTCGGACCCGCAAGGTGTCTGAACTAGCGCTCAACTCGTTCGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Rhodophyta		Florideophyceae		Hildenbrandiales		Hildenbrandiaceae		Hildenbrandia						Target				1		-		-		-		-		0.51		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z36W5D		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAGTGTTCGGATTGCGGCGACGTGAGCGGTTCGCTGCCCGCGACGTTGTGAGAAGTCCACTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae		Tracheophyta		Magnoliopsida												Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W1E2X6		CGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAAGTGTTCGGATCGCGTCAACGAGGGTGGTTCGCCGCCGACGATGTCGTGAGAAGTTCACTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTACC		Plantae		Tracheophyta		Pinopsida		Pinales		Pinaceae		Picea						Target				1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-APTL49		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAAAATTTCGGATCATGACGATGCTGGCGGTTCGCCGCCGGCGATGTCGTGAGAAGATCTTTAAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Plantae																Target				1		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3CD5B8		CGCCCGTCGCTGCTACCGATGTTTGGTCCGGTGAAATTTTAGGATTCGCGACTTTCACTTGCTTTACTTTCGGGTAGAGCGAGTTTGTTGTGGAGAATTTGAGTGAACCTTGCCAAGTAGAGGAAGCAAAAGTCGTAACAAGGTATTC		Protozoa		Amoebozoa		Discosea		Dactylopodida		Vexilliferidae		Neoparamoeba						Target				1		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-38MH02		CGCCCGTCGCTGCTACCGATGTTTGGTCCGGTGAAATTTTAGGACTCGCGACATTCACTTGCTTTGCTTTCGGGTAGAGCGAGTTTGTTGTGGGGAATTTGAGTAAACCTTGCTAAATAGAGGAAGCAAAAGTCGTAACAAGGTATTC		Protozoa		Amoebozoa		Discosea		Dactylopodida		Vexilliferidae		Neoparamoeba						Target				3		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.02

		IM-20VOJT		CGCCCGTCGCTGCTACCGATGTTTGGTCCGGTGAAATGTTAGGACTTGCGGCAGTCACTTGCTTTGCTTTCGGGTAGAGCGAGTTTGTTGTGGGGAATTTCAGTAAACCTTGCTAAATAGAGGAAGCAAAAGTCGTAACAAGGTATTC		Protozoa		Amoebozoa		Discosea		Dactylopodida		Vexilliferidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-05G1Y8		CGCCCGTCGCTCCTACCGATTGGATGGTCCGGTGAAATTTTCGGATCGTGGCTCGTTGCCTGTGGATTTCGGTCTGCAGGTTGAGCCGTGAAAAGTTACTTAAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTATCC		Protozoa		Amoebozoa		Discosea				Vermistellidae		Vermistella		Vermistella antarctica				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.03		-		-		-		-		-		-		0.06		0.03		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-PA1167		CGCCCGTCGCTCCTACCGATTGGATGGTCCGGTGAAATTTTCGGATCGTGGCTCGTCGCCTGAGGATTTCGGTCGTCTGGTTGAGCCGTGAAAAGTTAATTAAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTATCC		Protozoa		Amoebozoa		Discosea				Vermistellidae		Vermistella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.02		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KW430I		CGCCCGTCGCTCCTACCGATTGGATGGTCCGGTGAAATTCTCGGATCGTGGCTCGTCGCCTGTCGATTTCGGTCGGCGGGTTGAGCCGTGAAAAGTTAATTAAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTATCC		Protozoa		Amoebozoa		Discosea				Vermistellidae		Vermistella						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-78G5M9		CGCCCGTCGCTCCTACCGATGAATGGTCCGGTGAGGATTTAGGAGGACCGCAGATCTTGGTGTAAAAGCCATTCTGTTGTTTGTCCGAATTCATTCAAACCTTATCATTTAAAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa		Amoebozoa		Lobosa		Amoebida		Flabellulidae								Target				4		-		0.02		-		0.04		0.05		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-179F5X		CGCCCGTCGCTCCTACCGATGAATGGTCCGGTGAGGATTCAGGATGACCGCGGATCTTGGCATAGCCATTCCGTTGATTGTCAGAATTTGTTCAAACCTTATCATTTAAAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa		Amoebozoa		Lobosa		Amoebida		Flabellulidae								Target				2		-		-		-		-		-		-		0.04		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OQRN68		CGCCCGTCGCTCCTACCGATGTTTGGTCCGGTGAAATCTTAGGATTCGTGGCATGCGCTCGTCGGCTCTTTCGGGGGAAGGTGAGTTTGCCGTGGAGAATTTGAGTAAACCTTGCCAAATAGAGGAAGGAGAAGTCGTAACAAGGTATTC		Protozoa		Amoebozoa		Lobosa		Amoebida		Paramoebidae		Paramoeba						Target				1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-389CRC		CGCCCGTCGCTAGTACCGATTGAATGATCCGGTGAGGACTCAGGATGGCAGAGTTTTAGTTTGCCCGAAAGGGTAAGCGGATTCAGCCAGAATTTGTTCAAACCGTGTCATTTAGAGGAACTAAAAGTCGTAACAAGGTTTCC		Protozoa		Amoebozoa		Tubulinea				Nolandellidae		Nolandella						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-		-		-		-

		IM-Z6NWH8		CGCCCATCGCTAGTACCGATTGAATGATCCGGTGAGGATTCAGGACGGCAGAGCTTTAGTTTGCCTGAAAGGGTAAGCGGGTTCAGCCGGAATTTGTTCAAACCGTGTCATTTAGAGGAACTAAAAGTCGTAACAAGGTTTTC		Protozoa		Amoebozoa														Target				2		-		-		-		0.01		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-

		IM-JX1B6V		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCTCGGGACTGGCTTGCTACGGCTGGCAACAGCCCAGCTTGCCGGGAACTTGCTCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Choanozoa		Choanoflagellatea		Choanoflagellida		Acanthoecidae		Savillea		Savillea micropora				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-887ZM8		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGGCCTCAGGAGGGAAACTTTGATGGTGGCAACACCGACATTGATTCCCGAATTTGGACAAACTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Choanozoa		Ichthyosporea		Eccrinida		Creolimacidae		Sphaeroforma						Target				1		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R9F83C		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTCCGGATTGTTTCTATGAAGGTGGCAACACCAGCACTGAGACGAGAAGTTGGACAAACTTGACTATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Choanozoa		Ichthyosporea												Target				2		0.06		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OTYY57		CGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGGCCTCGGGACTGATGCTCATGAGGTGGCAACACCACATCTGCACCGGGAACTTGGACAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Choanozoa		Ichthyosporea												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		0.04		-		-		-		-

		IM-TUI974		CGCCCGTCGTTGCTACCGATTGATCTGCTGGTAGAGATTGGCCGAATCGGTGATTTAGTGGAAACGCTTCTTTACTGGTGAAACCAATCAATATCGTCAGGTTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa		Diplonemea		Diplonemida		Hemistasiidae		Hemistasia						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		0.06		0.10		-		-		-		-		-		0.08		0.04		0.10		-		-		0.02		-		-		-		-		-		-		-		-		0.03		-

		IM-6NWV24		CGCCCGTCGTTGCTACCGATTGGCTGTGGGATAGAGCTTGGGAGAGGGTGTCTTCTAAGGGCGACCTTTTTAGACGCGCCGAATCCAAGCAATATTTCTCAGCTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa		Diplonemea		Diplonemida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-Q3X103		CGCCCGTCGTTGCTACCGATTGGCTGTGGGATAGAGCTGGGGGGAGGGTGTCTTTGTTGGGCGACCACCTTAGACGCACCGAATCCCAGCAATATTTCTCAGCTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa		Diplonemea		Diplonemida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02

		IM-9AG53N		CGCCCGTCGTTGCTACCGATTGGTTTGCTGGTAGAACCATTTGGAGGGGGCTCTTGGTGTTCTCTGAACCTCTCGAGTCCGCAAAATTTGGTGATATTGGCTAACTAGAGGAAGCAAAAGTCGTAACAAGGTTACT		Protozoa		Euglenozoa		Euglenoidea		Petalomonadida		Sphenomonadidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		22		-		0.11		0.07		0.03		0.05		0.06		0.02		0.09		0.28		0.20		0.15		0.13		0.46		0.08		0.31		0.01		0.79		0.29		0.82		0.35		0.12		0.11		0.12

		IM-8P545M		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGACCGATGAACCTTTGGTTTGTTGTGGAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea		Bodonida		Neobodonidae								Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D6Q7SD		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTTATCGGACTGGAGCCCTTTGGCTTTGGGAAGTTAACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea		Bodonida		Neobodonidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1A7FO7		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGACTGGCGAGTGTCTCACTTGCTGGAAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea		Parabodonida		Bodonidae								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-NX3091		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGATAGATGGGTGTCTCACCTGTCTCGAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				2		0.02		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-XM4AZ4		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGACTGGCGGCTGTTTCAGCTGCTGGAAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				3		0.02		0.04		-		-		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6AP7SG		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGATAGATGGGTGTTTCACTCGTCTCAAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				1		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2W4LTN		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTTATCGGACAAACGGGCCTCTGGCTTGTTTGAAAGTTAACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.19		-

		IM-K4CK5J		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTGATCGGAAGGATGGGTGTCTCACCTGTCCCAAAGTTCACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				2		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.03		-

		IM-6FX2B1		CGCCCGTCGTTGTTTCCGATGATGGTGCAATACAGGTTATCGGACTGGCGGAGGTTTTACCTCTGCTGGAAAGTTAACCGATATTTCTTCAATAGAGGAAGCAAAAGTCGTAACAAGGTAGCT		Protozoa		Euglenozoa		Kinetoplastea												Target				2		-		0.03		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K4A6N9		CGCCCGTCGTTGCTACCGATGATTTGAATGTAGAGGCGGAGAGAAACTGGCTCTAGCTTCGTGCTGAGCACTATATTGAATTCCACCAATACGTCCCCGTTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.01		-		-

		IM-JUZ57R		CGCCCGTCGTTGCTACTGATTGGCTGTAGGGTAGAGATCGGCGGATTTCGAGCAGTTGGGGCGACTCGTCTGCTGGGGAGAAACCTATCAATATTCTGCAGCTAGAAGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.15		0.02

		IM-WVOU99		CGCCCGTCGTTGCTACCGATTGGCTGTGGGATAGAGCTGGACGGAGATGCTCGTTGGGGGCTTTGTACCACTTCGAGTGTCAAATTTCAGCAATATTTCTCAGCTAGAGGAAGCAAAAGTCGTAACAAGGTTGCT		Protozoa		Euglenozoa														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		0.02		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-C4OL08		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTCAGGGATTGGTTATTTTGGTTGGGTTTCCTTCCATTTTAACCGAGAACTGAATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Sarcomastigophora		Phytomastigophora		Ebriida		Cercomonadidae								Target				2		-		-		-		-		-		-		-		0.02		-		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-

		IM-0L0M37		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTTCAGGGATTGGTGCATTTGGTTGGGTTTCCTTCCATTTGCACCGAGAACTGCATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa		Sarcomastigophora		Phytomastigophora		Ebriida		Cercomonadidae								Target				1		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O9Z5A4		CGCCCGTCGCTCCTACCGATTGAATGGTCCGGTGAGGTCTTCGGACCGATCCGACGCTTCCGGCAACGGATCGTCGGAACGGGAAGTTGCCCTAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa		Sulcozoa		Thecomonadea		Apusomonadida		Apusomonadidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.02

		IM-F128E3		CGCCCGTCGCTCCTACCGATTGAATGACCCGGTGAGGCTTCCGGACTGCTTGCGTTGTATCGGCAACGGTCGACACGAGCGGGAAGTTATCCTAACCTTGCCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa		Sulcozoa		Thecomonadea		Apusomonadida		Apusomonadidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		21		0.44		0.13		0.22		0.03		0.03		0.27		2.43		0.06		0.66		0.50		0.07		0.17		0.02		0.07		0.15		-		0.20		0.30		0.08		0.17		0.04		0.02		-

		IM-QGX58D		CGCCCGTCGCTACTACCGATTGGATGGTTTAATGAGGCTCAAGGACTGTTGCACTTAGTTGAGCAATCTTCTTTGCGCATACTGGAATTGAGACAAATTTGATCATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Cyphoderiidae								Target				7		0.03		0.02		-		-		0.04		-		-		0.02		-		0.07		-		-		-		-		-		-		-		-		-		-		-		0.02		0.03

		IM-20IQ4S		CGCCCGTCGCTCCTACCGATGGAACGATCCGGTGAAAACTTTGGATTGGAGATTCGTTTTGCCATGCAACGCGTTTTTTCGAGAAATTGTTTAAACCTTATCGTTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Gromiidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		0.04		0.01		-		-

		IM-U99N33		CGCCCGTCGCTCCTACCGATTGAATGTTAAGGCGAATGCTTCGGATTCGCGGTTCGGATTAGGCAACTTTTCTGAACCAACGAAAAAGTTGTGTAAGCCTTGACATTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Vampyrellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y9NXM4		CGCCCGTCGCTCCTACCGATTGAATGTTAAGGCGAACCCTTTGGAATCGCGGATCGGATTGGGCAACCTTTCTGAACCAACGATGAAGATGTGTAAGCCTTGACATTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Vampyrellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0TD8A9		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACACTCCGGAGCCATGGTCTTGTTTGGGGAAACTCAAGCTTGGCCAATTGGTGAAGTTGTGTAAGCCTTAACATTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Vampyrellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		15		-		-		0.04		0.09		0.18		0.02		0.03		-		-		-		0.02		0.20		0.06		0.07		0.02		-		0.04		0.03		0.04		0.02		-		0.01		-

		IM-FE7578		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACACTTCGGAGTCATGGTTTCGTTTGGGGAGACTCAAACTGACCAATTGGTGAAGTTGTGTAAGCCTTAACATTTAGAGGAAGGAAAAGTCGTAACAAGGTTTTC		Protozoa				Filosia		Aconchulinida		Vampyrellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		0.16		-		0.02		-		0.03		-		-		-		-		0.03		0.02		0.02		0.04		-		-		0.03		-		0.02		-		-		-

		IM-9N72U4		CGCCCGTCGCTCCTACCGATTGAATGTTCCGGTGAACACTCCGGAGTCATGGTTTTGATTGGGGAGACTCAAACTTGACCAATTGGCAAAGTTGTGTAAGCCTTAACATTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCC		Protozoa				Filosia		Aconchulinida		Vampyrellidae								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-		0.05		-		-		-		-		0.02		-		-		-

		IM-FI7SC4		CGCCCGTCGCTTTTACCGATCGAATAATCAGGTGAATAGAGTGGATGGAGAGAGAGCTTCGGCAAATCACTCCAGAAGCTCCGTGAATCGGATTATTTAGAGGAAAAACAAGTCGTAACAAGGTTTCC		Protozoa				Haplosporea		Haplosporida										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-		-		-		-		-		-

		IM-K582W3		CGCCCGTCGCTCCTACCGATTGAATAATCCGGTGAATTGAGTGGGTTGAGGCACACAACAGCTCGTTTGTTGTTGTTGTGCTTCAAGAAGCTCTGTGAACCTTATTATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCC		Protozoa				Haplosporea		Haplosporida										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5K93E8		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCGAGGGACTGTTGCCGCTTAAGGGGTTTCTCTTGAGCAGCAGCCGGGAACTCGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa								Ebriaceae		Ebria		Ebria tripartita				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-DMX04J		CGCCCGTCGCTACTACCGATTGAATGGCTTAGTGAGCTCGAGGGACTGTTGCACGTTGAGGGTTTTCTCTTGACGAGCAGCCGGGAACTCGATCAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC		Protozoa								Ebriaceae		Ebria						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		-		-		0.02		-		0.02		-		0.05		-		0.01		-		-		-		0.03		0.10		-		0.04		0.06		0.05		0.08		-		-		-

		IM-26RJ81		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATTCCGGACTGCAGCTTCGCTTTCTTCATTGAAGGTGTTGCCGCGGAAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa										Pirsonia		Pirsonia guinardiae				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		0.02		-		-		0.02		-		-		-		-		-		-		0.02		-		-		-		-		-		-		-		-

		IM-K3T961		CGCCCGTCGCACCTACCGATTGAATGATTCGGTGAAAATTTCGGACTGCAGCTTCGCTCTCTTCATTGAAGGCGTTGTCGCGGAAAGTTATTTAAACCTCATTATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa										Pirsonia		Pirsonia punctigera				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		0.02		-		-		-		0.02		-		-		-		-		-		-		-		0.03		-		0.10		-		-		-		-		-		-

		IM-E50NG0		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATTCTGGACTGCAACCTCACTTTCTTCATTGAAGGCGGGGCCGCGGAAAGCTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa										Pirsonia						Target				4		-		-		0.03		-		0.02		0.02		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.02		-

		IM-6A3VYE		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATTCCAGACTGTAACTTCGCTTTCTTAATTGAAGGCGTTGCCGCGGAAAGTTATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa										Pirsonia						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.01		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3MZR4H		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAAATTTCGGACTGTGGCATTGTTTTCTTCATTGGAGACATTGCCGTGGGAAGTTATTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa																Target				2		0.02		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6UH5Z4		CGCCCGTCGCACCTACCGATTGAATGGTTCGGTGAAAATTTCAGACTGTAACTTCGTTTTCTTTATTGAGGACGTTGCCGTGGAAAGATATTTAAACCTCATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa																Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LWTP64		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAAATTTCGGACCGTGGCAGCGCCTCCTTCATTGGAGGTGCTGCCGTGGGAAGTTATTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa																Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.04		-		-		-		-		0.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y3L6E7		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAAATTTCGGACTGTGGCAGTGTCCCCTTCATTGGAGACGCAGCCGTGGGAAGTTATTTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa																Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		-		0.06		-		-		-		-		-		0.03		0.11		-		-		0.06		0.02		0.18		0.02		0.09		0.26		0.08		0.38		0.05		0.04		0.02

		IM-15N9B8		CGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAAATCTTTGGACTGTGGCAATGTTTCCTTCATTGGAGACGCTGCCGTGGGAAGTTGATTAAACCTTACCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCC		Protozoa																Target				5		-		-		0.05		-		-		0.02		0.02		-		-		-		-		-		-		-		-		-		0.03		-		-		0.03		-		-		-
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Species Data Table Percentages



		Species Data Table Percentages

		NMSeqID		Sequence		Kingdom		Phylum		Class		Order		Family		Genus		Species		Target Status		Comments		Number of samples in which OTU occurs		269605 ST063 eDNA A1		269605 ST150 Edna		269605 ST195 Edna		ST010_SED		ST20		ST30		ST097_SED		ST111		ST125		ST139_SED		ST165		ST175		ST185_SED		ST205_SED		ST215		ST225_SEDIMENT_EDNA		ST235		ST245_SED		ST255		ST265_SED		ST275_SED		ST285		ST295

		IM-M9JS13		TACGGAGGGGGCAAGCGTTATTCGGATTTACTGGGCGTAAAGCGCACGTAGGTGGCATCGTAAGTCAAAGGTGAAAGCCCTCGGCTCAACCGAGGAATTGCCTTTGAAACTGCTTTGCTTGAGTCCGGGAGGGGGGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target				19		-		0.43		0.47		0.31		0.17		-		-		-		0.19		0.42		0.14		0.11		0.19		0.73		0.67		0.47		0.41		0.26		0.13		0.44		0.39		0.12		0.38

		IM-4IO9XB		TACGGAGGGGGCGAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCAGATAAGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTCTGAAACTATCTGGCTAGAGGCTGGGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGACCAGTTCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-O7E9ZX		TACGGGGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTACGAGAAGTTTCGGGTGAAAGCCCCGGGCTCAACCCGGGAAGGTCCCGGAAAACCATCGTACTTGAGTGCTGGAGGGGCAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAACATCAGAGGCGAAGGCGGCTTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		-		0.10		-		0.07		0.20		-		-		-		-		-		0.15		0.10		0.07		0.05		0.05		0.09		-		-		0.06		-		-		-

		IM-X2U08I		TACAGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCCACCAAGTCTTGTGTGAAATCCCCTGGCTCAACTAGGGAACTGCATAGGAAACTGGTGGACTTGAGTTCGGGAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGACACTGACGCTGAGGCGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		21		0.13		0.09		0.17		-		0.06		0.10		0.06		0.09		-		0.07		0.16		0.18		0.22		0.21		0.16		0.18		0.24		0.20		0.15		0.21		0.27		0.10		0.15

		IM-70SVD5		TACAGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCGATCAAGTGGAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTCCAAACTGACTGGCTTGAGTCCGGGAGAGGTGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCACTGGACCGGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target				12		-		0.09		0.06		0.06		-		-		-		-		-		0.09		0.09		0.07		0.12		0.08		0.05		0.06		-		-		0.05		0.05		-		-		-

		IM-OW5C57		TACGGGGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACCGAGAAGTTTTGGGTGAAAGCCCCGGGCTCAACCCGGGAAGGTCCCAGAAAACCATCGGACTAGAGTGCTGGAGAGGCAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAACACCTGAGGCGAAGGCGGCTTGCTGGACAGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		-		-		-		-		0.06		-		-		-		-		0.08		0.14		-		0.07		0.07		0.07		-		0.08		-		-		-		-

		IM-9N730O		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTAGGAAGTCTGAGGTGAAAGTCCCCGGCTCAACCGGGGGAGGACCTCAGAAACCCATAGGCTAGAGAGCTGGAGAGGGAAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACATCGGAGGCGAAGGCGGCTTCCTGGACAGCATCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae		Acidobacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.22		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-

		IM-A38G3N		TACGGAGGGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGAAAGTTGAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTCAAAACTGCCAGGCTAGAGTATGGGAGGGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGACCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				16		0.26		-		0.07		0.13		0.05		0.18		0.09		0.23		-		0.06		0.09		0.12		0.12		-		0.07		0.07		-		0.05		0.09		-		-		0.09		-

		IM-YT35W6		TACGGGGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTAGGTCAAAGGTGAAATCCCTCAGCTCAACTGAGGAACTGCCTTTGAAACCACCTGGCTTGAGGCTGGGAGGGGGTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTAGACCAGTTCTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				12		-		0.10		0.10		-		-		-		-		-		-		0.12		0.06		-		-		0.07		0.06		0.05		0.08		-		0.08		0.12		0.08		-		0.10

		IM-L864MV		TACGGAGGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTGGTCAGTCGGACGTGAAATCCCGCGGCTCAACCGCGGAACTGCGTTCGAAACTGCCAGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06

		IM-CD13T2		TACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTAGGTCAAAGGTGAAATCCCTCAGCTCAACTGAGGAACTGCCTTTGAAACCACCTCGCTAGAGGCTGGGAGGGGGTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCAGTTCTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				23		0.20		0.86		1.12		0.22		0.12		0.25		0.08		0.13		0.33		0.78		0.78		0.59		0.50		0.98		0.96		0.87		0.69		0.72		0.56		1.05		0.90		0.38		0.63

		IM-Z661FF		TACGGGGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCATGGTAGGTCAAAGGTGAAATCCCTCAGCTCAACTGAGGAACTGCCTTTGAAACCACCTAGCTAGAGGCTGGGAGGGGATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACCAGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				18		-		0.51		0.55		0.06		-		-		-		-		0.19		0.46		0.34		0.17		0.36		0.56		0.41		0.43		0.38		0.48		0.14		0.66		0.52		0.20		0.51

		IM-45H6SB		TACGGGGGGGGCAAGCGTTATTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGCTAAGTAAGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACTGCTTGGCTTGAGGCTGGGAGGGGATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCTGTGGCGAAGGCGGCTATCTGGACCAGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				20		0.15		0.06		0.22		-		-		0.15		0.09		0.07		0.11		0.10		0.23		0.27		0.20		0.12		0.11		0.08		0.08		-		0.13		0.13		0.06		0.07		0.06

		IM-5HQZ95		TACGTAGGCTCCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGTTCGTCAAGTCAGCTGTGAAATCTCCCGGCTCAACTGGGAGGGTGCGGCTGAAACTGACGGACTAGAGTTCGGGAGGGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGTGAAGACGGCTCTCTGGACCGATACTGACGCTGAGACTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z546SJ		TACGGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTAGGTCAAAGGTGAAATCCCTCAGCTCAACTGAGGAACTGCCTTTGAAACCACCTCGCTCGAGGCTAGGAGGGGGTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTAGACTAGTACTGACGCTGAAGTGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-3R2Z0T		TACGGAGGGGGCCAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTAGGCAAGTCAGAGGTGAAAGCCCTCGGCTCAACCGAGGAATTGCCTCTGAAACTGCCTGGCTTGAGTCCCGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				16		-		0.13		0.31		-		0.05		-		-		-		-		0.08		0.06		-		0.07		0.22		0.28		0.25		0.21		0.34		0.06		0.18		0.15		0.09		0.13

		IM-573XEV		TACGGGGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTGGAAGGTCAAAGGTGAAATCCCTCAGCTCAACTGAGGAACTGCCTTTGAAACCGCCAGGCTCGAGGCTGGGAGGGGGTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACCAGTTCTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				15		-		0.15		0.19		-		-		-		-		-		-		0.17		0.07		-		0.07		0.19		0.06		0.06		0.08		0.16		0.05		0.13		0.13		0.06		0.11

		IM-O94A3C		TACGGAGGGGGCCAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCAAGCAAGTTGGAAGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTCCAAAACTGCTTGGCTTGAGTCCCGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				4		-		0.06		-		-		-		-		-		-		-		0.06		0.12		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-62PF8L		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCGGACGTGAAATCCCTCGGCTTAACCGAGGAACTGCGTCCGAAACTGCCAGGCTTGAGTCCCGGAGAGGGTAACGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				1		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8HQ3R7		TACGGAGGGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGTAAGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACTACTAGGCTAGAGGCTGGGAGGGGGCAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGACCAGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.14		0.06

		IM-99ANL9		TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTGTGCAAGTCGGAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTCCGAAACTGCAGAGCTTGAGTCCCGGAGAGGATAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				4		-		-		-		-		-		-		-		-		-		0.06		0.06		-		0.07		-		-		-		-		-		-		-		-		0.05		-

		IM-7MWV45		TACGGAGGGGGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCCTGCAAGTCAGTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGACTGAAACTGCAGGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				6		-		-		0.08		-		-		-		-		-		-		-		0.07		0.05		0.07		-		-		-		-		0.06		-		-		-		-		0.06

		IM-4M7XA3		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTGTGCAAGTCGGACGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTCCGAAACTGCACGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCCGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				8		-		-		0.10		-		-		-		-		-		-		-		0.06		-		-		0.05		-		-		0.07		0.13		-		0.07		-		0.22		0.07

		IM-99SJ0X		TACGGAGGGGGCAAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCATGGCATGTCAAAGGTGAAAGCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACTGCCAAGCTAGAGACCGGGAGGGGGTGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		0.08

		IM-CG94C7		TACGGGGGGGGCAAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCTTGATAGGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACCATCTGGCTCGAGGCTGGGAGGGGGTAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				4		-		-		-		-		-		-		-		-		-		-		-		-		0.16		-		0.08		0.05		-		-		-		-		-		0.09		-

		IM-Q5F83U		TACGGAGGGGGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCGTGGCAAGTCGGAGGTGAAATCCCTCGGCTCAACCGGGGAACTGCCTCCGAAACTGCCATGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCTGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				3		-		-		0.07		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		0.07		-		-		-		-		-

		IM-NZ95U2		AACGGAGGGGGCAAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGTGGTATGTCGAAGGTGAAATCCCTCGGCCCAACCGAGGAACTGCCTTCGAAACTGCCGCGCTAGAGGCTGGGAGGGGGCAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTGCCTGGACCAGTTCTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				7		-		0.06		-		0.11		-		-		-		-		-		0.06		0.07		0.05		0.15		-		-		-		-		-		-		-		-		0.09		-

		IM-6F6AN9		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTGCGCAAGTCGAACGTGAAATCCCTCGGCTCAACCGGGGAACTGCGTCCGATACTGCGTGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target				5		-		0.05		-		0.08		-		-		-		-		-		-		-		-		-		0.07		-		0.07		0.08		-		-		-		-		-		-

		IM-37J9VC		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCGACCAAGTCGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCACTCGATACTGATTGGCTAGAGTCCGGGAGGGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTACCTGGACCGGAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAATGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales		Acidobacteriaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		13		0.11		0.07		-		-		-		0.11		0.05		0.07		-		-		-		0.12		-		0.07		-		-		0.06		0.07		0.09		0.05		0.07		-		0.07

		IM-39V8CG		GACAGAGGTGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGTTCGTCAAGTCCCGTGTGAAATCCCCCGGCTCAACTGGGGAACTGCGCGGGAAACTAGCGGGCTTGAGTTCGGGAGAGGAAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGCAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales								Target				23		0.32		0.62		1.18		0.68		0.62		0.35		0.30		0.27		0.26		0.51		0.62		0.50		0.57		0.70		0.90		0.75		0.76		0.42		0.35		0.74		0.46		0.29		0.59

		IM-486AXC		TACGGAGGGGGCCAGCGTTGCTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTTGCAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGTGCATCTTATACTGCTTGGCTAGAGTCTGGGAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		15		-		0.10		0.11		-		-		-		-		-		-		0.06		0.11		-		0.12		0.13		0.17		0.17		0.13		0.20		0.12		0.18		0.15		0.18		0.19

		IM-B5Z2C1		TACAGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGACTAAGTCAGACGTGAAATCCCCAGGCTTAACCTGGGAACTGCGTCTGATACTGGCTGGCTTGAGTTCGGGAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Acidobacteriae		Acidobacteriales								Target				2		0.05		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-58HDX3		TACGGAGGGGGCGAGCGTTATTCGGAATTATTGGGCGTAAAGGGCAGGTAGGCGGCTTCGTGTGTCTTCTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCAGGGGAAACTGCGGAGCTTGAGTCCGGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTACCTGGACCGGTACTGACGCTGAGCTGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Acidobacteriae										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-FC5Q97		TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCACGTAGGCGGTCAAGCAAGTTGGTGGTGAAAGCCCTCGGCTCAACCGAGGAATTGCCCCCAAAACTGCTTGACTTGAGTCCCGGAGAGGGTGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTCACCTGGACGGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Acidobacteriota		Acidobacteriae										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		0.08		0.07		0.07		-		-		0.09		0.11		0.09		-		-		0.07		0.05		0.12		0.07		0.12		0.13		0.13		0.10		0.06		0.12		0.12		-		0.08

		IM-SRU839		TACGTAGGGGGCAAACGTTGCTCGGAATTACTGGGCGTAAAGGGTGTGTAGGTGGCTGAGCAAGTCTTAGATGAAATCCCGAGGCCTACCCTCGGAACTGTCTTCGATACTGCTCAGCTTGAGGATGGTTGAGGAGAACGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGTTCTCTGGGCCATTCCTGACACTGAGACACGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Aminicenantia		Aminicenantales								Target				1		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5PRZ79		TACGTAGGGGACGAACGTTGCTCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCTGAGTAAGTCGTAGATGAAATCCCCGGGCTCAACTCGGGAACTGTCTCCGAAACTACCCAGCTTGAGGATGGTTGAGGAAAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGGCCATTCCTGACACTCATGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota		Aminicenantia		Aminicenantales								Target				1		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z8Z2Y9		TACGTAGGGGGCGAACGTTGCTCGGAATTACTGGGCGTAAAGGGTGTGTAGGTGGCTGAGCAAGTCGTTGATGAAATCCCGAGGCTTACCCTCGGAACTGTCTTCGAAACTGCTCAGCTTGAGGATAGTTGAGGAGAACGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGTTCTCTGGGCTATTCCTGACACTGAAACACGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Aminicenantia		Aminicenantales								Target				1		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5E8B5U		TACGTAGGGGGCGAACGTTGCTCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCTGAGCAAGTCGCTGATGAAATCCCGAGGCTCACCCTCGGAACTGTCATCGAAACTGCTCAGCTTGAGGAAGGTTGAGGAAAACGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCTGAGGCGAAGGCGGTTTTCTGGGCCTTTCCTGACACTGAGGCACGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Aminicenantia		Aminicenantales								Target				5		-		-		0.19		0.11		-		-		-		-		-		-		-		-		-		-		0.06		0.05		0.05		-		-		-		-		-		-

		IM-UM38OW		TACGGAGGGGGCAAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCAGGTATGTCAAAGGTGAAAGCCCTCGGCTCAACCGAGGAATTGCCTTTGAAACTGCTTGGCTTGAGTCCAGGAGAGGAGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGGTACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Acidobacteriota		Thermoanaerobaculia		Thermoanaerobaculales		Thermoanaerobaculaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-8VJ26A		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTTCGTAGGTGGCTTGTTAAGTCAGACGTGAAATCCCCCGGCTCAACTGGGGAACTGCGCCTGAAACTGATGAGCTTGAGTGCAGGAGAGGAACGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCGTTCTGGACTGTTACTGACACTGAGGAACGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota		Vicinamibacteria		Vicinamibacterales								Target				5		-		-		0.11		-		-		-		-		-		-		-		-		-		-		0.06		0.11		-		0.07		-		-		0.06		-		-		-

		IM-8W9BB8		TACAGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGCTAAGTCGAACGTGAAATCCCCGGGCTCAACCCGGGAACTGCGTCCGATACTGGTGGGCTTGAATCCGGGAGAGGGATGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCATCCTGGACCGGTATTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				9		0.14		-		0.15		-		0.05		0.14		0.09		0.06		-		-		0.07		0.15		0.19		-		-		-		-		-		-		-		-		-		-

		IM-V4FJ89		TACGGAGGGGGCAAGCGTTATTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGCATTGCAAGTCGCAGGTGAAAGCCCTCGGCTCAACCGAGGAACTGCCTGCGAAACTGCGTTGCTTGAGTCCGGGAGGGGGGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Acidobacteriota												Target				9		-		-		0.10		-		-		-		-		-		-		-		-		-		-		0.13		0.15		0.14		0.12		0.05		-		0.13		0.07		-		0.08

		IM-E832RH		TACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCTCGTAGGCGGCCATCTAAGTCGGTTGTGAAATCCCTCGGCTCAACCGGGGAACTGCGACCGATACTGAGTGGCTTGAAGCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCCGTGGCGAAGGCGGCATCCTGGACCGGTCTTGACGCTGAGGAGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				23		1.41		0.29		0.58		0.28		0.48		2.00		1.11		1.00		0.08		0.28		0.71		1.19		1.26		0.50		0.89		0.92		0.81		0.53		0.84		0.58		0.46		0.37		0.56

		IM-H02IU5		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGCCCGGCAAGTCCTACGTGAAATCCCACAGCTCAACTGTGGAACTGCGTGGGATACTGCCAGGCTTGAGTCCGGGAGAGGAGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				7		-		-		0.16		0.06		-		0.05		0.13		-		-		-		-		0.07		0.08		-		-		-		0.06		-		-		-		-		-		-

		IM-L0J85O		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCCCGCAAGTCTTTCGTGAAATCCCACAGCTCAACTGTGGAACTGCGAGGGAAACTGCAGGACTTGAGTCCGGGAGAGGAGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				12		0.07		-		0.10		0.07		0.06		0.12		0.11		0.06		-		-		0.06		0.06		0.09		-		0.08		-		0.05		-		-		-		-		-		-

		IM-67NRW9		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCCCTGATAGTCTTTCGTGAAATCCCACAGCTCAACTGTGGAACTGCGGAAGATACTGCAGGGCTTGAGTCCGGGAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				9		-		0.05		0.10		-		0.09		-		-		-		-		0.07		-		-		-		0.07		0.07		0.10		0.05		-		-		0.09		-		-		-

		IM-84BVV4		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTTTTAAGTCTCTCGTGAAAGCCCATGGCTCAACTGTGGAATTGCGGGGGAAACTAGAAGGCTTGAGTCCGGGAGAGGTGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCACTGGACCGGAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				4		0.11		-		-		-		-		0.53		0.58		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SAD602		TACTGGGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCTCGTAGGCGGCCATTTAAGTCGGTTGTGAAATCCCTCGGCTCAACCGGGGAACTGCGATCGAGACTAGATGGCTTGAAGCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCCGTGGCGAAGGCGGCATCCTGGACCGGTCTTGACGCTGAGGAGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Acidobacteriota												Target				4		0.10		-		-		-		-		0.08		0.13		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3Q9DN4		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCTCGTAGGCGGCCAGCTAAGTCAGACGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTCTGATACTGACTGGCTTGAATCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCATCCTGGACCGGTATTGACGCTGAGGAGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				6		-		-		0.09		-		-		0.13		0.06		-		-		-		0.09		0.10		0.13		-		-		-		-		-		-		-		-		-		-

		IM-LZC9D5		TACAGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCTGGCAAGTCCCGCGTGAAATCCCCCGGCTCAACCGGGGAATGGCGCGGGAAACTGCCAGTCTTGAGTTCGGGAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGCAGATATCCGGAGGAACATCGGTGGCGAAGGCGGCTTCCTGGACCGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				5		-		-		-		0.06		0.07		0.06		0.11		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-11Z6LK		TACAGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGTTAAGTCGAACGTGAAATCCCCGAGCTCAACTCGGGAACTGCGCTCGATACTGGCAGGCTTGAATCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCGGTGGCGAAGGCGGCATCCTGGACCGGTATTGACGCTGAGGCGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Acidobacteriota												Target				1		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5M8S5D		TACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCTTGTAGGCGGCTACCTATGTCGGTTGTGAAATCCCCAGGCTCAACCTGGGAACTGCAGCCGAAACTGGGTGGCTAGAAGCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCCGTGGCGAAGGCGGCATCCTGGACCGGTCTTGACGCTGAGGAGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Acidobacteriota												Target				4		0.05		-		-		-		-		0.12		0.12		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5I3N6T		TACGGGGGGGGCAAGCGTTATTCGGATTTACTGGGCGTAAAGCGCACGTAGGTGGCGATGTAAGTCACAGGTGAAAGCCCTCGGCTCAACCGAGGAACTGCCTGCGAAACTGCATTGCTTGAGTCCGGGAGGGGGGAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATACTTGGAGGAACACCGGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Acidobacteriota												Target				2		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-93TKP4		TACGGGGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTTCGTAGGTGGCCTGTCAAGTCAGACGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTCTGAAACTGGTGGGCTTGAGTGCAGGAGAGGAACGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCGTTCTGGACTGCTACTGACACTGAGGAACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				16		0.05		0.06		0.14		-		0.10		-		0.09		0.07		-		0.08		0.13		0.15		0.17		0.05		0.06		-		0.09		0.06		0.09		-		-		0.05		-

		IM-G41NOM		TACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCTCGTAGGCGGCCAACTAAGTCGGTTGTGAAATCCCTCGGCTTAACCGGGGAACTGCGACCGATACTGGATGGCTTGAAGTCGGGAGAGGGATGCGGAATTCCAGGAGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCATCCTGGACCGATCTTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				5		-		0.06		-		0.07		0.08		-		-		-		-		-		-		-		-		0.08		-		0.08		-		-		-		-		-		-		-

		IM-NN501I		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGTTTCGTCAGTCATGGGTGAAAGCCCCGGGCTCAACCCGGGAATGGCCTGTGAAACCACGGAACTGGAGTGCTGGAGAGGGAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACATCTGTGGCGAAGGCGGCTTCCTGGACAGACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				17		-		0.23		0.80		0.38		0.13		-		-		-		-		0.17		0.18		0.09		0.18		0.42		0.25		0.22		0.26		0.09		0.06		0.09		0.07		-		0.09

		IM-03F9TR		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGATAGTCCTTCGTGAAATCCCACAGCTCAACTGTGGAACTGCGGAGGATACTCCCAGGCTTGAGTCCGGGAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				5		-		-		0.07		0.08		-		-		-		-		-		-		-		-		-		0.07		0.07		0.06		-		-		-		-		-		-		-

		IM-244DSC		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCAGGCAAGTCCTTCGTGAAATCCCACAGCTCAACTGTGGAACTGCGGAGGAAACTTCTTGGCTTGAGTCCGGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				10		-		-		0.13		0.10		0.15		-		-		-		-		-		-		-		-		0.16		0.16		0.18		0.08		0.06		-		0.13		0.06		-		-

		IM-8RL6S9		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTAGCAAGTCCTTCGTGAAATCCCATGGCTTAACTGTGGAACTGCGGAGGATACTGCAAGGCTTGAGTCCGGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6FB0H7		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTCGGAAGTCATGGGTGAAAGTCCTCGGCTCAACCGAGGGATTGCCTGTGAAACCACGGGACTGGAGTGCTGGAGAGGGAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACATCGGTGGCGAAGGCGGCTTCCTGGACAGACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				18		-		0.20		0.65		0.34		0.17		-		-		-		-		0.18		0.16		0.13		0.10		0.41		0.41		0.30		0.28		0.11		0.11		0.37		0.19		0.05		0.19

		IM-96L9XI		TACAGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTGGGTCAGTTTCGTGTGAAATCCCTCGGCTCAACTGAGGAACTGCACGGAATACTGCCCGGCTTGAGTTCGGGAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGCAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCGTGACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				2		-		-		-		0.10		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O1ZS77		TACAGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTCGGCCAGTCCCACGTGAAATCCCCCGGCTTAACCGGGGAACTGCGTGGGATACTGTCGGACTTGAGATCGGGAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGCAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACCGAAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Acidobacteriota												Target				13		-		-		0.06		-		-		-		-		-		-		-		0.09		-		0.11		0.06		0.10		0.07		0.13		0.08		0.06		0.11		0.06		0.08		0.12

		IM-36XP3I		TACGGAGGGGGCGAGCGTTATTCGGAATTATTGGGCGTAAAGGGCAGGTAGGCGGCTTTGTATGTCCTCTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCAGGGGAAACTGCGGAGCTTGAGTCCGGGAGAGGCTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACCGGTACTGACGCTGATCTGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				14		-		0.09		0.29		-		-		-		-		-		-		-		0.20		0.16		0.20		0.11		0.14		0.11		0.09		0.15		0.07		0.16		0.07		0.07		-

		IM-601RLM		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCAACGGAAGTCATGGGTGAAATCCCCCAGCCTAACTGGGGAACTGCCTGTGAAACCACGTAGCTGGAGTGCTGGAGAGGAAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGAGGCGAAGGCGGCTTTCTGGACAGACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Acidobacteriota												Target				2		-		-		0.19		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-

		IM-O56WL8		CACGTAGGCACCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCAGTCAGTCGGGTGTGAAAACTTGAGGCTTAACCTCAAGAGGTCACTCGATACTACTGTGACTAGAGTGCGGTAGGGGAGCGGGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGCCGCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota		Acidimicrobiia		Acidimicrobiales		Ilumatobacteraceae		Ilumatobacter		Ilumatobacter nonamiensis		Target				17		0.11		0.11		-		0.89		0.42		0.11		0.24		0.16		0.25		0.19		0.43		0.42		0.12		0.09		0.06		-		-		0.07		-		0.05		-		-		0.08

		IM-6K36IB		TACGTAGGGGACAAGCGTTGTCCGGATTCATTGGGCGTAAAGAGCTCGTAGGCGGTTCAGTAAGTTGGGTGTGAAAGCTCCGGGCTCAACCCGGAGAGGCCACTCAATACTGCTGTGACTAGAGTCCAGTAGAGGAGCGTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCTGCAGCGAAGGCGGCGCTCTGGGCTGGAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota		Acidimicrobiia		Acidimicrobiales		Microtrichaceae						Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H116QP		CACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGGTAAGTCGAATGTGAAAACTCAGGGCTTAACCCTGAGAGGCCATCCGATACTGCCATGACTTGAGTCCGGTAGAGGAGTGTGGAATTTCTGGTGTAGCGGTGAAATGCGCAGATATCAGAAGGAACACCAACGGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Acidimicrobiia		Acidimicrobiales		Microtrichaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		0.06		-		-		-		-		-

		IM-180CEJ		CACGTAGGGACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCCGTAAGTCGGATGTGAAAACTCGGGGCTCAACCCCGAGACGCCATCTGATACTGCGGTGACTAGAGTCCGGTAGAGGAGCATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGTGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Acidimicrobiia		Acidimicrobiales								Target				9		0.06		-		-		0.19		0.11		-		0.07		0.08		-		-		0.12		0.17		0.11		-		-		-		0.07		-		-		-		-		-		-

		IM-99P3SV		GACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCCGTAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGACGCCATCTGATACTGCGGTGACTCGAATCCAGTAGGGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCTATGGCGAAGGCAGCACTCTGGGCTGGTATTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota		Acidimicrobiia										Target				4		-		-		-		-		0.30		0.20		0.11		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SZW1P4		TACGTAGGGCGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGTTCGTAGGCGGTCTGTCGCGTCGGAAGTGAAATCCCGGAGCTCAACTCCGGGCCTGCTTTCGATACGGGCAGACTTGAGTGTTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAACAACTGACGCTGAGGAACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia		Mycobacteriales		Geodermatophilaceae		Geodermatophilus				Target				1		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-19SEK8		TACGTAGGGGCCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGGCAAGTCGGTGGTGAAATTCCGAGGCTCAACCTCGGAACTGCCATCGAAACTGTCATGGCTAGGGTTCGGTAGAGGAGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGATACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				3		0.10		-		-		-		-		0.13		0.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RB438F		TACGTAGGGAGCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCAACAAGTCGATCGTGAAAGCCCGGGGCTCAACCCCGGGAGGCCGGTCGAAACTGTTGTGACTAGAGTTCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCATTAGCGAAGGCGGCTCACTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				16		-		-		0.55		0.13		0.06		-		-		-		-		-		0.09		0.46		0.22		0.53		0.57		0.50		0.53		0.28		0.48		0.32		0.45		0.13		0.07

		IM-57JG4R		TACGTAGGGGCCAAACGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGACAAGTCGGACGTGAAAACCCGGGGCTCAACCCCGGGACGCCGTTCGAAACTGTCATGGCTAGGGTCCGGTAGAGGTGAGTGGAATTCTAGGTGTAGCGGTGAAATGCGCAGATATCTAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACCGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				9		-		0.19		0.19		-		-		-		-		-		0.31		0.28		0.14		0.18		-		0.11		0.06		-		-		0.07		-		-		-		-		-

		IM-9O40TY		TACGTAGGGGCCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCAACAAGTCGGTCGTGAAAGCCCGGGGCTCAACTCCGGGACGCCGGTCGATACTGTTGTGACTAGAGTTCGGTAGAGGTGAGTGGAATTCTCAGTGTAGCGGTGGAATGCGCAGATATTGAGAGGAACACCATTAGCGAAGGCGGCTCACTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				16		-		0.08		0.10		0.06		0.05		-		-		-		0.12		0.12		0.08		0.17		-		0.08		0.12		0.05		0.09		0.05		0.08		0.13		0.07		-		-

		IM-0UWQP4		TACGTAGGGTGCAAGCGTTATCCGGAATCATTGGGCGTAAAGAGCTCGTAGGCGGTTCAGCAAGTCGGCTGTGAAATTCCGAGGCTCAACCTCGGAACTGCAGTCGATACTGCTGTGACTCGAGTCCGGTAGAGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGTTCTCTGGGCCGGCACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				4		0.08		-		-		-		-		0.06		0.06		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5530TQ		TACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGCTTGGCAAGTCGGCCGTGAAAGCCCGGGGCTTAACCCCGGGATGCCGGTCGATACTGCCATGGCTTGGGTCCGGTAGAGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAATAGCGAAGGCAGTTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				2		-		0.08		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PZ129M		TACGTAGGGTCCGAGCGTTATCCGGAATCATTGGGCGTAAAGAGCTCGTAGGCGGTTCAGCAAGTCGGCTGTGAAAGTTCGAGGCTCAACCTCGAAATTGCAGTCGATACTGCTGTGACTTGAATTCGGTAGAGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTTGCGAAGGCGGTTCTCTGGGCCGATATTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				4		-		-		0.06		-		-		-		-		0.10		-		-		-		0.18		-		-		0.05		-		-		-		-		-		-		-		-

		IM-S1A1P0		CACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGTGGCTTGACAAGTCGGTCGTGAAAACCCGGGGCTCAACCCCGGGACGCCGGTCGAAACTGTCATGGCTAGGGTCCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACCGACACTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				5		-		0.12		-		-		-		-		-		-		-		0.07		0.13		0.07		0.11		-		-		-		-		-		-		-		-		-		-

		IM-U918DO		CACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCCGCTTGGTAAGTCAGGTGTGAAATTTCGAGGCTCAACCTCGAACCGCCATCTGATACTGCTATGGCTAGAGTCCGGTAGAGGAGCGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGCGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				16		-		0.06		0.24		-		-		-		-		-		0.08		0.08		0.25		0.37		0.11		0.06		0.15		0.08		0.11		0.09		0.22		0.19		-		0.11		0.07

		IM-W10VV7		CACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCAGTAAGTCAGGTGTGAAAGTCCAAGGCTCAACCTTGGAACGCCACTTGAGACTGCTGTGACTAGAGTCCGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGACGGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAAGAGCGAAAGCATGGGGAGCGAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				8		0.14		-		0.08		0.08		-		0.18		0.09		0.09		-		-		-		0.11		-		-		-		-		0.05		-		-		-		-		-		-

		IM-9W2TP3		TACGGGGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGAGTAAGTCGCGTGTGAAATGCCGGGGCTCAACCCCGTGCACTGCATGCGATACTGCTTGGCTCGAGAGAGGTAGGGGCGAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGACCTCTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				3		0.11		-		-		-		-		-		0.18		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2ZX9P3		CACGTGGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGCTTGACAAGTCGGGCGTGAAAGCCCGGGGCTTAACCCCGGGAGGCCGTTCGAAACTGTCATGGCTAGTTTCCGGTAGAGGTGAGTGGAATTCTAGGTGTAGCGGTGAAATGCGCAGATATCTAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTAAAGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				9		0.28		0.08		-		0.11		0.13		0.18		0.18		0.32		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3Z8NX6		CACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCAGTTCGGTAAGTCAGGTGTGAAAACCCAAGGCTCAACCTTGGGACGCCACTTGATACTGCTGTGACTAGAGTCCGGTAGAGGAGATTGGAATTTCTGGTGTAGCGGTGAAATGCGCAGATATCAGAAGGAACACCAACGGCGAAGGCAGATCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				22		0.95		0.13		0.07		0.25		0.55		0.77		1.21		0.47		0.09		0.17		0.18		0.30		0.15		0.09		0.08		0.09		0.16		0.10		0.09		0.08		0.05		-		0.07

		IM-E8D6F2		TACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCGGGTAAGTCGAGTGTGAAATTCCGGGGCTCAACCCCGTGGACTGCACCCGATACTGCTCGACTAGAGAAAGGTAGGGGCGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCTCGCTGGGCCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				4		-		-		0.10		-		-		-		-		-		-		-		-		-		-		0.07		-		0.08		0.06		-		-		-		-		-		-

		IM-5EZ4U0		TACGTAGGGAGCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCAACAAGTTGGTCGTGAAAGTCTGGGGCTCAACCCCAGGAAGCCGATCAAAACTGTTGTGACTAGAGTTCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCATTAGCGAAGGCGGCTCACTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				9		-		-		-		-		-		-		-		-		-		-		-		0.07		-		0.10		0.12		0.14		0.12		0.06		0.09		0.06		0.09		-		-

		IM-0T28WW		TACGGAGGGAGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCGGGTAAGTCGGGTGTGAAATTCCGGGGCTCAACCCCGCGAACTGCATCCGATACTGCTCGACTAGAGAGAGGTAGGGGCGAGTAGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCTCGCTGGGCCTTATCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				18		-		1.28		1.32		0.11		-		-		-		-		0.36		1.07		0.76		0.27		0.58		0.66		0.38		0.41		0.43		0.23		0.21		0.36		0.25		0.10		0.34

		IM-SJR632		CACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCAGTTCAGTAAGTCAGGTGTGAAAACCCAAGGCTCAACCTAGGGACGCCACTTGATACTGCTGTGACTAGAGTCCGGTAGAGGAGTGTGGAATTTCTGGTGTAGCGGTGAAATGCGCAGATATCAGAAGGAACACCAACGGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				2		0.25		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-91BON0		TACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGCTTGGTAAGTCGGTCGTGAAAGCCCGGGGCTTAACCCCGGGACGCCGGTCGATACTGCCATGGCTTGGGTCCGGTAGAGGAGAATGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGTTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				8		-		0.24		-		0.30		0.30		-		-		-		-		0.19		0.12		-		-		0.06		-		0.06		0.05		-		-		-		-		-		-

		IM-7PJ17B		TACGTAGGGGCCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTTCGTAAGTCGATCGTGAAATGTTGGGGCTCAACCCCAAGACTGCGGTCGAAACTGCGATGACTAGTGTCCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCATTAGCGAAGGCGGCTCACTGGGCCGGTACAGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				6		0.15		-		-		-		-		0.06		0.07		0.12		-		-		-		0.05		-		-		-		-		-		-		0.05		-		-		-		-

		IM-133JOP		TACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCTTGTAAGTCGGGTGTGAAATTCCGGGGCTCAACCCCGAGAACTGCATCCGATACTGCTCGACTTGAGAGAGGTAGGGGCGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCTCGCTGGACCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				8		-		0.18		0.14		-		-		-		-		-		0.20		0.13		-		-		-		0.10		0.07		-		0.07		-		-		0.06		-		-		-

		IM-Q1MS98		TACGGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTTGTAAGTCGATTGTGAAATGCCGGGGCTCAACTCCGCGCACTGCATTCGATACTGCTTGGCTAGAGAGAGGTAGAGGCGAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACATCTGCGGCGAAGGCGGCTCGCTGGGCCTCATCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				6		0.21		-		-		-		0.07		0.25		0.26		0.07		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-Z75UC7		TACGTAGGGGCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGCTCAACAAGTCGGCGGTGAAAGTCCAGGGCTCAACCCTGGGAGGCCCGTCGATACTGTTGTGGCTAGGGTCCGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				3		0.07		-		-		-		-		0.09		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P1EIL5		TACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTTAGTAAGTCGATCGTGAAATGTCGGGGCTCAACCCCGAGACTGCGGTCGAAACTACTATGACTAGTGTCCGGTAGAGGTGAGCGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACAGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				3		0.09		-		-		-		-		0.07		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O9B5P9		TACGGGGGGAGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCGAGTAAGTCGCGTGTGAAAGGCCGGGGCTCAACCCCGTGTACTGCATGCGATACTGCATGGCTTGAGAAAGGTAGAGGTGAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGGCCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		23		0.66		0.74		2.05		0.10		0.05		0.48		0.24		0.43		0.21		0.70		1.31		0.95		1.23		0.47		0.72		0.33		0.82		0.43		0.49		0.44		0.31		0.41		0.69

		IM-N7C2U1		TACGGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTGGATCAGTCGCGTGTGAAAGGCCGGGGCTCAACCCCGAGCACTGCACGTGATACTGTCTGGCTAGAGAGAGGTAGAGGCGAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCTGTGGCGAAGGCGGCTCGCTGGGCCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-HG948U		TACGGAGGGAGCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCGAGTAAGTCGTGTGTGAAAGACCGGGGCTCAACTCCGTGTACTGCATGCGATACTGCCCGGCTAGAGAAAGGTAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCTGTGGCGAAGGCGGCTCGCTGGGCCTTTTCTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		17		-		0.84		0.91		-		-		-		-		-		0.13		0.72		0.98		0.44		0.60		0.39		0.32		0.32		0.40		0.29		0.15		0.45		0.26		0.18		0.27

		IM-ES432S		TACGGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCGCGTAAGTCGGATGTGAAATTCCGGGGCTCAACCCCGCGAACTGCACCCGATACTGCGTGACTAGAGAGAGGTAGGGGCAAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCCGTGGCGAAGGCGGCTTGCTGGACCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				17		-		0.16		0.44		-		-		-		-		-		0.15		0.16		0.21		0.13		0.24		0.09		0.17		0.08		0.22		0.17		0.18		0.26		0.11		0.10		0.23

		IM-7S1LD3		TACTGGGGGAGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTCAGTCGCGTGTGAAAGGCCGGGGCTCAACCCCGAGCATTGCACGTGATACTGCCTGGCTTGAGAGAGGTAGGGGCGAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCTGTGGCGAAGGCGGCTCGCTGGACCTTTTCTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		0.06		-		-		0.06		-		-		-		-		0.11		0.07		0.11		-		-		-		-		-		-		-		-		-		-

		IM-QP67I5		TACGTAGGGTGCAAGCATTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCAGCAAGTCGACCGTGAAAACCTAAGGCTCAACCTTAGGACGCCGGTCGATACTGCTGTGGCTAGAGTACGGTAGAGGAAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota		Actinomycetia										Target				3		0.10		-		-		-		-		0.14		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-550TYU		TACGTAGGGGCCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGGTAAGTCGGTCGTGAAAGTCCGAGGCTCAACCTCGGAATGCCGGTCGATACTGCCATGACTAGGGTTCGGTAGAGGAGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGATACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				23		0.71		0.41		0.22		0.29		0.33		0.65		0.64		0.35		0.15		0.45		0.39		0.30		0.33		0.26		0.23		0.18		0.17		0.13		0.27		0.29		0.16		0.14		0.18

		IM-9D0S5X		TACGTAGGGGCCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCAACAAGTCGGTCGTGAAAACCCGGGGCTCAACCCCGGGACGCCGGTCGAAACTGTTGTGACTAGGGTCCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACCGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				21		0.10		0.52		0.46		-		-		0.06		0.05		0.07		0.35		0.73		0.19		0.47		0.15		0.40		0.31		0.29		0.29		0.15		0.30		0.23		0.16		0.19		0.06

		IM-ID4M60		CACGTAGGGGGCGAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTTAGCAAGTCGGTCGTGAAAGCCCGGGGCTCAACCCCGGGACGCCGGTCGAAACTGCTATGACTAGGGTCCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				17		-		0.35		0.89		-		-		-		-		-		0.17		0.54		0.61		0.37		0.23		0.23		0.23		0.19		0.32		0.47		0.08		0.26		0.27		0.15		0.16

		IM-4T02DO		CACGTAGGCACCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGGTAAGTCGGGTGTGAAAACTCTGGGCTCAACCCAGAGAGGCCACTCGATACTGCTATGACTAGAGTACGGTAGGGGAGCGGGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGCGGCGAAGGCGCCGCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				23		0.50		0.21		0.38		0.92		0.52		0.31		0.34		0.50		0.36		0.31		0.60		1.02		0.37		0.34		0.25		0.24		0.20		0.19		0.35		0.24		0.17		0.20		0.26

		IM-NUD934		CACGTAGGCACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCAGTTAGTCGGGTGTGAAAACTCTGGGCTCAACCCAGAGACGCCACCCGATACTGCTGTGACTAGAGTACGGTAGGGGAGTGGGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGCCACTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				23		0.23		0.20		0.09		0.39		0.25		0.27		0.18		0.42		0.14		0.22		0.16		0.34		0.11		0.07		0.08		0.07		0.06		0.07		0.15		0.07		0.06		0.12		0.09

		IM-R4E72M		GACGTAGGGACCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTGCGTAAGTCGGATGTGAAAGCTCAGGGCTCAACCCTGAGACGCCATCCGATACTGCGCTGACTTGAATCCAGTAGGGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCTATGGCGAAGGCAGCACTCTGGGCTGGTATTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				6		0.09		-		-		0.07		0.33		0.18		0.12		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H7Z97Z		GACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTACGTAAGTCGGATGTGAAAACTCGAGGCTCAACTTCGAGACGCCATCCGATACTGCGTTGACTTGAGTCCGGTAGAGGAGTGTGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCTATTGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				4		-		-		-		0.09		0.05		-		0.06		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-

		IM-P2X8L9		TACGTAGGGACCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGGTAAGTCGGGTGTGAAAATCCAGGGCTCAACCCTGGGACGCCACCCGATACTGCTGTGACTAGAGTCCGGTAGAGGAGCGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGCGGCGAAGGCGGCGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				23		0.72		0.14		0.12		0.07		0.25		0.60		0.44		0.33		0.06		0.08		0.21		0.30		0.16		0.15		0.14		0.10		0.18		0.12		0.14		0.11		0.12		0.05		0.07

		IM-IAY823		CACGTAGGGACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGTGGTTCAGTAAGTCGGATGTGAAAACTCAAGGCTCAACCTTGAGACGCCATCCGATACTGCTGTGACTTGAGTTCGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGACAGCGAAGGCAGCACTCTGGGCCGATACTGACACTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				19		0.18		0.11		-		0.11		0.51		0.17		0.25		0.26		-		0.13		0.11		0.16		0.09		-		0.05		0.06		0.07		0.07		0.07		0.05		0.08		-		0.06

		IM-SV88J1		TACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGATAAGTCCGCTGTAAAAGTCAACGGCTCAACTGTTGAAAGCCGGTGGATACTGTCGGGCTAGAGTCCGGAAGAGGCAAGTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCCATAGCGAAGGCAGCTTGCTGGGACGGTACTGACGCTAAGGCGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				7		-		-		0.10		-		-		-		-		-		-		-		0.12		0.18		0.06		-		-		-		0.06		-		0.06		0.06		-		-		-

		IM-48GUP4		GACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGTGGTTGCGTAAGTCGGATGTGAAAACTCAGGGCTTAACTCTGAGACGCCATCCGATACTGCGCTGACTTGAGTCCGGTAGAGGAGTGTGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCTATTGCGAAGGCAGCACTCTGGGCCGGTACTGACACTGAGGAGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				7		0.13		-		-		-		0.06		0.15		0.06		-		-		-		-		0.09		-		0.05		-		-		-		-		0.07		-		-		-		-

		IM-F484YK		TACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGCTCAACAAGTCGGTCGTGAAAACCCAGGGCTCAACCCTGGGACGCCGGTCGATACTGTTGTGGCTTGGGTCCGGTAGAGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGTTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				5		0.06		0.06		-		0.10		0.05		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M7QHI0		CACGTAGGGACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTCGTAAGTCGGATGTGAAAACTCAGGGCTCAACCCTGAGACGCCATCTGATACTGCGATGACTAGAGTCCGGTAGGGGAGCATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTCGCGAAGGCGGTGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				10		0.11		-		-		-		0.06		0.13		-		0.12		-		-		0.06		0.07		-		-		-		-		0.05		0.07		0.06		0.05		-		-		-

		IM-74K3YZ		CACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTGCGTAAGTCGGATGTGAAAACTCAGGGCTCAACCCTGAGATGCCATTCGATACTGCGCTGACTAGAGTCCGGTAGGGGAGCATGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGTAGCGAAGGCGGTGCTCTGGGCCGGAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				4		0.09		-		-		-		0.06		-		-		-		-		-		-		-		0.08		-		-		-		0.05		-		-		-		-		-		-

		IM-4S9D5Q		TACGTAGGGGGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCTGGTGTGAAATCTTGGGGCTCAACCCCAAGCGTGCACTGGAAACTGCCTCGCTAGAGTCCGGGAGAGGAGAGCGGAACTCCGAGTGTAGCGGTGAAATGCGCAGATATTCGGAAGAACACCAATGGCGAAGGCAGCTCTCTGGAACGGTACTGACGCTGAGACGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				6		-		-		-		0.09		-		-		-		-		-		-		0.06		-		-		0.05		0.06		0.05		-		-		-		0.06		-		-		-

		IM-B3Q5A0		TACGTAGGGGGCTAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCACGTAGGCGGCCCGGTTAGTCCGCTGTAAAAGTCAAAGGCTCAACCTTTGAAAGCCGGTGGATACTGCCGGGCTAGAGTCCGGAAGAGGCGAGTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCCATAGCGAAGGCAGCTCGCTGGGACGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A03FN2		GACGGAGGAGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCGCGTAGGCTGTTTTTCAAGTCATTTGTGAAAACCTCAGGCTTAACTTGAGGACTGCATATGAAACTGGAAAACTTGAGTGCAGTAGGGGAAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGGTAGCGAAGGCGGCTTTCTGGGCTGCTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				4		-		-		0.10		0.18		-		-		-		-		-		-		-		-		-		-		0.07		0.06		-		-		-		-		-		-		-

		IM-0ZF00R		TACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGCTTAGCAAGTCGGTCGTGAAATACCGGGGCTCAACCCCGGGACGCCGATCGAAACTGCTATAGCTTGGGTCCGGTAGAGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAACAGCGAAGGCAGTTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				3		0.13		-		-		-		-		-		0.18		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-YK953O		CACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCCGCTTGGTAAGTCGGGTGTGAAATTTCGAGGCTCAACCTCGAAACGCCATCCGATACTGCTATGGCTAGAGTCCGGTAGAGGAGTGTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCAACGGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				4		-		-		-		-		-		-		-		-		0.06		0.10		0.06		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-3G5M1C		TACGTAGGGAGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCGCGTAGGTGGATCAGTTAGTCTGCTGTGAAAGTCAAAGGCTCAACCTTTGAAAGCCGGTGGATACTGTTGATCTAGAGTACGGAAGAGGCGAGTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCAATAGCGAAGGCAGCTCGCTGGGACGTTACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				6		-		-		0.08		0.11		0.08		-		-		-		-		-		0.07		-		-		0.07		0.06		-		-		-		-		-		-		-		-

		IM-K49BE8		GACGTAGGGACCGAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTGCGTAAGTCGGATGTGAAAACTCGGGGCTCAACCCCGAGACGCCATCCGATACTGCGCTGACTTGAATCCAGTAGGGGAGTGTGGAATTTGTTGTGTAGCGGTGAAATGCGCAGATATGACAAGGAACACCTATGGCGAAGGCAGCACTCTGGGCTGGTATTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				5		0.06		-		-		0.06		0.21		-		0.10		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2S65DH		TACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGGTAAGTCGGGTGTGAAAGCTCAAGGCTCAACCTTGAGATGCCATCCGATACTGCTGTGACTAGAGTCCGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCTGCGGCGAAGGCGGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				5		0.18		-		-		-		0.06		0.18		0.08		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B15NC4		TACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCAACAAGTCGGCCGTGAAAACCTGAGGCTCAACCTCAGGACGCCGGTCGAAACTGTTGTGGCTAGGGTTCGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGATACCGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				16		-		0.09		0.10		-		-		-		-		0.05		-		0.06		0.08		0.11		0.18		0.11		0.08		0.06		0.07		0.07		0.12		0.08		0.06		-		0.06

		IM-895J4N		CACGTAGGGACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTTGTAAGTCGGATGTGAAAACTCAGGGCTCAACCCTGAGACGCCATCTGATACTGCAATGACTCGAGTCCGGTAGGGGAACATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGTGTTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QX9C81		CACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGGTAAGTCAGATGTGAAAACTCAGGGCTCAACCCGGAGAGGCCATCTGATACTGCCATGACTAGAGTCCGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				14		-		-		0.16		0.32		0.07		-		-		-		-		-		0.06		0.16		0.07		0.17		0.11		0.07		0.13		0.10		0.14		0.15		0.11		-		-

		IM-151LMZ		TACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGGTAAGTCGGCCGTGAAAATCCGAGGCTCAACCTCGGACCGCCGGTCGAAACTGCCATGGCTTGGGTCCGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				2		-		-		0.09		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-

		IM-2V92AL		TACGTAGGGGGCAAGCGTTGTCCGGATTCATTGGGCGTAAAGAGCTCGTAGGCGGCTTAGAAAGTCGGTCGTGAAATGCCGAGGCTCAACCTCGGAATGCCGATCGAAACTTCTATGGCTAGGGTCCGGTAGAGGAGAACGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGTTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				19		0.35		0.27		0.10		-		-		0.21		0.05		0.07		-		0.18		0.27		0.17		0.28		0.17		0.12		0.06		0.13		-		0.15		0.13		0.06		0.08		0.06

		IM-8CRY73		GACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGTGGTTTCGTAAGTCGGATGTGAAAACTCAGGGCCTAACCCTGAGACGCCATCCGATACTGCGATGACTTGAGTCCGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCTACAGCGAAGGCAGCACTCTGGGCCGGTACTGACACTGAGGAGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				3		-		-		-		-		0.19		0.07		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9R0KJ6		GACGTAGGGACCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTGCGTAAGTCGGATGTGAAAACTTGAGGCTCAACCTCAAGACGCCATCCGATACTGCGCTGACTTGAATCCAGTAGGGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCTATGGCGAAGGCAGCACTCTGGGCTGGTATTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				2		-		-		-		-		0.09		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2SKV99		CACGTAGGGACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCTGTTGCGTAAGTCGGATGTGAAAACTCAGGGCTCAACCCTGAGACGCCATCCGATACTGCGCTGACTAGAGTCCGGTAGGGGAGCATGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTGCTCTGGGCCGGAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				10		0.05		-		0.08		0.07		0.10		-		0.05		-		-		-		-		0.09		0.07		0.06		0.07		-		-		-		0.05		-		-		-		-

		IM-K376MQ		TACATAGGGGCCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGCTTGGAAAGTCAATCGTGAAAACCCGGGGCTCAACCCCGGGACGCCGGTCGAAACTTCCATAGCTAGGGTCCGGTAGAGGTGAGTGGAATTCTAGGTGTAGCGGTGAAATGCGCAGATATCTAGAGGAACACCAGTAGCGAAGGCGGCTCACTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				12		0.05		0.10		0.19		-		-		-		-		0.08		-		0.11		0.16		0.21		0.18		0.13		0.05		-		0.05		0.05		-		-		-		-		-

		IM-O403KR		CACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCCGCTTGGTAAGTCGGGTGTGAAATTTCGAGGCTCAACCTCGGAACGCCACTCGATACTGCCATGGCTAGAGTACGGTAGAGGAGTGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGCACTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				5		-		-		0.09		-		-		-		-		-		-		-		-		0.05		0.07		0.06		-		-		-		-		0.06		-		-		-		-

		IM-Y5GY82		CACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCTGTTCCGTAAGTCAGGTGTGAAAGTCCAAGGCTCAACCTTGGAACGCCACTTGATACTGCGGTGACTTGAGTCCGGTAGAGGAGTGCGGAATTTCTGGTGTAGCGGTGAAATGCGCAGATATCAGAAGGAACACCGACAGCGAAGGCAGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B5B1O9		TACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGGTAAGTCAGGTGTGAAAGTCAAGGGCTCAACCCTTGAAAGCCACTTGATACTGCTGTGACTAGAGTCCGGTAGAGGAGTGTGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z8RX19		CACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCAACAAGTCGGCCGTGAAAGCCCGAGGCTCAACCTCGGGACGCCGGTCGAAACTGTTGTGACTAGGGTCCGGTAGAGGAGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGTGTGGGTAGCAAACAGG		Bacteria		Actinobacteriota												Target				3		-		-		-		-		0.09		0.07		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L59JP0		TACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGCTTGGCAAGTCGGTCGTGAAATTCCGGGGCTCAACCCCGGAACGCCGATCGAAACTGCCATGGCTTGGGTCCGGTAGAGGAGTGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCACTAGCGAAGGCAGCACTCTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				21		0.28		0.26		0.81		-		-		0.24		0.13		0.24		0.06		0.19		0.69		0.47		0.29		0.38		0.34		0.20		0.32		0.22		0.31		0.18		0.08		0.10		0.07

		IM-KG432K		CACGTAGGGGACAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTCAGTAAGTCAGATGTGAAAACCCAAGGCTCAACCTTGGGACGCCATTTGATACTGCTGTGACTTGAGTCCGGTAGAGGAGCGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGCGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				2		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-UEA41M		TACGTAGGGGGCAAGCATTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCAGCAAGTCGATCGTGAAAACCCGAGGCTTAACCTCGGGACGCCGGTCGATACTGCTGTGGCTAGAGTACGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-19SO0W		CACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGGTAAGTCAGGTGTGAAAGCCCAGGGCTCAACCCTGGGATGCCATCTGAGACTGCTGTGACTGGAGTCCGGTAGAGGAGCGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAACGGCGAAGGCAGCGCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				4		0.15		-		-		-		-		0.12		0.08		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X3OF82		TACGTAGGGGGCTAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCGTGTAGGCGGTTCAATAGGTCCGGTGTGAAAACTCGAGGCTCAACCTCGAGAGGTCGTCGGAAACCATTGAACTAGAGTCCGGAAGAGGAGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGCTCTCTGGGACGGTACTGACGCTAAGACGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Actinobacteriota												Target				15		0.16		-		0.06		0.08		0.10		0.20		0.19		0.10		-		-		0.07		0.07		-		0.06		0.06		-		0.08		0.05		0.08		0.07		-		-		-

		IM-38DNU2		GACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCCGTAAGTCGGATGTGAAAACTCAAGGCTCAACCTTGAGATGCCATTCGATACTGCGGTGACTCGAGTCTGGTAGAGGAGTGTGGAATTTCTGGTGTAGCGGTGAAATGCATAGATATCAGAAGGAACACCAACGGCGAAGGCAGCACTCTGGGCCAGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OI63K0		CACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGCGGCTCGGTAAGTTGGGTGTGAAAACTCCAGGCTCAACCTGGAGAGGCCACTCAATACTGCCGTGGCTAGAGTTCGGTAGAGGATCGTGGAATTTCTGGTGTAGCGGTGAAATGCGCAGATATCAGAAGGAACACCAACGGCGAAGGCAGCGATCTGGGCCGATACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Actinobacteriota												Target				18		-		0.12		0.24		0.10		-		-		-		-		0.17		0.22		0.26		0.20		0.10		0.11		0.08		0.12		0.11		0.11		0.11		0.23		0.11		0.08		0.07

		IM-47LS4D		TACGGAGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGAACGATAAGTCAGTGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCTTTGATACTGTCGTTCTTGAGTACATTTGAGGTAAGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATAACACAGAACACCGATTGCGAAGGCAGCTTACTAAACTGTTACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Marinilabiliaceae		Carboxylicivirga				Target				1		-		-		-		-		-		-		-		-		-		-		-		0.33		-		-		-		-		-		-		-		-		-		-		-

		IM-OV3U82		TACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTACGTAGGCGGAATAATAAGTCAGTGGTGAAATCCTGCGGCTCAACCGTAGAACTGCCATTGATACTGTTATTCTTGAATGTAGTTGAGGTAGGCGGAATGTGTAATGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGAAGGCAGCTTACTAAACTATGATTGACGCTGATGTACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Marinilabiliaceae		Saccharicrinis				Target				1		-		-		-		-		-		-		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-

		IM-DV62Q4		TACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGACTAATCAGTCAGTGGTGAAATCTTTCGGCTTAACCGAGAAACTGCCATTGATACTGTTAGTCTTGAGTTAGGTTGAGGTAGGCGGAATGTGTAATGTAGCGGTGAAATGCTTAGATATTACACAGAACACCAATTGCGTAGGCAGCTTACTGGACCTATACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Marinilabiliaceae						Target				3		-		-		0.08		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		0.06		-		-

		IM-W4Q35Q		TACGGAGGGTCCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGCAGGCGGAACTTTAAGTCAGTGGTGAAATCTTGCCGCTTAACGGTAAAATTGCCATTGATACTGAAGTTCTTGAATATGGTTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACGCCGATTGCGAAGGCAGCTTACTAAGCCATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Prolixibacteraceae						Target				6		-		0.12		-		-		-		-		-		-		0.39		0.09		0.13		0.24		0.06		-		-		-		-		-		-		-		-		-		-

		IM-8M5P6E		TACGGAGGGTCCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGCAGGCGGGCTTGTAAGTCAGTGGTGAAATTTTGCGGCTTAACCGTAAAACTGCCATTGATACTGCGAGTCTTGAATATGGTTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACGCCGATTGCGAAGGCAGCTTACTAAGCCATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Prolixibacteraceae						Target				2		-		-		-		-		-		-		-		-		0.05		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-C7QQ86		TACGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGTGGGAATGTAAGTCAGTGGTGAAATTTTGCGGCTTAACCGTAAAACTGCCATTGATACTGCATTTCTTGAATATGGTTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACGCCAATTGCGAAGGCAGCTTACTAAGCCATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales		Prolixibacteraceae						Target				6		-		-		-		0.10		-		-		-		-		0.05		-		-		0.57		-		-		-		0.07		0.11		-		0.07		-		-		-		-

		IM-JY8Z25		TACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTACGTAGGCGGAAAATTAAGTCAGTAGTGAAATCCTGCAGCTTAACTGTAGAACTGTTATTGATACTGGTTTTCTTGAATATAGTTGAGGTAGGCGGAATGTGTAATGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGAAGGCAGCTTACTAAGCTATGATTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				18		-		0.39		0.35		0.28		0.19		-		-		-		0.41		0.23		0.13		0.05		0.08		0.47		0.30		0.55		0.35		0.24		0.26		0.33		0.29		-		0.25

		IM-I08IA0		TACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGTTCTTTAAGTCAGTGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCATTGAAACTGAAGAACTTGAATATGGTTGAGGTAGGCGGAATACGTTATGTAGCGGTGAAATGCATAGATATAACGTAGAACACCAATTGCGAAGGCAGCTTACTAAACCATTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-3V1B2F		TACGGAGGGTCCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGTGTAGGCGGGCTTGTCAGTCAGAGGTGAAATCCTACGGCTCAACCGTAGAACTGCCTTTGATACTGCAAGTCTTGAGTCCTGGAGAGGTTGTTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCGGTTACGAAGGTTGACAACTGGACAGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		0.06		-		-		-		-		-		-		-		-		-		-		0.11		0.09		0.09		0.07		-		0.09		-		0.07		-		-

		IM-UIU138		TACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGCAGGCGGGGCAATAAGTCAGTGGTGAAATCCTGCGGCTTAACCGTAGAACTGCCATTGATACTGTTGCCCTTGAGTATAGTTGAGGTGGGCGGAATATGTAATGTAGCGGTGAAATGCATAGATATTACATAGAACACCAATTGCGAAGGCAGCTCACTAAGCTATCACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				14		-		0.08		0.21		0.10		0.08		-		-		-		-		0.05		-		-		-		0.23		0.20		0.28		0.15		0.12		0.06		0.20		0.17		-		0.10

		IM-65PW1P		TACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTATTAAGTCAGTGGTGAAATCCTGCAGCTTAACTGTAGAACTGCCATTGAAACTGGTAATCTTGAGTGTAGTTGAGGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGAGATGACACAGAACACCGATTGCGTAGGCAGCTCACTAAACTATAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				4		-		-		0.10		-		-		-		-		-		-		-		-		-		-		0.10		0.05		0.06		-		-		-		-		-		-		-

		IM-G4P2S5		TACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGGAAATTAAGTCAGTGGTGAAATCCTGCAGCTTAACTGTAGAATTGCCATTGATACTGATTTTCTTGAGTGCAGTTGAGGTGGGCGGAATGTGTAATGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGTAGGCAGCTCACTAAACTGTTACTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				1		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U15Y09		TACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTAATTAGTCAGTGGTGAAAGCCTGCAGCTTAACTGTAGAATTGCCATTGATACTGTTAATCTTGAATTCAGTTGAGGTAGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGACACAGAACACCAATTGCGAAGGCAGCTTGCTAAACTGATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Bacteroidales								Target				4		0.07		-		-		-		0.06		0.08		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K081KZ		TACGGAAGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGTTGCGTAAGTCAGAAGTGAAAGCTCACAGCTTAACTGTGGAATTGCTTTTGATACTGCGCGACTAGAATTAGGTTGAGGTTGGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGACTGGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae		Haliscomenobacter				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.05		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-089LAM		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCTTTGTAAGTCAGGAGTGAAAGTTTGCGGCTCAACCGTAAAATTGCTTTTGATACTGCATCGCTAGAATTAGGATGAGGTTAGCGGAATGTGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				13		-		-		-		0.12		0.08		-		-		-		-		-		0.10		0.28		0.10		0.16		0.05		0.11		0.08		0.12		0.10		0.10		0.13		-		-

		IM-35GUD2		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCGTTATAAGTCAGAGGTGAAAGGCCACCGCTTAACGGTGGGACTGCCTTTGATACTGTAGTGCTTGAATAAGGTTGAGGTTAGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGACTTAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				1		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X5DO31		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGACAAATAAGTCAGAGGTGAAAGGCTTTGGCTCAACTAAAGAATTGCCTTTGATACTGTTTGTCTTGAATTAGGTTGAGGTCAGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGGCTAGGCCTTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				2		-		0.06		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1F73SJ		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCCAGATCAGTCAGGCGTGAAAGTTTTCGGCTTAACCGGAAAATTGCGTTTGATACTGTTTGGCTAGAATCAGGATGAGGTTGGCGGAATGTGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCGATTGCGAAGGCAGCTGACTGGACCTGAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				2		-		0.05		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N329EN		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGTGGTTTGATAAGTCAGAGGTGAAAGCCCACCGCTTAACGGTGGAATTGCCTTTGATACTGTCAGACTTGAATAAGGTTGAGGTCGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACATAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTTTATTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				7		-		-		-		-		0.05		-		-		-		-		-		-		-		-		0.05		-		0.07		-		0.06		-		-		0.07		0.05		0.08

		IM-4STN82		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCCGAATAAGTCAGATGTGAAAGTCATACGCTTAACGTAGGAATTGCATTTGATACTGTACGGCTTGAATCAGGATGAGGTAAGCGGAATGTGGCAAGTAGCGGTGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTTACTAGACCTAGATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				4		-		0.08		-		0.07		0.13		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0YX4P1		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCTATATAAGTCAGGAGTGAAAGGTTCCCGCTAAACGGGAGACGGTCTTTTGATACTGTATAGCTTGAATAAGGTTGAGGTTAGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales		Saprospiraceae						Target				2		-		-		-		-		-		0.07		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-EZ48G6		TACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGATTTTTAAGTCAGTGGTGAAAGCCCGGAGCTCAACTTCGGAACTGCCATTGATACTATTAATCTTGAATACAGTTGAGGTGGGCGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGAAGGCAGCTCGCTAAACTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales								Target				1		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-25ZCO5		TACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGCAGGCGGGAAATTAAGTCAGTGGTGAAAGCCCCGAGCTCAACTTGGGAACTGCCATTGATACTGATTTTCTTGAATATAGTTGAGGCTGGCGGAATACAACATGTAGCGGTGAAATGCATAGATATGTTGTAGAACACCAATTGCGAAGGCAGCTAGCTAAACTATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5M6RP3		TACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGCAGGCGGGATATTAAGTCAGTGGTGAAAGCCCCGAGCTCAACTTGGGAACTGCCATTGAAACTGATGTTCTTGAATATAGTTGAGGTAGGCGGAATACAGCATGTAGCGGTGAAATGCATAGATATGCTGTAGAACACCAATTGCGAAGGCAGCTTACTAAACTATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Chitinophagales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K9OE56		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTACTATAAGTCAGTGGTGAAATACTACAGCTCAACTGTAGAGGTGCCATTGAAACTGTAATACTTGAGTACAGACGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCTTACTAGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cyclobacteriaceae		Fulvivirga				Target				6		0.06		-		-		0.11		0.39		0.14		0.19		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7O8UP2		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGACAATTAAGTCAGTGGTGAAATACTTCGGCTCAACCGGAGAGGTGCCATTGATACTGGTTGTCTAGAGTACAGACGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCTTACTAGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cyclobacteriaceae		Fulvivirga				Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.07		-		-

		IM-O63E6V		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTATTAAGTCAGTGGTGAAAGGTATCAGCTTAACTGATGACGTGCCATTGAAACTGACAGGCTTGAGTACAGACGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCAATTGCGAAGGCAGCTTACTAGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cyclobacteriaceae						Target				19		0.70		-		0.11		0.39		0.84		1.00		0.81		0.48		-		-		-		0.21		0.13		0.16		0.14		0.19		0.19		0.17		0.19		0.22		0.22		0.12		0.08

		IM-18V7KT		TACGGAGGGTCCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGCGCAGGCGGGCTTGTAAGTCAGAGGTGAAATCCCCCGGCCTAACCGGGGAACTGCCTTTGATACTGCAAGTCTTGAGTCTTGGAGAGGTTGCCAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCTGATGCGTAGGCGGGCAACTGGACAAGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cytophagaceae		Cytophaga				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		0.54		0.08		0.16		-		0.07		0.35		0.53		0.27		-		0.07		-		0.13		0.25		-		-		-		0.05		-		0.08		0.08		0.07		-		-

		IM-VRN429		TACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGACCAATAAGTCAGTGGTGAAATCTTTCGGCTCAACCGGAAAACTGCCATTGATACTGTTGGTCTTGAATATGTTTGAAGTGGGCGGAATATGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCGATAGCGAAGGCAGCTCACTAAGCCATCATTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cytophagaceae		Cytophaga				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		0.08		-		-		-		-		-		-		0.09		0.08		-		-		-		0.09		-		-		-		-		0.06		0.09		0.10		-		0.09

		IM-6C7QH1		TACGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTTCGTAGGCGGGATATTAAGTCAGTGGTGAAATCCTACAGCTTAACTGTAGAACTGCCATTGATACTGATATTCTTGAATTCACCTGAAGTAGGCGGAACATGACATGTAGCGGTGAAATGCTTAGATATGTCATAGAACACCGATTGCGAAGGCAGCTTACTAAAGTGATATTGACGCTAAGGAACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cytophagaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		-		-		0.07		-		-		-		0.08		-		0.07		0.09		0.26		0.20		0.12		-		0.08		0.05		0.09		0.07		0.07		0.13		-		0.07

		IM-F9W83O		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGGACAGACAGTCAGAGGTGAAATCCCACAGCTTAACTGTGGAACTGCCTTTGATACTTCTGTTCTTGAGTTTCGGAGAGGTCACTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCAGAGGCGTAGGCGGGTGACTGGACGAATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Cytophagaceae						Target				5		0.17		-		-		-		0.08		0.24		0.15		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7J9TV5		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCTGTTAAGTCAGTGGTGAAATCCCGCAGCTCAACTGCGGAACTGCCATTGATACTGGCAGACTTGAGTACGGACGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCTTACTAGACCGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales		Flammeovirgaceae						Target				13		-		0.07		-		0.08		0.06		-		-		-		-		0.05		-		-		0.12		0.08		0.05		0.17		-		-		0.12		0.09		0.15		0.11		0.22

		IM-8S5D1Q		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCGTGTTAAGTCAGTGGTGAAAGCCTGCAGCTCAACTGTAGAGGTGCCATTGATACTGACATGCTTGAGTATGGACGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATACCACAAAGAACACCGATAGCGAAGGCAGCTTACTGGACCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				18		-		0.18		-		0.06		0.06		-		-		-		0.13		0.15		0.16		0.10		0.09		0.25		0.14		0.21		0.22		0.26		0.30		0.22		0.22		0.18		0.34

		IM-FG79T3		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTTATAAGTCAGTGGTGAAAGTCTTCGGCTCAACCGGAGGACTGCCATTGAAACTGTAAGGCTTGAGTACAGTAGAGGTAGGCGGAATTTATGATGTAGCGGTGAAATGCATAGATATCATAAAGAACACCGATAGCGAAGGCAGCTTACTATGCTGTTACAGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				10		-		-		-		-		-		-		-		-		-		-		-		-		-		0.18		0.05		0.10		0.09		0.18		0.13		0.13		0.18		0.07		0.14

		IM-1L4W5W		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTTTTTTAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAGGTGCCATTGATACTGGAGAACTTGAGTATGGACGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATACCACAAAGAACACCGATAGCGAAGGCAGCTTACTGGACCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				10		-		-		-		0.06		-		-		-		-		-		-		-		-		-		0.13		0.05		0.08		0.08		0.13		0.11		0.07		0.17		-		0.10

		IM-C5T98T		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGTTATTAAGTCAGTGGTGAAAGTCTGCGGCTCAACCGTAGAAGTGCCATTGAAACTGGTAACCTTGAGTACCGTTGAGGTATGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCATACTAATCGGTAACTGACGCTGAGGCACGAAAGCATGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				6		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.05		0.08		-		0.07		0.07		0.05

		IM-ZT39H7		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCGTAATAAGTCAGTGGTGAAAGCCGGCAGCTCAACTGTCGAGGTGCCATTGAAACTGTTATGCTTGAGTACAGACGAGGTAGGCGGAATTTATGATGTAGCGGTGAAATGCATAGATATCATAAAGAACACCGATAGCGAAGGCAGCTTACTAGGCTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				15		0.07		-		-		-		-		-		-		-		-		0.07		0.07		0.05		0.06		0.09		0.09		0.13		0.08		0.12		0.15		0.13		0.21		0.21		0.18

		IM-16RS5P		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCTAATTAAGTCAGTGGTGAAAGCCTGCAGCTCAACTGCAGAGGTGCCATTGATACTGGTTAGCTTGAGTATGGACGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATACCACAAAGAACACCGATAGCGAAGGCAGCTTACTGGACCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				8		-		0.06		-		0.16		0.08		-		-		0.10		0.07		0.11		0.06		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-0CY31C		TACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTATTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCCATTGATACTGGTAGTCTTGAGTACAGTAGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCTTACTATACTGAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				19		-		0.61		0.44		0.11		0.08		-		-		-		0.19		0.66		0.26		0.07		0.14		0.51		0.27		0.37		0.31		0.23		0.10		0.32		0.16		0.07		0.16

		IM-NP577L		TACGGAGGGTGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAGTCAGTGGTGAAATACTTCAGCTTAACTGGAGAGGTGCCATTGAAACTGTCAGACTTGAGAATAGATGAGGCAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGAAGGCAGCTTGCTAGACTATATCTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Cytophagales								Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.05		-		0.05		-		-

		IM-13OC6L		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGACTAATCAGTCAGTGGTGAAATCCCATCGCTTAACGATGGAACTGCCATTGATACTGTTAGTCTTGAATTCGATCGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCGAAGGCAGCTCACTAGGTCTGAATTGACGCTCAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Cryomorphaceae		Wandonia				Target				2		-		0.07		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-16ITC4		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTCAGAGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAGTTATTGTGAAGTAGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAACAATATACTGACACTGATGGACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Algibacter				Target				11		0.23		0.25		-		0.27		0.06		0.09		0.14		0.16		0.57		0.66		0.07		0.15		-		-		-		-		-		-		-		-		-		-		-

		IM-4SBV4B		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGTTTATAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCATTGATACTGTAGACCTTGAATTAGTGTGAAGTGGTTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCAATTGCGAAGGCAGATCACTAACACTATATTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Aquimarina				Target				2		-		0.15		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C6B75L		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACTAATAAGTCAGAGGTGAAATCCCGCAGCTCAACTGTGGAACTGCCTTTGAAACTGTTAGTCTTGAGTTATTGTGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCGATTGCGAAGGCAGATCACTAACAATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Formosa				Target				8		0.28		0.05		-		-		-		0.25		0.23		0.20		-		-		-		0.06		-		-		-		0.06		-		-		0.06		-		-		-		-

		IM-16ZWI4		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACTAATAAGTCAGGGGTGAAATACCACAGCTCAACTGTGGAACTGCCTTTGATACTGTTAGTCTTGAATTATATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCTTAGAGATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATATATTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Lutibacter				Target				18		0.11		1.70		0.07		0.07		-		0.11		-		0.08		14.61		2.15		1.64		0.28		0.14		0.31		0.09		0.14		0.09		-		0.08		0.05		-		-		0.12

		IM-Z9H3N2		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCTTTGATACTGGTGGTCTTGAGTTATGGTGAAGTGGCTGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTCACTAACCATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Maribacter				Target				8		0.46		-		-		0.14		0.48		0.07		0.08		0.28		0.24		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-79MIM0		TACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAATTAAGTCAGAGGTGAAATCCCACAGCTCAACTGTGGAACTGCCTTTGATACTGGTTGTCTTGAGTTATATTGAAGTGAGTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGCTCACTAAGTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Maritimimonas				Target				14		0.13		-		-		0.07		0.33		0.12		0.09		0.23		-		-		-		-		-		0.12		0.07		0.09		0.09		0.06		-		0.08		0.07		-		0.17

		IM-5A18FW		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTAAGTCAGAGGTGAAATACCATAGCTCAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTCATATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATGTACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Polaribacter				Target				4		-		0.16		-		-		-		-		-		-		-		-		0.06		0.07		-		-		-		-		-		-		0.09		-		-		-		-

		IM-4J67G1		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCCAGTAAGTCAGGGGTGAAAGTTTGCGGCTTAACCGTAAAATTGCCTTTGATACTGCTGGTCTTGAGTTGCGGTGAAGTGGCCGGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATTGCGAAGGCAGGTCACTAACCGCCGACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Robiginitalea				Target				2		-		-		-		0.68		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-86U8BJ		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCAGCTAAGTCAGTGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCATTGATACTGGTTGTCTTGAATTATTATGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATCACTAATAATATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Ulvibacter		Ulvibacter antarcticus		Target				14		-		-		-		-		0.08		0.07		-		-		-		0.07		-		0.13		0.13		0.15		0.08		0.11		0.06		0.10		0.08		0.09		0.11		-		0.07

		IM-1U14CI		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGCTCAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCATTGATACTGGTTGTCTTGAATTAATGTGAAGTGGTTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCAATTGCGAAGGCAGATCACTAACATTATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae		Ulvibacter				Target				21		0.11		0.35		0.05		-		-		0.07		0.13		0.20		0.35		0.56		0.38		0.56		0.35		0.42		0.08		0.17		0.14		0.14		0.08		0.07		0.10		0.05		0.41

		IM-598GJS		TACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAATTAAGTCAGAGGTGAAATCCCACAGCTCAACTGTGGAACTGCCTTTGATACTGGTTGTCTTGAGTTACAGTGAAGTAGATAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGTCTACTAACTGTATACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				23		1.01		2.17		1.21		3.71		1.79		0.50		0.88		1.40		10.80		3.13		3.53		4.35		2.80		4.21		1.60		1.79		1.26		0.93		1.31		1.23		0.79		0.19		1.38

		IM-OS03R5		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAATTGCCTTTGATACTGGTTATCTTGAGTTATTATGAAGTAGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAATAATCAACTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				23		1.79		1.72		0.28		0.39		0.30		0.92		0.84		0.53		1.46		2.74		1.30		2.20		0.56		0.79		0.26		0.47		0.22		0.24		0.25		0.27		0.21		0.13		0.96

		IM-I09L5W		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGAATCTAAGTCAGTGGTGAAATCTTACAGCTCAACTGTAAAATTGCCATTGATACTGGGTTTCTTGAATTAGTGTGAAGTGATTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCAATTGCGAAGGCAGATCACTAACACTATATTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				22		0.17		0.35		0.13		0.26		0.12		0.13		0.28		0.18		0.24		0.47		0.31		0.48		0.19		0.41		0.10		0.16		0.10		0.13		0.16		0.10		0.12		-		0.44

		IM-0U3JM2		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTAAGTCAGAGGTGAAATCCCATAGCTTAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTTATACGGAAGTAGATAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGTCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-

		IM-72SEM7		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCAATTAAGTCAGGGGTGAAATGGTACGGCTCAACCGTAGCACTGCCCTTGATACTGGTTGTCTTGAGTCATAGTGAAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTCACTAACTATCGACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				23		0.38		5.88		0.60		2.04		0.84		0.21		0.44		0.45		3.31		4.38		2.58		2.90		2.26		1.27		0.55		0.92		0.98		0.90		1.30		1.30		1.73		0.80		2.54

		IM-33U8ZF		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCTTATAAGTCAGGGGTGAAATGGTGCGGCTCAACCGTAGCACTGCCCTTGATACTGTTAGTCTTGAGTTATGGTGGAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATCGCGAAGGCAGGTCACTAACCATTGACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				2		0.05		-		-		-		0.34		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-49Q86V		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTCAGAGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAATTATTATGAAGTAGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAATAATCAATTGACACTGATGGACGAAAGCGTAGGTAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				7		0.10		0.10		-		-		-		0.08		0.07		0.11		0.20		0.51		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UUA556		TACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACTATTAAGTCAGAGGTGAAATCCCACAGCTCAACTGTGGAACTGCCTTTGATACTGGTAGTCTTGAGTTATATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATATACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				23		0.12		0.17		0.11		0.06		0.05		0.07		0.14		0.22		0.20		0.15		0.23		0.57		0.24		0.49		0.21		0.20		0.10		0.14		0.16		0.14		0.12		0.08		0.32

		IM-9M5F1W		TACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGGCAATTAAGTCAGGGGTGAAATGGTGCGGCTCAACCGTAGCACTGCCTTTGATACTGGTTGTCTTGAGTTGTGGTGAAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTCACTAACCACTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		0.16		-		-		-		-		-		-		-		-		0.07		-

		IM-8G8T9O		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGATTGATAAGTCAGAGGTGAAATCCCACAGCTTAACTGTGGAACTGCCTTTGAAACTGTTAGTCTTGAGTTATATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGAGATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATATACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				17		-		0.34		-		0.38		0.07		-		-		-		0.22		0.43		0.07		0.07		0.06		0.35		0.14		0.12		0.10		0.09		0.10		0.11		0.17		-		0.09

		IM-XZF670		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGCTTATTAAGTCAGAGGTGAAATCCCACAGCTTAACTGTGGAACTGCCTTTGATACTGGTAGGCTTGAGTTATAAGGAAGTAGATAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGTCTACTACTTATATACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				4		-		-		-		0.07		0.06		-		-		-		-		-		-		0.23		-		0.11		-		-		-		-		-		-		-		-		-

		IM-393ROZ		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATTAATAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAACTGCCTTTGAAACTGTTAATCTTGAGTCATTATGAAGTGGTTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGATCACTAATAATGTACTGACACTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				14		0.48		0.07		0.06		0.14		0.09		0.43		0.31		0.12		0.06		0.10		0.16		0.37		0.20		0.06		-		-		-		-		-		-		-		-		-

		IM-P903K1		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCGATTTAGTCAGGGGTGAAATGGTGCGGCTCAACCGTAGCACTGCCCTTGATACTGGTCGTCTTGAGTCATGGTGGAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATCGCGAAGGCAGGTCACTAACCATCGACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				2		-		-		-		0.36		0.62		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8IH94H		TACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGACAATTAAGTCAGAGGTGAAATCCCATAGCTCAACTATGGAACTGCCTTTGATACTGGTTGTCTTGAGTTATACGGAAGTAGATAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAATACCGATTGCGAAGGCAGTCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-Y33P2L		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCAATTAAGTCAGGGGTGAAATGGTGCGGCTCAACCGTAGCACTGCCCTTGATACTGGTTGTCTTGAGTCATGGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACCATGTACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				10		-		-		-		-		-		-		-		-		-		-		-		0.07		-		0.10		0.08		0.11		0.12		0.15		0.11		0.10		0.11		-		0.11

		IM-7U448R		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGTTTAGTCAGAGGTGAAATACTACGGCTCAACCGTGGAACTGCCTTTGATACTGACGGTCTTGAATTATGGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACCATACATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				6		0.11		-		-		0.18		1.18		0.16		0.34		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-70V0IY		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGGCAATTAAGTCAGGGGTGAAATGCTGTGGCTCAACCATAGCACTGCCCTTGATACTGGTTGTCTTGAGTCAAGGTGAAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCAATTGCGAAGGCAGGTCACTAACCTTCGACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				7		-		0.07		-		-		-		-		-		-		0.10		0.11		0.06		-		0.12		-		-		-		-		-		0.10		-		-		0.09		-

		IM-9J8C20		TACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGATCATTAAGTCAGGGGTGAAATGGTGCGGCTCAACCGTAGCACTGCCTTTGATACTGGTGGTCTTGAGTTATGGTGAAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTCACTAACCATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.10

		IM-H80T5C		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGTCATTAAGTCAGAGGTGAAATCCCACAGCTTAACTGTGGAACTGCCTTTGATACTGATGATCTTGAGTTTTAGTGAAGTAGATAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGTCTACTAACTAATAACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				3		-		-		-		0.21		0.47		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A2L552		TACGGAGGGTCCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGCAGGCGGGCAATTAAGTCAGAGGTGAAATGCTGCGGCTCAACCGTAGCACTGCCTTTGATACTGGTTGTCTTGAATGACGGTGAAGTGGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCTATTGCGAAGGCAGGTCACTAACCGTTCATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Flavobacteriaceae						Target				7		0.44		-		-		0.08		0.05		0.37		0.32		0.15		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S476OR		TACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGCAGGCGGATTATTAAGTCAGTGGTGAAATGCTGTCGCTTAACGATAGCACTGCCATTGATACTGGTAATCTTGAGTATAGTTGAGGTGGGCGGAATAAGTCATGTAGCGGTGAAATGCATAGATATGACTTAGAACACCGATTGCGAAGGCAGCTCACTAAACTATTACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Schleiferiaceae		Owenweeksia				Target				3		-		-		-		0.07		-		-		-		-		-		-		-		0.07		0.07		-		-		-		-		-		-		-		-		-		-

		IM-59E8EX		TACGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGGAAGATAAGTCAGTGGTGAAAGCCTGTGGCTCAACCATAGAATTGCCATTGATACTGTCTTTCTTGAGTGCACATGATGTGGGCGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGGCAGCTCACAAAAGTGTAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Schleiferiaceae						Target				3		-		-		-		-		-		-		-		0.05		-		-		0.07		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-Q7L6J6		TACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTTCGTAGGCGGGAAATTAAGTCAGTGGTGAAAGCCTGTGGCTCAACCATAGAATTGCCATTGATACTGATTTTCTTGAGTACATATGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATTGCGAAGGCAGCTCACTAAATTGTTACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales		Schleiferiaceae						Target				4		0.30		-		-		-		-		0.17		0.07		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-3XT91S		TACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGACTGATAAGTCAGTGGTGAAATCCCGTAGCTTAACTACGGAACTGCCATTGAAACTGTCAGTCTTGAATTCGGTCGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCGAAGGCAGCTCACTAGGCCTGAATTGACGCTCAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Flavobacteriales								Target				1		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J61R8C		TACGGAGGGTGCGAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAGTCAGGAGTGAAAGTTATCTGCTTAACGGGGAAATTGCTTTTGATACTGTCAAGCTTGAATCGGGTTGAGGTTAGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTAGCTAGGCCTAGATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia		Sphingobacteriales		Sphingobacteriaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UT43Q0		TACGAAGGACCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTTGCAAGTCAGTGGTGAAATCCTGCAGCTCAACTGTAGAACTGTCATTGAAACTGCATTTCTTGAGTACATTTGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGGCAGCTCACTAAACTGTCACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGG		Bacteria		Bacteroidota		Bacteroidia		Sphingobacteriales								Target				3		0.06		-		-		-		-		0.05		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-P7LV49		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTCAGAGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCTTTGATACTGGTTATCTTGAGTCATTATGAAGTGGTTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGATCACTAATAATGTACTGACACTGATGGACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				21		0.39		0.11		0.06		0.16		0.39		0.32		0.22		0.22		0.10		0.13		0.09		0.16		0.16		0.35		0.11		0.11		0.07		0.07		0.06		-		0.11		-		0.07

		IM-VP48L0		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGAGCTGTAAGTCAGAGGTGAAATCCTGCAGCTTAACTGTAGAACTGCCTTTGATACTGCAGCCCTTGAATATCGGAGAGGTTACTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCAGAGGCGTAGGCGGGTAACTGGACGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				3		-		0.13		-		-		-		-		-		-		0.06		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y1BA79		TACGGAGGGTGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGATTAATAAGTCAGAGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCTTTGAAACTATTAATCTTGAGTACATTTGAGGTAGGCGGAATGTAGTGTGTAGCGGTGAAATGCTTAGATATACTACAGAACACCAATTGCGAAGGCAGCTTACTAAACTGTAACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				2		-		-		-		-		-		-		-		-		0.11		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-

		IM-19AO5C		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGGGCTATAAGTCAATGGTGAAATCCTACGGCTCAACCGTAGAACTGCCTTTGATACTGTAGCTCTTGAGTCTCGGAGAGGTCATTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCAGAGGCGTAGGCGGATGACTGGACGAGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				14		-		0.11		0.08		-		-		-		-		-		-		0.12		0.14		0.12		0.09		0.10		0.05		0.06		0.07		-		0.09		0.07		0.08		-		0.08

		IM-WL163S		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCGTTATAAGTCAGAAGTGAAATCTCATCGCTCAACGGTGAAACTGCTTTTGATACTGTAATGCTTGAATTAGGTTGAGGTTAGCGGAATGTGGCATGTAGCGGTGAAATGCTTAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTGGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NK91T0		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGATAGATAAGTCAGAGGTGAAAGCTCACAGCTTAACTGTGGAATTGCCTTTGATACTGTTTATCTTGAATTATGTTGAGGTTAGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTAGCTAGGCATATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				2		0.07		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-65ZK2U		TACGGAGGGTGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTCCGTAGGCGGATCTTTAAGTCAGTGGTGAAAGCCTGCAGCTCAACTGCAGAACTGCCATTGATACTGGAGATCTTGAGTGTATTTGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATTGCGAAGGCAGCTCACTAAACTACAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		-		-		-		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-81X6SO		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGGATTGTAAGTCAGAGGTGAAATCCTACAGCTCAACTGTAGAACTGCCTTTGATACTGCAATTCTTGAGTTTCGGAGAGGTCATTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCAGAGGCGTAGGCGGATGACTGGACGAATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				5		-		-		-		0.08		-		-		-		-		-		-		0.06		0.09		-		-		-		-		0.05		-		0.06		-		-		-		-

		IM-ZCJ298		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCATTATAAGTCAGAGGTGAAAGCTTACAGCTTAACTGTAAAACTGCCTTTGAAACTGTAATGCTTGAATCACGTTGAGGTCAGCGGAATGTGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTAGGCGTGTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				6		-		0.14		-		-		-		-		-		-		0.06		0.11		0.08		0.06		-		-		-		0.06		-		-		-		-		-		-		-

		IM-X437XI		TACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTTCGTAGGCGGAAAAATAAGTCAGTGGTGAAAGCCTGTAGCTCAACTATAGAATTGCCATTGATACTGTTTTTCTTGAATATACTTGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGGCAGCTCACTAAAGTATCATTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W7J13T		TACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTTATAAGTCAGTGGTGAAAGCCTGCAGCTTAACTGTAGAATTGCCATTGAAACTATTGATCTTGAGTTCAGTTGAGGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGGCAGCTCGCTAAACTGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				2		0.06		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-58E1NK		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGGATAGCAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAACTGCCTTTGATACTGTTATTCTTGAGTATCGGAGAGGTCGCTGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACACCAGAGGCGTAGGCGGGCGACTGGACGATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				2		-		0.06		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1Y5XK6		TACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGACCTTTAAGTCAGTGGTGAAATCCTTCGGCTCAACCGGAGAACTGCCATTGAAACTGAAGGTCTTGAATATAGTTGAAGTGGGCGGAATATGGCATGTAGCGGTGAAATGCTTAGATATGCCATAGAACACCGATAGCGAAGGCAGCTCACTAAGTTATTATTGACGCTAAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				9		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		0.09		0.12		0.05		0.06		0.09		0.06		0.06		-		0.11

		IM-059UGY		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGACAAATTAGTCAGAGGTGAAATCTTTCGGCTCAACTGGAAAATTGCCTTTGATACTGTTTGTCTTGAATTAGGTTGAGGTTAGCGGAATGTGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTAGCTAGGCCTTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-

		IM-O67R4K		TACGGAGGGTGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGTGTAGGCGGGCCGGCAAGTCAGAGGTGAAATCCCACAGCTTAACTGTGGAACTGCCTTTGATACTGCCGGTCTTGAATCTCGGAGGGGTCACTAGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAATACCAGAGGCGTAGGCGGGTGACTGGACGAGTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LS063S		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGATAAATAAGTCAATGGTGAAAGCTCTGAGCTTAACTGAGGAATTGCCTTTGATACTGTTTATCTTGAATTATGTTGAGGTTAGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGACTTAGAACACCAATTGCGAAGGCAGCTAGCTAGGCATTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				5		-		0.07		-		-		-		-		-		-		-		0.06		0.07		0.10		-		0.05		-		-		-		-		-		-		-		-		-

		IM-64R0RX		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCATCGTAAGTCAGGAGTGAAATCCCACGGCTCAACTGTGGAATTGCTTTTGATACTGCGGTACTTGAATTAGGTTGAGGTTAGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				3		-		0.07		-		-		-		-		-		-		-		-		-		-		0.06		0.05		-		-		-		-		-		-		-		-		-

		IM-4X0GG6		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCTAAGTAAGTCAGGAGTGAAAATTGCCCGCTAAACGGGCAACGTGCTTTTGATACTGCATAGCTTGAATAAGGTTGAGGTTAGCGGAATGTGGCATGTAGCGGTGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTAGACCTATATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C03VV1		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGATAAATAAGTCAGAGGTGAAATCCTACAGCTTAACTGTAGAACTGCCTTTGATACTGTTTATCTTGAATTAGGTTAAGGTCAGCGGAATGTGGCATGTAGCGGTGAAATGCTTAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTGGGCCTTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				3		-		0.05		-		-		-		-		-		-		-		0.06		-		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-0I1HF1		TACGGAGGGTGCGAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGATCTTTAAGTCTGAGGTGAAAGTCTGTGGCTTAACCATAGAATTGCCTTGGATACTGAGGATCTTGAATTGGGTTGAGGATGGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACACCGATTGCGAAGGCAGCCATCTGGGCCTTGATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota		Bacteroidia										Target				5		-		0.10		-		-		-		-		0.05		0.05		0.06		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-76L7MC		TACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGTTGGTAAGTCAGAGGTGAAATCCTACAGCTTAACTGTAGAACTGCCCTTGATACTGCTAATCTTGAGTATGGAAGAGAGAGACGGAATTCCAGGTGTAGTGGTGAAATACGTAGATATCTGGAAGAACACCAGTTGCGAAGGCGGTCTCTTGGTCCAATACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Bacteroidota		Ignavibacteria		Ignavibacteriales		Ignavibacteriaceae		Ignavibacterium				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		-		0.18		0.18		0.13		0.08		-		-		-		-		0.09		0.15		0.11		0.19		0.23		0.09		0.14		0.12		0.11		0.13		0.14		0.13		0.10		0.18

		IM-V2P0U3		TACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCGTTATAAGTCAGAGGTGAAAGCTTGCAGCTTAACTGTAAAATTGCCTTTGAAACTGTAGTGCTTGAATCACGTTGAGGTCAGCGGAATGTGACATGTAGCGGTGAAATGCTTAGATATGTCATAGAACACCAATTGCGTAGGCAGCTGGCTAGGCGTGTATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Bacteroidota												Target				7		0.16		0.07		-		-		-		-		0.05		0.07		-		0.05		-		0.09		0.07		-		-		-		-		-		-		-		-		-		-

		IM-9B799T		CACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCTCGTAGGTGGCCTGCCAAGTCTCACGTGAAAGACCAGGGCTCAACCCTGGGGACGCGAGAGAAACTGGCAAGCTGGAATCTTGGAGGGGGTACTGGAATTCCTGGTGTAGGGGTGAAATCTGTTGATATCAGGAAGAACACCGGAGGCGAAGGCGAGTACCTGGCCAAAGATTGACGCTGATGAGCGAAAGCGTAGGGAGCGAACAGG		Bacteria		Bacteroidota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.06		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6ZO1D0		TACGTAGGACCCAAGCGTTGTCCGGATTTACTGGGTATAAAGGGTGCGCAGGCGGCCGTGTGCGTCAGGGGTGAAATATCCGGGCTTAACCCGGAGGGTGCCCTTGATACGGCATGGCTTGAGTCCGAGAGAGGATGATGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGCTCGGAACTGACGCTCAGGCACGAAAGCGTGGGGATCAAACAGG		Bacteria		Bacteroidota												Target				2		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-

		IM-X2IE44		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGCGACGTAAGTCAGAAGTGAAAGTTGGCAGCTTAACTGCAAAATTGCTTTTGAAACTACGTTGCTTGAATCACGTTGAGGCTGGCGGAATGTGGCATGTAGCGGTGAAATGCTTAGATATGCCATAGAACACCAATTGCGAAGGCAGCTGGCTAGACGTGTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Bacteroidota												Target				5		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.12		0.06		0.07		-		-		-		-		0.05		-		-

		IM-1SN276		TACGGAGGGTGCGAGCGTTGCTCGGAATCACTGGGCGTAAAGCGTATGCAGGCGGCTTCTTAAGTCGGGTGTGAAATCCCGGAGCTCAACTCCGGAACTGCGCCCGATACTGGGGAGCTTGAGTACGGGAGAGGGACAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTTCCTGGCCCGATACTGACGCTGAGATACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Bdellovibrionota		Bdellovibrionia		Bdellovibrionales		Bdellovibrionaceae						Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LW915T		TACGTATGGTCCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGAGATATATGTCAGGTGTGAAATCCCACGGCTTAACCGTGGAACTGCGCTTGAAACTATATTTCTAGAGTATGTCAGAGGTAAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGACATAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Bdellovibrionota		Oligoflexia										Target				6		-		0.34		-		-		-		-		-		-		0.07		0.06		0.21		-		0.17		0.05		-		-		-		-		-		-		-		-		-

		IM-EWD208		AACGTAGGAATCGAGCGTTATCCGAATTTACTGGGCGTAAAGCGCGTGTAGGCGGTTTGGTAAGTTGGATGTGAAAGCTCCCGGCTCAACTGGGAGAGGACGTTCAATACTGTCAGACTAGAGGACGGCAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCGTGCCTGACGCTAAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				8		-		-		0.13		-		-		-		-		-		-		-		-		-		-		0.16		0.12		0.18		0.07		0.05		-		0.11		0.06		-		-

		IM-S40I8N		CACGTAGGATCCGAGCGTTATCCGAATTTACTGGGCGTAAAGCGCGTGTAGGCGGCTGGGTAAGTTGGACGTGAAAGCTCCTGGCTCAACTGGGAGAGGTCGTTCAAAACTGCCTGGCTAGAGGGCGACAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGTCGCCCCTGACGCTCAGACGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				18		-		0.10		0.48		0.47		0.13		-		-		-		-		0.09		0.17		0.15		0.30		0.54		0.60		0.51		0.25		0.13		0.16		0.27		0.18		0.21		0.20

		IM-I86YX2		CACGTAGGATTCAAGCGTTATCCGAATTTACTGGGCGTAAAGCGCGTGTAGGCGGTGCGGTAAGTTGGACGTGAAAGCTCCTGGCTCAACTGGGAGAGGTCGTTCAAAACTTCCGCACTAGAGGACGGTAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCGTTCCTGACGCTCAGACGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				3		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		0.06		0.08		-		-		-		-		-		-		-

		IM-90A6EZ		TACGTAGGAGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTGCAGGTGGTTTGGTAAGTTGGGTATGAAATCTCCTGGCTTAACTAGGAGAGGTTGCTCAAAACTACCAGACTAGAGGACGATAGAGGAAGGTGGAATTCCCGGTGTAGTAGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGGTCGTTCCTGACACTAAGACGCGAAAGCATGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				18		-		0.87		0.50		0.58		0.31		-		-		-		0.08		0.45		0.09		0.07		0.11		0.53		0.38		0.49		0.39		0.25		0.15		0.37		0.35		-		0.22

		IM-X0S51W		CACGTAGGATCCGAGCGTTATCCGAATTTACTGGGCGTAAAGCGCGTGTAGGCGGTCAGGTAAGTTGGACGTGAAATCTCCTGGCTCAACTAGGAGAGGTCGTTCAAAACTGCCGGACTAGAGGGCGACAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGTCGCACCTGACGCTCAGACGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				8		-		-		0.14		0.36		-		-		-		-		-		-		-		-		-		0.19		0.23		0.23		0.11		0.06		-		0.09		-		-		-

		IM-LB11W2		AACGTAGGATCCGAGCGTTATCCGAATTCACTGGGCGTAAAGCGCGTGTAGGCGGTTCGGTAAGTTGGATGTGAAAGCTCCCGGCTCAACTGGGAGAGGACGTTCAAAACTGTTGGACTAGAGGGCGGAAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCGCACCTGACGCTCAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				9		-		-		0.46		-		-		-		-		-		-		-		-		-		0.10		0.36		0.36		0.48		0.23		0.07		-		0.16		0.12		-		-

		IM-121PXM		AACGTAGGAGCCAAGCGTTATCCGAATTCACTGGGCGTAAAGCGCGTGCAGGCGGCTCGGTAAGTTGGATGTGAAAGCTCCCGGCTCAACTGGGAGAGGACGTTCAATACTGTCGGGCTAGAGGATGGTAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCATGCCTGACGCTAAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-78IM8W		CACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTTTGGTAAGTTGGATGTGAAAGCTCCCGGCTCAACTGGGAGAGGCCGTTCAATACTGCCAGACTAGAGGACGGTAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCGATCCTGACGCTAAGACGCGAAAGCATGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				3		-		0.06		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-

		IM-49FSF3		AACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGTAGGCGGCTTTGTAAGTCGGACGTGAAAGCTCCCGGCTCAACTGGGAGAGGCCGTTCGAAACTACAAGGCTAGAGGGCAGAAGAGGGAGGTGGAATTCAGGGTGTAGCGGTGAAATGCGTAGATATCCTGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGTCTGCTTCTGACGCTCAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		11		-		-		0.33		-		-		0.07		-		0.07		-		-		0.08		0.20		0.11		-		0.18		-		0.11		-		0.16		0.29		-		0.38		-

		IM-4B00FE		CACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTTTGGTAAGTTGGATGTGAAAGCTCCTGGCTTAACTGGGAGAGGTCGTTCAATACTGCCAAACTAGAGGACGGTAGAGGAAGGTAGAATTCCTGGTGTAGTGGTGAAATGCGTAGATATCAGGAGGAATACCAGAGGCGAAGGCGGCCTTCTGGGCCGTTCCTGACGCTAAGACGCGAAAGCATGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.05		0.06		-		-		-		-		-		-		-

		IM-48N8AX		AACGTAGGATCCGAGCGTTATCCGAATTTACTGGGCGTAAAGCGCGTGTAGGCGGCTCGATAAGTTGGATGTGAAAACTCCTGGCTCAACTGGGAGAGGTCGTTCAAGACTGTCGGGCTAGAGGGCGGCAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGCCTCCTGGGCCGCGCCTGACGCTAAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				1		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-190QW6		CACGTAGGATCCGAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTTTGGTAAGTTGGATGTTAAAGCTCCCGGCTCAACTGGGAGAGGCCGTTCAAAACTACCAGACTAGAGGGCGACAGAGGGAGGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGATCGTTCCTGACGCTCAGACGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				4		-		0.10		-		0.06		0.05		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ZDI035		CACGTAGGATCCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTTGGATGTGAAAGCTCCCGGCCCAACCGGGAGACGTCGTTCAATACTGCCAAGCTTGAGGACGGTAGAGGAAGGTGGAATTCAGGGTGTAGTGGTGAAATGCGTAGATATCCTGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGGCCGTTCCTGACGCTCAGACGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		12		-		-		-		-		0.08		-		-		-		-		-		-		0.07		0.09		-		0.08		0.06		0.07		0.09		0.11		0.15		0.12		0.08		0.10

		IM-1M77QV		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCACGCAGGCGGCCGAGTAAGTCGAATGTGAAAGCCCCCGGCTCAACTGGGGATGGTCATTCGATACTGTTCGGCTTGAAGGTAGGAGAGGGAAGCGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCTATTCTTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				10		-		-		0.08		-		-		-		-		-		-		0.07		0.07		0.06		0.09		0.06		0.10		0.08		-		-		0.05		0.07		-		-		-

		IM-R6LL6K		CACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTGCGGTAAGTTGGATGTGAAAGCTCCCGGCTCAACTGGGAGAGGCCGTTCAATACTGCCGGACTAGAGGACGGTAGAGGGAGGTGGAATTCCAGGTGTAGTGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAAGCGGCCTCCTAGGCCGTTCCTGACGCTAAGACGCGAAAGCATGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V6U96D		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGCAGGCGGTCGAGTAAGTCGAATGTGAAAGCTCCCGGCTCAACTGGGAAGGGTCATTCGATACTGTTCGACTTGAAGATAGGAGAGGGAAGCGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCTATTCTTGACGCTGAGACGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target				19		0.23		0.06		0.18		0.07		0.10		0.36		0.27		0.20		-		0.09		0.19		0.16		0.17		0.09		0.14		0.12		0.12		-		0.13		0.17		-		0.09		-

		IM-183VS6		CACGTAGGATCCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTTGGATGTGAAAGCTCCTGGCCCAACCGGGAGACGTCGTACAATACTGCCAAGCTTGAGGACGGTAGAGGAAGGTGGAATTCCAGGTGTAGTGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACCGCTCCTGACGCTCAGACGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.07		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-HNJ7M5		AACGTAGGACGCGAGCGTTATCCGGATTTACTGGGCGTAAAGCGTGTGCAGGCGGTTAGGTAAGTCGGACGTGAAAGCTCCCGGCTCAACTGGGAGAGGCCGTTCGAAACTACCTGGCTTGAGGGCAGTAGAGGAGCGTGGAATTCCGGGTGTAGTGGTGAAATGCGTAGAGATCCGGAGGAACACCAGTGGCGAAGGCGGCGCTCTGGACTGCACCTGACGCTAAGACACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L03XW4		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCGCGCAGGCGGTCGAGTAAGTCGAATGTGAAAGCCCCCGGCTCAACTGGGGATCGTCATTCGATACTGCCCGACTTGAAGATGGGAGAGGGAAGCGGAATTTCAGGTGTAGTGGTGAAATGCGTAGATATCTGAAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCCACTCTTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		22		0.19		0.06		0.28		0.14		0.10		0.31		0.10		0.22		0.08		0.10		0.25		0.32		0.27		0.21		0.23		0.16		0.14		0.10		0.22		0.15		0.12		0.08		-

		IM-CF122P		CACGTAGGATTCGAACGTTATCCGGATTTATTGGGCGTAAAGCGCGTGTAGGCGGTTTGGTAAGTTGGATATGAAAGCTCCAGGCTCAACCTGGAGAGGCCATTCAAAACTGCCAGACTAGAGGACGGTAGAGGGAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATACCTGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGCCGTTCCTGACGCTCAGACGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.07		-		-		-		-		-		-		-		0.07		-		-		-		-		-		0.10		-		-		-		-		-		-		0.07

		IM-982SIS		CACGTAGGATTCGAACGTTATCCGGATTTATTGGGCGTAAAGCGCGTGCAGGCGGTTTGGTAAGTTGGATGTGAAATCTCCGGGCTCAACCCGGAGAGGTCGTTCAAAACTACCAGACTAGAGGGCGATAGAGGGAGGTGGAATTCCGGGTGTAGTGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGGTCGCTCCTGACGCTAAGACGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae		Anaerolineales		Anaerolineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		0.11		-		-		-		-		-		-		-		-		-		0.10		0.07		0.06		-		-		-		-		-		-		-

		IM-03P5VR		AACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCACGTAGGCGGCGCTGTAAGTTGGACGTGAAAGCTCTCGGCTTAACTGAGAGAGGTCGTTCAAAACTGCAGTGCTTGAGGTTGGAAGAGGAGAGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGACTCTCTGGTCCACACCTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Ardenticatenales								Target				19		-		0.08		0.19		0.09		0.11		-		-		0.12		-		0.07		0.18		0.12		0.23		0.09		0.20		0.29		0.23		0.24		0.23		0.31		0.15		0.23		0.50

		IM-TQD779		AACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTAAGTTGGACGTGAAAGCTCCCGGCTCAACTGGGAGAGGTCGTTCAAAACTGCCAGGCTCGAGGTTAGAAGAGGAGAGTAGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGTCTACACCTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Ardenticatenales								Target				1		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-AU522I		AACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGCGTAGGCGGCGCTGTAAGTTGGGCGTGAAAGCTCTTGGCTTAACTGAGAGAGGTCGTTCAAAACTGCAGCGCTTGAGGTTGGAAGAGGAGAGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCTCTCTGGTCCATACCTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Ardenticatenales								Target				12		-		0.06		0.12		-		-		-		-		-		-		0.08		0.08		0.09		0.10		-		0.07		-		0.05		0.06		0.05		0.06		-		-		0.08

		IM-Z63W36		AACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCACGTAGGCGGTGTTGTAAGTTGGGCGTGAAAGCTCTCGGCTTAACTGAGAGAGGTCGTTCAAAACTGCAGCACTTGAGGTTGAAAGAGGAGAGCGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCTCTCTGGTTCATACCTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Ardenticatenales								Target				7		-		0.06		-		-		0.06		-		-		0.15		-		0.06		-		-		0.07		-		-		-		-		-		-		-		-		0.06		0.07

		IM-92G1KP		TACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCTGTGCCAAGTCTGACGTGAAAGCTCCTGGCTTAACTGGGAGAGGTCGTTGGAAACTGGTCGGCTTGAGGTAATGAGAGGGGTGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCACCCTGGCATTAATCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Caldilineales		Caldilineaceae						Target				2		-		-		-		0.27		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-012O9Y		CACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGTTGGTCAAGTCCGACGTGAAATCTCCCGGCTTAACTGGGAGGGGTCGTTGGAAACTGATTGACTTGAGGCAATGAGAGGGGTGCAGAATTCCTGGTGTAGTGGTGGAATGCGTAGATATCAGGAGGAATACCAGTGGCGAAAGCGGCACCCTGGCATTTGCCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Caldilineales		Caldilineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JI7I7H		TACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTTAGATAAGTTTGGCGTGAAAGCTCCCGGCTTAACTGGGAGAGGTCGTTGAAAACTGTTTAACTTGAGGCAATGAGAGGGGTACGGAATTCCAGGTGTAGTGGTGGAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAAGCGGTACCCTGGCATTGACCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae		Caldilineales		Caldilineaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		0.19		-		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PS952D		AACGTAGGACGCGAACGTTATCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGTCGTTCAAGTCGGGCATGAAAGCTCCCTGGCTAAACCGGGAGAGGATGTCCGAGACTGGAGGACTAGAGACCGATAGAGGGGTGTAGAATTCCGCGTGTAGTGGTGAAATGCGTAGAGATGCGGAGGAATACCAGTGGCGAAGGCGGCACCCTGGATCGGTACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.13		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-08U0FQ		AACGTAGGAGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTTTTGTAAGTCGTGCGTGAAAGCTCCCTGGCTTAACCGGGAGAGGTCGTGCGAAACTGCAGAACTAGAGACAGGTAGAGGCAAGCAGAATTCCGGGTGTAGTGGTGAAATGCGTAGATATCCGGAGGAATACCAGTGGCGAAGGCGGCTTGCTGGACCTTGTCTGACGCTCAGACGCGAAAGCATGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-1P0ERK		AACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTCTAGGCGGCACTGCAAGTCCTGCGTGAAAGCTCCCGGCTCAACTGGGAGAGTGCGCAGGAAACTGTGGAGCTAGAGACTCGGAGAGGAGTGTGGAATTCCCGGTGGAGTGGTGAAATGCGTTGAGATCGGGAGGAACACCAGTAGCGAAGGCGGCACTCTGGCCGAGTTCTGACGCTGAAGCGCGACAGCGTGGGGAGCAAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-

		IM-V55N81		AACGTAGGAGGCGAACGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGTGGTCTGTTAAGTCGTGCGTGAAAGCTCCCTGGCTCAACCGGGAGAGGTCGTGCGATACTGACAGACTTGAGACAGAGAGAGGCAAGTGGAATTCCGGGTGTAGTGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGCTCTGTTCTGACACTCAGACGCGAAAGCATGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target				21		0.15		0.13		0.09		0.09		0.11		0.13		0.10		0.09		0.06		0.15		0.11		0.13		0.09		0.08		0.09		0.06		0.06		0.13		0.08		0.06		-		-		0.06

		IM-SW329A		AACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTCTAGGCGGCAAAGAAAGTCTCGCGTGAAAGCTCCCGGCTCAACTGGGAGAGGGCGCGGGAAACTTCTTAGCTAGAGACTCAGAGGGGGGTGCGGAATTCCCGGTGGAGTGGTGAAATGCGTTGAGATCGGGAGGAACACCAGTAGCGAAGGCGGCACCCTGGCTGAGTTCTGACGCTAAAGCGCGACAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target				2		0.06		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-

		IM-T1ZDX6		AACGTAGGAGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGCGCGTGCAGGCGGCTTCGTAAGTTGTGCGTGAAAGCGCTCTGGCTCAACCGGGCGAGGACGTGCAAAACTGCGGAGCTAGAGATAGGTAGAGGTATGTGGAATTCCGGGTGTAGTGGTGAAATGCGTAGAGATCCGGAGGAACACCAGTGGCGAAGGCGACATACTGGACCTTATCTGACGCTAAGACGCGAAAGCATGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target				2		-		-		-		0.08		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0YT8Q8		AACGTAGGACGCGAACGTTATCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGTGGATTAAGTTAGGCATGAAAGCTCCCTGGCTAAACCGGGAGAGGATGTCTGATACTGGTTCACTAGAGTGTGTTAGAGGGGTGTAGAATTCCGCGTGTAGTGGTGAAATGCGTAGATATGCGGAGGAATACCAGTGGCGAAGGCGGCACCCTGGAACACAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACGGG		Bacteria		Chloroflexota		Anaerolineae										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.08		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8A80UL		GACGTAGGGTCCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGCGCGCAGGCGGTTGGTCACGTCGGGTGTGAAAGCCCCCCGCTCAACGGGGGAAGGTCACTCGAAACGGGTTAACTGGAGGCAGGGAGAGGTCGGTGGAATTCCCGGTGTAGCGGTGATATGCGTAGAGACCGGGAGGAACACCAGAGGCGAAGGCGGCCGACTGGACCTGACCTGACGCTGAGGCGCGAAGGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota		Chloroflexia		Thermomicrobiales		Thermomicrobiaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		0.05		-		-		-

		IM-Y84O8O		GACGTAGGAGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCGTGTAGGCGGCTCTTCAAGTCTTTGGTGAAATCTCCCGGCTTAACCGGGAGAGTGCCAGGGAAACTGGAGGGCTTGAGGGCAGCAGAGGGGGGTGGAATTCCCGGTGTAGTGGTGATATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGGCTGTTCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Chloroflexota		Dehalococcoidia		Dehalococcoidales		Dehalococcoidaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-

		IM-0N21QE		TACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGCAGGCGGTTCGTTAAGTTCGAGGTGAAAGCTCCCGGCTCAACTGGGAGAGGTCCCCGGATACTGGCGGACTTGAGGGAGGTAGAGGAAAGTGGAATTCCCGGTGTAGTGGTGATATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCCTTACCTGACGCTGAGACGCGAAAGCGTGGGGAGCGAACCGG		Bacteria		Chloroflexota		Dehalococcoidia										Target				10		0.19		-		-		-		0.10		0.24		0.15		0.17		-		-		-		0.10		0.10		-		-		-		0.07		0.06		0.06		-		-		-		-

		IM-2WEDV8		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCCTGTAGGCGGTTCGTTAAGTCCGGTGTGAAATCTCCCGGCTCAACTGGGAGGGGTCATCGGATACTGGCGGACTAGAGGGGGGTAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCCTACCCTGACGCTGAGGGGCGAAAGCGTGGGGAGCGAACCGG		Bacteria		Chloroflexota		Dehalococcoidia										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1M03SJ		TACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTTGGTCAAGTCCGGCGTGAAAGCTCCCGGCTTAACTGGGAGAGGTCGTTGGAAACTGATCGGCTTGAGGCGATGAGAGGGGTGCGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCACCCTGGCATTTGCCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota												Target				3		-		0.06		-		-		-		-		-		-		-		0.07		0.06		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ES7744		TACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCACGCAGGTGGTTGCGTAAGTCTGACGTGAAAGCTCCTGGCTTAACTGGGAGAGGTCGTTGGAAACTGCGTAACTTGAGGCGATGAGAGGGGTGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGGGGAACACCAGTGGCGAAAGCGGCACCCTGGCATTTGCCTGACGCTCATGTGCGAAAGCGTGGGTAGCGAACGGG		Bacteria		Chloroflexota												Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R8L7C3		TACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGTCAACCAAGTCTGATGTGAAAGCTCCTGGCTTAACCGGGAGAGGTCGTTGGAAACTAGTTGACTTGAGGTAATGAGAGGGGTGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGGGGAACACCAGTGGCGAAAGCGGCACCCTGGCATTTACCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Chloroflexota												Target				2		0.07		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J4J1P7		TACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCCCAACAAGTCTGCTGTTAAAAAGTGGAGCTTAACTCCATCATGGCAGTGGAAACTGTTGGGCTAGAGTGTGGTAGGGGCAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGGGCCATCACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGG		Bacteria		Cyanobacteria		Cyanobacteriia		Synechococcales		Synechococcaceae		Synechococcus				Target				14		0.05		0.11		-		0.19		-		0.07		0.20		-		0.05		0.16		0.14		0.15		-		-		-		-		0.12		0.20		0.09		0.05		-		-		0.08

		IM-45A2SJ		TACTGAGGGTGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTCCGTTAAGTCCGATGTTAAAGCCTGGGGCTCAACCCCAGCACGGCGTTGGATACTGGCAGACTAGACGGCTGGAGAGGCAAGTGGAATTACCAGTGTAGCGGTGGAATGCGTAGATACTGGTAGGAACACTCATTGCGAAGGCAGCTTGCTGGACAGCACGTGACGCTAAGGCGCGAAAGTGTGGGGAGCAAACCGG		Bacteria		Deinococcota		Deinococci		Deinococcales		Trueperaceae		Truepera				Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4AM76O		TACGGAGGGTGCGAGCGTTATCCGGAATCACTGGGCGTAAAGGGCGCGTAGGTGGTTTGTTAAGTCCGATGTTAAAGACCGAGGCTCAACCTCGACACGGCGTTGGATACTGACAAGCTTGACGGCTGGAGAGGTGAGTGGAATTACCAGTGTAGCGGTGGAATGCGTAGATACTGGTAGGAACACCTATAGCGAAGGCAGCTCACTGGACAGCACGTGACACTGAGGCGCGAAAGTGTGGGGAGCAAACCGG		Bacteria		Deinococcota		Deinococci		Deinococcales		Trueperaceae						Target				18		0.32		0.06		0.09		0.09		0.11		0.38		0.15		0.14		-		0.07		0.11		0.14		-		0.09		0.07		-		0.08		0.06		0.07		0.06		0.06		-		-

		IM-1WB0K1		TACGGAGGGTGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTTAAGTCCGATGTTAAAGAGTGAGGCTCAACCTCATCACGGCGTTGGATACTGGCAAGCTTGACGGTTGGAGAGGAAGGTAGAATTACCAGTGTAGCGGTGGAATGCGTAGATACTGGTAGGAATACCCATTGCGAAGGCAGCCTTCTGGACAACACGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGG		Bacteria		Deinococcota		Deinococci		Deinococcales								Target				6		0.07		-		-		0.07		0.14		0.16		0.10		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-46HO16		TACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTACGTAGGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAAGTGCATTTGAAACCCCGTGACTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Desulfobacterota		Desulfobacteria		Desulfobacterales				Desulfofaba		Desulfofaba gelida		Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0K7FCE		TACGGAGGGGGCAAGCGTTGTTCGGAATAACTGGGCGTAAAGAGCGTGTAGGCGGTCGGGCAAGTCGAATGTGAAAGCCCAGGGCTCAACCCTGGAATTGCATCCGAAACTGCTCGGCTAGAGTCCCGGAGGGGAAGGCGGAACTCCCAGTGTAGGGGTGAAATCCGTAGATATTGGGAAGAACACCGGCGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Desulfobacterota		Desulfuromonadia		Desulfuromonadales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-H9C34V		TACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTTCGCAGGCGGTCTATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGATAGACTTGAATACAGCAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTGGAATTGACGCTGAGGAACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Firmicutes		Bacilli		Lactobacillales								Target				1		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F93US5		TACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTCGTAGGCGGTTCGTTAAGTCAAATCTGAAAGCCCCCAGCTTAACTGGGGAGAGTGATTTGAAACTGACGGACTTGAGTATGGCAGAGGTAAGTGGAATTTCATGTGTAGCGGTGGAATGCGTAGATATATGAAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCAGAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGG		Bacteria		Firmicutes		Bacilli										Target				1		-		-		-		-		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N23Y5Q		TACGTATGGTGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGTTTTGCAAGTCAGAAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTTTTGAAACTGCAAGACTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Firmicutes		Clostridia										Target				3		-		0.12		-		-		-		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UY155G		TACGGAGGGTGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCTCGGTAAGTAGGGGGTGAAATCCCACGGCTCAACCGTGGGCCTGCCTCCTAAACTGTCGAGCTTGAGCACGGTAGAGGCAGATGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGTCTGCTGGGCCGTTGCTGACGCTGAGGCGCGATAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota		Gemmatimonadetes		Gemmatimonadales		Gemmatimonadaceae						Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-74W9TD		CACGGAGGGTGCGAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCTGTGTAAGTCATCTGTGAAAACTCGGGGCTCAACTCCGAGACTGCAGGTGAGACTGCATGGCTAGAGCTCGGTAGAGGCAAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCCGATGCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota		Gemmatimonadetes		Gemmatimonadales		Gemmatimonadaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		0.07		-

		IM-X651GG		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTATTAAGTCCTTTGTGAAAGCCCGGGGCTCAACCCCGGAATTGCATCGGATACTGGCAGACTGGAGACAGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCCTGTTCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota												Target				7		-		-		-		0.10		-		-		-		-		-		-		-		-		-		0.12		0.10		0.10		0.11		-		-		0.07		0.07		-		-

		IM-0ZSF92		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGCTCAGTCCTTTGTGAAAGCCCGGGGCTCAACCCCGGAATTGCATGGGATACTGGCAGACTTGAGACTGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCCAGTTCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota												Target				4		-		-		0.06		0.11		-		-		-		-		-		-		-		-		-		0.09		-		0.06		-		-		-		-		-		-		-

		IM-V35SI3		GACGGGGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCCTTTTAAGTCCACTGTGAAACTCCGGGGCTCAACTCCGGACATGCAGTGGATACTGGAAGGCTGGAGATCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTAGCTGGGCCGAATCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota												Target				4		-		-		-		0.09		0.17		0.12		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U65B5B		TACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTTTTAAGTCCACTGTGAAACTCCGGGGCTCAACCCCGGACATGCAGTGGATACTGGAAGACTAGAGATCGGTAGAGGCTAATGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGTTAGCTGGGCCGAATCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Gemmatimonadota												Target				1		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-35IE2Y		TACGGGGGGAGCAAGCGTTGTTCGGATTCATTGGGCGTAAAGAGCTCGTAGGCGGCTTCGTAAGTCAGAGGTGAAAGACCACGGCTCAACCGTGGAACCGCCTTTGAAACTACGAAGCTTGAGGCCCGGAGAGGAAAGCGGAATTCCTGGAGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACGGGTTCTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACAGG		Bacteria		Latescibacterota		Latescibacteria		Latescibacterales		Latescibacteraceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		0.07

		IM-T1H2V9		TACGGAGGGCTCAAGCGTTATTCGGATTCACTGGGCGTAAAGGGCGCGTAGGCGGGGTCGTAGGTCGGTCGTGAAATCCACCGGCTCAACCGGTGAACTGCGGTCGAAACTGCGACTCTTGAGGTAGGTAGAGGAAGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTAGCGAAGGCGGCCTTCTGGGCCTCACCTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGG		Bacteria		Latescibacterota												Target				2		-		-		0.08		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R894DQ		TACGGAGGGTGCAAGCGTTGTTCGGATTCACTGGGTATAAAGGGTGCGCAGGCGGCCTGGTAAGTCAGGGGTGAAATATGACGGCTTAACCGTCAAACTGCCCCTGAAACTGTCAGGCTTGAGTTCGAGAGAGGTAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAAATATCTGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGCTCGATACTGACGCTCAGGCACGAAAGCATGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target				15		-		0.22		0.08		0.11		0.07		-		-		-		0.20		0.18		-		-		-		0.18		0.09		0.15		0.14		0.07		0.07		0.08		0.12		-		0.10

		IM-M840AO		TACGGGGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCTAGATAAGTGAGATGTGAAAGGTCTCGGCTCACCCGAGGACGTGCATCTCATACTGTTTGGCTTGAGTATGGGAGAGGATGGGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGCCCATCTGGCCCAATACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5I8H5B		TACGGAGGGTGCAAGCGTTGTTCGGATTCACTGGGTATAAAGGGTGCGCAGGCGGCCCAATAAGTCAGAGGTGAAATATGACGGCTCAACCGTCAAACGGCCCCTGAAACTGTTGGGCTTGAGTTCGAGAGAGGTAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAAATATCTGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGCTCGATACTGACGCTCAGGCACGAAAGCATGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target				18		-		0.14		0.05		0.15		0.08		-		-		0.06		0.50		0.20		0.19		0.09		0.09		0.14		0.05		0.06		0.09		0.06		0.05		-		0.07		-		0.06

		IM-KC49K9		TACGGAGGGAGCAAACGTTGTTCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCCTGTGTGTCAGAGGTGAAATCCCACGGCTCAACCGTGGAATTGCCTTTGAAACTGCAGGGCTTGAGTCCGAGAGGGGAAGGTGGAATTCCTGGTGTAACGGTGAAATGTGCAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCCTTCTGGCTCGGAACTGACGCTGAGGCACGAAAGCTAGGGTATCGAACGGG		Bacteria		Latescibacterota												Target				12		-		0.05		-		0.10		-		-		-		-		0.10		0.06		-		-		-		0.08		0.09		0.14		0.09		0.08		0.12		0.08		0.14		-		-

		IM-7AY93T		TACGGAGGGAGCGAACGTTGTTCGGATTCACTGGGCGTAAAGGGCGTGTAGGCGGTTTGGTAAGTCAGAGGTGAAATGTCCCGGCTCAACCGGGGACCTGCCTTTGAAACTACCGAACTTGAGGCCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGCACGGTTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		-		-		-		0.05		-		-		-		-		-		0.08		-		-		-		0.07		-		0.07		-		0.08		0.05		-

		IM-5AA0I4		TACGGGGGGAGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTTGTAAGTCAGGGGTGAAATGTCTCGGCTCAACCGAGGACCTGCCTTTGAAACTACAGAGCTTGAGGCCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGCACGGTTCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		0.06		-		-		0.09		0.11		-		-		-		-		-		-		-		0.07		-		0.05		0.07		-		-		0.09		0.07		-		-		-

		IM-Q0U4P2		TACGGAGGGAGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGTTCGGCAAGTCAGAGGTGAAATTTCCCGGCTCAACCGGGGACCTGCCTTTGAAACTGCCAGACTTGAGGCCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACATCAGTGGCGAAGGCGAGTCTCTGGCACGGTTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		13		-		-		0.09		-		-		0.11		-		0.08		-		-		0.07		0.06		0.07		0.10		0.09		0.10		0.08		0.05		0.12		0.10		-		-		-

		IM-359WC3		TACGGAGGGAGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTCGCAAGTCAGAGGTGAAATTTCTCGGCTCAACCGGGAACCTGCCTTTGAAACTGCAGAGCTTGAGGTCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGCACGATTCTGACGCTGATGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		0.48		-		-		-		0.09		0.23		0.14		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4KTN18		TACGGAGGGTGCAAGCGTTGTTCGGATTCACTGGGTATAAAGGGTGCGCAGGCGGCCTGATAAGTCAGAGGTGAAATATGTCGGCTCAACCGGCAAACGGCCCCTGAAACTGTCAGGCTTGAGTTAGAGAGAGGTAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAAATATCTGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGCTCTATACTGACGCTCAGGCACGAAAGCATGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		11		-		0.07		-		-		-		-		-		0.10		0.08		0.09		0.12		0.26		0.15		0.16		-		-		0.09		0.08		0.06		-		-		-		-

		IM-QW3292		TACGGAGGGAGCAAACGTTGTTCGGATTCACTGGGTGTAAAGGGTGCGTAGGCGGCTCAGTGTGTCAGAGGTGAAATCTGCCGGCTCAACCGGTCAAATTGCCCCTGAAACTGCTGAGCTTGAGTCCGGAAGAGGAAGGTGGAATTCCTGGTGTAACGGTGAAATGTGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTTCTGGTCCGGTACTGACGCTGAGGCACGAAAGCTAGGGTATCGAACGGG		Bacteria		Latescibacterota												Target				2		-		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-89B24Z		TACGGAGGGAGCAAACGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGTTTTGCAAGTCAGAGGTGAAATGTCTCGGCTCAACCGAGGACCTGCCTTTGAAACTGCAGAACTTGAGGTCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGCACGAATCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.08		0.11		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-943J1V		TACGGAGGGAGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGTATCGCAAGTCAGAGGTGAAATGTCCCGGCTCAACCGGGGACCTGCCTTTGAAACTGCGGAACTTGAGGTCGTGAGAGGAGACTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGCACGAATCTGACGCTGATGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Latescibacterota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.07		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-

		IM-8SF7C5		GACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGCCAAGTGTGACGTGAAAGCCCTCGGCTTACCCGAGGAAGGGCGTCGCAGACTGGTAGGCTAGAGTGCCGGAGGGGGATGCGGAATTCCTGGTGGAGCGGTGAAATGCGTAGAGATCAGGAAGAACGTCGGTGGCGAAGGCGGCATCCTGGACGGACACTGACGCTGAGGTGCGAGAGCGTGGGGAGCGAACGGG		Bacteria		Moduliflexota		Moduliflexia		Moduliflexales		Moduliflexaceae						Target				13		-		0.45		0.15		0.18		0.07		-		-		-		0.12		0.34		0.06		-		-		0.11		0.15		0.12		0.12		0.10		-		0.09		-		-		-

		IM-SC8VR2		GACGGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTCATGAGTGCATCGTGAAAGCCCTCGGCTCAACCGGGGAAGGGCGGTGCAAACTGTGGAGCTCGAGTTTCGGAGGGGGATGCGGAATTCCTGGTGGAGCGGTGAAATGCGTAGAGATCAGGAAGAACGTCGGTGGCGAAGGCGGCATCCTGGACGAGAACTGACGCTGAGGTGCGAGAGCGTGGGGAGCGAACGGG		Bacteria		Moduliflexota		Moduliflexia		Moduliflexales		Moduliflexaceae						Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LM5E5L		GACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCCGTGTGAGTGCATCGTGAAAGCCCTCGGCTCAACCGAGGAAGGGCGGTGCAAACTGCGCGGCTAGAGTGTCGGAGGGGGATGCGGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGATTAGGAAGAACGTCAGTGGCGAAGGCGGCATCCTGGACGAACACTGACGCTGAGGCGCGAGAGCGTGGGGAGCGAACGGG		Bacteria		Moduliflexota		Moduliflexia		Moduliflexales		Moduliflexaceae						Target				2		-		-		0.06		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E80H3S		TACGGGGGGTGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCGAGCAGGCGGGTCAGTAAGTCTTGTGTGTAATCTTTCGGCTCAACCGAAAAACTGCACGGGAAACTACTGATCTTGAGTGCGAGAGAGGATGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCATCTGGCTCGACACTGACGCTCATTCGCGAAGGCCGGGGGAGCAAACAGG		Bacteria		Nitrospinota		Nitrospinia		Nitrospinales		Nitrospinaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		20		0.07		0.11		0.17		-		-		0.11		0.07		0.05		-		0.09		0.14		0.15		0.15		0.20		0.11		0.14		0.10		0.16		0.12		0.21		0.20		0.12		0.21

		IM-Q70H2V		TACGGGGGGTGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGGTCGGCAAGTCCTGTGTGTAATCTCCCGGCTTAACCGGGAAACTGCATGGGAAACTATCGATCTTGAGTGCGAGAGAGGATGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCATCTGGCTCGACACTGACGCTGAGACGCGAAGGCCGGGGGAGCAAACAGG		Bacteria		Nitrospinota		Nitrospinia		Nitrospinales		Nitrospinaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		0.12		0.12		-		-		0.06		0.12		0.11		0.09		-		0.06		0.07		0.08		0.06		0.06		0.07		0.07		0.06		0.09		0.07		0.09		0.06		-		-

		IM-1YJ14J		TACGGAGGGTGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGAGCATGTAGGCGGGTCGGCCAGTCCCGTGTGTAATCTCCCGGCTTAACCGGGAAACTGCACGGGATACTACTGATCTTGAGTGCGAGAGAGGATGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCATCTGGCTCGACACTGACGCTGAGATGCGAAGGCCGGGGGAGCAAACAGG		Bacteria		Nitrospinota		Nitrospinia		Nitrospinales		Nitrospinaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		0.11		0.08		0.13		-		-		-		-		-		0.13		0.09		-		-		0.06		0.08		-		0.09		0.07		0.10		0.10		0.08		0.07		0.10

		IM-261HJZ		TACGTAGGGAGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGCGTAGGCGGCTTGGCAAGTCTGGTGTGAAATCTCACAGCTCAACTGTGAAACTGCATCAGAAACTGCTTGGCTAGAGTGCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Nitrospinota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		0.25		0.32		0.39		0.22		-		-		-		-		0.18		-		-		-		0.55		0.31		0.44		0.29		0.18		0.09		0.25		0.26		-		0.17

		IM-7JD04A		TACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCTTAAAGGGCGTGTAGGCGTCCTGATAAGTCAGATGTGGAAGCCTTGGGCTTAACCCAAGAAGTGCATTTGATACTGTCGGGATTGAGTCGTACATGGGAGGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAAGGCCAGTGGTGAAGACGGCCCTCTGGGTAATGACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Nitrospirota		Nitrospiria		Nitrospirales		Nitrospiraceae						Target				3		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06		-		-		-		-		-		-		-

		IM-57X9MG		GACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCTTAAAGGGCGTGTAGGCGTCCTGATAAGTCAGATGTGGAAGCCTTGGGCTTAACCCAAGAAGTGCATTTGAAACTGTCAGGATTGAGTCGTGCAAGGGAGGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAAGGCCGGTGGTGAAGACGGCCCTCTAGGCAATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Nitrospirota		Nitrospiria		Nitrospirales		Nitrospiraceae						Target				14		-		0.10		0.08		0.11		0.09		-		-		-		-		0.08		0.08		-		0.07		0.08		0.08		0.11		0.09		0.11		-		0.07		-		0.20		-

		IM-5OEM5Z		GACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCTTAAAGGGCGTGTAGGCGTCCCGATAAGTCAGATGTGGAAGCCTTGGGCTCAACCCAAGAATTGCATTTGAAACTGTCGGGATTGAGTCGTGTATGGGAGGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAAGGCCGGTGGTGAAGATGGCCCTCTGGGCAATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Nitrospirota		Nitrospiria		Nitrospirales		Nitrospiraceae						Target				6		-		0.08		-		-		-		-		-		-		-		0.05		-		-		-		0.07		-		0.06		0.05		0.05		-		-		-		-		-

		IM-X6T5P8		TACGAGGGTGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGAGAGCGTAGGCGGTTAGGTAAGCCTTGTGGGAAATCTTCCGGCTTAACCGGGAAAGGTCGCAAGGAACTGCTTAGCTAGAGGACGGGAGAGGAGCGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAAGGCCGGTGGCGAAGGCGGCGCTCTGGAACGTACCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Nitrospirota		Nitrospiria		Nitrospirales		Nitrospiraceae						Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I415QZ		TACGTAGGTCCCAAGCGTTATCCGGAATTACTGGGCGTAAAGAGTTGCGTAGGTGGTTTTTCAAGCAGAATATGAAAGCGTACGGCTCAACCGTATACACGTATCCTGAACTGTTAAACTAGAGGGCGAGAGAGGTTTCTAGAATTTCTTGTGTAGGAGTGAAATCCGTAGATATAAGAAGGAATACCGATGGCGTAGGCAGGAAACTGGCTCGCACCTGACACTAAGGCACGAAAGCGTGGGTAGCAAACGGG		Bacteria		Patescibacteria		Saccharimonadia		Saccharimonadales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.18		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-BKX624		TACAGAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACATGTAGGCATTTTGTGAAATCCCTCGGCTCAACCGGGGAATTGCAGAGTGAACCACATGTCTTGAGGCGAGTAGAGGCGGTCGGAACGATAGGTGGAGCGGTGAAATGCGTAGATATCTATCGGAACGCCAAAGGTGAAGACAGGCCGCTGGGCTCGTCCTGACGCTGAGGTACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				2		-		0.06		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XL0RN9		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGGCGCGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCGTGCCTTGAGACTGGTAGGGGCTGCCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCCAGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				8		-		0.08		0.05		-		-		-		-		-		-		0.06		0.06		-		0.08		0.08		-		-		-		-		-		-		0.11		-		0.05

		IM-18P44Y		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGGTGCGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCGTGCCTTGAGACAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTCATGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				11		0.06		0.07		-		-		-		-		-		-		-		0.05		0.12		-		0.06		-		-		-		-		0.13		0.11		0.06		0.10		0.22		0.10

		IM-012UJY		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGATGCGCAGGCATTCTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCGTGTCTTGAGACAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				21		0.47		0.35		0.62		-		-		0.44		0.27		0.40		0.07		0.30		0.44		0.30		0.47		0.25		0.26		0.22		0.27		0.34		0.29		0.47		0.34		0.40		0.33

		IM-T0R94D		CACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCTGGCGCGCAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGGCGAACCGCGCGTCTTGAGGCAGGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGAGAAATCAGACAGCTGGGCCTGTCCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				18		-		0.76		2.27		-		-		-		-		0.05		0.25		0.79		0.96		0.50		0.67		1.25		0.71		0.58		0.63		0.52		0.25		0.78		0.59		0.35		0.47

		IM-BY1417		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACACGCAGGCGTTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCGTGTCTTGAGGCAGGTAGGGGCCGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGAGAAATCAGGCGGCTGGGCCTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				1		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GHE600		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGACATGCAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGACGAACCGCATGTCTTGAAGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTCTTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				15		0.08		0.11		0.07		-		-		-		0.05		-		-		0.05		-		-		-		0.09		0.05		0.06		0.07		0.06		0.12		0.11		0.08		0.07		0.14

		IM-7AGN64		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGATACGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCGTGTCTTGAGACAGGTAGGGGTTGCCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCCTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				8		0.08		0.05		0.08		-		-		0.10		-		-		-		-		0.09		-		-		-		-		-		-		-		0.09		0.06		-		0.07		-

		IM-C376GC		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGACACGAAGGCGTTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCGTGTCTTGAGGCAGGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCCTGTACTGACGCTCATGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				3		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		0.06		0.10

		IM-4NEE22		TACAGAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGAGTGTGTAGGCGGACATATAGGTACTTTGTGAAATCCCACGGCTCAACCGTGGAATAGCTTGGTAAACCATATGTCTTGAGGCAGGTAGGGGTGGTCGGAACGATAGGTGGAGCGGTGAAATGCGTAGATATCTATCGGAACGCCAACGGAGAAGTCAGGCCACTGGGCCTGTCCTGACGCTGAGACACGAAAGCATGGGTAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				3		-		0.05		-		-		-		-		0.07		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1GH0F6		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGCGCAAAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGACGAACCATGTGCCTTGAGCCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGCAATCAGGCAGCTGGGCTTGTGCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				16		0.12		0.05		0.07		-		0.06		0.14		0.10		0.10		-		-		0.07		0.06		0.07		-		0.06		-		-		0.06		-		0.05		0.06		0.06		0.09

		IM-E68S7N		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGACATGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCATGTCTTGAGACTGGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGAGAAATCAGACAGCTGGGCCAGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		0.10		-

		IM-IPJW87		TACGAAGGGCTCAAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGATGCGAAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCACGTGTCTTGAGACAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGACAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				14		0.11		0.06		0.07		-		-		0.11		0.10		0.09		-		-		0.07		-		-		0.07		-		-		-		0.06		0.06		0.07		0.06		0.06		0.06

		IM-S59T1D		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGATGCGCAGGCATCGTGTGAAATCCCTCCGCTCAACGGAGGAACTGCACGGTGAACCGCGTGTCTTGAGATTGGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAGTCAGGCAGCTGGGCCATATCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				5		-		-		-		0.07		-		-		-		-		0.06		-		0.06		0.09		-		0.06		-		-		-		-		-		-		-		-		-

		IM-A753L6		TACGGAAGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGACTCGAAGGTATCTCGTGAAAGCCCACAGCTCAACTGTGGAACTGCGGGGTAAACCACGAGTCTTGAGATAGGTAGGGGTGAGTGGAACGATGGGTGGAGCGGTGAAATGCGTTGATATCCATCGGAACGCCAATGGCGAAGGCAACTCACTGGGCCTTATCTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-

		IM-1Z3L1B		TACGAACGGCCCGAGCGTTAAGCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGAACGGTAAGTATCTTGTGAAATCCCACGGCTCAACCGTGGAACTGCAGGGTATACTGCCGTTCTTGAGGCTGGTAGAGGCTGTCGGAACTCTAGGTGTAGCGGTGAAATGCGTAGATATCTAGGGGAACGCCAAAGACGAAGGTAGGCAGCTGGGCCAGTTCTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				1		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6DAB2P		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGCAGGTGGGCACATAGGCGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCTTGGCGAACCATGTGTCTTGAGGCAGGTAGGGGTTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAACTGGGCCTGTCCTGACACTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales		Phycisphaeraceae						Target				5		-		-		0.07		-		-		-		0.06		-		-		0.07		-		-		-		-		-		-		-		-		-		0.05		-		0.05		-

		IM-4A2LK1		GACGAAGGTGGCGAGCGTTGTTCGGAATTACTGGGCTTAAAGCGCATGTAGGCGGATCATCAGGTGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCTGGGCAAACCGATGATCTTGAGGCAGGTAGGGGCAACGGGAACTCTTGGTGGAGCGGTGGAATGCGTAGATATCAAGAGGAACGCCAGAGGCGAAGGCGCGTTGCTGGGCCTGTCCTGACGCTGAGATGCGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae		Phycisphaerales								Target				5		-		0.24		-		0.64		0.09		-		-		-		0.79		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D12BM6		TACGAAGGTGGCGAGCGTTGTTCGGAATTATTGGGCTTAAAGAGCACGTAGGCGGATCAGAAAGTGTCTTGTGAAAACCCCCGGCTTAACCGGGGAATTGCTTGGCAAACTTCTAGATCTTGAGTCAAGTAGGGGTACATGGAACTCTTAGTGGAGCGGTGGAATGCGTAGATATTAAGAGGAACGCCAATGGTGAAGACAGTGTACTGGGCTTGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Phycisphaerae										Target				9		-		-		0.06		0.51		0.29		-		-		-		-		-		-		-		-		0.05		-		0.10		0.08		-		0.09		0.08		0.07		-		-

		IM-06D9EA		CACGTACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTTGAAAGGTGAGGTGTGAAATCCCACGGCTTAACCGTGGAACTGCGCTTCAAACCATCAAGCTAGAGGGAGATAGAGGAAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae		Rhodopirellula				Target				13		-		-		-		-		-		-		-		-		-		0.06		0.08		-		0.08		0.07		0.09		0.08		0.09		0.06		0.05		0.06		0.09		0.06		0.09

		IM-I8GW75		GACGAACCGTCCAAACGTTATTCGGTATCACTGGGCTTAAAGCGTGCGTAGGCGGCTTGGTAGGTGTGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTCGCAAACCCTCAAGCTTGAGGAAGACAGGGGTGTTGGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAGGGAACACCGGTGGCGAAGGCGCAACACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				21		0.05		0.15		0.09		0.58		0.30		-		0.10		0.18		0.28		0.22		0.24		0.12		0.10		0.11		0.15		0.14		0.11		0.10		0.07		0.12		0.07		-		0.13

		IM-Q3VA15		TACGAACCGTACGAACGTTATTCGGTATCACTGGGCTTAAAGCGTGCGTAGGCGGCCTTGTAGGTCGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCCGAAACCACAAGGCTTGAGGAAAGCAGGGGTGTGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATTATCTGGAACACCGGTGGCGAAAGCGGCACACTGGGCTTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				10		0.49		0.07		-		0.07		-		0.36		0.16		0.10		0.06		0.08		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-

		IM-L4O77V		TACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGAAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTACCAGGCTTGAGGGAGGCAGAGGTAAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCTGAGGCGAAAGCAGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				18		-		0.08		0.12		0.11		0.09		-		-		-		0.08		0.17		0.12		0.07		0.09		0.12		0.13		0.14		0.11		0.08		0.06		0.11		0.10		-		0.12

		IM-808CX7		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCCGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCCGGACTCGAGGGAGACAGAGGTGAGCGGAACTCAGGGTGGAGCGGTGAAATGCGTTGATATCCTGAGGAACACCAGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				9		-		-		0.09		0.06		0.05		-		-		-		-		-		-		-		-		0.08		0.07		0.07		0.07		-		-		0.07		-		-		0.05

		IM-IT862D		CACGAACCGTCCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTCCTGCAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCAGGGCTAGAGGGAGACAGAGGTGAGCGGAACTTGCGGTGGAGCGGTGAAATGCGTTGATATCGCAAGGAACACCTGTGGCGAAAGCGGCTCACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				8		-		0.07		0.10		-		-		-		-		-		-		0.09		0.08		-		-		-		0.12		0.08		0.08		-		-		0.10		-		-		-

		IM-4KZQ64		GACGAACCGTACAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGTGTGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCAAAACTGCCATGCTAGAGGGAGACAGAGGTGAGCGGAACTTAAGGTGGAGCGGTGAAATGCGTTGATATCTTAAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				3		-		-		0.05		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		0.07		-		-		-

		IM-GJE372		GACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGCCCTGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAATACTGCAGGGCTTGAGGGAGGCAGAGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCAGTGGCGAAAGCGGCTCACTGGGCCTCTTCTGACGCTCAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				15		-		0.19		0.15		-		-		-		-		-		-		0.22		0.11		-		0.09		0.11		0.13		0.27		0.09		0.09		0.09		0.17		0.23		0.07		0.23

		IM-U0FS1A		GACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCCGGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCAAAACTGCCGGGCTTGAGGGAGATAGAGGCAAGCGGAACTCAGGGTGGAGCGGTGAAATGCGTTGATATCCTGGGGAACACCAGTTGCGAAGGCGGCTTGCTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Pirellulales		Pirellulaceae						Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06		0.06		-		-		-		-		-		-		-

		IM-82SS9S		TACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCTGTTAAGTAGGGTGTGAAATTTGTCGGCTCAACCGGCAAACTGCATTCTAAACTGGCAGGCTTGAGTGAGTCAGGGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGCGTTGATATCGGAAGGAACGCCGGTGGCGAAAGCGGCACACTGGGGCTTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae		Planctomyces				Target				3		0.18		-		-		-		-		0.18		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y4I9W2		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCGACTTAAGTAGGATGTGAAATCTCCCGGCTCAACCGGGGAACTGCGTTCTAAACTGGGTTGCTTGAGTAAGATAGAGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGATATCGGAGGGAACACCGTTGGCGAAAGCGGCACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae		Planctomyces				Target				15		-		-		-		0.21		0.10		-		0.06		0.07		-		-		0.06		0.15		0.09		0.13		0.09		0.13		0.08		0.07		0.12		0.08		0.10		-		-

		IM-D8P92Q		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGTTTATCAAGTCAGGTGTGAAATGCCTGAGCTCAACTGAGGCACTGCGCTTGAAACTGATAAACTAGAGTATTCCAGGGGTGTGCGGAACTGCCAGTGGAGCGGTGAAATGCGTTGATATTGGCAGGAACACCGGAGGCGAAGGCGGCACACTGGGGGATTACTGACGCTGAGGTACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae		Planctomyces				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		-		0.07		0.06		-		-		-		-		-		-		-		0.06		-		0.09		0.07		-		-		-		-		-		-		-

		IM-F6R9TB		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTTACTTAAGTAGGGTGTGAAATGCCCCGGCTCAACCGGGGCACGGCGCTCTAAACTGGGTAGCTTGAGTGAGATAGAGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGATATCGGAGGGAACACCATTGGCGAAAGCGGCACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae		Planctomyces				Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-41YI9Z		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTTTATCAAGTCAGATGTGAAATGCCTGAGCTCAACTGAGGCACTGCGTTTGAAACTGATAGACTTGAGTATTCCAGGGGTATGCGGAACTGCCAGTGGAGCGGTGAAATGCGTTGATATTGGCAGGAACACCAGTGGCGAAGGCGGCATACTGGGGGATAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				22		0.31		0.09		0.17		0.23		0.35		0.72		0.64		0.35		-		0.15		0.21		0.21		0.24		0.11		0.23		0.23		0.11		0.09		0.21		0.16		0.10		0.09		0.13

		IM-F4441P		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTAATAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTGAAACTATTAGGCTTGAGTATCTCAGGGGTGTGCGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACACCGGTAGCGAAAGCGGCACACTGGGGGATGTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				4		0.11		-		-		-		-		0.13		0.13		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9HDO94		TACGGAGGGCGCAAGCGTAGTTCGGATTTACTGGGCATAAAGAGCACGTAGGCGGCTCGCTCAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCACCTGATACTGGCGAGCTTGAGGACGGAAGGGGTGAGTGGAACTCCAGGTGGAACGGTGAAATGTATAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGTCCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.06		-		-		-		0.05		0.07		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6RIU89		TACGTACCGGACGAGCGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCTAACAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCGCTAGGCTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				11		0.10		-		-		0.06		0.05		0.09		0.09		0.08		-		-		-		0.06		-		-		0.05		0.08		-		-		0.05		0.07		-		-		-

		IM-M35IY6		GACGGAGGGTGCAAACGTTGTTCGGAATCATTGGGCATAAAGGGCACGCAGGCGGCCCAGTCAGTCAGTTGTGAAATCCCACGGCTCAACCGTGGAACTGCATCTGATACTGCTGGGCTAGAGGCTGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGACCAGATCTGACGCTCAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S92D6C		TACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTCATCTAAGTAGGGTGTGAAATCCCCCGGCTCAACCGGGGAACTGCGCTCTAAACTGGATGACTTGAGTAAGATAGGGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGATATCGGAAGGAACACCAGTAGCGAAAGCGGCACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				17		-		-		0.08		0.10		0.08		-		0.06		-		0.05		-		0.08		0.21		0.07		0.09		0.10		0.11		0.09		0.06		0.13		0.12		0.06		0.06		-

		IM-R44R51		TACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTTACTTAAGTAGGGTGTGAAATCCCATGGCTCAACCATGGAACTGCGCTCTAAACTGGGTGACTTGAGTAAGATAGGGGTATGCGGAACTTCCAGTGGAGCGGTGAAATGTGTAGATATTGGAAGGAACACCGGTGGCGAAGGCGGCATACTGGGTCTTAACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-C1I20A		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGTCTAACAGGTGGGGTGTGAAATCCCGCGGCTCAACCGCGGAACTGCGCTCCAAACCGTTAGGCTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				22		-		0.18		0.19		0.25		0.14		0.06		0.07		0.12		0.18		0.31		0.38		0.22		0.19		0.17		0.23		0.22		0.11		0.13		0.11		0.20		0.16		0.12		0.17

		IM-4QW04X		TACGAACCGGTCGAACGTTATTCGGATTCACTGGGCTTAAAGAGTGCGTAGGCGGCCTTTCAGGTGAGGTGTGAAATCCCCCGGCCCAACCGGGGAACTGCGCTTCAAACCGTTAGGCTTGAGGGAGACAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCTGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B36HT4		CACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGTTTGGAAAGTCAGATGTGAAATGCCACAGCTCAACTGTGGCACTGCGTTTGAAACTTCCAGACTAGAGTATTCCAGGGGTGTGCGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATGAGGAACACCGGAGGCGAAGGCGGCACACTGGGGGATAACTGACGCTGAGGTACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7WI9R1		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCTTTCAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCGCTCCAAACCGTTAGGCTTGAGGGAGACAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				6		0.23		-		-		0.06		0.26		0.19		0.22		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-44ZJZ1		TACAGAGAGTGCAAACGTTGTTCGGAATCACTGGGCTTAAAGCGCACGTAGGCGGCATTGTAAGTGTCGGGTGAAATCCCACGGCTCACCCGTGGAACTGCCCGGCAGACTGCAGTGCTAGAGTATGGTAGGGGAGAGCGGAACTCATGGTGGAGCGGTGAAATGCGTAGATATCATGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCATAACTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				13		0.10		-		-		-		-		0.09		-		0.06		-		0.07		0.06		0.06		0.06		-		-		0.05		0.07		0.14		0.07		0.08		-		0.13		-

		IM-ZX14PI		CACGAACCGTCCAAACGTTATTCGGTATCACTGGGCTTAAAGCGTGCGTAGGCGGCTATGAAGGTGAGATGTGAAAGCCCACGGCCCAACCGTGGAACTGCGTTTCAAACCACATAGCTCGAGGAAGATAGGGGTGATGGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAGGGAACACCGGTGGCGAAGGCGCATCACTGGATCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		-		-		-		-		-		0.07		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NG810S		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTTGTAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCGCAGGGCTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				7		0.05		-		-		-		-		-		0.12		-		-		0.05		0.07		-		0.06		-		0.08		-		-		-		-		0.06		-		-		-

		IM-ENY989		TACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGTACGTAGGCGGCGTTGTAAGTGTGAAGTGAAATCCCACGGCTTACCCGTGGAACTGCTTTGCATACTGCAATGCTAGAGGACGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAATGGCGAAGGCAGCTCTCTGGTCCGTTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-4I59FF		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCGCGTAGGCGGCCTGTTAAGTGTGAAGTGAAATCCCACGGCTTACCCGTGGAACTGCTTTGCATACTGGCAGGCTCGAGGACGGTAGGGGAGAGCGGAACTCTTGGTGGAGCGGTGAAATGCGTAGATATCAAGGGGAACACCGATGGCGAAGGCAGCTCTCTGGTCCGTTTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-GX7CK9		TACAGAGAGTGCAAACGTTGTTCGGAATTACTGGGCTTAAAGCGCACGTAGGCGGCACTGTAAGTGTGAGGTGAAATCCCACGGCTCACCCGTGGAACCGCCTTGCATACTGCAGTGCTAGAGTATGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCATTACTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				3		-		-		-		0.39		0.06		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SM09P1		TACGGAGGGCGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGCTTGTTAAGTCGAATGTGAAATCCCTCGGCCCAACCGGGGAACTGCATCCGATACTGGCAGGCTCGAGGACGGTAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGACCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.07

		IM-Y8G2QQ		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGCCAAGTCAGTCTGGTGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCGGATACTGCATGGCTCGAGGACGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGACTCACTGGGCCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-

		IM-JFOM94		CACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTGATTTAAGTAGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCTAAACTGAATCACTTGAGTAAGATAGGGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGATATCGGAAGGAACGCCAGTAGCGAAAGCGGCACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I828EV		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGCAGGCGGCCACCTCAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATTTGATACTGGGTGGCTAGAGTACAGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGACTGTAACTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2DV329		TACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCAATTAAGTAGGGTGTGAAAGCTCTCGGCTCAACCGAGGAATTGCGCTCTAAACTGGTTGGCTTGAGTGAGATAGGGGTGTGTGGAACTTCCGGTGGAGCGGTGAAATGTGTTGATATCGGAAGGAACACCAGTAGCGAAAGCGGCACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-QH8D82		CACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTTACAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCGTAAGGCTTGAGGGAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGCGGCGAAGGCGGCTCACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				15		0.10		-		-		-		-		0.09		0.12		0.22		-		-		0.07		0.06		0.17		0.09		0.09		0.07		0.06		0.06		0.06		-		-		0.08		0.07

		IM-B62EI1		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGTCCTGTAAGTGTGAAGTGAAAGCCCACGGCTCAACCGTGGAACTGCTTTGCATACTGCAGGACTCGAGGACGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTCTCTGGTCCGTTTCTGACGCTGAGGTGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		0.07		-		-		-		-		-		-		0.11		-		-		-		0.08		-		-		-		-		-		-		-		0.05		-		0.09		-

		IM-IZ48M9		TACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCAGATAAGTAGGATGTGAAATCCCCCGGCTTAACCGGGGAACTGCGTTCTAAACTGTTTGGCTTGAGTAAGATAGGGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGAGATCGGAAGGAACACCAGTAGCGAAGGCGGCACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		0.06		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U74MZM		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGCTAAGTCAGTTCGGTGTGAAAGCCCCCGGCTCAACCGGGGAACGGCATCGAATACTGCTTGGCTTGAGGACGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGACCGTATCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		0.07		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3RT77R		GACGGAGGGCGCAAGCGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCTGTCTACTCAGTCGGATGTGAAAGCCCCCGGCCCAACCGGGGAACTGCATTCGATACTGGTAGACTCGAGGACAGGAGGGGTGAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGACTCACTGGCCTGTATCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.06		-		-		0.07		0.08		-		0.07		0.09		0.13		-

		IM-44J59S		GACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGCCTAGTCAGTCAGATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATTTGATACTGCTAGGCTCGAGGATGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCATTTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-95Y59G		CACGTACCGGACAAACGTTATTCGGAATTACTGGGCTTAAAGAGTACGTAGGCGGTCTGGTAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCATCAGACTTGAGGGAGACAGGGGTGAGCGGAACAAATGGTGGAGCGGTGAAATGCGTTGATATCATTTGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9XID57		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGCCTTGTAAGTGTGGAGTGAAATCCCACGGCTCAACCGTGGAACTGCTTCGCATACTGCAAGTGCTAGAGGACGGTAGGGGAGAGCGGAACTCTTGGTGGAGCGGTGAAATGCGTAGATATCAAGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCCGTTTCTGACGCTGAGGTGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		0.11		0.06		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-0BTN41		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGTTCACTAAGTCAGGTGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCTGATACTGGTGGACTCGAGGACGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGACCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				10		0.10		-		0.11		-		-		0.32		0.10		0.12		-		-		0.06		0.19		-		-		-		-		-		-		0.05		0.10		-		0.19		-

		IM-QN02N1		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTCCGTAGGCGGCCTCACAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTGAAACTGTGGGGCTTGAGTATCTCAGGGGTGAGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTAGCGAAGGCGGCTCACTGGGGGATAACTGACGCTGAGGGACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		0.17		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2Q5KG6		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCGCGTAGGCGGCCATGTAAGTGTGAAGTGAAAGCCCACGGCTCAACCGTGGAATTGCTTTGCATACTGCATGGCTCGAGGATGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCATTTCTGACGCTGAGGTGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.15		-

		IM-UNV328		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCCTGGAGGGTGGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCTTCAAACCGCCAGGCTAGAGGGAGTCAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGGCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-AD21J8		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGTTTTGTAAGTGTGGAGTGAAAGCCCACGGCTCACCCGTGGAATTGCTTTGCAAACTGCAAGACTCGAGGACGGTAGGGGAGAGCGGAACTCTTGGTGGAGCGGTGAAATGCGTAGATATCAAGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCGTTTCTGACGCTGAGGTGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		0.05		-

		IM-W5319C		GACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGTCCGCTCAGTCAGGTGTGAAAGCCCTCGGCTCAACCGAGGAAATGCACTTGATACTGGCGGGCTAGAGAACGGTAGGGGTGAGCGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCGTAACTGACGCTGAGGTGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K77KOO		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTTGCAAGTCAGATGTGAAATGCCACAGCTCAACTGTGGCACTGCGTTTGAAACTGCATGGCTTGAGTATTCCAGGGGTGAGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGGGATAACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-

		IM-LE844I		TACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTACAGGGTGCGTAGGCGGCCAACCAGGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACGGCGCTTGAAACCGGATGGCTTGAGTGAGCTAGGGGTGCACGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACACCAGAAGCGAAAGCGGTGCACTGGGGCTTGTCTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				2		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-

		IM-857N5C		TACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGCTTGGTAAGTGTGAAGTGAAATCCCACGGCTCAACCGTGGAACTGCTTTGCAAACTGCCTGGCTAGAGGACGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCGTTTCTGACGCTGAGGTGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-9AFR12		GACGGAGGGTGCAAACGTTGCTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGCTTTCTAAGTCAGATGTGAAATCCCTCGGCTCAACCGGGGAACTGCATCTGATACTGGATTGCTCGAGGACGGTAGGGGTGAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGACCGTCTCTGACGCTGAGGTGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-A25BJ9		GACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGCGCGATAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCACCTGATACTGTCGTGCTCGAGGACGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCGTAACTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				1		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-484ZNH		GACGAACTGCGCAAACGTTATTCGGAATCACTGGGCTTAAAGAGTTCGTAGGCGGCCGTGTGGGTGGGGTGTGAAATCCCACAGCTCAACTGTGGAATTGCGCTCCAAACTGCACGGCTTGAGGGAGTCAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGACTCTTCTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target				8		-		-		0.08		-		-		-		-		-		-		-		0.06		-		-		0.07		0.05		-		-		0.07		-		0.06		-		0.13		0.06

		IM-C9EB41		TACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGTACGTAGGCGGCGCGTCTAGTGCATGGTGAAATCCCACGGCTTACCCGTGGAACTGCTGTGCATACTGGCGTGCTCGAGGACGGTAGGGGAGAGCGGAACTCTTGGTGGAGCGGTGAAATGCGTAGATATCAAGAGGAACACCGAAGGCGAAGGCAGCTCTCTGGTCCGTTTCTGACGCTGAGGTACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales		Planctomycetaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		0.21		0.67		0.24		-		-		-		-		-		-		-		-		0.23		0.12		0.09		0.14		-		0.08		0.05		-		-		-

		IM-U9JT87		CACGAACCGTCCAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGCGCGGTAAGTGAGATGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTTTCATACTGCCGTGCTTGAGGGAGACAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				21		-		0.12		0.31		0.14		0.07		0.11		-		0.05		0.12		0.31		0.38		0.25		0.20		0.20		0.46		0.43		0.24		0.20		0.19		0.49		0.17		0.11		0.13

		IM-UU016L		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTTGTAGGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCACAAAGCTTGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGATCTCTTCTGACGCTCAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				22		0.21		0.15		0.30		-		0.11		0.43		0.26		0.35		0.07		0.27		0.38		0.25		0.22		0.10		0.13		0.18		0.20		0.13		0.16		0.24		0.17		0.20		0.22

		IM-X777KR		CACGAACCGTCCAAACGTTATTCGGAATAACTGGGCTTAAAGGGTTCGTAGGCGGCTATGAAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCACATGGCTTGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGAACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				21		0.07		0.11		0.09		0.06		0.06		-		0.06		0.10		-		0.14		0.12		0.07		0.08		0.11		0.10		0.06		0.09		0.13		0.14		0.11		0.14		0.11		0.09

		IM-10CF8K		TACGAAGGTGGCAAGCGTTATTCGAAATCACTGGGCTTAAAGGGCGCGTAGGCGGATATGTAAGTGTCAGGTGAAATCCCTCGGCTTAACCGAGGAATTGCCTGACAAACTACATATCTTGAGTCAAGTAGGGGTGTGTGGAACTCTTGGTGGAGCGGTGGAATGCGTAGATATCAAGAGGAACGCCGAAGGTGAAGACAGCACACTGGACTTGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				15		-		0.16		0.25		0.22		0.07		-		-		-		0.30		0.15		-		-		-		0.49		0.15		0.20		0.19		0.13		0.16		0.15		0.16		-		0.06

		IM-98A4DX		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCTGTCTTGTAGGTGAGGTGTGAAATCCCACGGCCCAACCGTGGAACTGCGCTTCAAACCACAAGACTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				20		0.05		-		0.15		0.14		0.24		0.06		0.16		0.14		-		-		0.13		0.15		0.26		0.18		0.31		0.24		0.16		0.11		0.22		0.18		0.24		0.16		0.12

		IM-3CH36O		CACGAACCGGACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCGATGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCACATGGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				19		0.22		-		0.08		0.08		0.25		0.39		0.39		0.18		-		0.05		0.09		0.10		0.06		0.12		0.11		0.10		0.11		0.08		0.09		0.16		0.06		-		-

		IM-GT200W		GACGAAGGTGGCAAGCGTTGTTCGGTATTACTGGGCTTAAAGCGTGTGTAGGCGGAAATGTAAGCGTTGCGTGAAATCCCCCGGCTTAACCGGGGAACTGCGCAACGAACTGCGTTTCTTGAGGCAAGTAGGGGTACATGGAACTCTTGGTGGAGCGGTGGAATGCGTAGATATCAAGAGGAACGCCAGTGGAGAAATCGGTGTACTGGGCTTGTACTGACGCTGAGACACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				11		-		0.05		0.20		0.25		0.08		-		-		-		-		-		-		-		-		0.09		0.13		0.09		0.08		0.06		0.05		-		0.08		-		-

		IM-T9FW56		TACGGAGGATGCGAGCGTTGTTCGGAATCACTGGGCTTAAAGCGCATGTAGGCGGACCATCAAGTGTCCTGTGAAAGCCCCCGGCTCAACCGGGGAATTGCTTGGCAAACTGATGGCCTTGAGGCAGGTAGAGGTGACCGGAACCTTCGGTGGAGAGGTGAAATTCGTAGATATCGAAGGGAACGCCGGTGGCGAAAGCGGGTCACTGGGCCTGTCCTGACGCTGAGATGCGAAAGCGTAGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-

		IM-SH56Z4		GACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCGGCCAGGTAAGCGAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTCGAACTACTTGGCTTGAGGGAAGTAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				18		0.29		0.07		0.14		-		-		0.29		0.28		0.38		0.07		0.18		0.20		0.15		0.11		-		0.10		0.06		0.15		0.09		0.19		0.11		-		0.18		-

		IM-1G86PZ		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTATGTAGGTCTGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTTGGAAACCATGTAGCTCGAGGAAGACAGAGGAAAGCGGAACTGATGGTGGAGCGGTGAAATGCGCTGAGATCATCAGGAACACCGGTGGCGAAAGCGGCTTTCTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				6		0.14		-		-		-		-		0.14		0.08		0.12		-		-		-		0.08		-		-		-		-		-		-		0.08		-		-		-		-

		IM-190CCH		TACGTATGGTGCAAACGTTGTTCGGAATCACTGGGCTTAAAGCGGGCGTAGGCGGTTTGGTAAGTCTGTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCAACGGATACTGCCAAGCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGCCTGTTACTGACGCTGAGGCCCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-

		IM-S056NK		GACGAACCGGACGAACGTTATTCGGAATTACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGTAGGTTGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCTCAAAACCCCCAAGCTTGAGGAAGGCAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGCCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				23		0.21		0.15		0.95		0.06		0.08		0.35		0.33		0.17		0.17		0.49		0.65		0.94		0.28		0.19		0.50		0.30		0.30		0.19		0.52		0.36		0.14		0.33		0.19

		IM-V6Z5KP		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTATAAAGGTCAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTTTGAAACCGTGTAGCTTGAGGGAGTCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGACTTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		0.08		-		-		-		-		0.19		0.09		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1J699N		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGCTTTACAAGTCAGGTGTGAAATCTCTCGGCTCAACCGAGGAATTGCGCTTGAAACTGTACGGCTTGAGTGTCCTAGGGGTGAGCGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACACCAGTAGCGAAGGCGGCTCACTGGGGGACAACTGACGCTGAGGTACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				7		-		-		-		-		0.13		0.09		0.06		0.06		-		-		-		-		-		0.10		0.09		0.13		-		-		-		-		-		-		-

		IM-V49C9P		TACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGCCTGATAAGTAGGATGTGAAATCTCCCGGCCCAACCGGGGAACTGCGTTCTAAACTGTCAGGCTTGAGTGAGATAGGGGTGTGCGGAACTTCTAGTGGAGCGGTGAAATGTGTTGATATTAGAAGGAACACCAGTAGCGAAGGCGGCACACTGGGTCTCAACTGACGCTCATGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				14		-		-		0.10		0.07		0.14		0.06		-		-		-		-		-		0.07		0.09		0.12		0.10		0.12		0.12		0.06		0.09		0.09		0.10		-		-

		IM-5T6KLG		TACGTACCGGACGAACGTTATTCGGAATTACTGGGCTTAAAGAGTACGTAGGCGGCCTTGTAGGTTGGGTGTGAAATCCCATAGCTCAACTATGGAACTGCGCTCAAAACCACAAGGCTTGAGGGAGACAGGGGTATGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCATACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		0.14		-		-		-		-		0.05		0.10		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-T92N8U		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCGATGTAGGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCTGAAACCATGTCGCTTGAGGAAGTCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGACTTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				23		0.76		0.18		0.67		0.25		0.38		0.77		0.54		0.60		0.23		0.32		0.51		0.96		0.33		0.26		0.42		0.36		0.42		0.24		0.61		0.60		0.24		0.27		0.19

		IM-66EZ8U		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGACGAGCAGGCACCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCTTGGTGAACCGCTCGTCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGTGAAGACAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				18		0.06		0.52		0.62		0.08		-		-		-		-		-		0.31		0.29		0.11		0.29		1.00		0.45		0.57		0.48		0.54		0.21		0.56		0.68		0.18		0.22

		IM-FNI837		TACGAAGGGCCCGAGCGTTAATCGGAATTATTGGGCTTAAAGCGTACGTAGGCGGACACGCAGGCGCCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCCAGACGAACCGCGTGTCTTGAGACAAGTAGAGGCGGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGTGAAGACAGGCCGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				18		0.09		0.13		-		-		-		0.09		0.09		0.07		-		0.08		0.07		-		0.09		0.06		0.09		0.15		0.11		0.16		0.11		0.19		0.14		0.15		0.17

		IM-40YM3W		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGTTTAAAGGTCTGATGTGAAATCCCACGGCTCAACCGTGGAATTGCGTTGGAAACCATAAGCCTTGAGGAGATCAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTCGCTGGGATCTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				23		0.19		0.13		0.34		0.06		0.07		0.16		0.37		0.16		0.05		0.21		0.36		0.27		0.21		0.17		0.22		0.25		0.20		0.09		0.22		0.31		0.21		0.25		0.32

		IM-850FO5		TACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGCGTGCGTAGGCGGCTTGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTACTAGGCTTGAGGGAGATAGGGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGAGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				7		-		-		0.21		-		-		-		-		-		-		0.05		0.06		-		0.09		-		-		-		0.05		-		-		0.06		0.07		-		-

		IM-V2M2A6		TACGAACCGTCCAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGTGCGGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAATACTGCCGTACTCGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				23		0.27		0.13		0.40		0.06		0.09		0.34		0.40		0.19		0.07		0.19		0.21		0.29		0.19		0.23		0.34		0.30		0.21		0.18		0.20		0.30		0.17		0.14		0.11

		IM-ESU46V		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCTGCCTTGAAGGTGAGATGTGAAATCCCATGGCCTAACCATGGAACTGCATTTCAAACCACAAGGCTTGAGGGAGACAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				5		0.16		-		-		-		0.17		0.25		0.33		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GA3K70		TACGGAGGGCGCAAGCGTTGTTCGGATTCACTGGGCATAAAGAGCATGTAGGCGGCTCGCTCAGTCGGGTGTGAAAGCCCACGGCCCAACCGTGGAACTGCATCCGATACTGGCGAGCTCGAGGACGGAAGGGGTGAGTGGAACTCCAGGTGGAACGGTGAAATGTATAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGTCCGTCTCTGACGCTGAGATGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		-		0.07		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		0.07		-		-

		IM-607QH3		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCAAGCAAGTAGGATGTGAAATCTTCCGGCTCAACCGGAAAACTGCGTTCTAAACTGCTTGGCTTGAGTGAGATAGGGGTGTGCGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACGCCGTTAGCGAAAGCGGCACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				6		-		-		0.08		-		-		-		-		-		-		-		-		-		-		0.08		0.06		0.10		0.05		-		-		0.06		-		-		-

		IM-I35N9E		GACGAACCGTCCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCGCGGTCAGTCGGATGTGAAATCGTACAGCTCAACTGTACAACTGCGTCCGAAACTACCGTGCTTGAGGAAGGCAGAGGTGAGCGGAACTCAGGGTGGAGCGGTGAAATGCGTTGATATCCTGGGGAACACCGGTGGCGAAGGCGGCTCACTGGGCCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.05		-		-		-		-		-		0.06		-		-		-		-		-		-		0.05		-		-		-		-

		IM-BN3P15		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGTAGGTAGGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCACTTGTCTTGAGGGGGTCAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGACCTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				14		0.70		-		0.05		-		0.20		0.67		0.64		0.22		0.07		-		-		0.11		-		-		0.06		-		0.05		-		0.10		0.07		0.05		0.07		-

		IM-D53DLG		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTGTGAAGGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTGAAACCGCACAGCTTGAGGAAGTCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGACTTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				11		0.21		-		0.06		0.09		0.13		0.19		0.43		0.33		-		-		-		0.06		-		-		0.05		-		0.05		-		0.07		-		-		-		-

		IM-52M5FS		CACGAACCGGACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCTTAGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCCAAACCACTAGGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				16		0.23		-		0.06		0.06		0.13		0.36		0.26		0.13		-		-		0.07		0.12		-		0.05		0.11		0.06		0.05		-		0.14		0.15		-		0.08		-

		IM-9J8OCT		GACGAAGGGACCGAGCGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCGGAATGCCAAGTATCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCAGGGTAAACTGGCATTCTTGAGGCAGGTAGAGGTAACTGGAACTCATGGTGGAGCGGTGGAATGCGTAGATATCATGGGGAACGCCAAAGGTGAAGACAAGTTACTGGGCCTGTCCTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.19		-		0.27		-		-		-		-		1.67		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P99GH7		TACGGAGGGCGCAAGCGTTGTTCGGAATCACTGGGCATAAAGAGCATGTAGGCGGTCTTTTAAGTCGGATGTGAAAGCCCTCGGCCCAACCGGGGAACGGCATACGATACTGATTGACTCGAGGACAGGAGGGGTGAGTGGAACTTCAGGTGGAACGGTGAAATGTGTAGATATCTGAAGGAACACCGGTGGCGAAAGCGGCTCACTGGCCTGTCTCTGACGCTGAGATGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		0.16		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-193W0Z		TACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGGTTTGTAGGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCACAAGCCTTGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5C2X89		TACGGAGGTGGCAAACGTTGCTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCGGCCAACTAAGTCGGATGTGAAAGACCTCGGCTCAACCGAGGAACTGCATTCGATACTGGTTGGCTAGAGTGCGAGAGGGGCAAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTTGCTGGCTCGCAACTGACGCTGAGGCGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.08		0.05		0.07		0.08		0.09

		IM-77F65K		TACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGCTTGCAGGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCTTGAAACCATAAGTCTTGAGGGGATCAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGATCCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05

		IM-F2C2EN		GACGAAGGTGGCAACCGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGGTATGTAAGTCGGGTGTGAAATCCCTCGGCCCAACCGAGGAACTGCGCCCGAAACTGCGTGTCTTGAGGGCAGGAGGGGAGCGTGGAATTCCTGGTGGAGCGGTGAAATGCGTTGATATCAGGAGGAACACCGGCGGCGAAGGCGACGCTCTGGCCTGCTTCTGACGCTGAGGTGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		0.07		0.07		-

		IM-391P7K		TACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGTTGGTAGGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCCCCAGCCTTGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGATCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XA1440		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGTTTAAAGGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTGGAAACCATGAACCTTGAGGAGATCAGAGGTGAGCGGAACTCACGGTGGAGCGGTGAAATGCGTTGATATCGTGAGGAACACCGGTGGCGAAAGCGGCTCACTGGGATCTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				9		-		-		0.13		-		-		-		-		-		-		0.06		0.30		0.29		-		-		-		-		0.05		-		0.07		0.08		-		0.06		0.06

		IM-H21B1A		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTCGGTAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCACCGGACTCGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				22		0.16		0.06		0.15		0.11		0.19		0.27		0.22		0.15		-		0.09		0.10		0.14		0.12		0.09		0.13		0.13		0.11		0.08		0.12		0.10		0.07		0.11		0.07

		IM-HPR1R5		TACGGAGAGTGCAAGCGTTGTTCGGAATTACTGGGCTTAAAGAGCATGTAGGCGGGACGACAAGTGTCGGGTGAAAGCCCCGGGCTCAACCCGGGAATTGCCCGGCAAACTGTCGTTCTTGAGGTAGGTAGAGGTGACTGGAACAACTGGTGGAGCGGTGAAATGCGTAGATATCAGTTGGAACGCCGGGGGCGAAAGCGAGTCACTGGACCTATCCTGACGCTGAGATGCGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.06		-		0.07		0.08		0.05		0.07		0.09		0.13

		IM-Y59P75		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTCCGTAGGCGGCTTTGCAAGTCAGGTGTGAAATTCCACGGCTCAACCGTGAAACTGCGCTTGAAACTGCAAGGCTTGAGTATCTTAGGGGTGTGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGAGGCGAAAGCGGCACACTGGGAGATAACTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		-		0.10		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-48T0IC		TACAGAGGTGGCAAGCGTTGCTCGGAATTACTGGGCATAAAGGGCGTCTAGGCGGAGCAGCAAGTCGGTTGTGAAATCCCTCGGCTTACCCGAGGAAGTGCACCCGATACTGCTGTTCTTGAGGACGAGAGGGGAGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGCTCGTTCCTGACGCTGAAGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		0.06		-		-		-		-		-		-		-		-		-		-		0.05		-		-		0.05		-		-		-		-		-		-

		IM-HT12N3		CACGAACCGTACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCGCGGTCAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCCGTGCTTGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		0.06		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0MF8P0		CACGAACCGGACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGTGTAGGCGGTCGCGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCCCGTGACTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGACACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				7		0.14		-		-		-		0.11		0.13		0.20		0.07		-		-		-		-		-		-		-		-		-		-		0.06		0.08		-		-		-

		IM-BV4AI6		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGATTTGTAGGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTGGAAACCACAAGTCTTGAGGAAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTTGCTGGGTCTTTTCTGACGCTGAGGTACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		0.24		-		-		-		-		0.15		0.17		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A1P9G6		TACGGAGGGCGCAAGCGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGTCTGCTAAGTCGAATGTGAAAGCCCTCGGCTCAACCGGGGAACTGCATCCGATACTGGTAGACTGGAGGAAGGCAGGGGTGAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGGCCTTTCCTGACGCTGAGGTGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		0.14		-		-		-		-		0.05		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N1536I		TACGTACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCTGTCCTGTAGGTGAGATGTGAAATCCCACGGCCTAACCGTGGAACTGCGTTTCAAACCACAGGACTTGAGGGAGACAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		0.12		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-356X2L		TACGGAGGGCGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCTGTTCGCTAAGTCGGATGTGAAATCCCCCGGCTCAACCGGGGAATTGCATCCGATACTGGCGGGCTAGAGGGCGGTAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGACCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.13		-

		IM-DW5O0O		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGTAGGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCTCCAAGCTTGAGGAAGATAGGGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGATCTTTTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		0.09		-		-		-		0.11		0.07		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C4H433		TACGGAGGGCGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGCCCGCTAAGTCGGATGTGAAATCCCTCGGCTCAACCGGGGAATGGCATCCGATACTGACGGGCTAGAGGACGGTAGGGGTAAGCGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGACCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E7F08S		CACGTACCGGACAAACGTTATTCGGAATTACTGGGCTTAAAGAGTACGTAGGCGGCTTTGTAGGTGAGGTGTGAAAGCCCACGGCTTAACCGTGGAATTGCGCCTCAAACCCCAAAGCTTGAGGGAGACAGGGGTGAGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		-		-		-		-		0.06		0.06		-		-		-		-		-		-		-		-		-		-		-		-

		IM-99BKAX		GACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTTCGTAGGCGGCTATGTAGGTGGGATGTGAAAGCCCTCGTCTCAACCGAGGAATTGCGTTCCAAACCACATAGCTTGAGGAAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCAGAGGCGAAGGCGGCTCACTGGGTCTTTTCTGACGCTGAGGAACGAAAGCTAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-048Q4E		TACAGAGGTGGCAAGCGTTGTTCGGTATCACTGGGCTTAAAGGGCGCGTAGGCGGCGCGATACGGTCTGGGTGAAATCCCTCGGCTTAACCGAGGAATTGCCTGGGCAACGGTCGTGCTAGACAGCATCAGGGGAAGGTGGAACTCGCGGTGGAGCGGTGAAATGCGTAGATATCGCGAGGAACGCCGGTGGCGAAAGCGACCTTCTGGGGTGTTTGTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-YMS387		GACGAACCGGTCGAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGTGCGGAAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAATACTGCCGTGCTAGAGGGAGACAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCAGTAGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				11		-		-		0.13		-		-		-		-		-		-		0.15		0.12		-		0.06		0.06		0.11		0.10		-		-		-		0.10		0.05		0.06		0.06

		IM-A64E46		CACGAACCGTACGAACGTTATTCGGATTTACTGGGCTTAAAGAGTCCGTAGGCGGTTTGGTAGGTGAGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCGCTTCAAACCACCAAGCTAGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-EX750J		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCATGTAGGTCAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTTTGAAACCACTTGGCTTGAGGGAGATAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				15		2.93		0.05		-		0.07		0.21		1.44		0.87		0.60		0.05		0.07		0.10		0.22		0.10		-		-		-		-		-		0.09		-		-		0.05		0.06

		IM-2G2IOV		TACGAAGGGCCCGAGCGTTACTCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGATATGCAGGCATCGTGTGAAATCCCTCCGCTCAACGGAGGAACTGCACGGTGAACCGCATGTCTTGAGACGAGTAGGGGCGATCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGATCGCTGGGCTCGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-8B5F8L		TACAGAGGTGGCAAGCGTTGCTCGGAATCACTGGGCATAAAGGGCGTCTAGGCGGATCGGTAAGTCGGCTGTGAAAGCCCTCGGCTCAACCGAGGAAGTGCAGCCGAAACTGCAGGTCTTGAGGACGAGAGGGGAGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGCTCGTATCTGACGCTGAAGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RJ2T87		TACGAACCGTCCAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGTGCAGTCAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCGATACTGCTGTGCTTGAGGGAGACAGAGGCGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTCGCTGGGTCTCTTCTGACGCTGTGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				5		0.06		-		-		-		-		0.08		0.08		-		-		-		0.07		-		-		-		-		-		-		-		-		0.06		-		-		-

		IM-B4VH11		TACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTCTGTAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCCTGAAACTACAGAGCTTGAGGAAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGATCTTTTCTGACGCTCAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				13		0.20		-		0.09		-		-		0.12		0.09		0.12		-		-		0.06		-		0.07		0.05		0.07		0.05		-		-		0.06		-		0.06		-		0.06

		IM-OO64AA		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGCTAAGTCAGTCTGGTGTGAAAGCCCCCGGCTCAACCGGGGAATTGCATCGGATACTGTTTGGCTCGAGGATGGTAGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGACTCACTGGGCCATCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				6		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		0.07		0.14		-		0.05		0.09		0.12		-

		IM-2EQ6A0		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACAAGCAGGCATCCTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGGTGAACCGTTTGTCTTGAGGCGAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGCGAAGGCAGACAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-32R9RD		GACGAACCGGACAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGTGCGGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTACCGTGCTAGAGGGAGACAGAGGTGAGTGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCAGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.05		-		-		-		0.07		-		-		-

		IM-6AS16U		TACGGAGGAGGCAAGCGTTGTTCGGAATCACTGGGCTTAAAGCGTGCGTAGGCGGGATGGAAGGTGCTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGGCAAACCGTCATTCTTGAGGCCAGCAGGGGGACCTGGAACTTTGGGTGGAGCGGTGAAATGCGTAGATATCCAAGGGAACGCCGATGGCGAAAGCGGGGTCCTGGGCTGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		0.06		-		-		0.06		0.10		0.05		-		-		-		-		-		-		-		-

		IM-745T3N		GACGAACCGCCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTGCGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAATACTACCGCGCTAGAGGGAGGCAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				9		0.13		-		0.06		-		0.07		0.21		0.19		0.08		-		-		0.09		0.09		-		-		-		-		-		-		0.05		-		-		-		-

		IM-I781QU		TACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCGATTAAGTAGGGTGTGAAAGGCTCCGGCCCAACCGGAGCACTGCGCTCTAAACTGATCGGCTTGAGTGAGATAGAGGTGTGTGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACGCCGGTGGCGAAAGCGGCACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-359PTP		TACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTCGATTAAGTAGGGTGTGAAATGCCTCGGCTCAACCGAGGCACTGCGCTCTAAACTGGTCGGCTTGAGTGAGATAGGGGTGTGTGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACGCCGGTGGCGAAAGCGACACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-

		IM-246XX1		TACGAACCGGACAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGCACGGCAGGTTGGATGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTCCAAAACCGCCGTGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		-		-		-		-		-		-		-		-		0.06		0.06		-		-		-		-		0.05		-		-		-		-		-		-

		IM-792BQG		CACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTTTGTAGGTGAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCTTCAAACCACATCGCTAGAGGGAGATAGAGGAGAGCGGAACTCACGGTGGAGCGGTGAAATGCGTTGATATCGTGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				15		-		0.10		-		0.07		-		-		-		0.11		-		0.07		0.12		0.05		0.12		-		0.09		0.10		0.10		-		0.07		0.06		0.05		0.12		0.13

		IM-2OZ44G		CACAGAGGTGGCAAGCGTTGTTCGGTATCACTGGGCTTAAAGGGCGCGTAGGCGGTACGGTACGGTTCGGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCCGAGCAACGGCCGAACTAGACAGCATCAGGGGAAGGTGGAACTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACGCCGGTGGCGAAAGCGACCTTCTGGGGTGCTTGTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		0.06		-		-		-		-		-		-		-		0.07		-		0.05		0.07		-		-		-		-		-		-		-		-		0.07		0.08

		IM-MO12A6		GACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTTGTAGGTGAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTCAAACCACAAAGCTTGAGGGAGGCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				10		-		-		-		-		-		-		-		0.07		-		-		0.09		-		0.14		-		0.12		0.14		0.06		0.09		-		0.08		-		0.15		0.05

		IM-367D9Y		CACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGCGTGCGTAGGCGGCCTAGCAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCTAGACTTGAGGAAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTTTTCTGACGCTGAGGTACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-65C6FI		GACGAACCGTGCAAACGTTGTTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTTGTAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCACTCGATACTGCTTAGCTTGAGGGAGATAGGGGCGCGTGGAACTTCGGGTGGAGCGGTGAAATGCGTTGAGATCCGAAGGAACACCGGTGGCGAAAGCGATGCGCTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8N77TO		TACGTATGGTGCGAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGTCCGGTAAGTCTGTGTGTGAAATCCCTCGGCTTAACCGAGGAATTGCACCGGATACTGCCGGACTAGAGTGCAGGAGGGGAGAGTGGAATTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGTCTGCAACTGACGCTGAGGTGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C31WTJ		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACAAGCAGGTACCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCAGGGTAAACCGCTTGTCTTGAGGCGAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGTGAAGACAGGCAGCTGGGCTCGTACTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		-		-		0.12		-		-		-		-		-		-		0.08		0.08		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-G72B88		TACGGAGGGCGCAAGCGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGTCTATTCAGTCGGATGTGAAAGCCCCCGGCCTAACCGGGGAACTGCATCCGATACTGATAGACTCGAGGACAGGAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTTTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGCCTGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IO6R26		GACGGAGGTGGCAAACGTTGCTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCGGCTTCTTAAGTCGGATGTGAAAGACCTCGGCTCAACCGAGGAATGGCACCCGAAACTGAGGGGCTAGAGTGCGAGAGGGGCAAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTTGCTGGCTCGCAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		18		-		0.14		0.37		0.13		0.07		-		-		-		-		0.13		0.20		0.15		0.12		0.60		0.28		0.27		0.32		0.43		0.16		0.34		0.22		0.13		0.37

		IM-U9RX17		GACGGAGGTGGCAAACGTTGCTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCGGCCAGTTAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCACTCGATACTGATTGGCTAGAGTGCGAGAGGGGCAAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTTGCTGGCTCGCAACTGACGCTGAGGCGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		0.07		0.11		-

		IM-X120CJ		TACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTTGGAAGGTGAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCTTCAAACCACCAAGCTTGAGAGAGTCAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGACTCTACTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		0.05		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P32U4A		CACGAACTGCGCGAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCGATGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCACATTGCTTGAGAGAGTCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGACTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		0.05		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-6B07O9		TACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCAGATAAGTAGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCTAAACTGTTTGGCTCGAGTAAGATAGGGGTGTGCGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACTCCGGTGGCGAAGGCGGCACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-

		IM-C3R455		GACGGAGGGCTCTAACGTTGTTCGGATTCACTGGGCATAAAGCGCACGTAGGCGGTTCGTTAAGTCGAATGTGAAAGCCCCCGGCTCAACCGGGGAATTGCATCCGATACTGGCGGGCTAGAGGACGGCAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGGCCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-65F0HO		CACGAACTGCACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTCGGTAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTTGATACTGCCGAGCTTGAGGGAGATAGAGGAAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		-		-		0.13		-		-		-		-		-		-		-		0.11		0.35		0.21		-		-		-		-		-		-		-		-		-		-

		IM-R086HQ		GACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGTCCGGTCAGTCTGGTGTGAAAGCCCTCGGCTCAACCGGGGAACTGCATCGGATACTGCCGGACTCGAGGACGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGACTCACTGGGCCGTTTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		0.06		-		-		-		-		0.24		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U36L6W		TACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGGGCACGTAGGCGGCGATGTAAGTGTGGAGTGAAATCCCACGGCTCACCCGTGGAATTGCTTCGCAAACTGCATGGCTCGAGGATGGTAGGGGAGAGCAGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGGCTCTCTGGTCCATTTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1ZB1P9		GACAGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGTCCGATCAGTCAGATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATTTGAAACTGTCGGACTCGAGGACGGTAGGGGTGAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCTCACTGGACCGTATCTGACGCTGAGGTGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		0.07		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1U8IEY		GACGAAGGTGGCAACCGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGGAGTGCAAGTCGGGTGTGAAATCCCTCGGCCCAACCGAGGAACTGCGCCCGAAACTGCATTTCTTGAGGATAGCAGGGGAGCGTGGAATTCCTGGTGGAGCGGTGAAATGCGTTGATATCAGGAGGAACACCGGCGGCGAAGGCGACGCTCTGGGCTATTTCTGACGCTGAGGTGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-

		IM-9QV3I7		GACGGAGGGCTCAAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCTGCTTGTTAAGTCGAATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCCGATACTGACAGGCTAGAGGACGGCAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGGCCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D9026K		TACAGAGGTGGCAAGCGTTGTTCGGTATCACTGGGCTTAAAGGGCGCGTAGGCGGCATGGTACGGTTCGGGTGAAATCCCTCGGCTTAACCGAGGAACTGCCCGGGCAACGGCCAAGCTAGACAGCATCAGGGGAAGGTGGAACTCGCGGTGGAGCGGTGAAATGCGTAGATATCGCGAGGAACGCCGGTGGCGAAAGCGACCTTCTAGGGTGCTTGTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.07		0.05

		IM-6P4I8Y		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTCCGTAGGCGGCGTAGCAAGTCAGGTGTGAAAGTCCACGGCTCAACCGTGGAATTGCGCTTGAAACTGTTATGCTTGAGTATCTCAGGGGTGTGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTGGCGAAAGCGGCACACTGGGGGATAACTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-39BZ0Y		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCTTAAAGCGTGTGTAGGCGGGATAGAAGGTGCTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCAGGGCAAACCGCTATTCTTGAGGCCAGCAGGGGTACCTGGAACTTTGGGTGGAGCGGTGAAATGCGTAGATATCCAAGGGAACGCCGGTGGCGAAAGCGGGGTACTGGGCTGGTTCTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-P2U1LB		GACGGAGGGTGCAAACGTTGCTCGGAATCACTGGGCATAAAGGGCACGTAGGCGGTCCGCTCAGTCGGATGTGAAAGCCCCCGGCTCAACCGGGGAATTGCATTCGATACTGGCGGACTCGAGGATGGTTGGGGTGAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCATCACTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E25UA8		TACGAAGGGCCCAAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTATGTAGGCGGACAAGCAGGTATCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCTTGGTAAACCGTTTGTCTTGAGGCGAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGCGAAGGCAGGCAGCTGGGCTCGTACTGACGCTGAGATACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				8		0.05		-		0.06		-		-		-		-		-		-		-		0.10		0.12		0.07		-		-		-		-		-		0.05		0.08		-		0.09		-

		IM-8Z3AJ3		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGCACGTAAGCACCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACTGCGTGTCTTGAGGTAAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGTGAAGACAGGCAGCTGGGCTTATTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		0.08		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0SHUW5		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGACAGACAGGTATCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCTTGGTAAACCGTCTGTCTTGAGGCAAGTAGAGGCTGCCGGAACGGTAGGTGGAGCGGTGAAATGCGTTGATATCTACCGGAACGCCAAAGGCGAAGGCAGGCAGCTGGGCTTGTTCTGACGCTCAGGTACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B6BQ70		TACGGAGGTGGCGAACGTTGCTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCGGCCGTCTAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAATCGCATTCGATACTGGATGGCTAGAGTGCGGTAGGGGCAAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTTGCTGGCCCGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07		0.05		0.06

		IM-RD6428		TACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGGGCGCGTAGGCGGCTTGTTTAGTGTGAAGTGAAATCCCACGGCTTAACCGTGGAACTGCTTTGCATACTGGCAGGCTCGAGGACGGTAGGGGAGAGCGGAACTCTTGGAGGAGCGGTGAAATGCGTAGATATCAAGAGGAACACCAATGGCGAAGGCAGCTCTCTGGTCCGTTACTGACGCTGAGGCGCGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-

		IM-W7K2H2		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTCCGTAGGCGGCTATGCAAGTCAGGTGTGAAATCCCACGGCCCAACCGTGGAACTGCGCTTGAAACTGCATGGCTTGAGTATCTCAGGGGTGAGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTAGCGAAGGCGGCTCACTGGGGGATAACTGACGCTGAGGGACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				5		0.23		-		-		-		-		0.34		0.20		0.13		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-359YYJ		CACGAACCGGACGAACGTTATTCGGAATTACTGGGCTTAAAGAGTGCGTAGGCGGCCATGTAGGTGGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCGCTCCAAACCACTTGGCTTGAGAGAGGCAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCCTCTACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		-		-		0.05		-		-		-		-		-		-		0.10		0.07		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6VE007		GACGGAGGGCTCTAACGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGCTTGCTAAGTCGAGTGTGAAAGCCCCCGGCTCAACCGGGGAACTGCACTCGATACTGGCAGGCTCGAGGACGGCAGGGGTAAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGGCCGTCTCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				3		0.11		-		-		-		-		0.08		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0O62T5		TACGGAGGGCGCAAGCGTTGTTCGGATTCACTGGGCATAAAGAGCATGTAGGCGGCCTACCCAGTCGGATGTGAAAGCCCACGGCCCAACCGTGGAACTGCATTCGATACTAGTAGGCTCGAGATCGGTAGGGGTGAGTGGAACTCCAGGTGGAACGGTGAAATGTGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCGATTCTGACGCTGAGATGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0N8Q9L		GACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGTCCACTCAGTCGGGTGTGAAAGCCCCCGGCTCAACCGGGGAACGGCATCCGATACTGGTGGACTCGAGGATGGTTGGGGTGAGTGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAAGCGGCTCACTGGGCCATTCCTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XIO4H8		CACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTTGCAAGTCAGGTGTGAAAGCTCTCGGCTCAACCGAGGAATAGCGCTTGAAACTGCAAGGCTTGAGTATCTCAGGGGTGTGTGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACGCCGATAGCGAAAGCAGCACACTGGGGGATAACTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D91GB4		GACGGAGGTGGCAAACGCTGTTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCGGCCGATCAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCATTCGATACTGGTTAGCTAGAGTGCGAGAGGGGTGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTCACTGGCTCGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		-		-		0.10		0.07		-		-		-		-		-		-		-		-		0.14		-		0.06		-		0.10		-		0.05		0.10		0.11		-

		IM-41JGT6		TACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTTGGAAGGTGGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCTCCAAACCGTCAAGCTAGAGGGAGTTAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGAGCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				5		-		-		-		-		-		-		-		-		-		0.06		0.21		0.11		0.10		-		-		-		-		-		-		-		-		0.07		-

		IM-H3Q811		CACGTACTGTGCGAACGTTGTTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGTCAGTCAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCGAAACTAATTGGCTTGAGTGAGATAGGGGTGTGCGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACACCGGTGGCGAAAGCGGCACACTGGGTCTCAACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F934TN		TACGTACTGGGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTAGACAAGTAGGATGTGAAATCTTTCGGCTTAACCGGAAAACTGCGTTCTAAACTGTTTAGCTTGAGTGAGATAGGGGTGTGCGGAACTTCCGGTGGAGCGGTGAAATGTGTTGAGATCGGAAGGAACGCCGGTGGCGAAAGCGGCACACTGGGTCTTTACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				4		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		0.05		-		0.06		-		0.07		-		-

		IM-L1ZDK6		CACGAACCGGGCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCTATGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCACATAGCTTGAGGGAGATAGAGGTAAGCGGAACTAGCAGTGGAGCGGTGAAATGCGTTGATATTGCTGGGAACACCTGTGGCGTAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		0.19		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0NT70A		CACGTACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTAATCAAGTCGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCCGAAACTGATTGGCTTGAGTGTCCTAAGGGTGAGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGGGATTACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N27ON7		GACGGAGGGTGCGAACGTTGTTCGGAATCACTGGGCATAAAGCGCGCGTAGGCGGTCCACTCAGTCAGGTGTGAAATCCCCCGGCTCAACCGAGGAACTGCACCTGATACTGGTGGACTCGAGGATGGTAGGGGTAAGCGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGGCCATCTCTGACGCTGAGGCGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				5		-		-		0.08		-		-		-		-		-		-		-		0.06		0.06		-		-		-		-		-		-		-		-		-		0.07		0.10

		IM-D6YD04		GACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGTACGTAGGCGGCCCGTTTAGCTGGATGTGAAATCCCACGGCTTAACCGTGGAACTGCGTCCAGAACTGGCGGGCTTGAGAACGGTAGGGGACAGTGGAACTCAAGGTGGAGCGGTGAAATGCGTAGAGATCTTGAGGAACACCGGTGGCGAAAGCGACTGTCTGGGCCGTTTCTGACGCTGAGGTACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		0.09		-		0.05		-		-		-		0.07		-		-		-		-		-

		IM-CD0O22		GACGAAGGTGGCAACCGTTGTTCGGAATTACTGGGCATAAAGCGCACGTAGGCGGGAAAGCAAGTCGGGTGTGAAATCCCTCGGCCCAACCGAGGAACTGCGCCCGAAACTGCTTTTCTTGAGGACAGAAGGGGAGCATGGAATTCCTGGTGGAGCGGTGAAATGCGTTGATATCAGGAGGAACACCGGCGGCGAAGGCGATGCTCTGGTCTGTTTCTGACGCTAAGGTGCGAAAGCCAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		0.05		-		-		-

		IM-8TJ376		TACAGAGGGCTCAAGCGTTAATCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGGTCTGCAAGTGCTTTGTGAAATCCCACGGCTCAACCGTGGAATTGCTTGGCAGACTGCAGACCTTGAGGTTGGTAGGGGCTGCCGGAACTCTAGGTGTAGCGGTGAAATGCGTAGATATCTAGAGGAACACCAAAGGTGAAGACAGGCAGCTGGGCCAGTCCTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		0.12		-

		IM-1S1K1Z		TACAGAGGGCTCAAGCGTTAATCGGTGTCACTGGGCTTAAAGGGTGCGTAGGCGGGCCTGCAAGTGCTTTGTGAAATCCCACGGCTCAACCGTGGAATGGCTTGGCAGACTGCAGGTCTTGAGGTTGGTAGGGGCTGTCGGAACTCTAGGTGTAGCGGTGAAATGCGTAGATATCTAGAGGAACACCAAAGGTGAAGACAGGCAGCTGGGCCAATCCTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-

		IM-18MF47		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGTGGACAGACAGGTACTTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCTTGGTAAACCGTCTGTCTTGAGGCGAGTAGGGGTTGCCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGCGAAGGCAGGCAACTGGGCTCGTTCTGACACTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		0.06		-		0.06		-		-		-		-		-		-		-		-		0.05		-		0.08		-		-		-		-		0.13		0.07		0.07		-		-

		IM-Z95SO4		TACGGAGGTGGCAAACGTTGCTCGGAATCACTGGGCTTAAAGGGCGTGTAGGCTGTTGATCAAGTCGGATGTGAAATCCCTCGGCTTAACCGAGGACACGCACTCGATACTGGTCAGCTAGAGTGCGGCAGGGGTAAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTTACTGGGCCGCAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-13S5H3		TACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGAGCTCGTAGGCGGCTGTGTAAGTGTGAAGTGAAATCCCACGGCTCACCCGTGGAACTGCTTTGCAGACTGCACGGCTAGAGGATGGTAGGGGAGAGCGGAACTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCACCCCTGACGCTGAGGAGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		0.27		-		0.07		-		0.05		0.34		0.29		0.09		-		-		0.06		0.12		-		-		-		-		0.07		0.08		0.11		0.05		0.07		0.06		-

		IM-99B5PW		GACGGAGGTGGCAAGCGTTGCTCGGAATTACTGGGCTTAAAGGGCGTGTAGGCGGTGGACTAAGTCGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCATTCGAAACTGGTTCACTTGAGTGCGGGAGGGGAGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGCCCGCAACTGACGCTGAGGCGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-8H7WH4		TACAGAGGTGGCAAGCGTTGTTCGGTATCACTGGGCTTAAAGGGTGCGTAGGCGGCATGGTACGGTTCGGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCCGAGCTACGGCCAAGCTAGACAACATGAGGGGAAAGTGGAACTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACGCCGGTGGCGAAAGCGACTTTCTGGCGTGTTTGTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.09		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-61BN1M		TACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCGTGGCAAGTCAGGTGTGAAAGCTCTCGGCTCAACCGAGGAATAGCGCTTGAAACTGCCATGCTTGAGTACCATAGGGGTGTGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGTAGCGAAAGCGGCACACTGGGTGGTCACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H8Y3GR		GACGGAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGGGTTCGTAGGCGGCCCATTAAGTTGGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTCCAAGACTGGTGGGCTTGAGAACGGTAGGGGACAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGAGATCTGGAGGAACGCCGGTGGCGAAAGCGACTGTCTGGGCCGATTCTGACGCTGAGGAACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes		Planctomycetales								Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.06		-		-		-		-		-		-		-		-		-		-		0.08		0.05		0.06		-		-		-		-		-		-		-		-

		IM-N57H3V		GACGAACCGTCCAAACGTTATTCGGTATCACTGGGCTTAAAGCGTGCGTAGGCGGCTTGGTAGGTGAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTCAAACCCCCAAGCTCGAGGAAGATAGGGGTGATGGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAGGGAACACCGGTGGCGAAAGCGCATCACTGGATCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				23		2.88		0.76		2.28		1.82		2.20		3.24		4.08		1.83		0.99		1.20		2.18		2.36		1.71		1.49		2.44		1.96		1.48		1.27		1.68		2.21		1.22		0.99		1.29

		IM-190FLF		GACGAACCGTACGAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCTGCACGGAAAGTTGGGTGTGAAAGCCCTCAGCTCAACTGAGGAATTGCATCCAAAACTGCCGTGCTTGAGGGAGACAGAGGTGAGCGGAACTCAAGGTGGAGCGGTGAAATGCGTTGATATCTTGAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAAGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				6		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		0.07		0.17		0.12		-		0.06		0.07		-		-		-

		IM-12WQV0		GACGAACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGCGCGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATGGCGCCCAAAACTGCCGTGCTAGAGGGAGACAGAGGTGAGTGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCGGTGGCGAAAGCGACTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				2		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-61Y7QO		CACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTTCGTAGGCGGCTCGGAAGGTTGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCCCAAAACCGTCGAGCTTGAGGGAGACAGGGGTGAGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		-		-		0.13		-		-		-		-		-		-		-		0.09		-		-		-		0.09		0.06		-		-		-		0.08		-		-		-

		IM-0OF4I2		CACGAACCGGACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCGCGGTAAGTGAGGTGTGAAATCCCACGACTCAATCGTGGAACTGCGCTTCATACTGCCGTGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				8		-		-		-		-		0.06		-		-		-		-		-		-		-		-		0.06		0.12		0.09		0.06		0.05		0.07		0.09		-		-		-

		IM-7240GY		CACGAACCGGGCGAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCGCTATAAGTCGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCCGATACTGTAGTGCTTGAGGAAGATAGAGGTGAGCGGAACGAATGGTGGAGCGGTGAAATGCGTTGATATCATTCGGAACACCCGTGGCGAAAGCGGCTCACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				13		0.06		-		0.05		0.11		0.10		-		0.06		-		-		-		-		0.06		-		0.07		0.08		0.06		-		0.06		0.06		0.09		0.05		-		-

		IM-54WBX9		GACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCAGGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTACTTGGCTTGAGGGAGATAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCGGTGGCGAAAGCGGCTCACTGGATCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.08		-		0.07		-		0.05		-		0.05		-		-		-

		IM-4U27OB		GACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGGGTACGTAGGCGGCTTTGTAGGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTCAAAACCACAGGGCTTGAGGGAAGTAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				22		0.08		0.37		0.61		-		0.05		0.13		0.10		0.14		0.19		0.70		0.98		0.44		0.36		0.09		0.38		0.26		0.21		0.13		0.24		0.27		0.11		0.36		0.17

		IM-8I08UP		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCAAAACTGCCTGGCTAGAGGGAGATAGAGGTGAGCGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAAGGAACACCTGTGGCGAAAGCGGCTCACTGGATCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				23		0.50		0.25		0.43		0.09		0.10		0.73		0.59		0.28		0.13		0.35		0.54		0.48		0.28		0.24		0.31		0.30		0.25		0.23		0.49		0.42		0.25		0.28		0.24

		IM-Z6K8U0		CACGAACCGTACGAACGTTATTCGGAATTACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGTAAGTCGGGTGTGAAATCCCTCAGCCCAACTGAGGAATTGCGCCCGATACTGTCAGGCTTGAGGGAGGCAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGCCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				3		-		-		-		-		-		0.10		0.06		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9X668H		GACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTTTGTTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTGGCAGACTAGAGGGAGACAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCAGTAGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-99LIT1		CACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCAATACTGCCAAGCTAGAGGGAGACAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCAGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTGGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				8		-		-		0.14		0.10		0.10		-		-		-		-		-		-		-		-		0.14		0.13		0.11		0.10		-		-		0.08		-		-		-

		IM-9697CY		GACGAACCGGACAAACGTTATTCGGAATTACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGCAGGTTGGGTGTGAAATCCCTCGGCTCAACCGGGGAACTGCGCTCAAAACCGCCAGGCTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				17		-		0.08		0.13		0.08		0.08		-		-		-		-		0.13		0.11		-		0.12		0.10		0.20		0.22		0.11		0.16		0.10		0.12		0.10		0.18		0.14

		IM-0N04NL		TACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGACTTGTAGGTCAGATGTGAAATCCCACGGCTCAACCGTGGAATTGCGTTTGAAACCACTCGTCTTGAGGGGATCAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGATCTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				23		1.72		0.45		0.39		0.43		0.65		1.37		1.67		1.12		0.55		0.79		0.77		0.63		0.43		0.51		0.58		0.58		0.37		0.40		0.55		0.71		0.52		0.37		0.53

		IM-864QLQ		CACGAACTGCGCAAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTCGGCAGGTGAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCTTCAAACCGCCGGGCTAGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				22		0.06		0.16		0.20		0.07		0.10		0.16		0.08		0.17		-		0.14		0.18		0.14		0.18		0.13		0.08		0.10		0.11		0.07		0.11		0.12		0.09		0.08		0.08

		IM-4CO9U5		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCCTGCAAGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCCCAAAACTGCAGGACTTGAGGGAGACAGAGGTGAGCGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes										Target				21		0.16		0.12		0.23		-		0.07		0.20		0.19		0.10		0.09		0.20		0.28		0.24		0.09		0.07		0.11		0.09		0.09		0.07		0.16		0.10		0.07		-		0.06

		IM-WV26J1		CACGAACCGGACAAACGTTATTCGGAATCATTGGGCTTAAAGGGTGCGTAGGCGGTGCGGTAAGTGAGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTTCATACTGCTGTGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				8		0.07		-		0.10		-		-		0.13		0.10		0.06		-		-		-		0.09		-		-		0.06		-		-		-		0.11		-		-		-		-

		IM-O23Y0O		TACGAACCGTCCAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCGCTATAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCCGATACTGTAGTGCTCGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				6		-		-		-		-		0.06		0.11		0.13		-		-		-		-		-		-		-		0.06		0.06		-		-		0.05		-		-		-		-

		IM-55J6EV		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCGCGGCAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCCGTGCTTGAGGGAGACAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				22		1.07		0.11		0.34		0.10		0.07		1.45		0.96		0.45		0.10		0.15		0.42		0.45		0.28		0.12		0.11		0.11		0.11		-		0.26		0.14		0.06		0.15		0.06

		IM-D3T62X		CACGAACCGGACAAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCCTGGTAGGTGGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCCAAACCACCGAGCTAGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				14		0.14		-		0.14		-		-		0.17		0.15		-		-		-		0.07		0.07		-		0.07		0.09		0.09		0.05		0.07		0.08		0.12		0.05		-		-

		IM-8ON20S		TACGTACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCGGCTTTGTAGGTGAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTTTCAAACCACAAAGCTTGAGGAAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTTTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				17		0.07		-		-		0.17		0.13		0.08		0.09		0.18		-		-		0.06		0.10		0.12		-		0.08		0.10		0.06		-		0.05		0.08		0.07		0.06		0.06

		IM-7N2G6D		GACGAAGGTGGCAAGCGTTATTCGAAATCACTGGGCTTAAAGGGTGCGTAGGCGGACATGATAGTGTCATGTGAAATCCCCCGGCTTAACCGGGGAATGGCTTGGCAAACTCCATGTCTTGAGGCAAGTAGGGGTGTGTGGAACTCTTGGTGGAGCGGTGGAATGCGTAGATATCAAGAGGAACGCCGAAGGTGAAGACAGCACACTGGACTTGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.07		0.06		0.06		-		-		-		0.05		-		-

		IM-3N7WB6		GACGAACCGTCCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCGCGGAAAGTTGGGTGTGAAATACCTCGGCTCAACCGAGGAACGGCGCCCAATACTGCCGTGCTCGAGGAAGATAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCAGTGGCGAAAGCGGCTCACTGGATCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		-		-		0.07		-		-		-		-		-		-		-		-		0.06		-		-		0.07		-		-		-		0.05		0.06		-		-		-

		IM-53DFMQ		GACGAACCGTCCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCCCTATAAGTTGGGTGTGAAATACCTCGGCTCAACCGAGGAATTGCGCCCAATACTGTAGAGCTAGAGGGAGACAGAGGTGAGCGGAACTTGTGGTGGAGCGGTGAAATGCGTTGATATTACAAGGAACACCTGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTGGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-

		IM-DX311R		GACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTTGTAGGTTGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCTCAAAACCACAAGGCTTGAGGAAGGTAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCCTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				14		0.29		-		0.13		-		0.08		0.42		0.47		0.30		-		-		0.17		0.22		0.12		-		0.09		-		0.09		-		0.18		0.10		-		0.09		-

		IM-HLO627		TACGTATGGTGCAAACGTTGTTCGGAATTACTGGGCCTAAAGAGCGCGTAGGCGGCTTGGTAAGTTAGGTGTGAAATCCCTCGGCTCAACCGGGGAACTGCACCTAATACTGCCTAGCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTGGTGGAGCGGTGAAATGCGTAGATATCAGGAGGAACGCCGGTGGCGAAAGCGACTCTCTGGACTGTTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5GH81N		GACGAACCGTCCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACCGCGCTCAAAACTGCCAGGCTAGAGGGAGATAGAGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGTGGCGAAAGCGGCTCACTGGATCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				23		0.71		0.24		0.44		0.06		0.11		1.12		0.73		0.45		0.14		0.28		0.68		0.97		0.49		0.19		0.22		0.18		0.21		0.14		0.49		0.25		0.18		0.22		0.15

		IM-E1EL0W		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTTCGTAGGCGGCCTAGTAGGTGAGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTTCAAACCACTAGGCTTGAGGGAGGCAGAGGTGAGTGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATTATCAGGAACACCAGTGGCGAAGGCGACTCACTGGGCCTCTTCTGACGCTGAGGAACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				3		0.08		-		-		-		-		0.08		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-SO27X4		CACGAACCGTACGAACGTTATTCGGAATTATTGGGCTTAAAGGGTGCGTAGGCGGCTTTGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCCCCAAACCACAAGGCTTGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				15		0.08		-		0.10		-		0.10		0.10		0.13		0.08		-		0.05		0.08		-		0.10		0.07		0.09		0.07		0.08		-		0.09		0.11		-		-		-

		IM-22BOP3		GACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCAAAACTGCTAGGCTTGAGGGAGATAGAGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCTCTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				4		-		-		0.05		-		0.05		-		-		-		-		-		0.08		0.09		-		-		-		-		-		-		-		-		-		-		-

		IM-H13B2G		CACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTATGTAGGTGACGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCGTCAAACCATGTGGCTAGAGGGAGATAGAGGAAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTTTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				7		-		0.05		-		-		-		-		-		0.06		-		-		-		-		0.09		-		-		-		-		0.06		-		0.05		-		0.11		0.07

		IM-5VL4N0		TACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTAGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCAAAACTGCTAAGCTTGAGGAAGATAGGGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGAGGCGAAAGCGGCTCACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				4		-		-		-		-		-		-		-		-		0.06		0.09		0.07		-		0.08		-		-		-		-		-		-		-		-		-		-

		IM-6J7FO0		GACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCTGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCAAAACTGCCAGACTAGAGGGAGACAGAGGTGAGCGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATTATAAGGAACACCTGTGGCGAAAGCGGCTCACTGGATCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				3		0.08		-		-		-		-		0.09		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0VC4O2		CACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTGCCAGGCTTGAGGGAGACAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				10		-		0.07		0.11		-		0.15		-		0.06		0.09		-		-		0.09		0.09		0.08		-		0.07		-		-		-		-		0.05		-		-		-

		IM-J4196Z		GACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGCGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCCAAGCTTGAGGGAGATAGAGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				21		0.13		0.08		0.57		0.09		0.11		0.09		-		0.23		-		0.14		0.50		0.29		0.39		0.15		0.45		0.30		0.35		0.22		0.19		0.28		0.13		0.26		0.18

		IM-6CLH52		GACGAACCGGACAAACGTTATTCGGAATTACTGGGCTTAAAGAGTACGTAGGCGGTCTTGTAGGTTGGGTGTGAAATCCCACAGCTCAACTGTGGAACTGCGCTCAAAACCCCAAGACTTGAGGGAAGCAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTCTACTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		0.06		-		-		-		0.14		0.09		0.08		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q7J18Y		GACGAACCGGACAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGCAGGCGGCGCGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTGCCGTGCTAGAGGGAGATAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCGGTGGCGAAAGCGGCTCACTGGATCTCTTCTGACGCTCATGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-GY7K8T		CACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCTGGCAGGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCAAAACCGCCAGGCTTGAGTGAGATAGGGGAGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCTCTGGATCTCTACTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08

		IM-V16XL6		TACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCTCGTAGGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTCAAAACCACGAGGCTTGAGGGAGGTAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-

		IM-XAJW08		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCCTAGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCCCAAAACTGCTAGGCTTGAGGGAGATAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCAGTGGCGAAGGCGGCTCACTGGATCTCTTCTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-E7SBJ1		GACGAACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTACGTAGGCGGTCTTGTAGGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTCAAAACCACGAGACTTGAGGGAGACAGAGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCAGTGGCGAAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				2		0.05		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3AEP42		GACGAACCGTCCAAACGTTATTCGGTATCACTGGGCTTAAAGAGTTCGTAGGCGGCCTAGTAGGTGAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCGTTTCAAACCACTAGGCTTGAGGGAGATAGAGGTGAGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAAGCGGCTCACTGGATCTCTTCTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				3		-		-		-		0.13		0.07		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-17N6FL		GACGAACCGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCCCAAAACTGCCTTGATAGAGTGAGATAGAGGTGAGCGGAACTTATGGTGGAGCGGTGAAATGCGTTGATATCATAAGGAACGCCAGTGGCGAAAGCGGCTCACTGGATCTCTACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes										Target				4		0.08		-		-		-		-		0.10		0.14		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K00JBA		GACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTTGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCACAAGGCTTGAGGGAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				2		-		-		-		-		-		0.08		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-586FS1		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTTGTCAAGTTGGGTGTGAAATCCCTCGACTCAACCGAGGAACTGCGCTCAAAACTGGCAAGCTTGAGGGAGACAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				2		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		0.05		-		-		-		-		-		-		-		-

		IM-238UPC		GACGAACCGTCCAAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCCTGGCAAGTTGGGTGTGAAATCCCACGGCTTAACCGTGGAACTGCGCTCAAAACTGCCAAGCTAGAGGGAGATAGAGGTGAGCGGAACTTAGGGTGGAGCGGTGAAATGCGTTGATATCCTAAGGAACACCGGTGGCGAAGGCGGCTCACTGGATCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACAGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-N29S78		CACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGTCTGGTAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATTGCGCTCAAAACTACTCGACTTGAGGGAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1K7MC9		GACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGCGTGCGTAGGCGGCCTGGAAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAATAGCGCCCAAAACTACCAGGCTTGAGGGAGATAGAGGTGAGCGGAACTCATGGTGGAGCGGTGAAATGCGTTGATATTATGAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTTTTCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O9U4M4		TACGAACCGGACAAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCCTGGCAAGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTCAAAACTGCCAGACTTGAGGGAGACAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTAACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				18		-		0.11		0.17		0.09		0.06		-		-		0.08		-		0.19		0.23		0.26		0.16		0.10		0.08		0.08		0.07		0.07		0.12		0.08		-		0.05		0.07

		IM-79WA89		GACGAACCGTACGAACGTTATTCGGAATTACTGGGCTTAAAGAGTACGTAGGCGGCTTGGCAAGTTGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCAAAACTGCCAGGCTTGAGGGAGATAGAGGTGAGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGTACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				9		0.06		-		0.05		-		0.06		0.11		0.14		0.08		-		-		-		0.08		-		-		-		-		-		-		0.11		0.07		-		-		-

		IM-5A45DT		CACGAACTGCGCGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCTGTGTAGGTGGGGTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGCTCCAAACCGTGCAGCTTGAGGGAGATAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				5		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.12		0.11		-		-		-		-		-		0.08		0.06

		IM-LW795R		CACGTACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTTCGTAGGCGGCTATGTAGGTGAGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCTTCAAACCACATGGCTTGAGGGAGATAGAGGAAAGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAGGCGGCTTTCTGGGTCTCTTCTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				6		0.05		-		0.06		-		-		0.07		0.10		-		-		-		-		-		-		-		-		-		-		-		0.07		0.05		-		-		-

		IM-1ZF3M2		CACGAACCGTACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTCCGTAGGCGGCCTGGTAAGTCAGGTGTGAAATCCCACAGCCCAACTGTGGAACTGCGCTTGATACTGCCAGGCTTGAGAGAGATAGGGGAAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGAAGGCGGCTTTCTGGGTCTCTTCTGACGCTGAGGGACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				1		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z6P4RI		GACGAACCGTACAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGCTCGGTAAGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCCCAATACTGCCGAGCTTGAGGGAGACAGAGGTGAGCGGAACTAATGGTGGAGCGGTGAAATGCGTTGATATCATTAGGAACACCGGTGGCGAAGGCGGCTCACTGGGTCTCTTCTGACGCTCAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				7		-		0.06		-		-		-		-		-		-		-		-		-		-		-		0.06		0.08		0.14		-		-		-		0.09		0.13		-		0.08

		IM-856YA3		CACGAACCGGACGAACGTTATTCGGAATCACTGGGCTTAAAGAGTGCGTAGGCGGCTACGCAAGTTGGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCGCTCAAAACTGCGTAGCTTGAGGGAGACAGGGGTAAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGTGGCGTAGGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				2		-		-		-		-		0.06		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1OO22J		GACGAACCGGTCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCTTGGCAAGTTGGGTGTGAAATCCCAGGGCTCAACCCTGGAATTGCGCTCAAAACTGCCAAGCTTGAGGGAAGTAGAGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCTGTGGCGAAAGCGGCTCACTGGACTTTTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				3		0.05		-		-		-		-		0.07		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WW9F2V		TACAGAGGGCTCAAGCGTTAATCGGTATCACTGGGCTTAAAGGGTGCGTAGGCGGACCTGTAAGTGTTTTGTGAAATCCCACGGCTCAACCGTGGAATTGCTTGGCATACTGCAGGTCTTGAGGTCGGTAGGGGCTGCCGGAACTCTAGGTGTAGCGGTGAAATGCGTAGATATCTAGAGGAACGCCAAAGGTGAAGACAGGCAGCTGGGCCGATCCTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		0.16		0.38		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-

		IM-7U99U4		TACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGCGCACGTAGGCGGTCCGCCCAGTCGGATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCCGATACTAGCGGACTGGAGGATGGTTGGGGTGAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCTGTGGCGAAAGCGGCTCACTGGACCAATCCTGACGCTGAGGTGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.24		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5Y8IVE		TACAGAGGGCTCAAGCGTTAATCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGACAGGTAAGTGTCTTGTGAAATCCCACGGCTCAACCGTGGAATTGCTCGGCATACTGCCTGTCTTGAGCTCGGCAGGGGCCGTCGGAACTCTAGGTGGAGCGGTGAAATGCGTAGATATCTAGAGGAACGCCAAAGGTGAAGACAGACGGCTGGGCCGACGCTGACGCTCAGGCACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.05		-		-		-		-		0.12		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M27TV4		CACGAACTGCGCGAACGTTATTCGGATTTACTGGGCTTAAAGAGTTCGTAGGCGGCTTTGCAGGTGGGGTGTGAAATCCCCCGGCTCAACCGGGGAACTGCGCTCCAAACCGCAGGGCTTGAGGGAGATAGAGGTGAGCGGAACTCACGGTGGAGCGGTGAAATGCGTTGATATCGTGAGGAACACCGGTGGCGAAAGCGGCTCACTGGGTCTCTTCTGACGCTGAGGAACGAAAGCTAGGGGAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				10		-		-		0.06		-		-		-		-		-		-		0.08		-		-		-		0.06		0.09		0.13		-		0.06		0.06		0.09		0.05		-		0.07

		IM-788QUF		GACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCATAAAGAGCACGTAGGCGGCTCGTCTAGTCACACGTGAAATCCCCCGGCTCAACCGGGGAACTGCGCGTGATACTGGCGGGCTTGAGGTCGGTAGGGGTGAGTGGAACTCCAGGTGGAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGACTCACTGGACCGAATCTGACGCTGAGGTGCGAAAGCTAGGGTAGCAAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.13		-

		IM-8V3LI9		TACGAACTGTCCAAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCGTAGTAAGTTGGATGTGAAATCCTACGGCTCAACCGTAGAACTGCGTTCAATACTGCTATGCTTGAGGGAGATAGAGGTAAGCGGAACTTCGGGTGGAGCGGTGAAATGCGTAGATATCCGAAGGAACACCAGTGGCGAAAGCGGCTTACTGGGTCTCTTCTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota		Planctomycetes										Target				10		-		-		0.08		-		-		-		0.08		-		-		-		-		0.18		0.10		-		0.09		0.07		0.12		-		0.06		0.05		0.07		-		-

		IM-ZI2W58		TACGAAGGGCCCAAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGAACGCAGGCGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGGCGAACCGCGTTTCTTGAGGCGAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTCGTACTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				13		-		0.15		0.14		-		-		-		0.05		-		-		0.12		0.11		-		-		0.10		0.06		0.11		-		0.08		0.05		0.10		0.12		-		0.08

		IM-RS526Y		TACAGAGGTGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCACGTAGGTGGGTTTGTAAGTCAGATGTGAAAGCCTTCTGTTCAACGGAAGAATTGCATCTGAAACTGCGAGTCTTGAGTGTAGGAGGGGAGAATGGAACTTCTGGTGGAGCGGTGAAATGCGTAGATATCAGAAGGAACGCCGGCGGCGAAAGCGATTCTCTGGCCTATTACTGACACTCAGTGTGCGAAAGCTAGGGGAGCAAACGGG		Bacteria		Planctomycetota												Target				6		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		0.05		-		0.06		-		-		-		0.06		0.22		0.07

		IM-JU1I67		TACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACATGCAGGCATCTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCAGGGTGAACCGCATGTCTTGAGGTGAGTAGGGGCTGTCGGAACGATAGGTGGAGCGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGCGAAGGCAGACAGCTGGGCTCATTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				19		0.13		0.12		0.26		-		-		-		0.07		0.08		-		0.10		0.38		0.20		0.24		0.23		0.49		0.30		0.36		0.34		0.16		0.30		0.22		0.37		0.12

		IM-LF3512		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGATGTGCAGGCGTCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTCGACGAACCGCACGTCTTGAGACAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				9		-		-		-		-		-		0.07		0.09		0.07		-		-		0.06		0.06		0.07		-		-		-		-		-		0.06		-		0.09		0.15		-

		IM-U6280I		TACGAAGGGCCCGAGCGTTGCGCGGAATTACTGGGCTTAAAGCGTACGTAGGCGGGCGCGCAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTGACGAACCGCGCGCCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTCCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				20		0.19		0.05		0.09		0.08		-		0.17		0.07		0.13		-		-		0.07		0.06		0.07		0.07		0.09		0.06		0.07		0.06		0.09		0.05		0.09		0.13		0.06

		IM-6I7KT0		TACGAAGGGCTCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGACACACAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGGTGAACCGTGTGTCTTGAGGCAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				19		0.06		0.09		0.15		-		-		0.07		0.12		-		-		0.06		0.11		0.13		0.19		0.19		0.18		0.12		0.10		0.08		0.10		0.11		0.16		0.07		0.10

		IM-304PFL		CACGAAGGGCCCGAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGGCGTGCAGGCGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTCGACGAACCGCACGTCTTGAGGCAGGTAGGAGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCCTGTCCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				19		0.08		0.23		0.57		-		-		-		-		0.17		0.10		0.33		0.55		0.25		0.31		0.48		0.58		0.36		0.49		0.37		0.34		0.56		0.35		0.30		0.35

		IM-301ZZI		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGCAGGCGGGCGCGCAGGCGTTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCGCGTCTTGAGACAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				20		0.24		0.25		0.19		-		-		0.13		0.14		0.43		-		0.24		0.41		0.18		0.39		0.12		0.19		0.18		0.25		0.20		0.24		0.32		0.37		0.48		0.35

		IM-51AHE1		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGACACGCAGGCGTCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTCGACGAACCGCGTGTCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota												Target				18		-		0.33		0.23		-		-		-		-		0.08		0.07		0.20		0.25		0.07		0.22		0.19		0.05		0.10		0.13		0.14		0.11		0.13		0.16		0.20		0.20

		IM-0VG328		TACGAAGGGCCCGAGCGTTGCGCGGAATTATTGGGCTTAAAGCGTACGCAGGTGGGCGTGCAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCACGTCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTCCTGACACTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.05		-		-		0.05		-		-

		IM-P7L5V7		TACGAAGGGCCCGAGCGTTGCGCGGAATTATTGGGCTTAAAGCGTACGTAGGCGGGCATGCAGGCGTCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTGGACGAACCGCATGCCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGACAGCTGGGCTTGTCCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				2		0.05		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z75U1L		TACGAAGGGCTCGAGCGTTAATCAGAATCACTGGGCTTAAAGCGTACGCAGGCGGACGCGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCGGGGTGAACCGCGTGTCTTGAGGCAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				4		0.08		-		-		-		-		0.05		-		0.10		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-

		IM-3G6SZZ		CACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGCGTGCAGGCGTTTTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCACGTCTTGAGACAGGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCCTGTTCTGACGCTGATGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				10		0.07		-		-		-		-		0.11		-		0.18		-		-		-		0.05		0.08		-		-		-		-		-		0.07		0.05		0.08		0.05		0.07

		IM-KQ02JW		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGCGCGCAGGCGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTCGACGAACCGCGTGCCTTGAGACAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				16		0.13		-		0.06		-		-		0.21		0.12		0.14		-		0.05		0.08		0.05		0.13		0.07		-		-		0.05		0.07		0.09		0.12		0.07		0.10		-

		IM-21XE6J		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGATGCGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCATGGTGAACCGCGTGTCTTGAGACAAGTAGGGGCTGCCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGTCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTAAGGTACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Planctomycetota												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.06		-		-

		IM-76Y0C9		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGACACATAGGCATTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGGTGAACCATGTGTCTTGAGACAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTCAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				13		-		0.16		0.24		-		-		-		-		-		0.05		0.14		0.17		-		0.12		0.19		0.10		0.06		0.07		0.06		-		0.08		0.07		-		-

		IM-K8Y8W5		TACGAAGGGCCCGAGCGTTAATCGGATTCACTGGGCTTAAAGCGTACGCAGGTGGACGCGCAGGCATTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAGGGTGAACCGCACGTCTTGAGGCAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAGCTGGGCTTGTCCTGACGCTCATGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				1		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B1518M		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGGCGCGCAGGCGTCTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGACGAACCGCGTGTCTTGAGGCAGGTAGGGGCCATCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGATGGCTGGGCCTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				1		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LEP86Q		TACGTAGAGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCTCGTAGGCGGCTCAGCAAGTCGGTTGTGAAAGCCCCTGGCTCAACCAGGGAATTGCAGCCGAAACTGCTGAGCTTGAGTGTGGGAGGGGAGAGTGGAACTTCCAGTGGAGCGGTGAAATGCGTAGATATTGGAAGGAACGCCAGTGGCGAAAGCGACTCTCTGGCCCACCACTGACGCTGAGGAGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.07		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D3B8S2		TACGAAGGGCCCGAGCGTTGCGCGGAATCATTGGGCTTAAAGCGTACGTAGGCGGACACATAGGCGCTTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCTTGGCGAACCATGTGTCTTGAGGCAAGTAGGGGCTGTCGGAACGATAGGTGGAGTGGTGAAATGCGTTGATATCTATCGGAACGCCGAAGGAGAAATCAGGCAGCTGGGCTTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				22		0.46		0.11		0.09		0.08		0.23		0.37		0.49		0.34		-		0.06		0.12		0.08		0.18		0.08		0.11		0.14		0.22		0.17		0.24		0.22		0.29		0.19		0.22

		IM-C5KX37		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGATGTGCAGGCATCTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCTCGGTGAACCGCACATCTTGAGGCAGGTAGGGGTTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGTAATCAGGCAACTGGGCCTGTCCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				10		-		-		0.05		-		-		-		-		-		-		-		-		-		-		0.10		-		0.07		0.06		0.14		0.09		0.08		0.12		0.10		0.08

		IM-7N10VQ		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGTACGCAGGCGGACTTGAAGGCATCTTGTGAAATCCCTCGTCTCAACCGAGGAACTGCAGGGTGAACCATGAGTCTTGAGTCAAGTAGGGGCTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGACAGCTGGGCTTGTACTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				8		-		-		-		-		-		-		-		-		-		-		0.07		-		0.08		0.08		-		-		0.09		-		0.12		0.08		0.13		0.05		-

		IM-2SP80Y		GACGAAGGTGGCGAGCGTTGTTCGGTGTCACTGGGCTTAAAGCGTGTGCAGGCGGAAAGGTAAGCGTCTTGTGAAAGCCCTCGGCTTAACCGAGGAATTGCTCGACGAACTGCTTTTCTTGAGGCAGGCAGGGGTGCACGGAACTCTTGGTGGAGCGGTGAAATGCGTAGATATCAAGAGGAACGCCAGTGGTGAAGACGGTGCACTGGGCCTGATCTGACGCTGAGACACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				3		-		-		-		0.06		-		-		-		-		-		-		-		-		-		0.09		-		0.06		-		-		-		-		-		-		-

		IM-5S92C0		TACGAAGGGCCCAAGCGTTGCGCGGAATCACTGGGCTTAAAGCGTACGTAGGCGGAAACACAGGCGTCTTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCATGGCGAACCGTGTTTCTTGAGACAGGTAGGGGTTGTCGGAACGCTAGGTGGAGTGGTGAAATGCGTTGATATCTAGCGGAACGCCAAAGGAGAAATCAGGCAACTGGGCCTGTTCTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.06		-		0.07		0.06		0.08

		IM-YF6115		TACGAAGGTTGCAAGCGTTGTTCGGAATCACTGGGCTTAAAGCGCGCGTAGGCGGAAATACAAGTGTCTTGTGAAATCCCTCGGCTTAACCGAGGAATTGCTCGGCAAACTGTATTTCTTGAGACAAGTAGGGGTACATGGAACTCTTAGTGGAGCGGTGGAATGCGTAGATATTAAGAGGAACGCCAATGGTGAAGACAGTGTACTGGGCTTGTTCTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				3		-		-		0.06		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-

		IM-6MU7Q5		TACGAATGGTGCGAGCGTTGTTCGGAATCACTGGGCATAAAGAGCACGTAGGCGGTTTGGTAAGTCAGCTGTGAAATCCCCCGGCTCAACCGGGGAACTGCAGCTGATACTGCCGAACTAGAGTGCGCGAGGGGAGAGCGGAATTCCTGGTGGAGCGGTGATATGCGTAGATATCAGGAGGAACGCCGGAGGCGAAAGCGGCTCTCTGGTGCGCAACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGG		Bacteria		Planctomycetota												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.08		0.07		-		0.06		0.08		-		-

		IM-58Q74T		TACGAAGGTTGCAAGCGTTGTTCGGAATCACTGGGCTTAAAGCGCACGTAGGCGGAATTCCAAGTGTCTTGTGAAATCCCTCGGCTTAACCGAGGAATTGCTCGGCAAACTGGAATTCTTGAGGCAAGTAGGGGTACATGGAACTCTTAGTGGAGCGGTGGAATGCGTAGATATTAAGAGGAACGCCAATGGTGAAGACAGTGTACTGGACTTGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				3		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.05		-		-

		IM-X78WU5		TACGAAGGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGGGTGCGCAGGCGGACAGGTCAGTGTCTTGTGAAATCCCACGGCTCAACCGTGGAATTGCTGGGCATACTACCTGTCTTGAGCCCGGCAGGGGCCGTCGGAACTCTAGGTGGAGCGGTGAAATGCGTAGATATCTAGAGGAACGCCAAAGGTGAAGACAGACGGCTGGGCCGGCGCTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Planctomycetota												Target				8		0.28		-		0.05		-		0.06		0.18		0.26		0.13		-		-		-		0.07		-		-		-		-		-		-		0.08		-		-		-		-

		IM-7CZ85Z		TACGGAGGGTGCAAACGTTGTTCGGAATCACTGGGCATAAAGAGCATGTAGGCGGCTCATTAAGTCAGGTGTGAAATCCCCCGGCTCAACCGGGGAACTGCACTTGAAACTGACGAGCTCGAGGATGGTTGGGGTGAGTGGAACTTCAGGTGGAGCGGTGAAATGCGTAGATATCTGAAGGAACACCGGTGGCGAAAGCGGCTCACTGGACCATTCCTGACGCTGAGATGCGAAAGCTAGGGTAGCGAACGGG		Bacteria		Planctomycetota												Target				1		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N14ZZ3		TACGAAAGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCATTGTAAGTTGGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTCCAAAACTACAAAGCTAGAGGATGTGAGAGGATAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGTCTGGCACATTTCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Caulobacterales		Parvularculaceae						Target				5		0.05		-		-		-		0.05		0.08		0.10		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2DSQ67		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGACTATTAAGTTAGAGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTAAAACTGGTAGTCTTGAGTTATGGAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACATATACTGACGCTGAGGTACGAAAGTGTGGGGAGCGAACGGG		Bacteria		Proteobacteria		Alphaproteobacteria		Caulobacterales								Target				6		0.20		-		-		0.25		0.91		0.39		0.58		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-295WQX		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCAAGTAAGTTGGTGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTTCAAAACTGCTTGACTAGAGGCAGGGAGAGGAGAGTGGAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATGGAACACCAGTGGCGAAGGCGACTCTCTGGCCCTGATCTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Defluviicoccales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-7JK8Y4		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGGCTGGTTAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCCTCAATACTGCCAGTCTTGAGTTCGAGAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Kiloniellales		Kiloniellaceae						Target				15		0.15		-		0.12		0.09		0.19		0.12		0.12		0.05		-		-		-		0.08		-		0.08		0.10		0.14		0.07		-		0.11		0.06		0.10		-		-

		IM-K4B9M8		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGGAGATCTTGAGTCCGGAAGAGGTTAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTAACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Anderseniellaceae						Target				18		0.13		-		0.10		-		0.19		0.15		0.05		0.10		-		-		0.08		0.22		0.17		0.10		0.15		0.10		0.09		0.11		0.16		0.19		0.14		-		0.08

		IM-7WDD35		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGTCAGTCAGAGGTGAAAGCCCGAAGCTCAACTTCGGAACTGCCTTTGATACTGCCAGTCTAGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Devosiaceae						Target				6		0.09		-		-		0.08		0.56		0.15		0.16		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6EO52Z		TACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTGTAAGTTAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGCAAGTCTAGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Hyphomicrobiaceae		Filomicrobium				Target				9		-		-		0.07		0.06		0.11		-		-		-		-		-		0.06		-		-		0.06		0.10		0.13		-		-		0.06		0.08		-		-		-

		IM-GX82X8		TACGAAGGGAGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTGTTTAGTCGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCGATACTGGCAATCTGGAGTCCGGAAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Hyphomicrobiaceae		Hyphomicrobium				Target				18		-		-		0.31		0.09		0.08		-		0.06		-		-		0.11		0.23		0.24		0.17		0.14		0.33		0.40		0.15		0.15		0.16		0.34		0.07		0.11		0.08

		IM-1U3IK8		TACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGACTGATCAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTCAATACTGTCAGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Hyphomicrobiaceae						Target				20		0.08		-		0.09		0.17		0.66		0.22		0.29		0.12		0.06		0.06		0.10		0.11		0.07		0.09		0.15		0.22		0.09		0.09		0.07		0.11		0.07		-		-

		IM-NO268R		TACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTTTCAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGTTGGTCTTGAGCTCGGAAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCCACTGGTCCGATGCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Hyphomicrobiaceae						Target				3		-		-		-		-		0.10		0.07		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L0EW88		TACGGAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATAATTAAGTCGGGGGTGAAAGCCCGAGGCTCAACCTCGGAACTGCCCTCGATACTGGTAATCTTGAGTCCGGGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Kaistiaceae						Target				1		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8BT8Q3		TACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTTTCAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGATAGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Methyloligellaceae		Methyloceanibacter		Methyloceanibacter stevinii		Target				7		-		-		-		0.11		0.09		-		-		-		-		-		0.06		0.08		-		-		0.05		0.07		-		-		-		0.06		-		-		-

		IM-13WA2S		TACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATCGTTAAGTGAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTCATACTGGCGATCTCGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales		Rhizobiaceae						Target				6		-		-		-		0.07		0.05		-		-		-		-		-		-		0.06		-		-		-		-		-		-		0.06		0.07		0.07		-		-

		IM-FZ68F9		TACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTTTTCCAAGTCAGAGGTGAAAGCCCAGAGCTCAACTCTGGAACTGCCTTTGAAACTGGAAAACTAGGGTACGGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGTTACCGACGCTCAGGCGCGACAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				12		0.08		0.06		0.06		-		-		0.11		0.07		0.06		-		-		0.06		0.09		0.09		-		0.05		-		-		0.05		0.06		-		-		-		-

		IM-05FWMI		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCCTTGATACTGGAGATCTCGAGTCCGGAAGAGGTTAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCGGCTAACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				9		0.07		-		-		0.23		0.82		0.19		0.28		0.24		0.06		0.08		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-1GS39K		TACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCTGACTGGTCAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAATAGCCTTCAATACTGCCAGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				2		-		-		-		-		0.07		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-71DU1T		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGGTCAGTTGGGGGTGAAATCCCAAGGCTTAACCTTGGAACTGCCTTCAAAACTGCCAGTCTTGAGTCCGGGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				11		-		-		-		-		0.10		0.07		0.06		0.05		-		-		-		-		-		0.07		0.07		0.12		0.08		0.05		-		0.10		0.07		-		-

		IM-19QOG8		TACGGAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGATTGGTCAGTTGGGGGTGAAAGCCCAAGGCTCAACCTTGGAACTGCCCCCAATACTACCAGTCTTGAGTCCGGGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07

		IM-8PR62H		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACCTGTAAGTCGGGGGTGAAAGCCCGAGGCTCAACCTCGGAACTGCCTCCGATACTACAGGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				8		-		-		0.08		-		-		-		-		-		0.06		-		-		0.06		-		0.05		0.11		0.08		0.05		-		0.06		-		-		-		-

		IM-I44G1E		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGGTAAGTTGGGGGTGAAATCCCAAGGCTCAACCTTGGAACTGCCCTCGAAACTGCCAGTCTTGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhizobiales								Target				2		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		0.10		-		-		-		-		-		-		-		-

		IM-Q9W6Q8		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTACTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTAATACTGGTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae		Pseudoruegeria				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		22		0.49		0.16		0.07		0.29		0.19		0.58		0.50		0.28		0.19		0.14		0.26		0.31		0.20		0.20		0.13		0.20		0.22		0.22		0.24		0.14		0.15		-		0.08

		IM-L8D9J3		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATTAGTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTAAAACTGCTAGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				19		0.09		0.15		0.07		-		-		-		0.10		0.10		0.20		0.19		0.12		0.20		0.07		0.18		0.09		0.14		0.12		0.09		0.05		0.08		0.14		-		0.12

		IM-YB95D4		TACGGAGGGGACTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTATGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCATAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				22		0.19		0.35		0.14		0.42		0.20		0.08		0.19		0.31		0.46		0.39		0.25		0.72		0.28		0.43		0.28		0.32		0.26		0.22		0.18		0.20		0.27		-		0.24

		IM-42BTH5		TACGGAGGGGACTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGTAAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				13		-		-		-		0.22		0.10		-		0.06		0.08		0.09		-		0.07		0.19		-		0.11		-		0.06		0.05		0.06		0.06		-		0.05		-		-

		IM-C601YL		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGTTAAGTCGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCGATACTGGCAATCTAGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATTCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				13		-		-		0.06		0.11		0.15		-		0.06		0.12		-		-		-		-		0.09		0.24		0.16		0.24		0.14		0.09		0.12		-		0.11		-		-

		IM-8LHC12		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTAATAAGTCGAGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTCGATACTGTTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				5		-		-		-		0.13		0.05		-		-		-		0.08		-		0.07		-		-		-		-		-		-		-		-		-		0.05		-		-

		IM-BS769L		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTAAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTCTTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				20		0.10		0.09		-		0.26		0.10		-		0.08		0.10		0.23		0.13		0.15		0.29		0.18		0.10		0.10		0.14		0.07		0.08		0.13		0.06		0.11		-		0.07

		IM-62TUW2		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTAGTCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGCTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				10		0.09		0.17		-		-		-		0.06		0.08		0.07		0.13		0.19		0.15		0.11		-		0.06		-		-		-		-		-		-		-		-		-

		IM-305BME		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTTCCAATCTAGAGATCGAGAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				3		-		0.05		-		-		-		-		-		-		0.08		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PA91YZ		TACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCAGTCAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCTAATACTACTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				1		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3MR6N2		TACGGAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGGTCAGTCAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGCTGGCCTTGAGGTCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATTCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales		Rhodobacteraceae						Target				16		0.20		-		0.09		0.06		0.09		0.11		0.12		0.06		-		-		0.08		0.09		0.12		0.07		0.06		0.06		0.08		-		0.08		-		-		0.05		-

		IM-N787IX		TACGAAGGGGGCTAGCGTTGTTCGGAATAACTGGGCGTAAAGCGCACGTAGGCGGATTGGAAAGTTAGAGGTGAAATCCCTGGGCTCAACCCAGGAACTGCCTTTAAAACTATCAGTCTAGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodobacterales								Target				22		0.17		0.30		0.06		0.13		0.16		0.07		0.13		0.09		0.23		0.30		0.23		0.33		0.15		0.17		0.09		0.12		0.11		0.09		0.07		0.11		0.10		-		0.06

		IM-X5OX21		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACGTGCAAGTTAGGGGTGAAAGGCCTGGGCTCAACCTGGGAACTGCCTCTAAAACTGCATATCTCGAGTCCGGAAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCATCTGGTCCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales		Rhodospirillaceae		Pelagibius				Target				3		-		-		-		0.07		0.13		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-836CXC		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGAAGTCAAGTTAGGGGTGAAAGGCCTGGGCTCAACCTAGGAACTGCCTCTAAAACTGGCTTTCTAGAGTCCGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCATCTGGTCCGGCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales		Rhodospirillaceae		Pelagibius				Target				2		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-

		IM-XC61P8		TACGGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGAACAGCAAGTCAGAGGTGAAAGTCCTGGGCTCAACCTGGGGACTGCCTTTGAAACTGTTGTTCTAGAGACCGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCATCTGGACCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales		Rhodospirillaceae						Target				5		-		-		-		0.10		0.19		0.07		0.08		0.36		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A66NE3		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCTGTTGCGTCAGGTGTGAAAGCCCCGGGCTCAACCTGGGAGGTGCACTTGATACGGGCAGACTGGAATCCGAGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGATGGCGAAGGCAGCCACCTGGCTCGGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales		Rhodospirillaceae						Target				8		-		-		-		0.28		0.28		-		0.12		0.35		-		-		-		-		-		-		0.10		0.07		-		-		-		-		0.06		0.14		-

		IM-N55L5V		TACGGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGATATCGTGTCAGGGGTGAAAGTCCTGGGCTCAACCTGGGGACTGCCTTTGAAACTGATATTCTTGAGACCGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCATCTGGACCGGATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales		Rhodospirillaceae						Target				2		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-SZ21O8		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCACGTAGGCGGCCCATCCAGTCAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGCTTGATACTGGTGGGCTAGAGTCCGGGAGAGGATAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCGGCTATCTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Rhodospirillales								Target				4		0.08		-		-		-		0.06		0.08		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0A140S		TACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTAGCAAGTTGGGGGTGAAAGCCCGGGGCTCAACCTCGGAACTGCCCTCAAAACTGCTAAGCTAGAATCCTGGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACAGGTATTGACGCTAAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Sphingomonadales		Kordiimonadaceae		Kordiimonas				Target				1		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A30P8F		TACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACTCCGGAACTGCCTTTGAAACTAGATAGCTAGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria		Sphingomonadales		Sphingomonadaceae		Parasphingopyxis		Parasphingopyxis algicola		Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-

		IM-Y63LT9		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTCTAGTCAGGCGTGAAAGCCCCGGGCTTAACCTGGGAACTGCGTTTGATACTGACAGGCTAGAGGTTGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCCACACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				17		-		0.12		0.05		0.31		0.35		0.07		0.06		0.13		-		0.09		0.10		-		0.11		0.05		-		-		0.09		0.11		-		0.08		0.09		0.07		0.07

		IM-CW97D1		TACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATACTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGGGTATCTTGAGTTCGAGAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				5		0.05		-		-		0.32		0.20		-		0.06		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L369P8		TACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGCAATCTAGAGACTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCTCACTGGTCCAGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-473RYD		GACGGAGGGTGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTAGATAGTCAGATGTGAAAGCCCAGGGCCCAACCCTGGAACTGCATTTGATACTCCTAGGCTAGAGGTCGAAAGAGGAGAGTGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTGGAACACCAGTGGCGAAAGCGGCTCTCTGGTTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.20		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NS47W1		TACGGAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGTATGCCATGTCAGGGGTGAAAGGCCTGGGCTCAACCCAGGAACTGCCTTTGAAACTGGCAAACTAGAGTCCGATAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCATCTGGATCGGCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				18		0.06		-		0.19		0.13		0.10		0.06		0.09		0.17		-		-		0.22		0.09		0.25		0.06		0.09		0.06		0.09		0.05		0.11		0.05		-		0.11		-

		IM-82PL1V		TACGGAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTTTCTAGTCAGGCGTGAAAGCCCCGGGCTCAACCCGGGAATTGCGTTTGATACTGGAAGTCTAGAGTTCTGGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCACCTGGCCAGACACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				15		0.20		-		-		-		0.16		0.16		0.25		0.10		-		-		0.06		-		0.10		-		0.05		0.06		0.07		0.08		0.07		0.09		0.07		-		0.06

		IM-B642HU		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGATCAGTTGGGGGTGAAATCCCGAGGCTTAACCTCGGAACTGCCCTCAATACTGTCAGTCTAGAGATCGGAAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGTCCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				7		-		-		-		0.19		0.10		-		-		-		-		-		-		0.13		0.09		0.05		0.06		0.06		-		-		-		-		-		-		-

		IM-O3DZ35		TACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTTTAAAGGGTGCGTAGGCGGATATACAAGTCAGAGGTGAAAGCTCACCGCTCAACGGTGGAATTGCCTTTGAAACTGTATATCTTGAATCATGTTGAGGTTGGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGACTTAGAACACCGATTGCGAAGGCAGCTGACTAAGCATGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.11		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9W3W5X		TACGAAGGGGGCTAGCGTTGTTCGGAATAACTGGGCGTAAAGCGCACGTAGGCGGAATGTTAAGTGAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTCATACTGGCAATCTAGAGATCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				19		-		0.10		-		0.09		0.14		0.08		0.15		0.13		0.09		0.09		0.24		0.31		0.12		0.12		0.12		0.14		0.14		0.14		0.10		0.15		0.09		-		-

		IM-ED529U		TACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGAAGATCAAGTCAGGGGTGAAAGGCCTGGGCTCAACCCGGGAACTGCCTTTGAAACTGGTTTTCTAGAGTACGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCATCTGGCCCGGTACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				17		-		0.17		0.49		0.09		0.15		0.06		0.05		-		-		0.12		0.23		0.23		0.39		0.28		0.19		0.11		0.13		-		0.10		0.09		0.09		-		-

		IM-8Z08AT		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGGCTGGTTAGTTGGGGGTGAAATCCCGGGGCTTAACCTCGGAACTGCCCTCAATACTGCCAGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				4		0.10		-		-		-		0.14		0.10		0.24		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-345NEN		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCTTTGCCAGTCAGGCGTGAAAGCCCCGGGCTTAACCTGGGAATTGCGCTTGATACTGCGAGGCTAGAGTTCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				3		-		-		-		0.14		0.13		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-AG210G		TACGGAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGTTTAGATAGTCAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTTGATACTACTAAGCTAGAGTCCGGGAGAGGGTAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTACCTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-70KHJB		TACGGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACTGGCAAGTCAGGGGTGAAAGTCCTGGGCTCAACCTGGGGACTGCCTTTGAAACTGTTGGTCTAGAGTCCGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCATCTGGACCGGCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				2		-		-		-		-		0.10		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A1NL69		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTCTATCGAGTCAGGCGTGAAAGCCCCGGGCTTAACCTGGGAACTGCGTTTGATACTGATAGACTAGAGGTTGGAAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCCATACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-84R1CR		TACGGAAGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGCTCTTCAAGTTAGGCGTGAAAGGCCTGGGCTCAACCCGGGAACTGCGTTTAAGACTGGAGAGCTTGAGTCCGGGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGCCCGGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0Y5WQ9		GACGGAGGGTGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTAGCCAGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGAACTGCATTTGATACTGCTAAGCTAGAGTTCGAGAGAGGGAAGTGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTGGAACACCAGTGGCGAAAGCGGCTTCCTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B0S93A		GACGGAGGGTGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTTAGTCAGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTTGATACTCCCAAGCTAGAGGTCGAAAGAGGAGAGTGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTGGAACACCAGTGGCGAAAGCGGCTCTCTGGTTCGAATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2X3B5B		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATGATCAAGTTGGGGGTGAAAGCCCAGGGCTCAACCCTGGAACTGCCCTCAAAACTGGTCGTCTTGAGTACGGGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGTTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				6		0.06		-		-		-		0.10		0.09		0.08		0.06		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-7S3F5W		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGGTCAGTTGGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCCTCAATACTACCAGCCTTGAGTTCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				8		-		-		0.07		-		0.10		0.08		0.06		0.10		-		-		-		-		-		-		0.09		0.10		-		-		-		0.06		-		-		-

		IM-E6Y1D5		TACGGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACGATCAAGTCAGGGGTGAAAGGCCTGGGCTCAACCCGGGGACTGCCTTTGAAACTGAACGTCTAGAGTCCGGGAGAGGATGGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTTGCGAAGGCGGCCATCTGGACCGGCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-AN28E2		TACGGAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGTTTATCAAGTTGGGCGTGAAAGCCCGGGGCTCAACCCCGGAACTGCGTTCAAAACTGGTTGACTAGAGTCCGAGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				9		-		-		-		-		-		-		-		-		-		-		-		0.08		-		0.09		0.11		0.17		0.08		0.09		0.13		0.08		0.12		-		-

		IM-72K6VM		GACGGAGGGTGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTTGGCAGTCAGGCGTGAAAGCCCGGAGCTCAACTCCGGAATTGCGCTTGATACTCCAAGGCTGGAGGCCGAAAGAGGAGGGTGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTGGAACACCGGTGGCGAAAGCGGCTCTCTGGTTCGGACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				16		-		-		0.24		-		0.07		-		-		0.06		-		0.25		0.59		0.20		0.18		-		0.96		0.42		0.39		0.18		0.29		0.24		0.06		2.41		0.20

		IM-AT4G28		TACGGAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGATTGTCTAGTCAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGCTTGATACTGGCAATCTAGAGTCCGGAAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTGGTCCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				1		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-83F8HF		TACGGAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGACATCAAGTTAGGCGTGAAAGCCCCGGGCTCAACCCGGGAAATGCGCTTGATACTGATGACCTAGAGTCCGGGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTGGACCGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				2		-		-		-		-		-		0.05		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0YC8D8		GACGGAGGGTGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCGATAGAAGTCGGGTGTGAAAGCCCGGAGCTCAACTCCGGAACTGCACTCGAAACTTTGTTGCTGGAGGTCGGAAGAGGAGAGTGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTGGAACACCAGTGGCGAAAGCGGCTCTCTGGTCCGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				6		-		-		-		0.06		0.06		-		-		-		-		-		0.07		0.05		-		-		-		0.06		-		0.06		-		-		-		-		-

		IM-92O6OP		TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCATGTAGGCGGATCGGCCAGTCAGAGGTGAAAGCCCTGGGCTCAACCCAGGAACTGCCTTTGATACTGCCGATCTAGAGTCCGGGAGAGGATAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTATCTGGACCGGTACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Alphaproteobacteria										Target				9		0.08		-		0.08		0.06		0.11		0.07		0.07		0.07		-		-		-		-		-		-		-		-		-		-		0.07		-		-		0.07		-

		IM-WD296N		TACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGTGGTTTTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGAAACTACAAGGCTAGAGTGTGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAACACTGACGCTCAGGCACGAAAGCATGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Burkholderiales		Nitrosomonadaceae						Target				23		0.98		0.34		0.57		0.19		1.18		1.60		1.25		1.14		0.06		0.36		0.61		1.10		0.85		0.85		0.78		0.88		0.78		0.87		1.04		1.02		1.17		0.59		0.80

		IM-8GO84O		TACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCTTTTTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGGAAGGCTTGAGTGCGGCAGAGGGGGATGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGTCCCCTGGGTCGACACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Burkholderiales		Rhodocyclaceae		Denitratisoma				Target				2		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-

		IM-23BG6M		TACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGTCTGGCTAGAGTATGGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACCCCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Chromatiales		Chromatiaceae						Target				3		-		0.16		-		-		-		-		-		-		-		0.21		-		-		-		-		-		-		-		-		-		-		-		-		0.11

		IM-DZA119		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTAGTAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGAAACTGCTTAACTAGAGTTTGGTAGAGGGAAGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAATGGCGAAGGCAACTTCCTGGACCAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Chromatiales		Sedimenticolaceae		Sedimenticola				Target				1		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O56P7U		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGCTTAACTAGAGTATGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Chromatiales		Thioalkalispiraceae		Thioprofundum				Target				1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7T84YT		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGCCGGGCTAGAGTATGGTAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Chromatiales								Target				1		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L0K7E9		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTCTGTTAGTCGGGTGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCAGGGCTAGAGTGCGGAAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGATCGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Ectothiorhodospirales		Ectothiorhodospiraceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-WH04Y4		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATATAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGTATAGCTAGAGTTTGGTAGAGGGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAGAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Ectothiorhodospirales		Thioalkalivibrionaceae		Thioalkalivibrio				Target				2		-		-		-		0.23		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K9TK49		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAGGCTAGAGTTTTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAAAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Alteromonadaceae						Target				2		-		-		-		-		-		-		0.05		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0KO57E		TACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGGTCTATTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGTAGACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Alteromonadaceae						Target				3		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.05

		IM-86E77Z		TACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAAGCTAGAGTTTTGTAGAGGGTAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCTACCTGGACAAAGACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Alteromonadaceae						Target				2		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-

		IM-46EE3Z		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Psychromonadaceae		Moritella				Target				7		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		0.11		-		0.06		0.09		-		0.12		0.12		0.09

		IM-S8GJ20		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAAACTGGTTAACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGCGAAGGCGTGGGGAGCAAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Psychromonadaceae		Psychromonas				Target				23		0.15		5.11		0.05		0.16		0.16		0.06		0.20		0.93		10.44		4.05		2.10		0.12		0.10		0.09		0.24		0.63		0.39		0.12		0.10		0.08		0.07		0.19		0.71

		IM-IKO437		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Enterobacterales		Vibrionaceae		Vibrio				Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06

		IM-1J7P46		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCATTTGATACTGCCAAGCTAGAGTATGTTAGAGGAAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGAACAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Granulosicoccales		Granulosicoccaceae		Granulosicoccus				Target				4		0.05		0.07		-		-		-		-		-		-		0.20		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6B29HU		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGATCAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGTTAGACTAGAGTATGTTAGAGGAAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGAACAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Granulosicoccales		Granulosicoccaceae		Granulosicoccus				Target				2		-		-		-		0.06		-		-		-		-		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-

		IM-XT250K		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTTAGTCAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATATGATACTGGCAGACTAGAGTATGTTAGAGGAATGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCATTCTGGAACAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Granulosicoccales		Granulosicoccaceae		Granulosicoccus				Target				3		0.07		-		-		-		-		0.12		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Q517TY		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCACGGTCAGTCGGATGTGAAAGCCCAGGGCTTAACCTTGGAATTGCACTCGATACTGCCGAGCTAGAGTATGTTAGAGGAAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGATCAATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Granulosicoccales		Granulosicoccaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		0.06		-		-		-		-

		IM-23ZC6P		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTAAGTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCGATACTGCTTGGCTAGAGTATGGTAGAGGATAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTATCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Nitrosococcales		Nitrosococcaceae						Target				2		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-460OPK		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTCTGTAAGTCGGGTGTGAAAGCCCCGGGCTTAACCCGGGAATTGCATTCGATACTGCAGGGCTAGAGTATGGTAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Nitrosococcales		Nitrosococcaceae						Target				22		0.36		0.06		0.12		0.17		0.15		0.33		0.48		0.53		-		0.05		0.16		0.10		0.37		0.14		0.24		0.17		0.18		0.25		0.25		0.21		0.37		0.39		0.18

		IM-G4C71C		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAAATAAGTCAGATGTGAAATCCCTGGGCTCAACCTAGGAACTGCATTTGAAACTGTTTAGCTAGAGTATGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Piscirickettsiales		Piscirickettsiaceae						Target				6		0.41		0.89		-		-		0.12		0.58		0.55		-		-		0.84		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-15I5IT		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTTAAGCTGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Cellvibrionaceae						Target				2		-		-		-		0.06		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NE200R		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGATCGACTAGAGTACGAGAGAGGGAGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Halieaceae						Target				23		0.13		0.46		0.08		1.44		0.48		0.07		0.22		0.73		1.42		0.41		0.68		0.67		0.42		0.33		0.36		0.64		0.22		0.34		0.37		0.28		0.31		0.32		0.66

		IM-EQ964Q		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGTTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGGGCAACTAGAGTATGAAAGAGGGAGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGGCCTCCTGGTTCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Halieaceae						Target				21		-		0.32		0.15		0.80		0.29		-		0.05		0.49		1.19		0.32		0.49		0.40		0.36		0.49		0.54		1.04		0.26		0.41		0.37		0.37		0.45		0.24		0.60

		IM-R1DJ21		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGGCAAACTAGAGTGCGAGAGAGGGAGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGCTCGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Halieaceae						Target				23		0.18		0.48		0.11		2.15		0.46		0.14		0.29		1.07		1.45		0.39		0.75		0.74		0.38		0.43		0.20		0.43		0.28		0.26		0.24		0.20		0.14		0.10		0.39

		IM-3C1V1Y		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTATTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCGATACTGGTCGACTAGAGTGCGAGAGAGGGAGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGCTCGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Halieaceae						Target				17		-		-		-		0.40		0.49		-		-		0.35		-		0.09		0.17		0.17		0.36		0.09		0.31		0.53		0.20		0.11		0.25		0.22		0.23		0.09		0.23

		IM-VE88BK		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGTTTAAGTCAGCTGTGAAAGCCCTGGGCTTAACCTGGGAACTGCAGTTGATACTGGCCAACTAGAGTGCGAGAGAGGGAGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGCTCGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Halieaceae						Target				1		-		-		-		0.23		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RG280O		TACGGAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCACCTGATACTGGCAAACTAGAGTACAGAAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGTCTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Nitrincolaceae		Amphritea		Amphritea balenae		Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7QOK42		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAGGCTAGAGTACAAGAGAGGGTGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCCACCTGGCTTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Oleiphilaceae		Marinobacter				Target				3		0.13		-		-		-		-		-		0.06		0.37		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8Q92XS		TACGGAGGGTGCGAACGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTTTGTTAAGTGGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCCAAACTGACAGACTAGAGTGTAGTAGAGGGCGGTGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACATCAGTGGCGAAGGCGGCCGCCTGGACTAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Pseudomonadaceae						Target				3		-		-		-		-		-		-		-		-		-		0.05		-		-		0.07		-		-		-		-		-		-		-		-		0.09		-

		IM-00HDK6		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTACGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTCAAAACTGGCAGACTTGAGTTTGGCAGAGGCTAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTGGCGAAGGCGACTGGCTGGGCTAAAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Saccharospirillaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-

		IM-7R1Q64		TACTGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCCGGGAACTGCATACGATACTGGCAAGCTAGAGTATGGGAGAGGGCTGTGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACATCAGTGGCGAAGGCGGCAGCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Spongiibacteraceae		Oceanicoccus		Oceanicoccus sagamiensis		Target				3		-		0.09		-		-		-		-		-		-		0.08		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-T79VC4		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTCAGTTGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCAATACTGCCAGACTAGAGTACGAGAGAGGGGGGTAGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Spongiibacteraceae						Target				6		0.19		-		-		-		-		0.11		0.07		0.05		0.11		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-76YQG0		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTTGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCAATACTGCCAAGCTAGAGTATGGGAGAGGGCTGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGGCGGCAGCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales		Spongiibacteraceae						Target				12		-		0.05		-		0.15		0.05		-		0.07		0.16		0.27		-		0.07		0.05		-		0.06		-		-		0.07		-		-		-		-		0.06		0.08

		IM-D29KZ1		TACGGAGGGATCGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGATAAGTGGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCCAAACTGTCAAACTAGAGTATGGTAGAGGGTGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGATGGCGAAGGCAGCCACCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				9		0.05		0.06		-		0.07		0.08		-		0.14		0.15		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.18		0.15

		IM-258AAC		TACGGAGGGTGCGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTCGACAAGTGGGGTGTGAAAGCCCAGGGCTTAACCCTGGAACTGCATTCCAAACTGTCGGGCTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				19		0.21		0.09		0.09		0.08		0.10		0.19		0.19		0.17		-		-		-		0.07		0.06		0.05		-		0.06		0.08		0.13		0.08		0.08		0.11		0.09		0.10

		IM-2ZP0U1		TACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGATAAGTGGGATGTGAAAGCCCAGGGCTTAACCTTGGAACTGCATTCCAAACTGTCAGGCTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				2		-		-		-		-		0.12		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6Y3IV4		TACGGAGGGTGCGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTCGGTCAGTGGGATGTGAAAGCCCTGGGCTCAACCCGGGAACTGCATTCCATACTGCCGGGCTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-

		IM-9K8FN1		TACGGAGGGTACGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGGTAAGTGGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCCAAACTGCCGAGCTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				9		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		0.07		0.09		0.06		0.11		0.09		0.07		0.14		0.10		-

		IM-OQ6Z04		TACGGAGGGTACGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGTCTAGGCGGTTCGGTAAGTGGGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTCCAAACTGCCGGACTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGACCAATACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				1		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9Q4LE2		TACGGGGGGATCGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTAAGTGAGGTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTCAAACTGCCAGACTAGAGTATGGTAGAGGGAGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H0DE7Y		TACGGAGGGTACGAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTGGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCCGAACTGACGAACTAGAGTATGGTAGAGGGAGGTAGAATTTCTTGTGTAGCGGTGAAATGCGTAGATATAAGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGACCAATACTGACACTCAGGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				2		-		-		-		-		-		0.09		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M7711M		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATGATTAAGTTGGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTCAATACTGGTCATCTAGAGTACAGTAGAGGAGGGTAGAATTTCTTGTGTAGCAGTGAAATGCGTAGATATAAGAAGGAATACCAGTGGCGAAGGCGGCCCTCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria		Pseudomonadales								Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-K30JT9		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTTCGGTAAGTCAGATGTGAAAGCCCCAGGCTTAACCTGGGAATTGCATTTGAAACTGCCGGGCTAGAGTGTGGTAGAGGGAGGTGGAATTCCGCATGTAGCGGTGAAATGCGTAGAGATGCGGAGGAACACCAGTGGCGAAGGCGACCTCCTGGACTAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Thiohalomonadales								Target				2		0.06		-		-		-		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NT5Y11		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGGATTAGTCGGATGTGAAAGCCCAGGGCTTAACCTTGGAATTGCACTCGAAACTGTCCAGCTAGAGTATGGGAGAGGGAAGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Woeseiales		Woeseiaceae		Woeseia				Target				19		0.05		0.34		0.19		-		-		-		-		0.05		0.06		0.25		0.20		0.20		0.12		0.17		0.26		0.24		0.25		0.45		0.26		0.42		0.36		0.49		0.36

		IM-06R8QM		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGTGTAAGTCGGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCATTCGAAACTGCACGGCTAGAGTATGGGAGAGGAAAGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Woeseiales		Woeseiaceae		Woeseia				Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.07		0.07		-		0.08		0.07		-		-

		IM-31U31H		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTCGTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATTTGATACTGGCGAGCTAGAGTGTGACAGAGGATTGGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAATGGCGAAGGCAACAGTCTGGGTCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria		Xanthomonadales		Rhodanobacteraceae						Target				1		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NS876X		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTGTTTAAGTTAGATGTGAAAGCCCTGGGCTTAACCTAGGAATTGCATTTAAAACTGGGCGACTAGAGTATGGTAGAGGGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria						Arenicella				Target				2		-		-		-		-		-		-		0.05		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-PG685D		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGGTAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGAAACTGCCTGACTAGAGTATGGTAGAGGGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria						Arenicella				Target				6		0.16		-		-		-		-		0.20		0.09		0.08		-		0.06		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-F8U3X5		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTGTAAGTGAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTCAAACTGCAAGGCTAGAGTATGGTAGAGGGAAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria						Litorivivens				Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		0.06

		IM-9QCQ08		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCTCGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGATACTGGCAGACTAGAGTATAGTAGAGGCAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGACTTGCTGGACTAATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		4.27		2.79		2.45		2.39		2.15		4.64		4.06		4.81		0.45		1.77		3.47		3.08		5.18		4.05		3.95		4.06		4.76		7.01		5.92		5.44		7.92		10.26		7.20

		IM-IX0B54		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTAAGTCAAATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCAGAGCTAGAGTATGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		0.20		0.53		1.89		1.84		1.32		0.26		0.18		0.40		0.26		0.64		0.79		0.82		1.42		1.42		1.27		1.27		0.53		0.62		0.45		1.22		1.24		0.92		0.96

		IM-T3W3O7		TACTGAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTTCGTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGCCATTCGATACTGCGCGGCTAGAGTTTGATAGAGGAAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGATCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				20		-		0.55		0.38		0.14		0.08		-		-		0.07		0.55		0.50		0.34		0.24		0.46		1.12		0.62		0.89		0.67		0.30		0.52		0.48		0.66		0.20		0.41

		IM-GUSQ33		TACGGAGGGGGCAAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGCTTTGTAAGTTAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCATCTAATACTGCTTAGCTTGAGTACAGGAGAGGTTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGCCTGTTACTGACACTCAGGGACGAAAGCGTGGGTAGCGAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				6		0.11		-		-		0.06		0.79		0.17		0.19		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VP9V93		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTACTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGTAGGCTAGAGTATGATAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGATCAATACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		-		0.09		-		0.14		0.20		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.20

		IM-R8Y41G		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCACGCAGGTGGCTTGGCAAGTTGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCAATACTGCCGAGCTAGAGTATGGGAGAGGAAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGCCCAATACTGACACTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		0.08		-		-		0.11		0.06		0.18		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TPX572		TACGGAGGGCGCGAGCGTTATTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTGGGCAAGTCGGATGTGAAAGCCCGGGGCTCAACCCCGGAATTGCATTCGAAACTGCTCAGCTAGAGTCTCGGAGAGGAGGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCCTCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				17		-		0.19		0.38		-		0.07		-		-		-		-		0.13		0.20		0.12		0.24		0.42		0.23		0.27		0.16		0.32		0.12		0.25		0.27		0.16		0.18

		IM-8QJ10M		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGAGCACGTAGGTGGTTTGGTAAGTCGGATGTGAAATCCCTGGGCTCAACCTGGGAATTGCATTCGAAACTGCCTCACTAGAGTTTAGCAGAGGGATGGGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCAGTGGCGAAGGCGCCATCCTGGGCTAAAACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				4		-		0.08		-		-		0.11		-		-		-		0.06		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8MBA1D		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGCGCGTAGGTGGTTTGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCCAAGCTAGAGTCTGGGAGAGGGATGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCATCCTGGCCTAAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7H2U4B		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTCAGTTGGATGTGAAAGCCCAGGGCTTAACCTTGGAACTGCATTCAATACTGCCAGGCTAGAGTACGGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGATCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				19		0.09		0.13		-		0.10		0.07		-		-		0.08		-		0.11		0.10		0.09		0.09		0.08		0.07		0.06		0.07		0.11		0.11		0.05		0.16		0.12		0.10

		IM-21SAIQ		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCGATACTGCCAAACTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAACATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				10		0.06		-		-		-		0.07		0.06		0.05		-		-		-		-		-		-		0.06		-		-		-		0.07		0.14		-		0.10		0.22		0.08

		IM-40B3HD		TACTTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTGTATAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGAAACTGTACAGCTAGAGTTTGGTAGAGGTAAGTGGAATTCAAGGTGTAGCGGTGAAATGCGTAGATATCTTGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				8		-		-		-		0.07		-		-		-		0.06		-		-		-		0.08		0.08		0.07		-		0.10		-		-		0.05		-		0.07		-		-

		IM-SM0G42		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGATAAGCTAGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGTTAGAACTGTCTGACTAGAGTACAGTAGAGGGTGGCGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JV047W		TACTGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTATATAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGATACTGTATAGCTAGAATTTGAGAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCTCAAAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				8		-		0.07		-		-		-		-		-		-		-		0.08		-		0.07		0.11		-		0.07		0.06		-		-		0.06		-		-		-		0.06

		IM-02ES1V		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGTTAAGTCTCATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATGGGATACTGGCAATCTAGAATACAGTAGAGGGTAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTACCTGGACTGATATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-49D8MH		TACGGAGGGAGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGGCATTCGATACTGCAGAGCTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		2.66		3.14		1.22		2.85		3.20		2.58		3.21		2.37		1.19		2.21		2.68		2.72		2.77		3.31		2.96		2.98		2.88		3.03		2.55		2.59		3.26		2.01		2.60

		IM-8Z0U1H		TACGGAGGGAGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGAAACTGCATGGCTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCGGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		1.93		0.24		0.17		0.79		0.75		1.14		0.97		0.95		0.20		0.18		0.52		1.11		0.55		0.82		0.83		0.85		0.82		0.97		0.93		0.79		0.94		0.21		0.70

		IM-5E5B5X		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGAAACTACATAACTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		1.73		1.39		0.51		1.21		1.77		1.27		1.88		1.94		0.23		0.90		0.67		0.48		0.87		0.81		0.61		0.81		0.97		1.11		1.16		0.89		1.37		2.37		2.10

		IM-96M8UE		TACTGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTTCGTAAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCGCGGCTAGAGTCTGATAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGATCAAGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				20		-		0.48		0.49		0.57		0.20		-		-		0.06		0.41		0.31		0.40		0.32		0.40		0.81		0.48		0.57		0.47		0.22		0.35		0.45		0.53		0.14		0.33

		IM-DR413B		TACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTAGATAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGATACTGTCTGGCTAGAGTGTAATAGAGGGATGCGGAATTCCGCATGTAGCGGTGAAATGCGTAGAGATGCGGAGGAACACCAATGGCGAAGGCAGCATCCTGGATTAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				18		-		0.25		0.24		0.18		0.10		-		-		-		-		0.17		0.13		0.11		0.18		0.43		0.35		0.27		0.34		0.16		0.21		0.30		0.35		0.21		0.20

		IM-77D6UW		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGTGGCTGGGTCAGTCGGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTCGAAACTGCCCGGCTAGAGTATGGGAGAGGGAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAATACTGACACTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				10		0.13		-		-		-		-		0.10		0.09		0.13		-		-		-		-		0.06		-		-		-		0.07		0.07		0.09		0.06		-		0.15		-

		IM-X5040Q		TACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGGCGAACTAGAGTATGGTAGAGAGAAGTGGAATTCCGCATGTAGCGGTGAAATGCGTAGAGATGCGGAGGAACATCAGTGGCGAAGGCGACTTCTTGGACCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P3O7K8		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGATAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGTCAGACTAGAGTATGGTAGAGAGAAGTAGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATATCAGTGGCGAAGGCGACTTCTTGGACCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				7		-		-		-		-		-		-		-		-		-		-		-		-		0.12		0.06		0.06		0.07		0.06		-		0.06		-		0.09		-		-

		IM-G405PF		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTCGATTAGTCAGATGTGAAAGCCCAGGGCTTAACCTTGGAATTGCATTTGATACTGTCGAGCTTGAGTGTGGTAGAGGAAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACCAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		-		-		-		-		0.09		-		-		0.10		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-

		IM-8QS7N5		TACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCCAGGCTAGAATGTAGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCAGTGGCGAAGGCGACTTCCTGGACTAACATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				21		0.09		1.92		0.07		0.48		0.24		-		-		0.16		0.51		1.51		0.55		0.11		0.11		0.33		0.16		0.15		0.25		0.26		0.18		0.24		0.57		0.34		0.90

		IM-B13E5X		TACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGACTAGAGTATGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				16		-		0.38		0.06		-		0.07		-		-		-		-		0.52		0.11		0.06		0.08		0.12		0.21		0.20		0.13		0.26		-		0.21		0.31		0.36		0.33

		IM-ZB968B		TACTGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTACCTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGAAACTGAGTAGCTAGAGTTTGGTAGAGGTAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				18		-		0.28		0.19		0.29		0.10		-		-		-		0.40		0.31		0.17		0.12		0.15		0.41		0.38		0.46		0.39		0.17		0.19		0.20		0.22		-		0.12

		IM-31Y5FU		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGGTCAGTTGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCAAAACTGCCAAACTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAACATTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				13		0.16		-		-		-		0.08		0.18		0.31		0.19		-		-		-		0.11		0.08		-		-		0.05		0.06		-		0.08		0.06		0.06		-		0.09

		IM-XR1T30		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGCAAACTAGAGTATAAGAGAGGGAGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGGCCTCCTGGCTTAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				20		0.05		0.12		-		0.21		0.14		-		0.10		0.60		-		0.13		0.19		0.18		0.26		0.18		0.28		0.46		0.24		0.20		0.27		0.25		0.28		0.28		0.37

		IM-G01B2X		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTAGATTAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGTCTGGCTAGAGTATGGGAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				4		0.13		-		-		-		-		0.15		0.07		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-EY362J		TACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGATAAGTCGGGTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGTCTGACTAGAGTGTGATAGAGGGAGGCGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGCAGCCTCCTGGATTAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				8		-		-		0.13		-		-		0.10		-		0.08		-		-		-		-		0.07		0.07		0.09		-		0.06		-		-		-		0.09		-		-

		IM-37PXV9		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGCAAACTAGAATGTGGTAGAGGGAAGTGGAATTCCTCATGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAACATTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				9		-		-		-		0.06		-		-		-		-		-		-		-		0.06		-		-		0.06		0.06		0.14		0.05		0.08		0.05		0.06		-		-

		IM-4I84ZC		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTGCGTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGGCATTCGAAACTGCGCGGCTAGAGTCTGATAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGATCAAGACTGACGCTCAGGCTCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		-		-		-		-		-		-		-		0.06		0.13		-		-		-		-		-		-		-		-		-		-

		IM-RUF397		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGAGTACGTAGGCGGCTTGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCACTCGATACTGCCAAGCTAGAATTTAGTAGAGGAATGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCAATGGCGAAGGCAGCATTCTGGGCTAAAATTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		0.89		0.08		0.17		0.21		0.47		0.47		0.68		0.25		0.05		0.11		0.12		0.14		0.25		0.21		0.20		0.18		0.20		0.19		0.21		0.23		0.27		0.10		0.23

		IM-OG6L41		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGATACTGCCAAACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAAGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				7		-		0.71		-		-		-		-		0.05		-		0.10		0.43		0.08		-		-		-		-		-		-		-		-		-		-		0.11		0.07

		IM-974OMY		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTAGTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGGCATTCGATACTGCTTGACTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				22		1.25		0.14		0.37		0.28		0.48		0.98		1.48		1.04		-		0.15		0.32		0.30		0.59		0.32		0.50		0.27		0.39		0.38		0.28		0.30		0.23		0.45		0.23

		IM-2GXY16		TACTTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCTACTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGGTAGCTAGAGTTTGGTAGAGGTAAGTGGAATTTCGGGTGTAGCGGTGAAATGCGTAGATATCCGAAGGAACATCAGTGGCGAAGGCGGCTTACTGGACCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				19		-		0.22		0.11		0.10		0.07		-		-		0.05		0.49		0.20		0.28		0.13		0.24		0.22		0.16		0.19		0.11		0.08		0.13		0.10		0.13		-		0.10

		IM-QB00E0		TACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGACAGACTAGAGTATGAGAGAGAGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACATCAGTGGCGAAGGCGACTTCTTGGCTCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				18		-		-		0.12		0.34		0.17		0.08		-		0.07		-		-		0.12		0.22		0.19		0.28		0.18		0.24		0.25		0.20		0.22		0.21		0.32		0.05		0.12

		IM-GK65Z4		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTACGTAGGCGGTTAGATAAGTTGGATGTGAAAGCCCTGGGCTCAACCTAGGAACTGCATTCAAAACTGTTTAACTAGAGTGTATAAGAGGTTAGCGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCTAACTGGTATAACACTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				17		-		0.13		0.08		-		-		-		0.07		0.06		-		0.15		0.15		0.41		0.24		0.22		0.17		0.18		0.10		0.09		0.12		0.06		0.06		-		0.16

		IM-QX11L6		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATGTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCGTTCGATACTGCATGACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				17		-		0.11		0.09		-		-		-		-		-		0.06		0.12		0.14		0.09		0.21		0.14		0.18		0.18		0.09		0.06		0.13		0.13		0.08		0.11		0.16

		IM-KC69E0		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTCGGGTCAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCGATACTGCCCGGCTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		0.13		-		-		-		-		-		0.12		-		-		-		-		0.17		-		-		-		-		-		-		0.12		-		-		0.05		-

		IM-CQ3Q65		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCTCGATTAGTCAGATGTGAAAGCCCTAGGCTCAACCTGGGAACTGCATTTGATACTGTCGAGCTAGAGTTTAGTAGAGGGAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACTAAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		-		-		0.19		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E1O62E		TACGGGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGGTCAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGCCCGACTAGAATATGGAAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCCAATATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				19		-		0.10		0.07		0.49		0.14		-		0.08		0.08		0.13		0.10		0.12		0.14		0.07		0.12		0.10		0.09		0.12		0.10		0.09		0.07		0.08		-		-

		IM-36OSH0		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGAGTGAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATTTGATACTGCTTGACTAGAGTCTGACAGAGGGTGGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGGTCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.14		0.06

		IM-EBO871		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGTCCGGTCAGTCGGATGTGAAAGCCCCGAGCCTAACTTGGGAATTGCATTCGATACTGCCGGACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X557KV		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTAAGTCGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCGATACTGCATAACTAGAGTATGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-29O6JH		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGTACGTAGGTGGTCTATTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGTAAACTAGAGTATGGTAGAGGGGGGTAGAATTCATAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACCAATACTGACACTGAGGTACGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		0.09		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-23AKR5		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTAGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCCTGGCTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTCAGGTGCGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		0.68		0.38		0.74		0.49		0.80		0.95		1.24		0.93		0.14		0.29		0.41		0.58		0.60		0.51		0.54		0.40		0.71		0.65		0.88		0.87		0.84		0.82		0.81

		IM-T0UX87		TACGGAGGGAGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTCTATAAGTCGGATGTGAAAGCCCAGGGCTCAACCCTGGAATTGCATTCGATACTGCAGAACTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				23		0.51		0.17		0.14		0.34		0.34		0.22		0.29		0.55		0.07		0.22		0.21		0.34		0.30		0.19		0.16		0.18		0.20		0.35		0.22		0.20		0.19		0.30		0.32

		IM-6PI1R4		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGATACTGGCAGACTAGAGTATGTTAGAGGAAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACCTTCTGGGACAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		0.06		-		-		0.06		0.20		0.17		0.32		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-394PXE		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGTGGCTAGGTCAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCGATACTGCCTGGCTAGAGTATGGGAGAGGGAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAATACTGACACTCATGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				15		0.08		-		-		-		-		0.15		0.14		0.06		-		-		-		-		0.11		0.05		0.07		0.06		0.07		0.09		0.09		0.06		0.07		0.06		0.08

		IM-5DEW0H		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGTGGTTTTGTAAGTTGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCAAAACTGCATCACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACATCAATGGCGAAGGCAACTTCCTGGACCAATACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		-		0.12		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9P6IP6		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGACGTGCATTCGAAACTGGCAGACTAGAGTCTGGAAGAGGTTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTGACTGGTTCAAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				7		-		0.07		-		-		-		-		-		-		-		0.06		0.07		0.09		0.07		-		0.05		-		0.05		-		-		-		-		-		-

		IM-Q924QP		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTCAGTCGAATGTGAAAGCCCAGGGCTTAACCTTGGAATTGCGTTCGATACTGCCTGACTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-59DYT5		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGTTACATAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGGCATTCGATACTGTGTAACTAGAGTTTGGTAGAGGTAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				19		-		0.17		0.06		0.06		0.06		-		-		0.10		0.60		0.15		0.36		0.17		0.18		0.18		0.14		0.17		0.14		0.08		0.10		0.11		0.09		-		0.12

		IM-H55OG7		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGTTTGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGCCAAGCTAGAGTTTAGTAGAGGAATGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCATTCTGGGCTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				9		0.16		-		-		0.07		0.20		0.30		0.29		0.13		-		-		0.07		0.12		-		-		0.08		-		-		-		-		-		-		-		-

		IM-4U8BT6		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGCCGGACTGGAGTATGGTAGAGGGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				8		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.08		0.11		0.10		0.07		0.07		0.06		0.08		-		-

		IM-41RIX0		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCAGTGTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCACTCGATACTGCACTACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAAGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				6		0.11		-		-		0.15		0.23		0.23		0.16		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3FM60Y		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGCACGACTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		-		0.10		-		-		0.28		0.07		0.16		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-757PPG		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTGTCAGTCAAATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCGTTCGATACTGCAGAGCTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.13		-

		IM-A6414K		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGAGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTACTCAACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		0.07		-		-		-		-		0.11		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7Q11SX		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTACGTAGGCGGTTTGCTAAGTTGGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTCAAAACTGGCAGACTGGAGTTTGGCAGAGGCTAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCGAAGGCGACTGGCTGGGCCAAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		0.06		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-19UH8S		TACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTTGGATTAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGTCCGACTAGAGTATGGGAGAGGGTAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTGCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				8		-		-		-		-		-		-		-		0.06		-		-		-		-		0.10		-		-		0.06		-		-		0.08		0.10		0.06		0.13		0.06

		IM-3NAQ27		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGGTCAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTCGATACTGCCAAACTAGAATGTTAGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCTAAACATTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				7		-		-		-		0.15		0.08		-		0.05		-		-		-		-		-		-		-		-		-		-		0.08		0.07		0.06		0.09		-		-

		IM-1I1N7F		TACGGAGGGAGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCCTAATAAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATTCGATACTGCGAGGCTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGGCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				6		0.93		-		-		-		-		1.14		0.52		0.48		-		-		0.14		0.29		-		-		-		-		-		-		-		-		-		-		-

		IM-R6V56L		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTAAGTAAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCGATACTGCTTGACTAGAGTATGGTAGAGGGTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGATCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-3AQ5M3		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCCTGATCAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCACTCGATACTGTCGGGCTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				22		0.16		0.09		0.55		0.24		0.26		0.23		0.18		0.28		-		0.06		0.20		0.26		0.32		0.26		0.27		0.24		0.24		0.30		0.29		0.25		0.41		0.31		0.35

		IM-9UH2D1		TACGGAGGGTGCAAGCGTTAATCAGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGCTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGCAAACTAGAGTGTGGTAGAGGGAAGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X6T00H		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGAGTACGTAGGCGGTTTGATCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGAAACTATCAAACTAGAGTTTAGTAGAGGAATGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCAATGGCGAAGGCAGCATTCTGGGCTAAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2X3EH6		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTGATTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATGGCATTCGAAACTAGTGAACTAGAGTCTGATAGAGGGTAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACATCTGTGGCGAAGGCGGCTACCTGGATTAAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				4		-		-		-		-		-		-		-		-		-		-		0.06		-		0.06		-		-		-		-		-		0.06		0.05		-		-		-

		IM-M6R5H6		TACGGAGGGTCCAAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTTCTAAGTTGGATGTGAAAGCCCAGGGCTCAACCCTGGAACTGCATTCAAAACTGGGAGACTAGAGTACGATAGAGGGGGGTAGAATTCAGAGTGTAGCGGTGAAATGCGTAGATATTCTGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGATTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.08		-

		IM-9G45CX		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGGGTCAGTCGGATGTGAAAGCCCTGGGCTTAACCTAGGAATTGCATTCGATACTGCTCAACTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				20		0.73		0.08		-		0.13		0.49		0.72		0.58		0.27		-		-		0.10		0.13		0.09		0.08		0.17		0.09		0.12		0.15		0.18		0.19		0.06		0.11		0.10

		IM-RZ80U9		TACGGAGGGGGCAAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGTTTTGTCAGTTAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCACCTAATACTGCAAGACTAGAGTACAGGAGAGGTTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGCCTGTTACTGACACTCAGGGACGAAAGCGTGGGGAGCAAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		0.07		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-54KW0L		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTGAGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATTTGAGACTGTTCGACTAGAGTCTGTCAGAGGGTGGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGGGCAAGACTGACGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				10		-		-		-		-		-		-		-		0.15		-		0.15		-		-		0.08		-		0.22		0.15		0.05		-		-		0.12		0.05		0.18		0.11

		IM-OT10A5		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCAACGTAAGTCGGTTGTGAAATCCCCGGGCTCAACCTGGGAATGGCATCCGATACTGCGTAGCTAGAGTTTGACAGAGGAATGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCATTCTGGGTCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				4		-		-		-		0.06		-		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		0.06		0.07		-		-

		IM-TC67Z2		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATTAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGTCTGGCTAGAGTATGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTTGCGAAGGCGGCTTCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		0.08		-		-		-		-		-		-		0.18		-		-		-		-		-		-		0.05		-		0.05		-		0.05		-		-		-		-

		IM-IJ4P25		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTCAGATCAGTCGGATGTGAAAGCCCCGGGCTTAACTTGGGAATTGCATTCGATACTGTCTGACTAGAGTATGGTAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				4		0.07		-		-		-		-		0.10		0.06		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-I0CO15		GACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTCGGTTAGTCGGGTGTGAAAGCCCCGGGCTCAACCCGGGAATTGCATTCGATACTGCCGGTCTTGAGTGTGGTAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAACACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-

		IM-I953ZY		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTTGGTCAGTCGGATGTGAAAGCCCCGGGCTCAACCCGGGAATTGCATTCGATACTGCCTGACTAGAGTATGGTAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				7		-		-		-		-		-		-		-		0.05		-		-		0.07		-		0.08		-		-		-		-		0.10		-		0.07		-		0.38		0.06

		IM-C099UJ		TACGGAGGGGGCAAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGCCACGTAAGTTAGATGTGAAATCTCAGGGCTTAACCCTGAAACCGCATCTAAAACTGCGTAGCTTGAGTACAGGAGAGGTTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGCCTGTTACTGACACTCAGGGACGAAAGCGTGGGGAGCGAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				9		-		-		0.13		-		-		-		-		-		-		0.06		0.06		0.10		0.10		-		0.07		0.07		-		0.05		0.08		-		-		-		-

		IM-0O3I5U		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGCCGCGTAAGTCGGATGTGAAAGCCCCGGGCTTAACTTGGGAATTGCATTCGATACTGCGTGGCTAGAGTGTAACAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGGTTAACACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1XH138		TACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGCGCGCGCAGGCGGGCTGATCAGTCCGGGGTGAAATCTCACGGCTCAACTGTGAGGGGTCCCCGGATACTGTCAGTCTTGAGGTGCCTAGAGGAGAGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCTCTCTGGGGGCAACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.07		-		-		-		-		-		0.05		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-91NF6Y		TACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGCTTGGTAAGTTGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCGATACTGCCTCGCTAGAGTATGGTAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.29		-

		IM-89T6AY		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGCAAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCGATACTGCCAGACTAGAGTATGTTAGAGGAAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGGACAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		-		-		-		0.06		0.16		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S268EN		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTTCGGTCAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATTCGAAACTGCCGAACTAGAGTATGGGAGAGGAAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCCAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.05		0.06

		IM-X1H7A8		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGCCCGCAGGCGGCTCGACAAGTTTCAAGTGAAATCTCCCGGCTCAACCGGGAGGGGTCTTGGAAAACTGTCGGGCTTGAGGCAGGGAGGGGAATGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCATTCTGGCCCTGTCCTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		0.08		-		-		-		-		0.06		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B30F41		TACGGAAGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGTTTGGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGCCTGACTAGAGTGTAGTAGAGGGAAGTGGAATTCCACATGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGCAACTTCCTGGACTAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6M10NM		TACTGAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCAGCATATGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGAAACTGTGCAGCTTGAATCAGACAGAGGGATGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCATCCTGGGTCTAGATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-73N3VI		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGCGGCAGCGTATGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGAAACTGCGCAGCTAGAGTTTGACAGAGGAATGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCATTCTGGGTCAAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-

		IM-F2542R		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCCAGGTAAGTCGGGTGTGAAATCCCGGGGCCCAACCCCGGAACTGCATTCGATACTGCCCGGCTAGAGTCTCGGAGAGGATGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				12		-		-		0.38		-		-		-		-		-		-		-		-		-		0.13		0.10		0.12		0.13		0.06		0.17		0.06		0.20		0.18		0.09		0.15

		IM-R1NJ72		TACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGTCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATGCCATTCGATACTGCCCGACTTGAGTATGGTAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCCGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		0.06		0.06

		IM-J623FY		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTCGTCAGTCAGATGTGAAAGCCCAGGGCTTAACCTTGGAATTGCATTTGAAACTACGGAGCTAGAGTATGGTAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTCCCTGGGCCAATACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		0.07		-		-		-		-		-		0.05		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IC9X86		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTGGACAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGTCTGGCTAGAGTGTAGTAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACTAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.06		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5Q10PI		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTATGCAGGTGGCTTGACTAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTCGATACTGTCAGGCTAGAGTATGGGAGAGGAAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGCCCAATACTGACACTCATATACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		0.05		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-78KK9U		TACGGGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGATCAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTCGATACTGTCAAGCTAGAATGTGGGAGAGGCAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTTGCTGGCCCAACATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				21		0.05		-		0.10		2.10		0.59		0.09		0.19		0.13		0.17		-		0.19		0.39		0.31		0.39		0.21		0.18		0.23		0.26		0.21		0.19		0.13		0.06		0.12

		IM-6L3S9Y		TACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAAAGCGAGCGCAGGCGGTCTGATCAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTCGATACTGTCAGACTAGAGTATGGGAGAGGGAAGTGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCCAATACTGACGCTCAGGCTCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				5		-		-		-		0.06		-		-		-		-		-		-		-		0.06		0.06		-		-		-		-		0.05		-		-		-		-		0.06

		IM-FEM52C		TACGGAGGGGGCAAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGTTTTGTAAGTTAGATGTGAAATCTCAGGGCTCAACCCTGAACGGTCATCTAATACTGCATTACTAGAGTCTAGGAGAGGTTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCTAACTGGCCTAGTACTGACACTCATGGACGAAAGCGTGGGTAGCGAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2I2Y2X		TACGGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGCTTGATTAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGTCGAGCTAGAGTGTGGTAGAGGGAGGCGGAATTCCGCGTGTAGCGGTGAAATGCGTAGAGATGCGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				6		0.25		-		0.13		-		-		-		0.19		0.09		-		-		-		0.05		0.19		-		-		-		-		-		-		-		-		-		-

		IM-422NXL		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTATTTAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGATAGCTGGAGTGTAGTAGAGGGAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGGACTAACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		-		0.14		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-572ZBS		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGTAAGTTGGGTGTGAAAGCCCCGAGCTCAACTCGGGAATTGCATTCAAAACTGCCAAGCTAGAGTGTGGTAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCATCCTGGACCAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				2		-		-		-		0.06		0.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1AS3D4		TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGCGCGCAGGCGGATCGGTCAGTCCAGGGTGAAATCTCACGGCTTAACTGTGAGAGGTCCCTGGATACTGCCGGTCTTGAGGTGCCTAGAGGAGAGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGACTCTCTGGGGGCAACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.09		-		-		-		-		-		0.05		0.06		-		-		-		-		-		-		-		-		-		-

		IM-8SAPU1		TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTAATCAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATTTGATACTGTTAAACTAGAGTGCGATAGAGGGTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGATGGCGAAGGCAGCCACCTGGGTCGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-64M6WE		TACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGATCAGTTGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAATACTGTCTGACTGGAGTATGGGAGAGGGCAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTGCCTGGCCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				16		-		0.06		-		0.41		0.27		-		0.05		0.08		0.06		0.07		0.12		0.12		-		0.05		0.07		0.11		0.09		-		0.09		0.08		-		0.07		-

		IM-GG75X3		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGTTAAGTCAGCTGTGAAAGCCCCGGGCTTAACCTGGGAATAGCAGTTGATACTGGCAAGCTAGAGTGCGAGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCGATGGCGAAGGCAGCTGTCTGGGTCGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				3		-		-		0.06		-		-		-		-		-		-		-		0.09		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-35OXC4		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGTGAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTGATACTGCCAGACTAGAGTGTGATAGAGGATAGTGGAATTCCCGGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACACCAATGGCGAAGGCAACTGTCTGGGTCAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8H09DA		TACGAAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTACGTAGGCGGCCTTGTGTGTCGGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCACTCGAAACTGCAGGGCTAGAGTATCGGAGAGGTAAGTGGAACTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAAGAACACCGGTGGCGAAGGCGACTTACTGGACGAATACTGACGCTGAGGTACGAAAGCCGGGGGAGCAAAGAGG		Bacteria		Proteobacteria		Gammaproteobacteria										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.14		-		-		-		-		-		0.06		0.11		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-GA2A78		CACGGGGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGTCTCTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTTGAAACGAAGGGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGATGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				19		-		1.75		3.05		0.62		0.26		-		-		-		0.13		1.44		1.39		0.77		1.69		2.26		2.49		2.49		1.77		1.66		1.09		1.61		1.75		1.26		1.59

		IM-X6NV02		TACGGGGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTCTTTTAAGTCAGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCACTTGAAACTAAGGGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				19		-		0.82		0.32		0.35		0.26		-		-		-		0.11		0.78		0.48		0.10		0.55		0.49		0.88		0.84		0.29		0.42		0.21		0.56		0.72		0.59		0.75

		IM-3NJ5H9		TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGTTGATACTGGCCGACTAGAGTACGAGAGAGGGAGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAATACCAGTGGCGAAGGCGGCCTCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGG		Bacteria		Proteobacteria												Target				23		0.10		0.52		0.30		0.71		0.26		0.08		0.15		0.27		0.78		0.53		0.94		0.85		0.58		1.08		0.58		0.87		0.60		0.69		0.62		0.55		0.62		0.35		0.60

		IM-X735NF		TACGGAGGGTGCTAACGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCATGATAAGTCAGATGTGAAAGCCCTCTGCTCAACGGAGGAAGTGCATTTGAAACTGTCAAGCTAGAATACGGGAGAGGCTAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCCGTGGCGAAGGCGGCTAGCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				13		-		0.17		0.13		-		-		-		-		-		0.06		0.16		0.06		-		-		0.10		-		0.09		0.05		0.07		0.08		0.09		-		0.06		0.07

		IM-WH08L3		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGATAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGTCAGGCTTGAGTATCGGAGGGGAGTGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAACACCGGTGGCGAAGGCGACACTCTGGACGAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				16		-		0.61		0.24		1.53		0.33		-		-		-		-		0.13		0.07		-		-		0.76		0.27		0.36		0.44		0.23		0.10		0.13		0.20		0.10		0.19

		IM-D6P73C		TACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCAGTTTTATAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTGAAACTGTAAGACTAGAGTGTGTCAGAGGGGGGTAGAATTCCAAGTGTAGCAGTGAAATGCGTAGAGATTTGGAGGAATACCAATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				1		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4VJ7H5		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTCATATAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGTATGACTTGAGTATTGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTACCTGGCCAAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				6		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.05		0.09		0.13		-		0.07		-		-		-		0.05

		IM-829LID		CACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGACGCGCAGGCGGTCCGGTAAGTCAGAAGTGAAATCCGTCGGCTCAACCGACGAACGGCTTCTGATACTGCCGGACTTGAGTACGGGAGAGGAAAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACCGATACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				11		-		-		0.08		0.24		0.08		-		-		-		-		-		-		-		-		0.06		0.08		0.10		0.07		0.09		-		0.05		0.06		-		0.07

		IM-H32G6T		TACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAAGCGCATGTAGGCGGATATGGAAGTCAGATGTGAAAGCCCTTGGCTCAACCAAGGAAGTGCATCTGAAACCACATATCTTGAGTATGACAGAGGGAAGTGGAATTTCCAGTGTAGAGGTGAAATTCATAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCTTTCTGGGTCATTACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-1KZ30G		TACGGGGGGTGCAAGCGTTATTCGGAATCATTGGGCGTAAAGAGCGCGTAGGCGGTCTTCTATGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTTGAAACTGGGAGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				4		-		0.08		0.05		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		0.06

		IM-A9Z0I2		TACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGTCTCTTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAAGTGCATTTGAAACTAAGGGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTAAGGCGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				13		-		0.08		0.07		0.34		0.17		-		-		-		-		-		-		-		-		0.23		0.18		0.20		0.17		0.12		0.08		0.08		0.23		-		0.08

		IM-1N7B29		TACGGGGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTTTCTTAAGTCAGGTGTGAAAGCCCGGGGCTTAACCCTGGAAGTGCATTTGATACTGGGTGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria												Target				1		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-06LYO4		TACGGGGGGTGCAAGCGTTATTCGGAATCATTGGGCGTAAAGAGCGCGTAGGCGGCCCTTTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAAGTGCATTTGAAACTATTGGGCTTGAGTATGGGAGAGGGAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				4		-		-		-		0.14		0.07		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		0.08		-		-

		IM-XE7384		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGAAAGTCGGATGTGAAATCCCGGGGCCCAACCCCGGAACTGCATTCGAAACTTCCTAGCTAGAGTCTCGGAGAGGAGAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCTCTCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				11		0.10		-		-		0.07		0.14		0.12		0.15		0.17		-		-		-		-		-		0.06		-		-		0.06		0.07		0.11		-		0.08		-		-

		IM-F330GN		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTCGGGTGTGAAAGCCCGGGGCCCAACCCCGGAATTGCATTCGATACTGCCTCGCTAGAGTCCCGGAGAGGAGAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCTCTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				23		0.26		0.17		0.88		0.07		0.09		0.33		0.13		0.23		0.10		0.21		0.41		0.68		0.26		0.42		0.61		0.51		0.47		0.38		0.87		0.57		0.45		0.66		0.24

		IM-KI8Y66		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTAGGCAAGTCGAGTGTGAAATCCCAGGGCTCAACCCTGGAACTGCACCCGAAACTGCTTAGCTAGAGTCCCGGAGAGGGTGGCGGAATTTCCGGTGTAGAGGTGAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				18		-		0.25		0.51		0.24		0.08		-		-		-		-		0.17		0.18		0.06		0.21		0.69		0.48		0.48		0.30		0.26		0.12		0.39		0.27		0.08		0.19

		IM-K2T2Q2		TACGGAGGGTGCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGCTTGATTAGTCAGATGTGAAAGCCCACGGCTTAACCGTGGAAGTGCATTTGAAACTGTCAGGCTTGAGTATCAGAGGGGAAGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGCTGAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				2		-		-		-		0.14		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-CA936A		TACGGAGGGTGCAAACGTTGCTCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGATAAGTCGGATGTGAAAGCCCTCGGCTTAACCGGGGAAGTGCATTCGAAACTGTCAGGCTTGAGTATGGGAGAGGATTGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGACAATCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				2		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-3KR81I		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGACGTGAAAGCCCGGGGCTCAACCCCGGAATTGCGTTCGAAACTGCTTGGCTAGAGTCCCGGAGAGGAGGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCCCTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				13		-		-		0.20		-		-		0.10		0.05		-		-		-		-		-		0.06		0.09		0.16		0.12		0.12		0.18		0.08		0.11		0.05		0.08		-

		IM-E741RQ		TACGGAGGGTCCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCGAGTGTAGGCGGTTTGACAAGTCGGATGTGAAATCCCAGGGCCCAACCCTGGAACTGCATCCGATACTGTCAGGCTAGAGTCCCGGAGAGGGTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGACTCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria												Target				17		0.05		-		0.07		0.11		0.19		0.18		0.05		0.09		-		-		0.07		-		0.08		0.11		0.05		-		-		0.15		0.08		0.15		0.12		0.17		0.09

		IM-IH691Z		GACGGAGGGTGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGTTCGGTAAGTTAAGCGTGAAAGCCCTCGGCTCAACCGAGGAAGTGCGTTTGATACTGCCGAGCTGGAGTTCGGAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGTCCGCGACTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGG		Bacteria		Proteobacteria												Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-

		IM-U1ZG70		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGGTGTGAAATCCCGGGGCCCAACCCCGGAACTGCACTCGAAACTGCTTGGCTGGAGTCCCGGAGAGGAGAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCTCTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				7		0.10		-		0.05		-		-		0.06		0.06		0.07		-		-		-		-		-		-		0.09		-		-		-		0.05		-		-		-		-

		IM-538PPN		TACGGAGGGTGCGAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCTGTCTAAGTCTGGTGTGAAAGCCCGGGGCTCACCCCCGGAAGTGCGCTGGAAACTGGACAGCTAGAGTATGGGAGAGGGAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				14		-		-		0.05		0.07		-		-		0.05		-		-		-		-		0.06		0.08		0.13		0.11		0.15		0.08		0.09		0.11		0.14		0.12		-		0.07

		IM-O4VE94		TACGGAGGGCGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGTTAGGACAGTCGGATGTGAAATCCCAAGGCTCAACCTTGGAACTGCATTCGATACTGCCTAGCTAGAGTCTCGGAGAGGGTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				12		0.08		-		-		0.07		0.27		0.15		0.11		0.18		-		-		-		-		-		0.06		-		-		0.07		-		0.09		-		0.07		0.09		0.05

		IM-PB4T3L		TACGGAGGGCGCGAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTCGGGTGTGAAAGCCCGGGGCTCAACCCCGGAAATGCACTCGAAACTGCCTCGCTCGAGTCCCGGAGAGGAGGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCCCTCTGGACGGCGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				4		0.06		-		-		-		-		0.06		0.13		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3E1G3V		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGTGCAGGCGGCTCGGCAAGTCGGGTGTGAAATCCCAGGGCTCAACCCTGGAACTGCACTCGAAACTGCCGGGCTAGAGTCCCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTCAGATCCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				1		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6WJ7A7		TACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTCGAATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATCCGAAACTGCCTGGCTAGAGTCTCGGAGAGGAAGGCAGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAATACCAGCGGCGAAGGCGGCCTTCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				11		0.10		-		-		-		0.09		0.21		0.13		0.07		-		-		-		-		-		0.08		-		-		-		0.07		0.08		0.08		0.07		0.06		-

		IM-X90TM9		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGTGGCTTGGAAAGTTGGGTGTGAAAGCCCGGGGCCCAACCCCGGAATTGCACTCAAAACTTCCTAGCTAGAGTCTCGGAGAGGAAAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATGACTGACACTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				18		-		0.05		0.06		-		0.08		0.07		-		-		-		0.05		0.07		0.07		0.06		0.14		0.11		0.14		0.10		0.09		0.07		0.17		0.19		0.10		0.15

		IM-W7T20H		TACGGAGGGGGCAAGCGTTGCTCGGATTTACTGGGCGTAAAGGGTCCGCAGGTGGTTAAGCAAGTTAGATGTGAAAGCTCAAGGCTCAACCTTGAAACTGCATCTAAAACTGCTTTGACTAGAGTCCAAGAGGGGTCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGCTTGGAACTGACGCTCAGGGACGAAAGCGTGGGTAGCGAACCGG		Bacteria		Proteobacteria												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		0.16		-		-		-		0.07		0.14		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-HQ97G3		TACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGTCAGGCAAGTCGGGTGTGAAATCCCCGGGCTCAACTCGGGAACTGCATCCGAAACTGCTTGGCTAGAGTCCCGGAGAGGAAGGCAGAATTCCCAGTGTAGGGGTGAAATCCGTAGATACTGGGAGGAATACCAGAGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				3		-		-		0.09		-		-		-		-		-		-		-		0.06		0.10		-		-		-		-		-		-		-		-		-		-		-

		IM-I058XW		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGCTTGGTAAGTCGGATGTGAAAGCCCGGAGCTCAACTCCGGAACTGCATCCGAAACTGCTTGGCTAGAGTCCCGGAGAGGAAGGCAGAATTCCCAGTGTAGGGGTGAAATCCGTAGATATTGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				6		-		-		0.12		-		-		-		-		-		-		-		-		-		-		0.07		0.06		-		0.05		0.09		-		-		-		0.08		-

		IM-4BX4G3		CACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCTTGGTAAGTCTGAAGTGAAATCCGTCGGCTCAACCGACGAACTGCTTCAGATACTGCCTCGCTTGAGTACGGGAGAGGAAAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				4		-		0.06		0.13		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		0.09		-		-		-

		IM-J8HT34		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGCGTAGGCGGCTTGGCAAGTCGGTTGTGAAATCCCAGGGCTCAACCCTGGAACTGCAGCCGATACTGCCTCGCTAGAGTCCCGGAGAGGGTGGCGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGTCCCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				2		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.16		-

		IM-4PN6R4		TACGGAGAGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGGGCGTCTAGGTGGCCCGCCAAGTCAGATGTGAAATCCCTCGGCTCAACCGAGGAACTGCATTTGAAACTGGCGAGCTCGAGTGCTGTAGGGGGTAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCAGACACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				2		0.08		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WP627Q		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCCGTTCGGTAAGTCGGGTGTGAAATCCCAGGGCCCAACCCTGGAACTGCATTCGATACTGCCGGACTCGAGTCCCGGAGGGGAGAGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target				12		-		0.08		0.08		-		-		-		-		-		-		0.06		0.14		-		0.12		-		0.10		0.13		-		0.14		-		0.06		0.13		0.14		0.10

		IM-04FB1R		TACGTAGGGAGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGCGTAGGCGGCCAGGCAAGTCTGGTGTGAAAGCCCACAGCTTAACTGTGGAACTGCATCAGAAACTGCTTGGCTAGAGTGCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGAACGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Proteobacteria												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		-		-		-		-		-		-		-		-		-		-		-		0.22		0.10		0.20		0.11		0.09		0.09		0.16		0.10		-		0.07

		IM-Q43T64		TACGGGGGGAGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGTTCTGCAAGTCAGAAGTGAAAACCACCGGCTTAACCGGGTGGCCTGCTTTTGAAACTGCAAGACTTGAGTACGGAAGAGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGTCCAGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Proteobacteria												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-UP091Q		GACGGAGGGAGCAAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGGACAGCAAGTCGGGTGTGAAAGCCCTGGGCTCAACCCAGGAAGGGCATTCGATACTACTGTTCTTGAGTATGACAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCTGTGGCGAAGGCGGCTTTCTGGGTCACAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria		Proteobacteria												Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		0.05		-

		IM-XC66O1		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGCGCAGGTGGTTTGCTAAGTCTGGTGTGAAAGCCCAGGGCTCAACCCTGGAACTGCATTGGAAACTAGTAGACTTGAGTCCGAGAGGGGTCTGTAGAATTCCTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATACCGGTGGCGAAGGCGACAGACTGGACCGGAACTGACACTGAGGCGCGAAAGTGTGGGGAGCAAACAGG		Bacteria		Proteobacteria												Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07

		IM-HV254F		TACGTATGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTCTAGGCGGGGAATTAAGTAAGGTGTGAAAGCCATGGGCTCAACCCATGAATTGCACCTTAAACTGGTTCTCTTGAGTTAGGGAGAGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTATAACTGACGCTGAAGCACGAAAGCGTGGGGAGCGAACGGG		Bacteria		Spirochaetota		Leptospirae		Leptospirales		Leptospiraceae						Target				3		-		-		-		-		-		-		-		-		-		0.10		0.06		-		0.09		-		-		-		-		-		-		-		-		-		-

		IM-8CR0Z4		CACGTAAGGAGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTACATAAGTCTGATGTGAAATACTACAGCTTAACTGTGGGAACGCATTGGAAACTGTGTGACTTGAATCTGTGAGGGGTAACTGGAATTCCTAGTGTAGGGGTGAAATCTGTTGATATTAGGAAGAACACCGATGGCGAAGGCAAGTTACTGGCACATGATTGACGCTGAGATGCGAAAGCGTAGGGAGCGAACAGG		Bacteria		Spirochaetota		Spirochaetia		Spirochaetales		Spirochaetaceae		Spirochaeta				Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		0.06		0.07		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XTC9H4		CACGTATGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGTGTAGGCGGTTTAGTAAGCTTGGTGTAAAAGGTGTCGGCCCAACCGGCATAGTGCGCTGGGAACTGCTAGACTTGAGTTTAGGAGGGGGAGCTGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGAGCTCCTGGCCATAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGG		Bacteria		Spirochaetota		Spirochaetia		Spirochaetales		Spirochaetaceae						Target				3		-		-		0.05		-		-		-		-		-		-		0.06		-		-		-		-		-		0.06		-		-		-		-		-		-		-

		IM-9L14DU		TACGGGCGGAGCGAGCGTTGTTCGGAATTATTGGGTGTAAAGGGTGCGCAGGCGGTCGAATAAGTCGGACGTGAAATCTCCACGGCTCAACCGGGAGCTTGCGTCCGATACTGCTCGACTTGAGTACGGGAGGGGAGCGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGCGAAGGCGACGCTCTGGCCCGTAACTGACGCTCATGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria		Sumerlaeota		Sumerlaeia										Target				2		-		-		-		-		-		0.09		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-20B1SS		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCCATGTGTGTCGGATGTGAAATCTCACTGCTCAACGGTGAAACTGCATCCGAAACTGCGTGGCTAGAGTACAGGAGAGGAGAGAGGAATTCTCGGTGTAGCGGTGAAATGCGTTGATATCGAGAAGAACACCGGTGGCGAAGGCGTCTCTCTGGACTGATACTGACGCTGAGGCACGAAAGCTGGGGGAGCGAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-9QL709		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTCCGTGTGTCGGATGTGAAAGCCCAGGGCTCAACCCTGGAAGTGCATCCGAAACTGCGGAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACATCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGAGGCACGAAAGTTGGGGGAGCGAAGAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-

		IM-37W3GI		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTATGTCGGATGTGAAATCTCACCGTCCAACGGTGAAACTGCATTCGAAACTGCGAGACTAGAGTACAGGAGGGGAGAGCGGAATTCTCGGTGTAGCGGTGAAATGCGTAGATATCGAGAAGAACGCCGGTGGCGAAGGCGGCTCTCTGGACTGATACTGACGCTGAGGCACGAAAGCTGGGGGAGCGAAGAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				20		0.09		-		0.11		0.10		0.13		-		0.05		0.09		-		0.10		0.07		0.07		0.19		0.21		0.15		0.19		0.24		0.12		0.14		0.23		0.14		0.41		0.17

		IM-L5Z1Q3		TACAGAGGTGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGTCAGGTATGTCGGATGTGAAATCTCGGGGCCCAACCCCGAAACTGCGTCCGAAACTGCCAGACTAGAGTGCAGGAGGGGAGAGGGGAATTCATGGAGTAGCGGTGAAATGCGTTGATATCATGAAGAACACCGGCGGCGAAGGCGCCTCTCTGGAATGTAACTGACGCTGAGGCACGAAAGCATGGGGAGCGAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-S3E2K5		TACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGTTTCGTGTGTCGGATGTGAAAGCCCATGGCTCAACCATGGAACTGCATTCGAAACTACGAAACTAGAGTGCAGGAAGGGAGAGTGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAGGAACACCGGTGGCGAAGGCGACTCTCTGGAATGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J139KC		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGTGTGTCAGATGTGAAATCTCACCGTCCAACGGTGAAACTGCATTTGAAACTGCAGAACTAGAGTACAGGAGGGGAGAGCGGAATTCTCGGTGTAGCGGTGAAATGCGTAGATATCGAGAAGAACGCCGGTGGCGAAGGCGGCTCTCTGGACTGATACTGACGCTGAGGCACGAAAGTTGGGGGAGCGAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				5		-		-		0.13		-		-		-		-		-		0.06		-		-		-		-		0.08		-		0.08		-		-		-		0.06		-		-		-

		IM-W53A56		TACAGAGGTGGCTAGCGTTGTTCGGATTCACTGGGCGTAAAGCGTACGTAGGCGGTCAGGTATGTCGGATGTGAAATCCCGGGGCCCAACCCCGGAACTGCGTCCGAAACTGCCTGACTAGAGTGCAGGAGGGGAGAGGAGAATTCATGGAGTAGCGGTGAAATGCGTTGATATCATGAAGAATACCGGTGGCGAAGGCGCCTCTCTGGAATGTAACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				3		-		-		-		0.12		0.05		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GK10U6		TACAGAGGTGGCTAGCGTTGTTCGGATTCACTGGGCGTAAAGCGTACGTAGGCGGTATTGTATGTCGGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCGTCCGAAACTGCAAAACTAGAGTGCAGGAGGGGAGAGGGGAATTCATGGAGTAGCGGTGAAATGCGTTGATATCATGAAGAACACCGGCGGCGAAGGCGCCTCTCTGGAATGCAACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				3		-		-		-		0.25		-		-		-		-		0.64		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W6HI92		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGTGTGTCGGGTGTGAAATCTCACCGTCCAACGGTGAAACTGCATTCGAAACTGCAGGACTAGAGTACAGGAGGGGAGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGTAGATATCGAGAAGAACGCCGGCGGCGAAGGCGACTCTCTGGACTGATACTGACGCTGAGGCACGAAAGCTGGGGTAGCGAAGAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		0.05		-		-		-		0.06		-		-

		IM-7C71K4		TACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTACGTAGGCTGTTGTGTGTGTCGGATGTGAAATCCTGCGGCTTAACCGCAGAACTGCATTCGAAACTGCATAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTAACTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-73IIZ3		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTATTGTGTGTCGAATGTGAAAGCTCACGGCTTACCCGTGGAATTGCATCCGAAACTGCAGTACTAGAGTATGGGAGAGGTGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCGGCGGCGAAAGCGGCTCACTGGACCAATACTGACGCTGAGGCACGAAAGCTAGGGTAGCCAAGAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				1		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V3G97S		TACAGAGGTGGCGAGCGTTGCTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCAAGGTATGTCGGGTGTGAAATCTCACCGTTCAACGGTGAAACTGCATTCGAAACTGCCAAGCTAGAGTACAGGAGGGGAGAGCGGAATTCTCGGAGTAGCGGTGAAATGCGTAGATATCGAGAGGAACATCGGCGGCGAAGGCGGCTCTCTGGACTGATACTGACGCTGAGGCACGAAAGCTGGGGGAGCGAAGAGG		Bacteria		Verrucomicrobiota		Kiritimatiellae										Target				8		-		-		-		0.07		0.06		-		0.07		0.10		-		-		-		0.08		-		-		-		-		-		-		-		0.05		0.05		0.06		-

		IM-3ZV82N		TACAGGGGTCTCAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGTGCGTAGGCGGCGCTGTAAGTCGGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATTCGATACTGCAGCGCTAGAGGGCTGGAGAGGAGATCGGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAAGACCAGTGGCGAAGGCGGATCTCTGGACAGTTCCTGACGCTGAGGCACGAAGGCTAGGGTAGCGAACGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Chthoniobacterales								Target				13		-		0.79		0.23		-		-		-		-		-		0.27		1.21		0.27		0.05		0.07		0.07		0.08		0.08		0.10		0.13		-		-		-		-		0.07

		IM-EU2CO4		TACGGAGACTGCGAGCGTTACTCGGATTTACTGGGCGTAAAGGGTCCGTAGGCGGACATGTGTGTCGGGTGTGAAATCCTGCAGCTCAACTGCAGAACTGCGCTCGAAACTACATGTCTAGAGTATTGGAGAGGTGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAACGGCGAAGGCAGCTCACTGGACAATTACTGACGCTGAGGGACGAAAGCATGGGGAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Opitutales		Puniceicoccaceae						Target				2		-		-		-		0.21		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-618WBE		TACAGAGGTCCCAAGCGTTGTTCGGATTCACTGGGCGTAAAGGGTGCGTAGGCGGTCGGCAAAGTCTGATGTGAAATCTCCGGGCTCAACCCGGAAACTGCATCGGATACTGGTCGGCTAGAGGATTGGAGGGGGGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACCAGTAGCGAAGGCGAGTCCCTGGACAATTCCTGACGCTGAGGCACGAAAGCTAGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Pedosphaerales		Pedosphaeraceae						Target				2		-		0.05		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WU0O19		TACGAAGGTCCCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGTATGGTAAGTCAGATGTGAAATCTTGGGGCTCAACCCTGAAACTGCATCCGATACTGCCAAACTTGAGTAATGGAGGGGTAACTGGAATTCTCGGTGTAGCAGTGAAATGCGTGGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTTACTGGACATTTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Haloferula				Target				8		0.36		-		-		0.42		0.13		0.13		0.42		0.62		0.06		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7WM2U2		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGTGTGGAAAGTCAGATGTGAAATCTCCAGGCTCAACCTGGAAACTGCATCCGATACTACCACACTAGAGTAATGGAGGGGTAACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTTACTGGACATTTACTGACGCTGAGATACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Roseibacillus				Target				17		0.08		0.06		-		0.22		0.11		0.05		0.15		0.13		0.15		0.09		0.08		0.09		-		0.11		0.05		0.05		0.05		-		-		0.06		0.10		-		-

		IM-3JFB40		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGTTCGGAAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATCCGATACTTCCAAACTAGAGTAATGGAGGGGTGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTCACTGGACATTTACTGACGCTGAGATACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Roseibacillus				Target				5		-		0.15		-		0.25		-		-		-		-		0.51		0.17		-		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-P1G415		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGTATGGAAAGTCAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCATCCGATACTCCCGTACTAGAGTAATGGAGGGGTGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTCACTGGACATTTACTGACGCTGAGATACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Roseibacillus				Target				5		-		0.23		-		0.29		0.31		-		-		-		1.06		0.41		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B8BX49		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCTGTACGGTAAGTCAGATGTGAAATCTCAGAGCTCAACTCTGAAACTGCATCCGATACTGCCGTACTAGAGTAATGGAGGGGTAACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAAGACCAACGGCGAAGGCAGGTTACTGGACATTTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Rubritalea		Rubritalea profundi		Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		20		0.48		0.06		-		1.32		0.16		0.17		0.28		0.18		-		0.07		0.14		0.32		0.11		0.10		0.08		0.08		0.13		0.24		0.14		0.06		0.07		-		0.12

		IM-QK0711		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCGCGGTAAGTCAGATGTGAAATCTCAAGGCTCAACCTTGAAACTGCATCCGATACTGCCGTGCTAGAGTAATGGAGGGGTAACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAAGACCAACGGCGAAGGCAGGTTACTGGACATTTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae		Rubritalea		Rubritalea tangerina		Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		0.06		-		0.07		-		-		-		-		-		-		-		-		-		0.05		-		0.08		-		0.06		-		-		-		-		-

		IM-CUY689		TACGAAGGTCCCAAGCGTTGTTCGGATTCACTGGGCGTAAAGGGAGCGTAGGCTGTACGGTAAGTCAGATGTGAAATCTCGGGGCTCAACCCCGAAACTGCATCCGATACTGCCATACTAGAGTATTGGAGAGGTAACAGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAAGACCAATGGCGAAAGCATGTTACTGGACAATTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae						Target				4		-		0.07		-		-		-		-		-		-		-		0.05		0.07		0.05		-		-		-		-		-		-		-		-		-		-		-

		IM-0B5W0P		TACGAAGGTCCCGAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTACGTAGGCGGCAAGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATCCGATACTGCTTTGCTAGAGTAATGGAGGGGTATCTGGAATTCACGGTGTAGCAGTGAAATGCGTGGATATCGTGAGGAACACTAGTGGCGAAGGCGAGATACTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAAAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Akkermansiaceae						Target				2		0.10		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-63MPJ6		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCGCGGTAAGTCGGATGTGAAATCCCGAGGCTCAACCTCGGAACTGCATCTGATACTGCCGTGCTAGAGTAATGGAGGGGTAGCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAAGCGAGCTACTGGACATTTACTGACGCTGAGGCTCGAAGGCTAGGGGAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae		Luteolibacter				Target				11		5.86		2.11		-		0.59		0.05		1.45		3.86		2.52		6.27		3.13		0.38		0.55		-		-		-		-		-		-		-		-		-		-		-

		IM-903T5L		TACGAAGGTCCCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCGTGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCGTGCTAGAGGATTGGAGAGGTAGCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTCGTGGCGAAAGCGAGCTACTGGACAACTCCTGACGCTGAGGCTCGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae		Luteolibacter				Target				9		0.18		0.10		-		0.28		0.19		0.08		0.23		0.57		1.05		0.38		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M52OYJ		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCATGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCCGTGCTTGAGGACTGGAGAGGAGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGAGATCGAGAGGAACACTCGTGGCGAAAGCGAGTCTCTGGACAGTTCCTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae		Luteolibacter				Target				3		-		0.08		-		0.08		-		-		-		-		0.44		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J2SV80		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCATGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCCAAGCTAGAGTAGTGGAGGGGTGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTTGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACACTGGACACTAACTGACGCTGAGGCACGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				8		0.51		0.05		-		-		-		0.55		0.16		0.12		-		-		0.08		0.13		-		-		-		-		-		0.06		-		-		-		-		-

		IM-FR165L		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGAGCGTAGGCGGCACGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCGAGCTAGAGTAGTGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTGGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACACTTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				5		-		0.05		-		0.27		0.09		-		-		-		0.12		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3LW7T2		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGAGTACGTAGGCGGTCAGGTAAGTCAGGTGTGAAATCCCGGAGCTCAACTCCGGAACTGCATCCGATACTGCTTGACTAGAGTAATGGAGAGGCAGGTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAAGACCAATGGCGAAAGCAGCCTGCTGGACATTTACTGACGCTGAGGTACGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		15		-		0.08		-		0.21		0.09		-		-		-		0.18		0.05		0.26		0.49		0.09		0.17		0.08		0.07		0.05		0.09		0.05		-		-		-		0.06

		IM-Q0FU49		TACGAAGGTCCCAAGCGTTGTTCGGAATAACTGGGCGTAAAGCGTGCGTAGGCGGCATGGTAAGTCAGATGTGAAATCTCCGGGCTCAACCCGGAAACTGCATCCGATACTGCCATGCTAGAGTAATGGAGGGGTGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTCACTGGACATTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				11		0.20		-		-		0.55		0.16		0.17		0.11		0.10		0.14		-		-		0.05		-		0.07		0.06		-		-		-		-		-		0.06		-		-

		IM-Y5F3D4		TACAGAGGTCTCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCTTGCTCGAGTAGTGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACACTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				16		-		0.14		0.18		-		-		-		-		-		0.06		0.16		0.23		0.30		0.13		0.22		0.16		0.14		0.08		0.12		0.08		0.16		0.19		-		0.13

		IM-8L995D		TACGGAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCGTGGCAAGTCAGATGTGAAATACCGGGGCTCAACCCCGGAACGGCATCCGATACTGCCATGCTAGAGTAGTGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGAGATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACACTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ETZ2L0		TACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTCCGTAGGCGGCGAGGTAAGTCAGATGTGAAATGCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCTTGCTAGAGGACTGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACAGTTCCTGACGCTGAGGGACGAAGGCCGGGGGAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				1		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-

		IM-C0L879		TACAGAGGTCTCAAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAAGCTCGGGGCTCAACCCCGGAAATGCATCCGATACTGCCTTGCTTGAGTAATGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACATTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				9		0.09		-		-		-		-		0.25		0.14		0.12		-		-		-		0.06		0.06		-		-		-		0.05		0.05		0.06		-		-		-		-

		IM-4R84FX		TACAGAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTGAGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACTCCGGAACTGCATCCGATACTGCCTTACTTGAGGACTGGAGGGGAGTCTGGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACAGTTCCTGACGCTGAGGCACGAAGGCTAGGGTAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				5		-		-		0.11		-		-		-		-		-		-		-		-		-		-		0.08		-		0.06		0.05		-		-		0.06		-		-		-

		IM-8C812M		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGTGTAGGCGGCTTGGTAAGTCAGATGTGAAATCTCCGGGCTCAACCCGGAAACTGCATCCGATACTGCCAAGCTAGAGTGTCGGAGGGGAGACTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGTCTCTGGACGACTACTGACGCTCAGACACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07		-		0.05		0.05		0.05		-		-

		IM-7U25J8		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTATGGTAAGTCAGATGTGAAATCTTAGGGCTCAACCCTGAAACTGCATCCGATACTGCCGTACTTGAGGACCGGAGAGGAGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAAGCGAGTCTCTGGACGGATCCTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				12		-		0.28		-		0.12		-		-		-		-		0.20		0.30		-		-		-		0.11		0.06		0.08		0.09		-		0.06		0.05		0.08		-		0.05

		IM-V23YP1		TACAGAGGTCTCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCGGGGTAAGTCAGATGTGAAATCCCGGAGCTCAACTCCGGAACTGCATTTGATACTGCCTTGCTAGAGTAGTGGAGGGGCGACTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGTCGCTGGACACTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				3		0.06		-		-		-		-		0.18		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B9GW66		TACAGAGGTCTCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAAGCTCAGGGCTCAACCCTGAAATTGCATCCGATACTGCCTTGCTAGAGTAATGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACATTTACTGACGCTCAGGCACGAAGGCTAGGGTAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				23		0.39		0.17		0.10		0.11		0.25		0.52		0.39		0.26		0.08		0.16		0.18		0.47		0.21		0.23		0.31		0.33		0.27		0.25		0.31		0.29		0.36		0.09		0.23

		IM-WC98G7		TACGAAGGTCCCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCTTTGCTAGAGTAATGGAGGGGCATCTGGAATTCACGGTGTAGCAGTGAAATGCGTGGATATCGTGAGGAACACTAGTGGCGAAGGCGAGATGCTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAACGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				14		0.69		0.22		-		0.36		0.33		0.40		0.58		0.23		0.23		0.21		0.07		0.20		0.07		-		-		-		-		-		-		0.07		0.06		-		-

		IM-415ZHT		TACGAAGGTCCCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCCTGCTAGAGTAATGGAGGGGCATCTGGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAACACTAGTGGCGAAGGCGAGATGCTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAAAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				6		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		0.06		-		0.07		0.06		0.05		0.07		-		-

		IM-ND516Z		TACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTACGTAGGCGGCAGGGTAAGTCAGATGTGAAATCTCCGGGCTCAACCTGGAAACTGCATCCGATACTGCCTTGCTAGAGTAGTGGAGGGGCGACTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGTCGCTGGACACTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				18		-		0.06		0.12		0.18		0.11		-		0.05		-		0.15		0.06		0.12		0.18		0.15		0.18		0.16		0.17		0.18		0.09		0.17		0.18		0.12		-		-

		IM-3Q5B6O		TACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTAGGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATCCGATACTGCCCTACTTGAGGACTGGAGGGGAGTCTGGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACAGTTCCTGACGCTGAGGCACGAAGGCTAGGGTAGCGAAGCGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				2		-		-		0.05		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-

		IM-1QX86F		TACGAAGGTCCCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGTGTAGGCGGCGAAGTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCTTTGCTAGAGGACTGGAGGGGGGTCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGACCCTGGACAGATCCTGACGCTGAGACACGAAGGCTAGGGTAGCGAACGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				2		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		0.06		-		-		-		-		-

		IM-Y5L885		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGTGTAGGCGGCGTGGAAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATCCGATACTCCCACGCTAGAATACCGGAGGGGCATCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGATGCTGGACGGTTATTGACGCTCAGACACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales		Verrucomicrobiaceae						Target				2		-		-		-		0.07		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-

		IM-8O9O0Q		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGAGTACGTAGGCGGTTTGGTAAGTCAGGTGTGAAATCCCGGAGCTCAACTCCGGAACTGCATCCGATACTGCTAGACTTGAGTAATGGAGGGGCAGGTGGAATTCTCGGTGTAGCAGTGAAATGCGTGGATATCGAGAGGAAGACCAATGGCGAAGGCAGCCTGCTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				21		0.80		0.77		-		0.40		0.30		0.61		0.71		0.12		0.97		0.47		0.97		0.85		0.24		0.25		0.09		0.13		0.16		0.11		0.09		0.13		0.12		-		0.35

		IM-62DK8N		TACGAAGGTCCCGAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTCTGTAGGCGGTTAGGTAAGTCAGATGTGAAATCCCGGAGCTCAACTCCGGAACTGCATCCGATACTGCCTGACTTGAGTATTGGAGGGGAATCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGATTCTGGACAATTACTGACGCTGAGAGACGAAGGCCAGGGTAGCGAAAAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				1		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GY3RL1		TACGAAGGTCCCAAGCGTTATTCGGAATCACTGGGCGTAAAGAGTACGTAGGCGGTTAGGTAAGTCAGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCACCCGATACTGCTTGACTGGAGTAATGGAGAGGCAGGTGGAATTCTCGGTGTAGCAGTGAAATGCGTGGATATCGAGAGGAAGACCAATGGCGAAGGCAGCCTGCTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				1		-		-		-		-		-		-		-		-		-		-		-		0.43		-		-		-		-		-		-		-		-		-		-		-

		IM-PX387G		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCTTGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATCCGATACTGCCAGGCTAGAGTAGTGGAGGGGAGTCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACACTTACTGACGCTGAGGCACGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				4		-		-		-		0.76		0.11		-		0.07		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0W2S2K		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGTTTGGACAGTCAGGTGTGAAAGCCCGAGGCTCAACCTCGGAATTGCATCCGATACTCCCAAACTAGAGTAATGGAGGGGTGACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTCACTGGACATTTACTGACGCTGAGATACGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				8		-		0.76		-		0.43		0.09		-		0.05		0.12		1.92		0.95		-		-		-		-		-		0.06		-		-		-		-		-		-		-

		IM-8642SS		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGCGCGGAAAGTCAGATGTGAAATCTTAGGGCTCAACCCTGAAACTGCATCCGATACTCCCGCGCTAGAGTAATGGAGGGGTAGCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGCTACTGGACATTTACTGACGCTGAGATACGAAGGCCAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				1		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K38MPD		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTATGTAGGCGGCAAGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCTTTGCTTGAGTAATGGAGGGGTAACTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGTTACTGGACATTTACTGACGCTGAGATACGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GL9K64		TACGAAGGTCCCGAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTCTGTAGGCGGTAAAGTAAGTCAGGTGTGAAATCCCGAAGCTCAACTTCGGAACTGCACCCGATACTGCTTTACTAGAGTATTGGAGGGGAATCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGATTCTGGACAATTACTGACGCTGAGAGACGAAGGCCAGGGTAGCGAAAAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				8		0.60		0.07		-		-		0.16		0.37		0.34		0.08		-		0.12		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-2SL6U7		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCGTGGTAAGTCAGATGTGAAAGCCCAAGGCTCAACCTTGGAACTGCATTCGATACTGCCATGCTAGAGTAGTGGAGAGGTAATCGGAATTTTCGGTGTAGCAGTGAAATGCGTAGATATCGAAAGGAAGACCAATGGCGAAGGCAGATTACTGGACACTTACTGACGCTGAGGCTCGAAGGCTAGGGGAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				1		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F3EJ18		TACGAAGGTCCCGAGCGTTATTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCGTGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGAACTGCATTCGATACTGCCATGCTAGAGTAATGGAGAGGTAAATGGAATTTTGGGTGTAGCAGTGAAATGCGTAGATATTCAAAGGAAGACCAATGGCGAAGGCAATTTACTGGACATTTACTGACGCTGAGGCTCGAAGGCTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				4		0.12		-		-		-		-		0.07		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		-

		IM-02HXR4		TACGAAGGTCCCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGTGTAGGCGGTTAGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCCTGACTAGAGGACTGGAGGGGAGTCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGACTCTGGACAGATCCTGACGCTGAGACACGAAGGCTAGGGTAGCGAACGGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae		Verrucomicrobiales								Target				10		0.09		-		-		0.23		0.12		0.06		0.13		0.08		0.08		0.05		0.09		0.19		-		-		-		-		-		-		-		-		-		-		-

		IM-ZI485X		TACAGAGGTGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTACGTAGGCGGCATTGTGTGTCGGGTGTGAAATCCCACGGCTTACCCGTGGAACTGCACCCGAAACTGCAGTGCTAGAGTGCAGGAGGGGAGAGCGGAATTCTTAGTGTAGCGGTGAAATGCGTTGATATTAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACGCTGAGGTACGAAAGTTGGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota		Verrucomicrobiae										Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4Q79JO		TACAGAGGTGGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGTCCGCAGGCGGTCCGGTGTGTCAGATGTGAAAGCCCACAGCTTAACTGTGGAATTGCATTTGAAACTGCCGGACTAGAGTACTGGAGGGGAGAAGGGAACACTTGGTGTAGCGGTGAAATGCGTAGATATCAAGTGGAACACCGGTGGCGAAGGCGCTTCTCTGGACAGATACTGACGCTCATGGACGAAAGTTAGGGTAGCGAAAGGG		Bacteria		Verrucomicrobiota												Target				21		0.07		0.76		0.26		2.11		0.74		-		0.16		0.55		4.56		0.98		0.42		0.75		0.20		0.83		0.17		0.21		0.25		0.15		0.09		0.12		0.13		-		0.16

		IM-0E1O7Y		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTGTGTATGTCGAATGTGAAAGCCCATTGCTTAACGATGGAAGGTCATTCGAAACTACACGACTAGAGTACAGGAGAGGAGAGCGGAATTCTTGGAGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGATACTGACACTGAGGCACGAAAGCTGGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota												Target				3		-		0.12		-		0.14		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U7G862		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCATGTATGTCGGGTGTGAAAGCCCACGGCTCAACCGTGGAATTGCATTCGAAACTGCAAGACTAGAGTGTAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATACTACTGACACTGATGCACGAAAGCTGGGGGAGCGAACAGG		Bacteria		Verrucomicrobiota												Target				5		-		0.05		-		0.37		-		-		-		-		0.05		0.06		-		-		-		0.06		-		-		-		-		-		-		-		-		-

		IM-7IDXL9		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAAGTCGGATGTGAAATCCCAGGGCTCAACTCTGGAACTGCATTCGATACTGCCGAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTAGTGTAGCGGTGAAATGCGTTGATATTAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACGCTGAGGCACGAAAGCTGGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota												Target				3		-		0.39		-		-		-		-		-		-		0.27		0.57		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-38YH81		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTAGGTAAGTCGGATGTGAAAGCCCAAGGCTCAACTTTGGAACTGCATCCGATACTGCTTGACTAGAGTGCAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGAGGCACGAAAGTTGGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota												Target				5		-		0.09		-		0.25		0.06		-		-		-		0.27		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-03Z47J		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTACGTAGGTGGTATCGTATGTCGGGAGTGAAAGCCCATGGCTCAACCATGGAATTGCTTCCGAAACTGCGGAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACGCTGAGGTACGAAAGCTGGGGGAGCAAACAGG		Bacteria		Verrucomicrobiota												Target				1		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3ND16P		TACAGAGGGTGCAAACGTTGCTCGGATTTACTGGGCGTAAAGCGCGTGTAGGCGGACTCGCAAGTCGGTTGTGAAATCCCTGGGCTCAACCTAGGAACTGCATCCGAAACTGCTTGTCTTGAGTAATGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACATTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				23		1.73		7.67		10.71		1.67		0.97		1.93		1.14		1.45		2.75		7.91		7.95		6.57		4.81		6.57		8.32		6.57		8.08		7.96		5.07		9.28		5.22		3.66		6.67

		IM-33X7BG		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCGTGTAGGCGGTTCGGTAAGTCAGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTTGAAACTACCAGACTTGAGTACGGGAGAGGAGGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGCCCCTCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				20		-		2.02		3.17		0.66		0.22		-		-		0.07		0.17		1.08		1.26		0.59		1.68		3.24		3.03		3.25		2.51		2.20		1.15		2.56		2.34		0.97		1.46

		IM-47M9AL		TACGAAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGAGCACGTAGGCGGTTGGGTAAGCCTCTTGGGAAATCTCCCGGCTTAACCGGGAAAGGTCGAGGGGAACTACTCAGCTAGAGGACGGGAGAGGAGCGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAAGGCCGGTGGCGAAGGCGGCGCTCTGGAACGTACCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				18		-		-		0.11		0.22		0.22		0.08		-		0.57		-		0.07		-		0.10		0.32		0.12		0.32		0.25		0.15		0.11		0.08		0.17		0.19		1.29		0.40

		IM-54Y4FX		TACGGAGGGTGCAAACGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTCTGTCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGAAACTGGCAGACTTGAGTACGGGAGAGGAAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGATACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				17		-		0.31		0.15		0.60		0.17		-		-		0.08		0.76		0.17		0.58		0.07		0.27		0.27		0.16		0.20		0.12		0.10		0.11		0.09		-		-		-

		IM-X660EN		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTATGTCAGGTGTGAAAGTCCATGGCTCAACCATGGAAGTGCATTTGAAACTGACAGACTTGAGTACTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				16		-		0.41		0.06		0.42		0.16		-		-		-		0.54		0.32		0.12		-		0.07		0.18		0.10		0.07		0.18		-		0.06		0.13		0.08		-		0.07

		IM-O11Y9J		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTAGGCAAGTCAGGTGTGAAATCCCTTGGCTCAACCAAGGAAGTGCGCTTGAAACTGCTTAACTAGAGTACAGGAGGGGAAAGTGGAATTCCCAGTGTAGAGGTGAAATTCATAGATATTGGGAGGAACACCGGTAGCGAAGGCGGCTTTCTGGCCTGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				17		-		0.32		0.22		0.21		0.06		-		-		-		-		0.30		0.12		-		0.10		0.26		0.16		0.31		0.16		0.19		0.07		0.23		0.32		0.07		0.22

		IM-8O68JU		TACAGAGGGTGCAAACGTTGCTCGGATTTACTGGGCGTAAAGCGTGTGTAGGCTGGCTTGCAAGTCGGTTGTGAAATCCCTGGGCTCAACCCAGGAACTGCATCCGAAACTGCATGTCTTGAGTAGTAGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGATACTTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				15		0.22		0.15		0.22		-		-		0.17		0.06		0.12		0.07		0.14		0.20		0.14		0.11		-		-		-		-		-		0.08		0.08		-		0.07		0.08

		IM-F639NI		TACGGAGACTGCAAGCGTTACTCGGATTCACTGGGCGTAAAGGGTGCGTAGGCGGATAGATGTGTCAGGTGTGAAATCTCGGGGCTCAACCTCGAAACTGCGCCTGAAACTGTCTATCTAGAGTATTGGAGGGGTAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAACACCAATGGCGAAGGCAGCTTACTGGACAAATACTGACGCTGAGGCACGAAAGCATGGGTAGCGAAAGGG		Bacteria														Target				13		0.16		0.21		-		0.11		-		-		0.11		0.12		0.09		0.14		0.11		0.08		-		-		-		-		-		0.12		0.15		-		-		0.07		0.07

		IM-C2C2G6		TACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGCGCGCGCAGGCGGCCTTTTAAGTTGGATGTGAAAGCCTATGGCTCAACCATAGAACTGCATCCAAAACTATCAGGCTAGAGTGTGGGAGAGGAAGATGGAATTAGTTGTGTAGGGGTAAAATCCGTAGAGATAACTAGGAATACCAAAAGCGAAGGCAATCTTCTGGAACATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				3		-		0.21		-		-		0.05		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1CF2T4		TACGGATGGTGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGCCAAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAAGTGCATCTGAAACTGGTAGGCTTGAGTACTGGAGAGGAAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGACAGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				12		-		0.08		-		0.09		-		-		-		-		-		-		-		-		-		0.10		0.07		0.08		0.12		0.07		0.06		0.10		0.10		0.11		0.05

		IM-C397AA		TACGGGGGGTGCAAGCGTTATTCGGAATCATTGGGCGTAAAGAGCACGTAGGCGGCCTGGTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAAGTGCATTTGATACTGTCAGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTGGGTAGCAAACAGG		Bacteria														Target				2		-		-		-		0.30		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N5X3J4		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTATGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGGCAAACTTGAGTACTGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTACCTGGCCAGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				5		-		-		-		0.18		0.11		-		-		-		-		-		-		-		-		0.06		-		0.06		0.08		-		-		-		-		-		-

		IM-A0H1R3		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTTTAAGTCAGATGTGAAAGTCCATGGCTCAACCATGGAAGTGCATTTGAAACTGGGGAGCTTGAGTACTGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAATACCGGTGGCGAAGGCGACTACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				4		-		-		-		0.19		-		-		-		-		0.05		-		-		-		-		0.07		-		-		-		-		-		-		0.09		-		-

		IM-VJ180H		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGTGTAGGCTGCGCGGAAAGTCAAATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTCGATACTCCCGTGCTAGAGTAATGGAGAGGTAAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTGGATATCAGGAGGAACATCAATGGCGAAGGCAACTTACTGGACATTTACTGACGCTCAGACACGAAGGCTAGGGTAGCGAAAGGG		Bacteria														Target				1		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6M3C4F		TACGGGGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCTTATTAAGTCAGATGTGAAAGCCCACGGCTTAACCGTGGAACTGCATTTGAAACTGGTAGGCTTGAGTATGAGAAGGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTAGCGAAGGCGACTACCTGGCTCATTACTGACGCTAATGCGCGAAAGCGCGGGGAGCAAACAGG		Bacteria														Target				5		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		0.09		0.05		0.07

		IM-4V8DQ9		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGCTCGCCAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGAAACTGGCGAACTTGAGTACGGGAGAGGAAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGATACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				4		-		-		-		0.09		-		-		-		-		0.09		-		0.07		-		-		0.12		-		-		-		-		-		-		-		-		-

		IM-7TI5X6		TACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGCAGGCGGTTTGTCAAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGGCAGACTTGAGTATCAGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGCTGAATACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				3		-		-		-		0.21		0.15		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-

		IM-220YKS		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCAGGTAGGTGGTCTGTTAAGTCTTCTGTGAAAATCCGGGGCTCAACCCCGTGAAATGCAGGTGAAACTGGCAGACTTGAGACCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCCGGTTCTGACACTGAACTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2XW61K		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATATAAGTCAGGTGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGTGTAGCTTGAGTACTGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				18		-		0.13		0.38		1.26		0.64		-		-		-		1.18		0.13		0.33		0.28		0.27		0.68		0.33		0.38		0.68		0.14		0.16		0.23		0.15		-		0.08

		IM-4MG4W1		TACGAAGGTCCCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCGCGGAAAGTCAGATGTGAAATCTCTGGGCTCAACCCGGAAACTGCATCCGATACTCCCGTGCTAGAGTAATGGAGGGGTAGCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTCGTGGCGAAGGCGAGCTACTGGACATTTACTGACGCTCAGGCACGAAGGCCAGGGTAGCGAAAGGG		Bacteria														Target				11		0.36		0.11		-		-		0.10		0.14		0.15		0.14		-		0.08		0.06		0.11		-		0.05		-		-		-		-		-		-		-		0.05		-

		IM-Q27Y6O		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGGGTGTAGGCGGCTTTGCAAGTCAGATGTGAAATCCCTGGGCCCAACCCAGGAACTGCATTTGATACTGCATCGCTAGAGTCCCGGAGAGGATGGCGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGGTGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		-		-		-		-		-		-		0.07		-		-		-		-		-		0.08		0.07		0.06		0.09		0.31		0.06		0.16		0.28		0.34		0.14

		IM-4W3ZQ3		TACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCACGTAGGCGGCTTGGCAAGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACTGCCTCGCTAGAGGCTGGGAGGGGGTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAGTTCTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				9		-		0.09		0.09		-		-		-		-		-		-		-		0.09		0.09		-		-		0.08		0.07		0.15		0.07		-		0.09		-		-		-

		IM-0T1A71		TACGGGGGGTGCGAGCGTTATTCGGATTCATTGGGCGTAAAGGGCGCGCAGGCGGTTTTGTAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAAGTGCATATGAAACTATAAAACTTGAGTATGGGAGAGGGAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCGAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L0OA07		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGTGTAGGCGGCTTGACAAGTCAGATGTGAAATCCCTGGGCCCAACCCAGGAACTGCATCTGATACTGTCTCGCTAGAGTCCCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTCAGACCCGAAAGCGTGGGGAGCGAACAGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		0.07		-

		IM-3QO7H2		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGGGTGTAGGCGGCCAGGTAAGTCGGATGTGAAATCCCTGGGCTCAACCCAGGAACTGCATTCGAAACTACTTGGCTAGAGTCTCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGATGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		0.08		-

		IM-2PR70D		TACGAAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGTATGTAGGTGGTCTTTCAAGTCAGACGTGTAAGCCCTCGGCTCAACCGAGGAATTGCGTTTGAAACTGATTGACTTGAGTGTAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTTGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGCCTGCTACTGACACTGAGATACGAAAGCCAGGGGAGCAAAGGGG		Bacteria														Target				11		-		-		-		0.12		0.15		-		-		0.29		-		-		-		-		0.07		0.05		-		0.07		-		0.05		-		0.06		0.07		0.59		0.12

		IM-5O96IV		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTAAGTCGGATGTGAAATCCCGGGGCCCAACCCCGGAACTGCATTCGATACTGCCTCGCTAGAGTCCCGGAGAGGAAGGCAGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				21		-		0.06		0.16		0.07		0.06		0.09		0.05		0.06		-		0.10		0.13		0.07		0.10		0.23		0.26		0.26		0.18		0.24		0.24		0.31		0.36		0.25		0.17

		IM-O318E8		TACGAAGGTCCCAAGCGTTGTTCGGAATAACTGGGCGTAAAGCGTGTGTAGGCTGCGCGGAAAGTCAAATGTGAAAGCCAGAGGCTCAACCTCTGAACTGCATTCGATACTCCCGTGCTAGAGTAATGGAGAGGTAAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGATATCGGGAGGAACATCAATGGCGAAGGCAACTTACTGGACATTTACTGACGCTCAGACACGAAGGCTAGGGGAGCGAAAGGG		Bacteria														Target				5		0.05		-		-		-		-		-		-		0.26		0.09		0.11		-		-		-		-		-		-		-		-		-		-		-		-		0.06

		IM-3Y54SF		TACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGACAAGTCGGTCGTGAAAGCCCGGGGCTCAACCCCGGGACGCCGGTCGAAACTGTCATGACTAGGGTCCGGTAGAGGTGAGTGGAATTCTCGGTGTAGCGGTGAAATGCGCAGATATCGAGAGGAACCCCAGTTGCGAAGGCGGCTCACTGGGCCGGTACCGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				13		-		0.08		0.05		0.09		0.21		-		-		-		-		0.08		0.07		0.08		0.14		0.08		-		0.07		0.11		0.08		-		-		0.07		-		-

		IM-BMJ818		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTCTGTTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAGACTTGAGTATGGGAGAGGAAGGCGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGG		Bacteria														Target				14		-		0.07		0.05		-		0.09		-		-		-		0.16		0.08		0.11		-		0.11		-		-		0.06		0.06		0.06		0.12		0.05		-		0.09		0.09

		IM-P47W8W		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGTTTGGCAAGTCAGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTTGAAACTGCCATTCTAGAGTATGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCCGTGGCGAAGGCGACTCTCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				14		-		-		0.12		0.07		0.05		-		-		-		-		-		-		-		0.07		0.11		0.10		0.12		0.10		0.07		0.08		0.08		0.08		0.05		0.06

		IM-6WNY71		TACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCGTGTAGGCGGTTTGGTAAGTCAGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTTGATACTGCCTTCCTTGAGTATGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCCGTGGCGAAGGCGACTCTCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				12		-		-		-		0.11		0.07		-		-		-		-		-		0.06		-		0.08		0.06		0.09		0.14		-		-		0.08		0.09		0.12		0.06		0.08

		IM-7B016A		TACGGAAGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGTGCAGGCGGTCTCGTATGTCTACTGTGAAAGCACACGGCTCAACCGTGTTAAGCCGTAGAAACTGCGAGACTTGAGGCTGGGAGGGGTTGGTGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATGGGGGAGAACACTCGTGGCGAAGGCGGCCAACTGGACCAGTTCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		-		-		0.06		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-T880MT		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGATGTGAAAGCCCGGGGCCCAACCCCGGAATTGCATTCGAAACTGCCTCGCTAGAGTCCCGGAGAGGAAGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		-		0.10		-		0.07		-		0.05		-		-		-		0.06		-		0.07		0.10		0.11		0.09		0.07		-		-		0.07		0.06		-		-

		IM-B1NG88		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGGGCAGGCGGTCTGTTAAGTCTTCTGTGAAAATCCGGGGCTCAACCCCGTGAAATGCAGGTGATACTGGCAGACTAGAGACCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCCGGATCTGACGCTCATCCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				9		0.08		-		-		-		0.05		0.07		0.10		-		-		-		-		-		0.06		-		-		0.06		0.09		0.08		0.11		-		-		-		-

		IM-02LH2V		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACGGGACAGTCTCTCGTGAAATCCCACGGCTCAACCGTGGAATTGCGGGAGATACTACTCGTCTTGAGTTCGGGAGAGGAGTGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCACTCTGGACCGATACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				23		0.78		0.36		0.82		0.27		0.55		1.02		0.95		0.53		0.17		0.34		0.52		0.60		0.55		0.31		0.74		0.53		0.59		0.24		0.54		0.51		0.21		0.44		0.41

		IM-717SOZ		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGTAAGTCGGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCACTCGATACTGCCTCGCTCGAGTCCCGGAGAGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				22		0.17		0.11		0.31		0.06		0.09		0.35		0.28		0.26		-		0.16		0.28		0.24		0.26		0.14		0.31		0.25		0.23		0.29		0.31		0.25		0.29		0.60		0.24

		IM-O36D77		TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAATTAAGTCAGAGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCTTTGAAACTGGTTGTCTTGAATTATTGTGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATCACTAACAATATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria														Target				5		0.06		-		-		-		-		0.14		0.08		0.09		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-J7B7D0		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTAGGAAAGTCGGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCACTCGAAACTGCCTGGCTAGAGTCTCGGAGAGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGATGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				6		-		-		-		-		-		-		-		0.06		-		-		-		-		-		0.06		-		-		-		0.07		-		0.05		0.09		0.11		-

		IM-R4S1C7		TACGGGGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTAATAAGTCAGATGTTAAAGCCCCCGGCTTAACCGGGGATAGTCATTTGAAACTGTTAGGCTTGAGTGTGAGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTAGCGAAGGCGGCTACCTGGCTCGCAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				12		-		0.05		0.11		-		0.06		-		-		-		-		-		-		-		-		0.16		0.08		0.16		0.09		0.08		0.05		0.08		0.08		-		0.08

		IM-N5D4D0		TACAGAGGTGGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGTCCGCAGGCGGTCTTGTGTGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAATTGCATTTGAAACTGCAAGACTAGAGTACTGGAGGGGAGAAGGGAACACTTGGTGTAGCGGTGAAATGCGTAGATATCAAGTGGAACACCGGCGGCGAAGGCGCTTCTCTGGACAGATACTGACGCTCATGGACGAAAGTTAGGGTAGCGAAAGGG		Bacteria														Target				18		-		0.13		0.06		0.42		0.30		-		0.06		0.21		0.59		0.22		0.09		0.49		0.21		0.15		0.05		-		0.14		0.09		0.12		-		0.08		-		0.09

		IM-B1X4N5		TACGGAGGGTCCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGTCGTGTAAGTCGGATGTGAAAGCCCGGGGCTCAACCCCGGAATTGCACTCGATACTGCATGGCTAGAGTCCCGGAGAGGATGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				15		-		-		0.62		-		-		-		-		-		-		0.06		0.10		0.10		0.22		0.62		0.44		0.42		0.28		0.53		0.13		0.45		0.67		0.13		0.25

		IM-7J06ON		GACGGGGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGCCTGGGAAGTCTTGGGTGAAAGCCCCCAGCTCAACTGGGGAATGGCCTGAGAAACCACTGGGCTGGAGTGCTGGAGAGGGAAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGCTTCCTGGACAGACACTGACGCTGAGGCACGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				10		0.08		-		0.06		-		-		-		0.23		0.09		-		-		-		0.07		0.11		-		0.05		-		0.07		-		0.09		-		-		0.06		-

		IM-S6CPP5		TACGGAGGGTGCAAACGTTGTTCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGCTATGTAGGTCGGGTGTGAAAGCCCAGGGCTCAACCCTGGAACTGCGCTCGAAACCCCATAGCTTGAGTCCCGGAGGGAGAAGTGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACACCAGCGGCGAAGGCGACTTCTTGGCCGAGGACTGACGCTGATGTGCGAAAGTGTGGGGAGCAAACAGG		Bacteria														Target				2		-		0.08		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0J2W7S		TACGGGGGGGGCCAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCCAGGCCAGTCGGAGGTGAAATCCCTCAGCTTAACTGAGGAACTGCCTCCGATACTGCATGGCTTGAGTCCCGGAGAGGGTAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		0.07		0.10		-		-		-		-		-		-		0.08		-		-		-		0.11		0.08		0.08		0.05		0.11		-		0.09		0.09		-		0.10

		IM-4UQH15		GACGTAGGGAGCAAGCGTTGCCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGGGGCGTGCGTCTGAGAGGAAATTCCAAGGCTTAACCTTGGGGCTGTCTCAGATACGGCGCTTCTTGAGGATGTGAGAGGAAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGACTTTCTGGCACATTCCTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.07		-		0.08

		IM-00Q0ZZ		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATTTAAGTCAGATGTGAAAGCCCATGGCTCAACCATGGACGTGCATTTGATACTGGATAGCTTGAGTATTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCACCTGGCCAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-86W6ML		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGTGGCTTGGAAAGTTGGATGTGAAAGCCCGGGGCCCAACCCCGGAATTGCATTCAAAACTTCCTCGCTAGAGTCCCGGAGAGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACACTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				19		-		0.18		0.16		-		0.05		0.09		-		0.09		-		0.17		0.13		0.14		0.11		0.22		0.15		0.15		0.06		0.15		0.11		0.17		0.26		0.27		0.13

		IM-IJ8G25		TACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGTTCTGCAAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGCAGGACTTGAGTATCAGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGCTGAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C0IB93		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGGTGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTCGAAACTGCCTGGCTAGAGTTCCGGAGAGGAAGGCAGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACGGCAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				10		0.08		-		0.14		-		0.09		0.08		0.09		0.11		-		-		0.12		0.27		0.07		-		-		-		-		-		-		-		-		0.06		-

		IM-M14D5G		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGGGCAGGTGGTCTGTTAAGTCGTTTGTGAAAATCCGGGGCTCAACCCCGCGAAATGCAGACGATACTGGCAGACTGGAGATCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCCGAGTCTGACACTCATCCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				22		0.19		0.07		0.08		0.08		0.19		0.18		0.13		0.19		-		0.07		0.11		0.10		0.20		0.12		0.13		0.10		0.09		0.21		0.11		0.11		0.15		0.18		0.08

		IM-N2P67D		TACGAAGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGATAATCAAGTCAGATGTGAAATCTCGGGGCTCAACCTCGAAACTGCGTCTGAAACTGTTTATCTAGAGTCTTGGAGAGGGAGGTGGAATTTCGCATGTAGGGGTAAAATCCGTAGAGATGCGAAGGAACATCGGAGGCGAAGGCGACCTCCTGGACAAGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-

		IM-60EXUP		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGGCGAGATAGTCTTTCGTGAAAGCCCACGGCTCAACCGTGGAATTGCGGGAGATACTTCTCGTCTTGAGTCCGGGAGAGGAGTGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCACTCTGGACCGGTACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria														Target				4		0.05		-		-		-		-		0.17		0.23		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8QDE96		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGTGTAGGCGGCTTGGCAAGTCGGTTGTGAAATCCCTGGGCCCAACCCAGGAACTGCAGCCGAAACTGCCTCGCTAGAGTCCCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		-		0.08		-		-		0.06		-		0.07		-		-		-		-		-		0.07		-		-		0.05		0.14		0.09		0.15		0.17		0.46		0.14

		IM-U14LT2		TACGTAAGTTGCGAACGTTATCCGGAATCACTGGGCGTAAAGCGTTCGTAGGCGGCATAGCAAGTAGGATTTGAAAGCCCGGGGCTCAACTCCGGATCCGGATCCTAAACTGCTAGGCTAGAACAGATCAGAGGGCAGAGGAATTCCCGGTGTAGCGGTAATATGCACAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTGCCTGGGGTCTTGTTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.06		0.06		-		-		-		-		-

		IM-78WW35		CACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTTGTCGGTCAGATGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCATTTGAAACAGCAAGGCTTGAGTACTGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACAGATACTGACGCTGAGGCGCGAAGGTGTGGGTAGCGAACGGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UV51Y8		TACGGGGGGGGCTAACGTTGTTCGGAATCACTGGGCGTAAAGGGTCCGTAGGCGGCCCCATAAGTCGGAGGTGAAAGCCCTAGGCTTAACCTAGGAATTGCCTTCGAAACTGTAGGGCTAGAGTCCGGTAGAGGGAGACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCTGTGGCGAAGGCGGTCTCCTGGGCCGGTACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				16		-		0.07		0.07		0.08		0.06		-		-		-		-		0.05		-		-		0.08		0.09		0.08		0.14		0.11		0.09		0.06		0.11		0.09		0.10		0.06

		IM-J65B0M		TACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGACTGTTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAGTCTTGAGTATGGGAGAGGAAAGCGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		0.09		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1K09ID		TACGGAGGGCACAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGTGTAGGCGGCTTGGCAAGTCGGGTGTGAAATCCCAGGGCCCAACCCTGGAACTGCACTCGAAACTGCCTGGCTAGAGTCCCGGAGAGGATGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGGTGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-1AB05U		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTTGTCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGGCAACTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGGGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		0.11		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ND61S1		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCTCGTAGGCGGCCAACTAAGTCGGACGTGAAATCCCTCGGCTCAACCGAGGAACTGCGTCCGATACTGGATGGCTTGAGTCCGGGAGAGGGATGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCATCCTGGACCGGCACTGACGCTGAGGAGCGAAAGCCAGGGGAGCAAACGGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-2QK7A8		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGGTGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTCGAAACTGCCTCGCTCGAGTCCCGGAGAGGAAGGCAGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		-		-		-		-		-		-		-		-		-		0.06		0.07		0.08		0.05		0.09		0.08		0.08		-		0.05		0.06		0.08		0.14		-

		IM-ZT57B5		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCCCTTAAGTCCTCTGTGAAATTCCGGGGCTCAACCCCGGAGGTGCAGGGGATACTGGGGGACTAGAGACCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTAGCTGGGCCGGTTCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				3		-		-		-		-		-		0.06		-		-		-		-		-		0.05		0.08		-		-		-		-		-		-		-		-		-		-

		IM-VFYX51		TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGTATGTAGGCGGTTAGATAAGTCAGATGTGTAAGCCCACGGCTCAACCGTGGAATTGCATTTGAAACTATTTAACTTGAGTTCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCATTGATATTGGGAAGAACATCGGTGGCGAAGGCGGCTTTCTGGTCTGATACTGACGCTGAGATACGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target				1		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E42U6V		GACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGGGCAGGCGGCCCGTTAAGTCTTCTGTGAAAACCCGGAGCTCAACTCCGTGGAATGCAGGGGAAACTGGCGGGCTAGAGACCAGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTAGCTGGGCTGGATCTGACGCTCATCCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				4		-		0.07		-		0.06		0.08		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4R4XN2		TACGGAGGGGGCCAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCTAGGCAAGTCGGAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTCCGATACTGCATGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				18		-		0.20		0.15		0.08		0.06		-		-		-		-		0.18		0.13		0.05		0.19		0.15		0.13		0.17		0.12		0.20		0.10		0.23		0.18		0.14		0.18

		IM-8N1DM1		TACAGAGGTGGCAAGTGTTGTTCGGATTTACTGGGCGTAAAGGGTCCGCAGGCGGTCCTGTGTGTCGGATGTGAAAGCTCACGGCTTAACCGTGGAATTGCATTCGAAACTACAGGACTAGAGTACAGGAGGGGAGAGGGGAATTCAGGGTGTAGCGGTGAAATGCGTAGATATCCTGAAGAACACCGGTGGCGAAGGCGCCTCTCTGGACTGATACTGACGCTCATGGACGAAAGCTGGGGGAGCGAAGAGG		Bacteria														Target				7		-		0.10		0.18		0.16		-		-		-		-		0.16		-		-		-		-		0.12		-		-		0.05		-		-		-		0.05		-		-

		IM-791RUL		GACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGCAGGCGGCCTGGGAAGTCTTGGGTGAAAGCCCCCAGCTCAACTGGGGAAGTGCCTGAGAAACCACTAGGCTTGAGTGCTGGAGAGGGAAGTGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGACTTCCTGGACAGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				2		0.10		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3Y5M68		TACGGAGGTTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCTTGGTCAGTCTAAAGTGAAATCCCGGGGCTCAACCCCGGAAGAGCTTTGGATACTGCCAAGCTTGAGTTCGTGAGAGGTGAGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCGGTGGCGAAAGCGGCTCACTGGCATGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACGGG		Bacteria														Target				3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		0.06		0.07		-		-		-		-

		IM-940LX6		TACGGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGTGTAGGCGGCTTCGTATGTCCTCTGTGAAAGCCCTCGGCTCAACCGAGGAATTGCAGGGGAAACTGCGGAGCTCGAGTCCGGGAGAGGAGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCCGTGGCGAAGGCGGCTCTCTGGACCGGTACTGACGCTGAGACGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				2		-		-		-		-		-		-		-		0.05		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-

		IM-AW362Y		TACAGAGGTCTCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCGAGGTAAGTCAGATGTGAAATTCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCTTGCTAGAGTAGTGGAGGGGCATCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGATGCTGGACACTTACTGACGCTGAGGCTCGAAGGCCAGGGTAGCGAAAGGG		Bacteria														Target				5		0.20		-		-		-		-		0.14		0.07		0.08		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-

		IM-X470JO		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTATGTATGTCGGATGTGAAATCCCGAGGCTCAACTTCGGAATGGCATTCGAAACTGCATGACTTGAGTACAGGATGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGAGGCACGAAAGCTGGGGGAGCAAACAGG		Bacteria														Target				5		-		0.18		-		0.18		0.06		-		-		-		0.08		0.30		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9CVH35		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGTGTAGGCGGCCAGGAAAGTCGGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCTCTCGAAACTGCCTGGCTAGAGTCCCGGAGAGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				22		-		0.32		0.74		0.11		0.09		0.10		0.07		0.12		0.08		0.24		0.42		0.32		0.30		0.27		0.24		0.08		0.16		0.10		0.06		0.06		0.13		0.10		0.10

		IM-LHE675		TACGGAGGGTGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTGATAAGTCAGATGTGAAAGTCCATGGCTCAACTGTGGAAGTGCATTTGAAACTGTCTGGCTTGAGTATTGGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAACACCTGTGGCGAAGGCGACTTTCTGGACAAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				13		-		0.15		0.12		-		-		-		-		-		-		0.09		-		-		-		0.21		0.12		0.19		0.08		0.16		0.08		0.15		0.16		0.09		0.26

		IM-HY37E1		TACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGATAACTCAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCATTGATACTGGTTGTCTTGAATTAGTGTGAAGTGGTTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCAATTGCGAAGGCAGATCACTAACACTATATTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGG		Bacteria														Target				9		0.05		0.05		-		-		-		-		-		0.06		-		0.08		-		0.09		0.18		0.12		-		0.07		-		-		-		-		-		-		0.11

		IM-Z2RK80		TACAGAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCCCCTAAGTCGAACGTGAAATCCCTGGGCTCAACCCAGGAACTGCGTCCGAGACTGGGGGGCTCGAATCCGGGAGAGGGATGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCGGTGGCGAAGGCGGCATCCTGGACCGGTATTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		0.07		-		-		0.11		0.08		-		-		-		-		0.05		0.11		-		-		-		-		-		-		-		-		-		-

		IM-N6J206		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTCGGAAGTTATGGGTGAAAGCCCCCGGCTCAACTGGGGAATGGCCTGTAAAACCACGGAGCTGGAGTGCTGGAGAGGGAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACAGACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target				7		-		-		-		0.12		0.08		-		-		-		-		-		-		-		-		0.07		0.07		0.07		0.05		-		-		0.05		-		-		-

		IM-R27W9I		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGGGTGTAGGCGGTGAGGCAAGTCGAATGTGAAATCCCTGGGCCCAACCCAGGAACTGCATCCGAAACTGCCTCGCTAGAGTCTCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGATGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		0.10		-		-

		IM-AQG884		TACGGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTGGCAAGTCAGGGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTCTGAAACTGTCTGGCTTGAGGCCGGGAGAGGGTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGGTTCTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGG		Bacteria														Target				7		-		-		-		-		-		-		-		0.20		-		-		-		-		0.20		-		0.06		0.14		-		-		0.05		-		-		0.30		0.14

		IM-HB412K		CACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGCCTACCAAGTCTCTCGTGAAAGACCAGGGCTCAACCCTGGGAACGCGAGAGAAACTGGTAAGCTGGAATCTTTGAGGGGGTACTGGAATTCCTGGTGTAGGGGTGAAATCTGTTGATATCAGGAAGAACACCGGAGGCGAAGGCGAGTACCTGGCAAATGATTGACGCTGATGAGCGAAAGCGTAGGGAGCGAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6ZIW64		TACGGAGGGGGCCAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCGGGCAAGTCGGAGGTGAAATCCCTCGGCTCAACCGAGGAATTGCCCCCGATACTGCCTGGCTTGAGTCCCGGAGAGGGTAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-6HO1U8		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCCTTTTAAGTCTGATGTGAAAGCCCGAGGCTCACCCTCGGAAGTGCATTGGATACTGGGAGGCTGGAGTACCGGAGAGGAGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCCTCTGGACGGATACTGACGCTGAGACGCGACAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N31LL8		TACGGAGGGCGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGGGTGTAGGCGGTGAAGTCAGTCGGATGTGAAAGCCCAGGGCCCAACCCTGGAACTGCATTCGAAACTGCTTCGCTAGAGTCCCGGAGGGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTCAGACCCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OUN830		TACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTGCAGGCGGTTCCGTAAGTCGGACGTGAAAGCTCCTGGCTTAACTGGGAGAGGCCGTTCGATACTGCGGGACTTGAGGTCGGGAGAGGGACGTGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCGTCCTGGCCCGCACCTGACGCTAAGACGCGAAAGCGTGGGTAGCGAACGGG		Bacteria														Target				8		-		0.06		0.21		0.16		-		-		-		-		-		-		-		-		-		0.19		0.24		0.14		0.09		-		-		0.12		-		-		-

		IM-847CPP		TACGTAGGGAGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGCGTAGGTGGTCTGATAAGTCTGGTGTGAAAGCCCACAGCTTAACTGTGGAACTGCATCAGAAACTGCCAGACTTGAGTGCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGCAACTGACACTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria														Target				4		-		-		0.06		-		-		-		-		-		-		-		-		-		-		0.17		0.20		0.24		-		-		-		-		-		-		-

		IM-7Q152I		TACGTAGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCGCGACAAGTCACTTGTGAAATCTCCGGGCTTAACTCGGAACGGCCAAGTGATACTGTTGTGCTAGAGTGCAGGAAGGGCAACTGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCTGAGGCGAAGGCGAGTTGCTAGACTGACACTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGG		Bacteria														Target				10		0.18		-		-		0.17		0.14		0.28		0.38		0.19		-		-		-		0.08		0.07		-		-		-		-		-		0.06		-		0.06		-		-

		IM-4Y8W5T		TACGGAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCAAGTCGAGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCACCCGAAACTGCCAGGCTAGAGTCCCGGAGGGGGTGGCGGAATTTCCGGTGTAGAGGTGAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				15		-		-		0.23		0.06		-		-		-		0.07		-		-		-		0.06		0.08		0.29		0.13		0.15		0.14		0.19		0.06		0.17		0.18		0.10		0.16

		IM-5D6YR3		TACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAGGTCGGATGTGAAAGCCCGGGGCCCAACCCCGGAATTGCATTCGAAACTACCAAGCTAGAGTCCTGGAGAGGAAGGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCCTTCTGGACAGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		-		0.07		-		-		-		-		-		-		-		0.09		-		0.06		-		0.10		0.05		0.06		0.08		-		0.11		0.09		0.08		0.05

		IM-N3FJ14		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGTTGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATCCGAAACTGCCTCGCTAGAGTCCCGGAGAGGAAGGCAGAATTCCCAGTGTAGGGGTGAAATCCGTAGATATTGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-

		IM-9T7C9M		GACAGAGGGTGCGAACGTTGCTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGACTTGCAAGTCAGGTGTGAAATCCCTGGGCTCAACCTAGGAACTGCATCTGAAACTGCTCGTCTTGAGTGTCGGAGAGGGAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-16OW1O		TACGGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTGGCAAGTCATAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTATGAAACTGCCTGGCTTGAGATCGGGAGGGGGTGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACCGATTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-

		IM-033ZNP		TACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGCGAGGTAAGTCAGATGTGAAATCCCAGGGCTCAACCCTGGAACTGCATCCGATACTGCCTTGCTAGAGTAGTGGAGGGGTATCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGAGATCGTGAGGAACACTAGTGGCGAAGGCGAGATACTGGACACTTACTGACGCTGAGGCACGAAGGCCAGGGTAGCGAAGCGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-

		IM-UD0X51		TACGTAGGGAGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGCGTAGGTGGTTTGTTAAGTCTGGTGTGAAAGCCCAGAGCTCAACTCTGGAACTGCATCAGAAACTGCCAAACTTGAGTGTGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCACAACTGACACTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria														Target				18		-		0.16		0.33		0.34		0.16		-		-		-		-		0.08		0.08		0.06		0.08		0.47		0.29		0.39		0.31		0.27		0.17		0.30		0.42		0.12		0.26

		IM-85Q8VI		TACGGAGGGTGCTAGCGTTGTCCGGAATCACTGGGCGTAGAGCGCACGTAGGCGGCCACTTAAGTCATTTGTGAAATCCCGGGGCTCAACTCCGGGGCTGCAAGTGATACTGGGTGGCTAGAGCTCGGTAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGGCCGTAGCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				4		-		-		0.24		-		-		-		-		-		-		-		0.15		-		0.13		-		-		-		-		-		-		-		-		0.06		-

		IM-P8F41X		GACGGGGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGGGCATGTGGTTCGTTAAGTCTTCTGTGAAACTCCGGGGCTCAACCCCGGACATGCAGGAGAAACTGGCAGACTAGAGACCGGTAGAGGCTAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTAGCTGGGCCGGGTCTGACACTCATCCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				3		0.07		-		-		-		-		0.17		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-381MRM		TACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCGAGGCAAGTCGGTTGTGAAAGCCCGAGGCCCAACCTCGGAACTGCAACCGAAACTGCCTGGCTAGAGTCCCGGAGAGGGTGGCGGAATTTCCGGTGTAGAGGTGAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				11		-		0.21		0.05		-		-		-		-		0.08		-		0.07		0.28		0.09		0.11		-		-		-		-		-		-		0.07		0.07		0.12		0.06

		IM-2F95HS		TACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCTCGTAGGCGGCTAGCTCAGTCAGACGTGAAATCCCTCGGCTCAACCGGGGAACTGCGTCTGATACTGGTTGGCTTGAATCCGGGAGAGGGATGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCATCCTGGACCGGTATTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACGGG		Bacteria														Target				9		0.06		-		0.06		-		-		0.05		0.06		-		-		-		-		0.06		0.08		-		0.05		0.06		-		-		0.07		-		-		-		-

		IM-14BDO7		TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGAAAGTCGGATGTGAAAGCCCGAGGCTCAACCTCGGAACTGCATTCGAAACTTCCAAGCTAGAGTCCCGGAGAGGATGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.07		-

		IM-5644UX		TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGTATGTAGGCGGTTGGACAAGTCAGACGTGTAAGCCCGTGGCTCAACCACGGAATTGCGTTTGAAACTGTTTAACTTGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCATTGATATTGGGAAGAACATCGGTGGCGAAGGCGGCTTTCTGGCCTGATACTGACGCTCAGATACGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1GJE62		GACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCTGTTTTGCAAGTCGGGTGTGAAAGCCCAGGGCTCAACCTTGGAAGTGCACTCGAAACTGCAAGACTAGAATCTCGGAGAGGGTAGCGGAATTCTGGGTGTAGAGGTGAAATTCGTAGATATCCAGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACGAGTATTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				6		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		0.07		0.06		0.05		-		-		0.05		-		0.08

		IM-2CO8A0		TACGTAGGGACCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCGCTGCAAGTCAATTGTGAAATCTCCGGGCTTAACTCGGAACGGCCAATTGATACTGCAGTGCTAGAGTGCAGAATGGGCAAGTGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCTGAGGCGAAGGCGACTTGCTGGGCTGACACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target				22		0.25		0.14		0.12		0.07		0.10		0.43		0.31		0.13		-		0.09		0.15		0.08		0.21		0.13		0.16		0.15		0.34		0.20		0.21		0.23		0.16		0.07		0.12

		IM-IR059X		TACGGAGGGGGCAAGCGTTGCTCGGATTTACTGGGCGTAAAGGGTCCGCAGGCGGTTGAGCAAGTTAGATGTGAAAGCTCAAGGCTTAACCTTGGAATTGCATCTAAAACTGCTCGACTAGAGTCCAAGAGGGGTTGACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGCTTGGAACTGACGCTCAGGGACGAAAGCGTGGGTAGCGAACCGG		Bacteria														Target				3		0.09		-		-		-		0.08		-		0.33		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OQ634T		TACGGAGGGTACGAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCCGTACAAGTCGGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCACCCGAAACTGTATGGCTAGAGTCCCGGAGGGGGTGGCGGAATTTCCGGTGTAGAGGTGAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				6		-		-		0.09		-		-		-		-		-		-		-		-		-		-		0.05		-		-		0.06		-		-		0.07		-		0.07		0.06

		IM-MJ20V0		TACGGAGGGTCCGAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGTGTAGGCGGCTTGGCAAGTCGGTTGTGAAATCCCGGGGCCCAACCCCGGAACTGCAACCGAAACTGCCTCGCTAGAGTCCCGGAGAGGGTGGTGGAATTTCCGGTGTAGAGGTGAAATTCGTAGATATCGGAAGGAACACCAGAGGCGAAGGCGACCACCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-416CCB		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCAATGTATGTCGGATGTGAAATCTCGAGGCTCAACTTCGAAATTGCATCCGAAACTGCATAGCTTGAGTACAGGATGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGCGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGAGGCACGAAAGCTGGGGGAGCAAACAGG		Bacteria														Target				3		-		0.10		-		0.13		-		-		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-55JZ7A		TACGTAGGGAGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCGCGTAGGCGGCATGGCAAGTCCGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCGTCGGAAACTGCCAAGCTAGAGTGTGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCACAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				4		-		0.06		0.15		-		-		-		-		-		-		-		-		-		-		0.06		0.07		-		-		-		-		-		-		-		-

		IM-Y2W5GL		TACGGAGGTTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGCCAAGTCAGTCTGAAGTGAAAGTCCGGGGCTCAACCCCGGAAGTGCTTCGGATACTACTTGGCTTGAGTACGTGAGAGGTGAGTGGAATTTCAGGTGAAGCGGTGAAATGCGTAGATATCTGAAGGAACATCGATGGCGAAAGCAGCTCACTGGCACGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACGGG		Bacteria														Target				4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.05		0.07		0.05

		IM-Q17I3E		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTAATGTGTGTCGGATGTGAAAGCCCATGGCTCAACTGTGGAACTGCATTCGAAACTGCATAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGCGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGATGCACGAAAGCTGGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-70JUI4		TACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGCCAAGCAAGTCTGACGTGAAAGCTCCTGGCTTAACTGGGAGAGGTCGTTGGAAACTGCCTGGCTTGAGGTAATGAGAGGGGTGCGGAATTCCCGGTGTAGTGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCATCCTAGCATTGACCTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACGGG		Bacteria														Target				14		-		-		0.13		0.12		0.07		-		-		-		-		0.07		0.10		0.07		-		0.11		0.19		0.18		0.07		0.07		0.07		0.16		-		0.06		-

		IM-XN9N59		GACGGAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGGATCAAGTGGGAAGTGAAAGCCCTCGGCTCACCCGAGGAAGGGCTTGCCAAACTGATCGGCTAGAGTGCCGGAGGGGGACGCGGAATTCCTGGTGGAGCGGTGAAATGCGTAGAGATCAGGAAGAACGTCGGTGGCGAAGGCGGCGTCCTGGACGGACACTGACGCTGAGGTGCGACAGCGTGGGGAGCGAACGGG		Bacteria														Target				2		-		-		-		0.11		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-82TE4F		TACAGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTACGGTAAGTCGGGTGTGAAAGCCCAGGGCCCAACCCTGGAATTGCATCCGATACTGCCGAACTAGAGTACAGGAGGGGAGAGCGGAATTCTTGGTGTAGCGGTGAAATGCGTTGATATCAAGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGAATGTTACTGACACTGAGGCACGAAAGTTGGGGGAGCAAACAGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		0.12		0.15		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O89F0I		TACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGACCTGCCAGTCAGTGGTGAAATCCCGGGGCTCAACTCCGGAACTGCCATTGATACTACAGGTCTTGAATACGGTTGAGGTAGGCGGAATGTAGCATGTAGCGGTGAAATGCATAGATATGCTACAGAACACCGATCGCGAAGGCAGCTTACCAAGCCGATATTGACGCTCAGGCACGAAAGCGTGGGTAGCGAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V9OWM3		TACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCCGATCAAGTCTGACGTGAAAGCTCCTGGCTTAACTGGGAGAGGTCGTTGGAAACTGATTGGCTTGAGGCGATGAGAGGGGTACGGAATTCCAGGTGTAGTGGTGGAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAAGCGGTACCCTGGCATTGTCCTGACGCTCATGTGCGAAAGCGTGGGGAGCGAACGGG		Bacteria														Target				2		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		0.07		-		-		-		-		-		-		-		-

		IM-AR621U		TACGAAGGTCCCAAGCGTTGTTCGGATTTACTGGGCGTAAAGAGTACGTAGGCGGTGAGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATCCGATACTGCCTCACTTGAGTAATGGAGGGGCATCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTAGTGGCGAAGGCGAGATGCTGGACATTTACTGACGCTGAGGTACGAAGGCCAGGGTAGCGAAAAGG		Bacteria														Target				1		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0ZI903		TACAGAGACTGCAAGCGTTATTCGGATTCACTGGGCGTAAAGGGTGCGCAGGCGGCCAGATGTGTCAGGTGTGAAAGCTCGAGGCTCAACCTCGAAACGGCGCCTGAAACTATCTGGCTAGAGTATCGGAGAGGGAAGCGGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAACACCAGAGGCGAAGGCGGCTTCCTGGACGATTACTGACGCTCAGGCACGAAAGCGTGGGTAGCGAAAGGG		Bacteria														Target				12		0.12		0.10		0.08		0.06		-		0.15		0.07		0.06		0.06		0.06		-		-		-		0.10		-		-		-		-		-		0.07		0.05		-		-

		IM-Q8A1C2		CACGTAGGGCGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTCGTAAGTCGGGTGTGAAAACTCAGGGCTCAACTCTGAGACGCCACCCGATACTGCGATGACTTGAGTCCGGTAGAGGAGTAGGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGTAGCGAAGGCGCTACTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGG		Bacteria														Target				2		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-

		IM-88X1MK		TACGTAGGGACCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCGCCGCAAGTCAATTGTGAAATCTCCGGGCTTAACTCGGAACGGCCAATTGATACTGCAGCGCTAGAGTGCAGAAAGGGCAACTGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCAGAGGCGAAGGCGAGTTGCTAGGCTGACACTGACGCTCAGGCACGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-

		IM-B9L97U		TACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCAAGGTAAGTCGGATGTGAAATCCCAGGGCCCAACCCTGGAACTGCATTCGATACTGCCTCGCTAGAGTCTCGGAGAGGATGGCGGAATTCCGGGTGTAGAGGTGAAATTCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGATGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				5		-		-		-		-		-		-		-		0.13		-		0.06		0.07		-		-		-		-		-		-		-		-		-		0.07		-		0.09

		IM-881DII		TACGGGGGGAGCAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGCGCGTAGGCGGCTTCGTAAGTCTGACGTGAAATGTACCGGTTCAACCGGTGCGCTGTGTCGGAAACTGCGTGGCTTGAGGTCGAGGGAGGAGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCCGTGGCGAAGGCGGCTCTCTATCTCGATTCTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.06		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-

		IM-X056RN		GACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGCAGGAAGTCTTGGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTGAGAAACCACTGAGCTAGAGTGCTGGAGAGGAAAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGACAGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria														Target				14		0.08		-		0.05		-		-		-		-		-		-		0.05		0.08		0.08		0.11		0.07		-		0.06		0.07		0.06		0.10		0.07		0.08		-		0.06

		IM-45GVO7		TACGGAGGGCGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGTTCGGAAAGTCGAATGTGAAATCCCCGGGCTCAACTCGGGAACTGCATCCGAAACTTCCGAACTAGAGTCCCGGAGAGGAAGGCAGAATTCCCAGTGTAGGGGTGAAATCCGTAGATACTGGGAGGAATACCAGAGGCGAAGGCGGCCTTCTGGACGGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		0.05		0.10		0.14		0.06

		IM-IG864A		TACGGGGGGAGCAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGCGCGTAGGCGGTTTGGCAAGTCTGACGTGAAATGTACCGGTTCAACCGGGGCGCCGTGTCAGAAACTGCCTGACTTGAGGTCGAGGGAGGAGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCCGTGGCGAAGGCGACTCTCTATCTCGATTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		17		-		0.05		0.06		-		0.09		-		-		-		-		0.06		0.08		0.08		0.11		0.14		0.13		0.16		0.14		0.08		0.14		0.15		0.08		0.06		0.09

		IM-M97EB3		TACGGGGGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGTGGGAGAAGTTTTGGGTGAAAGCCCCCGGCTCAACCGGGGAAGTGCCTGGAAAACCATCTGACTGGAGTGCTGGAGAGGCAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAACATCGGAGGCGAAGGCGGCTTGCTGGACAGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				6		-		0.08		-		-		-		-		-		0.09		-		-		0.08		0.06		0.08		-		-		-		-		-		0.08		-		-		-		-

		IM-Y24B6Q		TACGGAGGGGGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTCCGTAGGCGGCCGCATAAGTCCCGGGTGAAAGCCCTGGGCTCAACTCAGGAATTGCCCTGGAAACTGTGCGGCTAGAGTTCGGTAGAGGGAGACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCTGTGGCGAAGGCGGTCTCCTGGGCCGATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				9		-		-		0.12		0.06		-		-		-		-		-		-		-		-		-		0.18		0.09		0.11		0.10		0.07		-		0.07		0.06		-		-

		IM-60BM7Y		TACGGAGGGGGCCAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGCTGCGCAAGTCGGACGTGAAATCCCTCGGCTCAACTGAGGAACTGCGTCCGAAACTGCGTAGCTCGAGTCCCGGAGAGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACGGGTACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGG		Bacteria														Target				8		-		0.13		0.08		-		-		-		-		-		-		0.06		0.10		0.05		0.08		0.06		0.05		-		-		-		-		-		-		-		-

		IM-8G9UB8		TACGTAGGGAGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCGCGTAGGCGGCCAGGTAAGTCTGATGTGAAATCCCACAGCTCAACTGTGGAACTGCATTGGAAACTGCTTGGCTAGAGTGCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACCGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGG		Bacteria														Target				2		-		-		0.06		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-

		IM-ZS75E8		TACGGAGGGTGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCACAGTAAGTAGGGGGTGAAATCTCACGGCTCAACCGTGAAACGGCCTTCTAAACTGCTGCGCTTGAGCACGGTAGAGGCAGATGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCGGTGGCGAAGGCGGTCTGCTGGGCCGTTGCTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGG		Bacteria														Target				19		0.15		-		0.23		-		0.06		0.22		0.07		0.20		-		-		0.12		0.21		0.19		0.23		0.18		0.21		0.21		0.11		0.22		0.29		0.22		0.21		0.15

		IM-2ST13C		TACGGAGGGGGCAAGCGTTATTCGGAATCATTGGGCGTAAAGGGCGTGTAGGCGGCCTAACAGGTCAAAGGTGAAATCCCTCGGCTCAACCGAGGAACTGCCTTTGAAACCTTTAGGCTAGAGGCCGGGAGAGGCTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG		Bacteria														Target				1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-

		IM-48IA0D		TACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTGGGAAGTCTTAGGTGAAAGCCCTCGGCTCAACCGAGGAATTGCCTGAGAAACCACCAAGCTAGAGTGCTGAAGAGGGAAGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCTGAGGCGAAGGCGGCTTCCTGGACGGACACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				3		-		-		-		-		-		0.06		0.06		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-

		IM-O9Q5X2		CACGGGGGGAGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGTGTAGGCTGCACGGTAAGTGAGATGTGAAATCCCTCGGCTCACCCGAGGAAGTGCATCTCAAACTGCCGCGCTTGAGTACGGGAGAGGTTGTGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGCACAACTGGCCCGATACTGACGCTGAGGCGCGAAAGCTAGGGTAGCAAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		0.07		-		-		-		-		-		-		-		-		0.07		0.09		-		0.06		-		0.05		-		-		-		-		-		-

		IM-728ELV		TACGTAGGGAGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCGCGTAGGCGGGTTGGAAAGTCCGGTGTGAAATCTCACAGCTTAACTGTGAAACTGCATCGGAAACTGCCAGCCTAGAGTGCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATACTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGCAACTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGG		Bacteria														Target				6		-		0.06		0.09		-		-		-		-		-		-		-		-		-		-		0.05		0.10		0.06		-		-		-		0.05		-		-		-

		IM-GZ1Y12		TACGTAGGATGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTCCGTAGGCGGTTTGTTAAGTCTCCTGTGAAAGTTCAGGGCTCAACCCTGAAATGTCGGGGGATACTGGCAAACTTGAGACTGTCAGAGGCAAGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAAGCGGCTTGCTGGGACAGTTCTGACGCTGAGGGACGAAAGCGTGGGTAGCAAACCGG		Bacteria														Target				17		0.09		-		0.06		0.10		0.13		0.09		0.08		0.13		-		-		0.08		0.06		0.08		0.06		-		-		0.06		0.11		0.14		0.06		0.10		0.08		-

		IM-9P10KY		CACGGAGGGGGCGAGCGTTATTCGGAATTATTGGGCGTAAAGGGCAGGTAGGCGGCCTAGTATGTCCTTTGTGAAATCCCTCGGCTCAACCGAGGAATTGCAGGGGAAACTGCGAGGCTTGAGTCCGGGAGAGGGGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTCCCTGGACCGGTACTGACGCTCAGCTGCGAAAGCCAGGGGAGCGAACGGG		Bacteria														Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		12		-		0.11		0.11		-		-		-		-		-		-		0.12		-		-		0.06		0.09		0.10		0.14		0.05		0.09		-		0.09		0.05		-		0.11

		IM-2J50K2		CACCGGCGGCCCGAGTGGTAATCACTTTTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGTTCTTCGGGAAATCTGACAGCTCAACTGTTAGGCTTCCGGGGAATACTGTCAGACTTGGGACTGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCACCAGTGGCGAAGGCGTCTTACCAGAACAGGTCCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGG		Archaea		Halobacteriota		Methanosarcinia		Methanosarcinales		Methanosarcinaceae		Methanococcoides				Non-Target				2		-		-		-		0.06		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6MBR70		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCGGTTGTGTAAGTTTTCGGTTAAATCCATATGCTCAACATCTGGGCTGCCGGGAATACTGCACAACTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGGGGTAAAATCCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoplasmatota		Thermoplasmata		Thermoplasmatales								Non-Target				14		0.47		-		0.15		0.06		0.06		0.66		0.76		0.46		-		-		0.35		0.36		0.52		-		-		-		0.06		-		0.38		0.06		-		0.70		-

		IM-Z186QB		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCTGCCGTATTAGTTTTCGGTTAAATCCATATGCTCAACATCTGGGCTGCCGGGAATACTATACAGCTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGGGGTAAAATCCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoplasmatota		Thermoplasmata		Thermoplasmatales								Non-Target				4		0.13		-		-		-		-		0.09		0.08		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N4N25S		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCGGCTGTGTAAGTTTTCGGTTAAATCTACATGCTTAACATGTAGGCTGCCGGAAATACTGTACAGCTAGGGAGTGGGAGAGGTAGACGGTACTCCGTAGGAAGGGGTAAAATCCTTTGATCTATGGATGACCACCTGTGGCGAAGGCGGTCTACTAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoplasmatota		Thermoplasmata		Thermoplasmatales								Non-Target				5		-		-		-		-		-		-		0.06		0.15		-		-		-		-		0.06		-		-		-		-		-		0.22		-		-		0.19		-

		IM-B04M6N		TACCCGCAGCCCGAGTGGTGGTCGTTATTATTGGGCCTAAAACGTCCGTAGCCGGCCCGGTAAATTCGTGGGGAAATCGGTCAGCTTAACTGACCGAAGTCCGCGGAGACTGCCGGGCTTGGGACTGGGTGAGGTCAGAGGTACTTCAGGGGTAGGGGTAAAATCCTGTAATCCTTGAAGGACCACCAGTGGCGAAGGCGTCTGACTAGAACGGATCCGACGGTAAGGGACGAAGCCCTGGGGCACAAACGGG		Archaea		Thermoplasmatota		Thermoplasmata										Non-Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-217GGM		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCTGCTCTGTAAGTTTTCGGTTAAATCTGTACGCTCAACGTACAGGCTGCCGGGAATACTGCAGAGCTAGGGAGTGGGAGAGGTAGACGGTACTCGGGAGGAAGTGGTAAAATGCTTTGATCTCTCGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoproteota		Nitrososphaeria		Nitrososphaerales		Nitrosopumilaceae		Nitrosopumilus				Non-Target		There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		0.06		-		-		-		0.06		0.07		0.15		0.18		-		-		-		-		-		-		-		-		-		0.15		0.07		-		0.23		-		-

		IM-3A72TW		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCGGCTCTGTAAGTTTTCGGTTAAATCTGTATGCTCAACATACAGGCTGCCGGGAATACTGCAGAGCTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGGGGTAAAATCCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoproteota		Nitrososphaeria		Nitrososphaerales		Nitrosopumilaceae						Non-Target				23		5.83		3.49		3.24		7.29		22.15		7.87		7.28		15.01		0.33		3.76		6.16		4.98		15.60		4.06		10.77		10.96		18.30		25.71		20.29		11.39		20.30		25.34		24.65

		IM-4GQ40T		AACCAGCACCTCAAGTGGTCAGGATGATTATTGGGCCTAAAGCATCCGTAGCCTGTTCTGAAAGTTTCCGGTTAAATCCATTAACTCAACTAATGGGCTGCCGAAAATACTGCAGAACTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGGGGTAAAATCCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTTCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea		Thermoproteota		Nitrososphaeria		Nitrososphaerales		Nitrosopumilaceae						Non-Target				22		5.38		-		0.99		0.45		0.87		8.24		6.29		7.05		0.09		0.08		0.12		1.50		2.22		0.06		1.30		0.33		2.00		0.54		6.96		2.46		0.68		4.74		0.14

		IM-584F7D		AACCAGCTCTTCAAGTGGTCGGGACTATTATTGGGCTTAAAGTGTCCGTAGCCTGTTTAGTAAGTTCCTGGTTAAATCGGATAGCTTAACTATCTGTCTGCTAGGAATACTACTATACTAGGGGGCGGGAGAGGTCTGAGGTACTCCAGGGGTAGCGGTGAAATGCTATAATCCTTGGGGGACCACCAGTGGCGAAGGCGTCAGACTGGAACGCGCCCGACGGTGAGGGACGAAAGCCAGGGGAGCGAACCGG		Archaea														Non-Target				6		-		0.05		0.06		-		-		-		-		-		-		-		-		-		-		-		0.07		0.10		-		-		-		0.10		0.09		-		-

		IM-8L10MZ		AACCAGCTCTTCAAGTGGTCGGGAATATTATTGGGCTTAAAGTGTCCGTAGCCGGTTTGGTAAGTTCCTGGTTAAATCTGGCAGCTTAACTGTCAGTCAGCTAGGAATACTACTTTACTAGAGGGTGGGAAAGGTTTGAGGTACTCCAGGGGTAGCGGTGAAATGCGATAATCCTTGGGGGACCACCAGTGGCGAAGGCGTCAGACTGGAACACGCCTGACGGTGAGGGACGAAAGCCAGGGGAGCGAACGGG		Archaea														Non-Target				1		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E9EE74		AACCAGCTCTTCAAGTGGTCGGGATAATTATTGGGCTTAAAGTGTCCGTAGCCGGTTTAGTAAGTTCCTGGTAAAATCGGGTAGCTTAACTATCTATATGCTAGGAATACTGCTATACTAGAGGGCGGGAGAGGTCTGAGGTACTACAGGGGTAGGGGTGAAATCTTATAATCCTTGTAGGACCACCAGTGGCGAAGGCGTCAGACTGGAACGCGCCTGACGGTGAGGGACGAAAGCCAGGGGAGCGAACCGG		Archaea														Non-Target				6		-		0.08		-		-		-		-		-		-		-		-		-		-		-		0.07		-		0.08		0.09		0.06		-		0.06		-		-		-

		IM-01NSD5		AACCAGCACCTCAAGTGGTCAGGAGGATTATTGGGCCTAAAGCATCCGTAGCCGGCTGTGTAAGTTTTCGGTTAAATCCATACACTCAATGTATGGGCTGCCGGGAATACTGCACAGCTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGTGGTAAAATGCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACCAGAACACGTTCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea														Non-Target				13		0.08		-		-		-		-		0.14		0.22		0.28		-		-		0.08		-		0.11		-		0.06		-		0.09		0.05		0.06		0.08		-		0.16		0.11

		IM-9A6FI3		AACCAGCACCTCAAGTGGTCAGGAGGATTATTGGGCCTAAAGCATCCGTAGCCGGCTGTATCAGTTTTCGGTTAAATCTATATGCTCAACATATAGGCTGCCGAGAATACTGTACAGCTAGGGAGTGGGAGAGGTAGACGGTACTCGGTAGGAAGGGGTAAAATCCTTTGATCTATTGATGACCACCTGTGGCGAAGGCGGTCTACTAGAACACGTCCGACGGTGAGGGATGAAAGCTGGGGGAGCAAACCGG		Archaea														Non-Target				10		0.36		-		-		-		-		0.19		1.21		0.25		-		-		-		-		0.08		-		-		-		0.17		0.06		0.19		0.11		-		0.13		-
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G.1 Macrofaunal Abundance Data 

Click on icon to open the abundance data. 
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Data 

G.2 Macrofaunal Abundance Analysis Certificate 

Click on icon to open the macrofaunal abundance analysis certificate. 
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Analysis Certificate 

G.3 Macrofaunal Biomass 

Click on icon to open the biomass data. 
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G.4 Macrofaunal Biomass Analysis Certificate 

Click on icon to open the macrofaunal biomass analysis certificate. 
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Abundance

		Taxon		Qualifier		MSC Code		AphiaID		Authority		Faunal abundance [individuals per sample]																																																																																																																																																																																																																		Total Abundance

												ST002_FA		ST004_FA		ST006a_FA		ST007_FA		ST010_FA		ST020_FA		ST026_FA		ST028_FA		ST030_FA		ST033_FA		ST039_FA		ST043_FA		ST047_FA		ST051_FA		ST055_FA		ST059_FA		ST063_FA		ST067_FA		ST071_FA		ST081_FA		ST090_FA		ST097_FA		ST105_FA		ST111_FA		ST118_FA		ST121_FA		ST123_FA		ST125_FA		ST128_FA		ST133_FA		ST139_FA		ST147_FA		ST150_FA		ST154_FA		ST158_FA		ST161_FA		ST163_FA		ST165_FA		ST167_FA		ST169_FA		ST171_FA		ST173_FA		ST175_FA		ST177_FA		ST179_FA		ST181_FA		ST183_FA		ST185_FA		ST187_FA		ST189_FB		ST191_FA		ST193_FA		ST195_FA		ST197_FA		ST199_FA		ST201_FA		ST203_FA		ST205_FA		ST207_FA		ST209_FA		ST211_FA		ST213_FA		ST215_FA		ST217_FA		ST219_FA		ST221_FA		ST223_FA		ST225_FA		ST227_FA		ST229_FA		ST231_FA		ST233_FA		ST235_FA		ST237_FA		ST239_FA		ST241_FA		ST243_FA		ST245_FA		ST249_FA		ST251_FA		ST253_FA		ST255_FA		ST257_FA		ST259_FA		ST261_FA		ST263_FA		ST265_FA		ST267_FA		ST269_FA		ST271_FA		ST273_FA		ST275_FA		ST277_FA		ST279_FA		ST281_FA		ST283_FA		ST285_FA		ST287_FA		ST289_FA		ST291_FA		ST293_FA		ST295_FA		ST297_FA		ST299_FA

		Cnidaria

		Pennatula phosphorea				D0623		128517		Linnaeus, 1758																																																																																																																				1														1		2		1				1				1																				2				1				3														1		1		1																								16

		CERIANTHARIA				D0628		1361		Perrier, 1893								1																																												1		1				1		2				1																				1		1																								1				2						1														1																																								1				1						1				2				1				1																21

		ACTINIARIA

Author: Author:
Epifaunal (attached) forms		Type E		D0662		1360		Hertwig, 1882						5		13		1						2								3																2																6																		1										3																																																																																																																																36

		ACTINIARIA

Author: Author:
Infaunal (burrowing) forms. Distinct from Halcampa chrysanthellum and Edwardsiidae		Type I		D0662		1360		Hertwig, 1882																																														1				1																																				1																																				1																																								1																																																		5

		Halcampa chrysanthellum				D0758		100916		(Peach in Johnston, 1847)																														1																																																																																																																																																																																						1

		Edwardsiidae				D0759		100665		Andres, 1881																						1																				1														1		2				1						1						1				1						1		2										1												1																								1																		1		1		2		1		8		2		2						1		1		2		4																				3		1		2		3		2		6		3		1				61

		Playthelminthes

		PLATYHELMINTHES				F0001		793		Minot, 1876												1		3		9		3		1		1		6								1								1				3										2				1																		1																										1																								1						1				1																										1																						1																												39

		Nemertea

		NEMERTEA				G0001		152391		-				2		7		5		1		7		1				1		2		1		3		2		4		2		2						2						6		2		1		1		4		12		2		1		1		1												1				1		2		7				3						1		1																										3		1		2				2				1		1				1				2												1				1		1		1				1												5		2		1		2		2				1						1		1		1								1				124

		Polychaeta

		Golfingia (Golfingia) elongata				N0014		175026		(Keferstein, 1862)												9										1																										4						13																																																																																		1																																																																												28

		Golfingia (Golfingia) vulgaris vulgaris				N0017		410724		(de Blainville, 1827)																																																						2																																																																																																																																																														2

		Nephasoma				N0019		136022		Pergament, 1940						1										10		9		11		2		2		1						3		1		1				1				1		1		4		2		2																																																								1														1		1								5		4								3																								1				16										1																																85

		Phascolion (Phascolion) strombus strombus				N0034		410749		(Montagu, 1804)																																																																																						2										1												1														1						1						1				2		1		2								1								1		1		2						1		2												2				1																										23

		Aspidosiphon (Aspidosiphon) muelleri muelleri				N0047		410717		Diesing, 1851										1														2																																																																																																																																																										1																																		4

		Pisione remota				P0015		130707		(Southern, 1914)																																				10								1														12		19																																																																																																																																																								42

		Aphrodita aculeata				P0019		129840		Linnaeus, 1758																																																																																																																																																																																		1																																		1

		Polynoinae		Type A		P0025_C		155091		Kinberg, 1856																																																																										1																																																																																																																																										1

		Enipo elisabethae				P0043		130737		McIntosh, 1900																																																																																																																																												1																																																																								1

		Gattyana cirrhosa				P0049		130749		(Pallas, 1766)												2				7		1						2				1		1		1								3						12		2		4		5		27		3																		4				2						1				1		1				1														1		1												3		1		3		2		1		1		1		1		1																																		1										1		1		1																1		1								103

		Malmgrenia darbouxi				P0050_B		863197		(Pettibone, 1993)																																								1												2																																																																																																																																																																3

		Harmothoe mariannae				P0050_I		578334		Barnich & Fiege, 2009										1																																																																1																																																																																																																																										2

		Malmgrenia castanea				P0055		152357		McIntosh, 1876																																																																																																																																																																																																																1				1

		Harmothoe glabra				P0062		571832		(Malmgren, 1865)																																																																																		1						1				1						1		2								1		1		1						2										1				1																1												1												1																												1												17

		Malmgrenia mcintoshi				P0070		147007		(Tebble & Chambers, 1982)																														1																																																																																																																																																																																						1

		Lepidonotus squamatus				P0082		130801		(Linnaeus, 1758)										1		4				1																														1																																																																																																																																																																						7

		Pholoe inornata				P0092		130601		Johnston, 1839						7		11		2		14												1						1																3								5																								1																																																																																																																																						45

		Pholoe baltica				P0095		130599		Örsted, 1843										1		2				6						1				2		2		1																				2		2		5		7																1						3																																																																																																								2						2																								39

		Sigalion mathildae				P0104		131072		Audouin & Milne Edwards, 1832																																																														1		2																																																																																																																																																				3

		Sthenelais boa				P0107		131074		(Johnston, 1833)						3		1																																																																																																																																																																																																												4

		Sthenelais limicola				P0109		131077		(Ehlers, 1864)																																										2														1		1				1		2		4		8		2		2				6						4						2				1		1		1				1				1		2		2				3		2		3				2		1		1		3		3		2				3				1				1				1				1				1		2				1								3						1										2		1		2		2		2																				88

		Eteone longa		agg.		P0118		130616		(Fabricius, 1780)						1		2				1								1										1						1										1		2						2																		1																																																																																																																																												13

		Hesionura elongata				P0122		130649		(Southern, 1914)														2						2		1																1																				1																																																																																																																																																										7

		Mystides caeca				P0130		130654		Langerhans, 1880																																																												1																																																																																																																																																								1

		Pseudomystides limbata				P0136		130683		(Saint-Joseph, 1888)														1		1				3												1										1																																																																																																																																																																										7

		Phyllodoce groenlandica				P0141		334506		Örsted, 1842																																						1										3		2		5		1		2						1												2		4						1										1																												1				1						1																																								1								2								1				1																						31

		Phyllodoce cf. longipes				P0143		130673		Kinberg, 1866																																																		1																																																																																																																																																																		1

		Phyllodoce maculata				P0144		334510		(Linnaeus, 1767)																		1		4				4				3																		2																																																																																																																																																																						14

		Phyllodoce rosea				P0146		334514		(McIntosh, 1877)																																						1																																2																																		1		1														1																																																																								1																				7

		Eulalia aurea				P0151		130623		Gravier, 1896																1																																																																																																																																																																																																				1

		Eulalia expusilla				P0153		130625		Pleijel, 1987												1																																																																																																																																																																																																								1

		Eulalia mustela				P0155		130631		Pleijel, 1987																		1		4						1		1		2						1								1																																																																																																																																																																								11

		Eulalia ornata				P0156		130632		Saint-Joseph, 1888								1		1																																																																																																																																																																																																										2

		Eumida bahusiensis				P0164		130641		Bergstrom, 1914																																																																														1																																																																																																																																						1

		Eumida sanguinea		agg.		P0167		130644		(Örsted, 1843)						3		1				3								2						1		1		1										1														3																														1																																																																																																																																17

		Sige fusigera				P0191		130690		Malmgren, 1865																																																																																																																																						1																																																																														1

		Glycera alba				P0256		130116		(O.F. Müller, 1776)						1																																														4		3																								2		1																																																				1								1				1				1														1						1		2												1		1								1						1														23

		Glycera celtica				P0257		130119		O'Connor, 1987																																																																																																																																																						1				1																																																										2

		Glycera lapidum				P0260		130123		Quatrefages, 1866														4		2		3		3		3				2		1		1		5				4		2				2		6				2		6		2		2						1																				8				1		7						1																																																										2														1																																																71

		Glycera oxycephala				P0262		130126		Ehlers, 1887																																				1																																																																																																																																																																																1

		Glycera unicornis				P0263		130131		Lamarck, 1818																																																																																																																																				1																								1						1																																																		3

		Glycera tridactyla				P0265		130130		Schmarda, 1861								1		1																																																																																																																																																																																																										2

		Glycinde nordmanni				P0268		130136		(Malmgren, 1866)																																																						1																														1		1																																																																																																																														3

		Goniada maculata				P0271		130140		Örsted, 1843																																										1										1		1										2				1						1		1		2				1		1				1		1				1				1				1						1		2				1				1				3		1		1						2				1		1																																								1						1		2		1						1				1		1		1				1		1				42

		Goniadella gracilis				P0276		130145		(Verrill, 1873)														1								1		1										1																																																																																																																																																																																		4

		Sphaerodorum gracilis				P0291		131100		(Rathke, 1843)																																																						1																																																																																																																														2		1																														4

		Psamathe cirrhata				P0305		336123		Keferstein, 1862																																																						1																																																																																																																																																														1

		Oxydromus flexuosus				P0313		710680		(Delle Chiaje, 1827)																																																																																																																										1																																																																																										1

		Podarkeopsis capensis				P0319		130195		(Day, 1963)																																																				1						1														1																																																																																																																																												3

		Syllis garciai				P0351		131431		(Campoy, 1982)														11		8		2		7		6		7		16		18		10		7		1		3		5						4		3		9		1																																																																																																																																																																		118

		Syllis westheidei				P0358_G		131461		San Martín, 1984												2																																																																																																																																																																																																								2

		Syllis armillaris				P0365		131415		(O.F. Müller, 1776)												13				2		1										1																																																																																																																																																																																								17

		Syllis variegata				P0371		131458		Grube, 1860								1																																																																																																																																																																																																												1

		Amblyosyllis spectabilis				P0374_A		1258721		(Johnston in Baird, 1861)												1																																																																																																																																																																																																								1

		Eusyllis blomstrandi				P0380		131290		Malmgren, 1867																				1		1		6								1								1														5																				2				2																																																																																																																																						19

		Syllides japonicus				P0409		131410		Imajima, 1966																																																1																																																																																																																																																																				1

		Parexogone hebes				P0421		757970		(Webster & Benedict, 1884)																				1						1		2				2						1										2						1																																																																																																																																																														10

		Exogone naidina				P0422		327985		Örsted, 1845																																																1		1		1		2																																																																																																																																																														5

		Exogone verugera				P0423		333456		(Claparède, 1868)																																														1																																						1		1																																																																																												1								1																										5

		Sphaerosyllis taylori				P0430		131394		Perkins, 1981																																		1										1				1		1																														1						2																																																																																																																														7

		Myrianida				P0449		129659		Milne Edwards, 1845																1																												1		3						1																																																																																																																																																																6

		Proceraea				P0451		129671		Ehlers, 1864																																														3						1																																																																																																																																																																4

		Procerastea halleziana				P0456		131367		Malaquin, 1893																																																																										2										1																																																																																																																																3

		Rullierinereis ancornunezi				P0458_A		492034		Núñez & Brito, 2006														3												1						1																																																																																																																																																																																				5

		Eunereis longissima				P0475		130375		(Johnston, 1840)						1		5				1																						1		1																		3																																																																																																																																				1																										13

		Nephtys assimilis				P0495		130353		Örsted, 1843						1																				1																																																				1																1												1																																																																																																				1						6

		Nephtys caeca				P0496		130355		(Fabricius, 1780)						4		1																																						1				2																		1																2						1		1										1																						1																																																										1														1																17

		Nephtys cirrosa				P0498		130357		Ehlers, 1868		3																																								5																1		6				3				1		2		5		1								1																																																																																																																																		28

		Nephtys hombergii				P0499		130359		Savigny in Lamarck, 1818																																																								1										3																																																				2		1		1																				1																								1				1												1				1		1		2						1										2						19

		Nephtys kersivalensis				P0502		130363		McIntosh, 1908																																																				1																																																																																																																				1																																												2

		Nephtys longosetosa				P0503		130364		Örsted, 1842		1																																																								1		1																																																		2				1														1										1						1						1				1						2																																		1		1																15

		Paramphinome jeffreysii				P0518		129837		(McIntosh, 1868)																												1																										1																				1				3		2		1		2		2				3								2												1										3		2		2		2		5				2		1		2				1								1		1																				1								1		6																																49

		Hyalinoecia tubicola				P0542		130464		(O.F. Müller, 1776)																																																																																																																																																																						1		1				1										2								1														2								8

		Paucibranchia totospinata				P0563_B		1305625		(Lu & Fauchald, 1998)																																										1																																																																																																																																																																										1

		Lumbrineris cf. cingulata				P0572_A		130240		Ehlers, 1897						5		6		2		5				4												1										1		3						4				1		40		38		10																						3				7		2		5																																										1						1																																												1								1																										141

		Lumbrineris futilis				P0573		851788		Kinberg, 1865																																																												1																																																																																																																																																								1

		Scoletoma magnidentata				P0583		152260		(Winsnes, 1981)																																				2				1																																																																																																																																																																												3

		Protodorvillea kefersteini				P0638		130041		(McIntosh, 1869)								1		1		6						1		1				1												1																																																																																																																																																																																12

		Schistomeringos neglecta				P0642		130044		(Fauvel, 1923)																										2				1		2				1		1																																																																																																																																																																														7

		Scoloplos armiger		agg.		P0672		130537		(Müller, 1776)																				1																		2		2		1				2				2		6		16		4		4						3		1		1		5		3		8		6		3		5		2		2		2		6		3		4		2		4		6		2		2		3		5		6		4		8		8		6		1				4		3		3		2		2		1		4		5		5		2		2		1		2		3		2		4				2										2		1		2				1		3		6		4		2		8				2		7		1		1		2		6		5				3		4		5				263

		Aricidea (Acmira) catherinae				P0684		333034		Laubier, 1967																																																																																																1																								1																														2																																														1																5

		Aricidea (Acmira) cerrutii				P0685		525497		Laubier, 1966																																																																																																																																																																												1																																								1

		Aricidea (Acmira) simonae				P0688		731235		Laubier & Ramos, 1974																																																																																																1																																																																																																																				1

		Levinsenia gracilis				P0693		130578		(Tauber, 1879)																																																																1																																																																																																																																																				1

		Paradoneis lyra				P0699		130585		(Southern, 1914)																																																				1																																2		2																																						1						2				1		1		1		1						1				1												1										1						13				9																														38

		Apistobranchus tenuis				P0711		129850		Orrhage, 1962																																																																																																																																														1								1						1										1																																														4

		Poecilochaetus serpens				P0718		130711		Allen, 1904																														1				1																				1		1																										1				1						3																		1														1				1																								1		1																						1																																				15

		Aonides oxycephala				P0722		131106		(Sars, 1862)																																														2						1																																																																																																																																																																3

		Aonides paucibranchiata				P0723		131107		Southern, 1914														1				1				2				2		2				3		2		1								2				1																										1										1		2																																																																1																																																1														23

		Laonice irinae				P0731_A		1518242		Sikorski, Radashevsky & Nygren in Sikorski et al, 2021																5		2		1						1						1												1																																																																																																																																																																								11

		Microspio atlantica				P0743_A		131137		(Langerhans, 1880)																																																																																																																																																																																																						1														1

		Dipolydora		Species A		P0748_A		129611		Verrill, 1881						5		6		7		1																																																																																																																																																																																																								19

		Dipolydora flava				P0754		131118		(Claparède, 1870)																		3		1		1		1																								1		5		8		3																																																																		1																1																																																																												25

		Dipolydora quadrilobata				P0760		131121		(Jacobi, 1883)																1																																																																																																																																																																																																				1

		Dipolydora saintjosephi				P0761		131123		(Eliason, 1920)						1						3																																																																																																																																																																																																								4

		Prionospio fallax				P0765		131157		Söderström, 1920																																																				1																																																																																																																																																		1														2

		Pseudopolydora nordica				P0771_A		1521915		Radashevsky, 2021																																																																																																																																																																																				1																																1

		Pseudopolydora pulchra				P0774		131169		(Carazzi, 1893)						1		1																																														1																																																																						1		1																																														1																																								6

		Scolelepis korsuni				P0777_A		131174		Sikorski, 1994																																																																										1				1																																														2												1				1								1																																						1																										8

		Scolelepis bonnieri				P0779		131171		(Mesnil, 1896)																																																																																		1						1								1																1																																																												1																										2				1				1						9

		Spio symphyta				P0787_C		596189		Meißner, Bick & Bastrop, 2011																				2		1								3				1		2																						4				1																																																																																																																																																						14

		Spio armata				P0788		131180		(Thulin, 1957)												2		2		13		5						2		24		8		3		5				1		2						6		15		3		28		1				2				2																																																																																																																																																								124

		Spio decorata				P0789		152314		Bobretzky, 1870																																																																		1		1				1																																		1																																																																																																										4

		Spiophanes bombyx		agg.		P0794		131187		(Claparède, 1870)								2																														7		2		3						1		7		7				11						6		16		33		28		30		23		14		4		17		1		21		8		14		21		16		20		10		25		40		15		50		7		57		21		28		15		17		4		4		12		3		4		1		3		3		3		2		2		1		1				1				3		1		1				1				1																																						3		2		1		2		3		5				664

		Spiophanes kroyeri		agg.		P0796		131188		Grube, 1860																																								1		1		1				1				12		20		1																						2						1		1				1		3						1				2				1				1		1				6		4		5		4		8		5		1		3		4		6		2		3		2		4		1				4		3		1		1		2						2				2												1		4		1		1		1										1		3		1		1		2		7		3				150

		Magelona johnstoni				P0803_A		130269		Fiege, Licher & Mackie, 2000																																																												1		1		1		1		2																																																																																																																																																6

		Magelona alleni				P0804		130266		Wilson, 1958																																								1																																																																						1																										1																																																																												3

		Magelona filiformis				P0805		130268		Wilson, 1959																																																																		3		3		2						1		3										1														1						1																																																																																1										1						1								18

		Spiochaetopterus bergensis				P0818_A		129921		Gitay, 1969																																																																																																																																																																										1																																										1

		Aphelochaeta		Species A		P0823		129240		Blake, 1991												2		1										1								3										1																				1																																																														1																																																																																								10

		Aphelochaeta marioni				P0824		129938		(Saint-Joseph, 1894)										1																																																																																																																																																																																																										1

		Caulleriella alata				P0829		129943		(Southern, 1914)						2		2				2																																		1				1																																																																																																																																																																		8

		Chaetozone zetlandica		agg.		P0831		336485		McIntosh, 1911				1		4		1		8		1				2				1								1		1		1																2						1		2																														1																																																																								1				1																																																		29

		Chaetozone christiei				P0832_A		152217		Chambers, 2000																																								1										1						1						4		1		4		2								2								1				4														1														1																										1																																																						2		1		2		1				1						31

		Chaetozone setosa		agg.		P0834		129955		Malmgren, 1867																																																		1																																																1										1						1																										1																												1										1		1								2		1																						11

		Cirratulus incertus				P0835_B		129961		McIntosh, 1916																2																																																																																																																																																																																																				2

		Dodecaceria				P0840		129246		Örsted, 1843																																																1																																																																																																																																																																				1

		Tharyx killariensis				P0846		152269		(Southern, 1914)																																																																																																																																														1						2																																												1						1														5

		Diplocirrus glaucus				P0878		130100		(Malmgren, 1867)																																																						1																												1								1						2		1																2				1		1		2		2		2		1		1		2		2		1				1		8																		1						1		2		3				1						2						3												2		1				1				2				51

		Acrocirridae				P0886		920		Banse, 1969																																																																																																																																																																																		1																																		1

		Capitella				P0906		129211		Blainville, 1828												1																																												1																																																																																																																																																												2

		Heteromastus				P0916		129214		Eisig, 1887																																																																																																																										5								1				2																																																																														8

		Mediomastus fragilis				P0919		129892		Rasmussen, 1973								2				1				3		1		1		6				3		4		3		1		1		1		7		8				1						3		8		17																								1																																														1										1								1																1																				1																																		77

		Notomastus				P0920		129220		M. Sars, 1851				2		8		1		1						7		2		1		2		8		29		8		4		18		2				21										16		8		6		1																														1																																								1				1								1				1				1				1		1								1		1		1		1								2		1		2		1																																		163

		Peresiella clymenoides				P0925		129906		Harmelin, 1968																																																																																				1		1						1						3				1												1										1																																																																						1																		10

		Maldane sarsi				P0950		130305		Malmgren, 1865																																																																																																																																																																										1																																										1

		Leiochone				P0955_A		146991		Grube, 1868																3				1																										1		4		4		1																						1								2		3		5						1																																								1																																						1												1																														29

		Euclymene lombricoides				P0963		209899		(Quatrefages, 1866)																																																				2																																																																																																																																																																2

		Praxillella affinis				P0971		130322		(M. Sars in G.O. Sars, 1872)																																																				1		1																																																																2										1		1				1								1																																																																						8

		Ophelia borealis				P0999		130491		Quatrefages, 1866		1																		2		3				1		1						3								5						2		6								24		11				2		1				1		1		4		1				23		5				5						1		1								2		1																																																																																										1								1										109

		Travisia forbesii				P1007		130512		Johnston, 1840																																																																										6						1														1																																																																																																						1																9

		Ophelina acuminata				P1014		130500		Örsted, 1843																																																				1				1																																																																																										1																				1										1																																				5

		Asclerocheilus intermedius				P1022 		130974		(Saint-Joseph, 1894)												18																																																																																																																																																																																																								18

		Scalibregma celticum				P1026		130979		Mackie, 1991						3		1		1																																				1																																																																																																																																																																						6

		Scalibregma inflatum				P1027		130980		Rathke, 1843				1		2		4																																6						1				1		16		23		1																																																																																																																																										1										1								57

		Polygordius				P1062		129472		Schneider, 1868																																				8								1																																																																																																																																																																								9

		Galathowenia oculata				P1093		146950		(Zachs, 1923)								1																																										2		23		7		3																		1				9		1		1		7		3		5		7		3				2		13		28		10		5		7		11		9		1		2		6		18		94		61		52		15		6		4		12		18		8		4		1		4		3		2		6		3		1				2		2		3		3		3		7		10		47		3		10		3		113		121		24		14		36		34		24				1				1		1				3		3		3				950

		Myriochele danielsseni				P1095		130540		Hansen, 1878																																																																																																		1																						19				4				3										3		1																												1						3				49		1		6		5		23																										119

		Owenia				P1097		129427		Delle Chiaje, 1844																																2								2		4								3		7		4		4		1				2						2								1								2				1		1		1		1		1						1				1		2								1		1								1				1		1						1						1								1				1		1								4		2		1		1		1		1						1		2		1		1						2																		70

		Amphictene auricoma				P1102		152448		(O.F. Müller, 1776)																																																				1		5		1																1		1								2		4		2		1		3								3																																				1						1								1																																																																27

		Lagis koreni				P1107		152367		Malmgren, 1866				1		44		14																																7		1						1						9		9						9		3												1		3				1		1				1																		4				1		1		2		3		2		1		6		4				3				1																																																																																133

		Sabellaria alveolata				P1116		130866		(Linnaeus, 1767)						1																																																																																																																																																																																																														1

		Sabellaria spinulosa				P1117		130867		(Leuckart, 1849)						55		98		18		267				3				1												1		4				2								6								10																																																																																																																																																														465

		Ampharete falcata				P1135		129777		Eliason, 1955																																																				8		1																								1										2																		1				2		1		7		6		24		27		19		2		10		11		5		9		7		2		3		1		13		4		1		8		2		1		1				1		1		7				5		24		18				5		3		12		28		1		6		13		2		5																1						311

		Ampharete lindstroemi				P1139		129781		Hessle, 1917								1		1																																										5		13																																																																		5		1		3		2				2				6		1										1		1										1								2																				1																										46

		Amphicteis gunneri				P1142		129784		(M. Sars, 1835)																																																																																																																										1																																																																																										1

		Anobothrus gracilis				P1147		129789		(Malmgren, 1866)				1																																																6		13																								1																																																														1								2								1		1						1																1				1								1																				30

		Samytha sexcirrata				P1163		129819		(M. Sars, 1856)																																																																																																																								1																																																																																												1

		Terebellides				P1174		129717		Sars, 1835						1										1																																																																																																				2		2		1		2				2				3				2		2		1										1		2						1						1				2		6		3						1		2		5				1		2		3		1																						50

		Trichobranchus roseus		agg.		P1178		131575		(Malm, 1874)																																																																																																																										1				1								1																																												1								2		1		1																						8

		Pista maculata				P1187		868065		(Dalyell, 1853)																								1																						1																																																																																																																																																																						2

		Lanice conchilega				P1195		131495		(Pallas, 1766)				1		352		145		43		6								2		2		3				2				2				1		3		4		2		6		2		4		2		3		2		8						1				1		1				3		47				11		2		2		3		2		7		1				2		4		5		1				1		2		2		3						1				1		1				1																		1														1																						1																		1				1		3		1						709

		Nicolea venustula				P1210		131507		(Montagu, 1819)												4																																		4																																																																																																																																																																						8

		Phisidia aurea				P1215		131513		Southward, 1956																												1																		3																																																																																																																																																																						4

		Pista bansei				P1219_B		152254		Saphronova, 1988																																																		1																																				1																																																																																																																														2

		Lysilla loveni				P1233		131500		Malmgren, 1866																																																																																																																																																										1																																																										1

		Lysilla nivea				P1234		131501		Langerhans, 1884																2				5		8		2		3		2				7						3												3																																																																																																																																																																		35

		Polycirrus				P1235		129710		Grube, 1850								3		1		14		7		6		7		19		7		6		10		11		8		21		3		11		3						3		6		7		4		2		21																1										5				3		4																																																														1																2																																																196

		Streblosoma bairdi				P1251		131538		(Malmgren, 1866)																																																																																																																																				1																																																																																1

		Streblosoma intestinale				P1252		131540		M. Sars in G.O. Sars, 1872																																																																																																																																														1																						1																																																2

		Thelepus cincinnatus				P1254		131543		(Fabricius, 1780)																1																														16				1				1																				1																																																														1				1		1																																																																						23

		Thelepus setosus				P1255		131544		(Quatrefages, 1866)												6																																																																																																																																																																																																								6

		Dialychone dunerificta				P1264_A		882443		(Tovar-Hernández, Licciano, Giangrande, 2007)																										2		1		9		11						1						3				1																																																																																																																																																																				28

		Euchone cf. pararosea				P1277_C		390407		Giangrande & Licciano, 2006																																																																																																																										1				1								1																																												1																																		4

		Claviramus candelus				P1288		332710		(Grube, 1863)																																																																																																																																																																		1																																																		1

		Jasmineira elegans				P1290		130921		Saint-Joseph, 1894								5				5																																																																																																																																																																																																								10

		Pseudopotamilla reniformis				P1316		130963		(Bruguière, 1789)												8				1																		1																																																																																																																																																																																		10

		Sabella pavonina				P1320		130967		Savigny, 1822																																														1																																																																																																																																																																						1

		Hydroides norvegica				P1334		131009		Gunnerus, 1768																1		5		2				2				1				1														1								1																														1																																																																																																																																15

		Spirobranchus lamarcki				P1340		560033		(Quatrefages, 1866)				24		33		14		72		3								1																										1																																																																																																																																																																						148

		Spirobranchus triqueter				P1341		555935		(Linnaeus, 1758)																				1																																																																																																																																																																																																1

		Limnodriloides				P1469		137362		Pierantoni, 1903						1																																																																																																																																																																																																														1

		Grania				P1524		137349		Southern, 1913																		1		2								1								6		1				1		1																																																																																																																																																																								13

		Crustacea

		Nymphon brevirostre				Q0005		150520		Hodge, 1863						1				1						1								10								2								10						1				1				2																				2										1																																																																																																																																32

		Achelia echinata				Q0015		134599		Hodge, 1864												4																												3						8																																																																																																																																																																						15

		Callipallene brevirostris				Q0033		134643		(Johnston, 1837)																1								2																																																																																																								1																																																																																				4

		Anoplodactylus petiolatus				Q0044		134723		(Krøyer, 1844)						1		5																																7														3		4		1						1														1																																																		1				1																																										1								1																														27

		Scalpellum scalpellum				R0022		106204		(Linnaeus, 1767)																																																																										4																																																																																																																																										4

		Verruca stroemia				R0041		106257		(O.F. Müller, 1776)																41		4		64		12		24		45		50		20		4														1																																																																																																																																																																						265

		Balanus crenatus				R0077		106215		Bruguière, 1789														233		649		114		206		72		122		21		116				24				311								26		271		1								2																																																																																																																																																												2168

		Nebalia borealis		?, male		S0005		147031		Leach, 1814																																																																																																																										1																																																																																										1

		Gastrosaccus spinifer				S0044		120020		(Goës, 1864)		1																																																																																																																																																																																																																		1

		Apherusa bispinosa		agg.		S0102		102160		(Spence Bate, 1857)																2																1																																																																																																																																																																																				3

		Perioculodes longimanus				S0131		102915		(Spence Bate & Westwood, 1868)																																																																1								1																																												1										1												1																																								1												1																						7

		Pontocrates norvegicus				S0132_B		102919		(Boeck, 1861)																																				1																																																																																																																																																																																1

		Pontocrates arcticus				S0134		102917		G.O. Sars, 1895																																																																								1																		1				1				2										1		2																																																		1												1																														1				1		1				13

		Synchelidium maculatum				S0138		102928		Stebbing, 1906																																						1																																																																																																												1						1																																						1																						4

		Westwoodilla caecula				S0140		102932		(Spence Bate, 1857)																																																																																																								1										1										1				1		1		1						2												1										1																						5		1		1																										17

		Parapleustes bicuspis				S0146		103008		(Krøyer, 1838)																1																																																																																																																																																																																																				1

		Amphilochus manudens				S0158		101967		Spence Bate & Westwood, 1862										1																																																																																																																																																																																																										1

		Apolochus neapolitanus				S0159		236495		(Della Valle, 1893)																1																																1						1																																																																																2																																																																														5

		Leucothoe lilljeborgi				S0178		102462		Boeck, 1861																																																																																																																																														1												2																		1																																								4

		Stenothoe marina				S0213		103166		(Spence Bate, 1857)																																								3										3		1		10		1																		2				5						1																																																																																																																																26

		Urothoe elegans				S0248		103228		Spence Bate, 1857																																						1		9						1				3		6		1								1																1				1		5		2				5		12						2		1		1		1		2		2																		1																								3								3				2		8								1										5																				1										81

		Urothoe marina				S0249		103233		(Spence Bate, 1857)																																		6				5										1		12																																																																																																																																																																		24

		Urothoe poseidonis				S0250		103235		Reibish, 1905																																																																						1		1				1		1																																																																																																																																						4

		Harpinia antennaria				S0254		102960		Meinert, 1890																																																																														1						1				1		5						2		3		1				1		2				7		3		6		4		1		4		1		2		3		1		1		2		3				8		1		2				5		3		1		2		1						1						2												3												4								1		2				1		5		3				100

		Harpinia crenulata				S0255		102963		(Boeck, 1871)																																																																																																																																		1																																																																																		1

		Harpinia pectinata				S0257		102972		G.O. Sars, 1891																																																																																																																																																																		1																																																		1

		Paraphoxus oculatus				S0267		102986		(G. O. Sars, 1879)																																																																																																																																																																		1																																																		1

		Hippomedon denticulatus				S0296		102570		(Spence Bate, 1857)																																																																																																														2																		1		1		1						1		1								1																																																																8

		Lepidepecreum longicorne				S0301		102598		(Spence Bate & Westwood, 1861)																																																																						1		1																																																																								1								1										1												1				1		1																																8

		Lysianassa ceratina				S0303		102605		(Walker, 1889)												2																																																																																																																																																																																																								2

		Tryphosa nana				S0321		102748		(Krøyer, 1846)														1																																																																																																																																																																																																						1

		Tmetonyx cicada				S0336		102736		(Fabricius, 1780)																																																																																																																																										1																												1																																														2

		Tmetonyx similis				S0337		102742		(G.O. Sars, 1891)																										1																						2		1																														1																																																																																																																																				5

		Tryphosella nanoides				S0343		102764		(Lilljeborg, 1865)																																																																																																																1																																																																																																				1

		Tryphosella sarsi				S0344		102771		Bonnier, 1893										1																																																																																																																																																																																																										1

		Tryphosites longipes				S0347		102779		(Spence Bate & Westwood, 1861)																																																																																												1		1				1																																		1										1				1		2																																								1		1																						10

		Argissa hamatipes				S0360		102064		(Norman, 1869)																																																																										4				1						2						3		3				2		1		3		1				1		1				1		2										1		1																				1						1										1																																																		30

		Iphimedia minuta				S0380		102345		G.O. Sars, 1883																								1																																																																																																																																																																																												1

		Halicoides borealis				S0404_I		1297896		Johansen & Vader, 2018																																																																																																																																												1																																						1																																		2

		Nototropis vedlomensis				S0413		179538		(Spence Bate & Westwood, 1862)																								1																				1				1								1																						1				1				1																																																																																																																														7

		Guernea (Guernea) coalita				S0418		102137		(Norman, 1868)																														1																																																																																																																																																																																						1

		Ampelisca brevicornis				S0427		101891		(A. Costa, 1853)																																																																																																																																																																1																																										1										2

		Ampelisca diadema				S0429		101896		(A. Costa, 1853)						1																																																																																																																																																																																																														1

		Ampelisca macrocephala				S0432		101908		Liljeborg, 1853																																																																																																																1																																																																																																				1

		Ampelisca spinipes				S0438		101928		Boeck, 1861						2		1						1																		1												1		2				1																												1								1																																																																																																																														11

		Ampelisca tenuicornis				S0440		101930		Liljeborg, 1856																																																																																																																								1		2		2				1		1		1		1		2		2																								1						2		1						1				1		1				1																										21

		Ampelisca typica				S0442		101933		(Spence Bate, 1857)																																						1												1		1																																																																																		1																																																																														4

		Bathyporeia elegans				S0452		103058		Watkin, 1938																																										1												1						1		3		8		1		4		18		8				1				1		3				2				1		2		5		4		1		4		4		1		2																																														1		3						1				1								3																				9		3		2				1				1		5		2				108

		Bathyporeia guilliamsoniana				S0454		103060		(Spence Bate, 1857)																																																																2						3		1																																																																																																																																												6

		Bathyporeia tenuipes				S0459		103076		Meinert, 1877																																																										1		2		4		15		9		1		2		2				2												2		1								1										1				1																																1																																				1																										3						49

		Megaluropus agilis				S0489		102783		Hoek, 1889																																																										1																																																																																																																																																										1

		Abludomelita obtusata				S0498		102788		(Montagu, 1813)				1																																																																																																																																																																																																																1

		Cheirocratus				S0503		101669		Norman, 1867										2				1		16		3						2																				5		2								2																																																																																																																																																														33

		Othomaera othonis				S0519		534781		(H. Milne Edwards, 1830)																		1																																				3																																																																																																																																																														4

		Megamphopus cornutus				S0539		102377		Norman, 1869																																																																																																																																						1																												1																																																		2

		Gammaropsis maculata				S0541		102364		(Johnston, 1828)																1																								3						1																																																																																																																																																																						5

		Gammaropsis palmata				S0543		102369		(Stebbing & Robertson, 1891)																																																																																																																																																																1																																																				1

		Photis longicaudata				S0552		102383		(Spence Bate & Westwood, 1862)																																								5												1		7																																																																																																																																																														13

		Photis reinhardi				S0554		102387		Krøyer, 1842																2																																																																																																																																																																																																				2

		Ericthonius				S0561		101567		H. Milne Edwards, 1830																																																				1																																																																																																																																																																1

		Aoridae				S0577		101368		Stebbing, 1899								1																																												2																																								2						1				1																								2		1						1				1						1												1								1																																																15

		Leptocheirus hirsutimanus				S0588		102036		(Spence Bate & Westwood, 1862)																3																																		1																																																																																																																																																																		4

		Leptocheirus pectinatus				S0589		102039		(Norman, 1869)																1																1																																																																																																																																																																																				2

		Medicorophium affine				S0608		423507		(Bruzelius, 1859)																																																																																																						1																																																																																																				1										2

		Centraloecetes kroyeranus				S0618		1059646		(Spence Bate, 1857)																																										1																				1		2		1		2				2																																																																																																																																												9

		Centraloecetes striatus				S0619		1059649		(Myers & McGrath, 1979)																																																														1						1																				1		2																		2																																																																																																								7

		Unciola crenatipalma				S0621		102057		(Spence Bate, 1863)								4																																																																																																																																																																																																												4

		Unciola planipes				S0622		102061		Norman, 1867																																																																																																																																																																																																										1										1

		Paradulichia typica				S0623_A		103050		Boeck, 1871																																																																																																																										1				1																																								1														1								2																								6

		Dyopedos monacanthus				S0628		489646		(Metzger, 1875)																																																																																																				1																		2																																																														1																																4

		Dyopedos porrectus				S0629		103044		Spence Bate, 1857																																																																																				2																																																																																																																																2

		Pariambus typicus				S0651		101857		(Krøyer, 1845)																																																				3				5																																										1										1		1										1		2				2		1						1												1		1																																																																20

		Phtisica marina				S0657		101864		Slabber, 1769																																								1						2																																																						1																				1																																																						1																																						6

		Gnathia				S0793		118437		Leach, 1814												1																				2														2								9																																																																																																																																				1																										15

		Eurydice inermis				S0853		118849		Hansen, 1890																										1						1																																																																																																																																																																																				2

		Astacilla				S0952		118445		Cordiner, 1793																																																																																																																										1						1								1						1																										1		4										12		2		1		4																				1						29

		Pseudoparatanais batei				S1140		136457		(Sars, 1882)												1				1																																																																																																																																																																																																				2

		Tanaopsis graciloides				S1142		136458		(Lilljeborg, 1864)																																														1						4																												1				1																																																																																																																																7

		Bodotria scorpioides				S1197		110445		(Montagu, 1804)								2								1																														3						1																																																																																																																																																																7

		Iphinoe trispinosa				S1203		110462		(Goodsir, 1843)																																																										1																																																																																																																																																										1

		Eudorella truncatula				S1208		110535		(Bate, 1856)																																																																																																																				1				1								1																																																								1						1																						5

		Eudorellopsis deformis				S1210		110536		(Krøyer, 1846)																																																																						2		1				3		1						1						2								1		3						2								2		1						1		2		2		1		3				1		1								1				5		2		1																				1				1		3								2		2		2		2						1		3		2		1		1						60

		Petalosarsia declivis				S1233		110593		(Sars, 1865)																																																																																																								1																																				1														1																														1																												4

		Pseudocuma (Pseudocuma) longicorne				S1236		110627		(Bate, 1858)																																																																1																																																																								1																																																																												2

		Pseudocuma (Pseudocuma) simile				S1237		110628		G.O. Sars, 1900																																										1								1		1																																						2																1																																																																																																1										7

		Hemilamprops roseus				S1240		110514		(Norman, 1863)																																																																																																																												1		1				1		1						1														1														1		1								3		2		1		1		1				1		1																						18

		Lamprops fasciatus				S1243		110516		G.O. Sars, 1863																																																																				1												1																																																																																																																																				2

		Diastylis bradyi				S1248		110472		Norman, 1879																																										2																																				1																																																																																																																																						3

		Diastylis laevis				S1251		110481		Norman, 1869																																										1								1																												1																				1																														1												1																														1																				1														1								9

		Diastylis lucifera				S1252		110483		(Krøyer, 1837)																																																																																																																										1				1								1																																																						1																								4

		Diastylis rugosa				S1254		110488		Sars, 1865																																						1														3																												1																																																																																																																																				5

		Diastyloides biplicatus				S1257		110494		(Sars G.O., 1865)																																																																																				1																												1																																				1				1																								1						1		1						1						2				1						1						12

		Pandalina brevirostris				S1374		107647		(Rathke, 1843)																1																																																																																																																																																																																																				1

		Crangon crangon				S1385		107552		(Linnaeus, 1758)		1																																																																																																																																				1																																																																														2

		Philocheras bispinosus				S1386_B		107557		(Hailstone, 1835)																																																1																																																																																																																																																																				1

		Upogebia deltaura				S1419		107739		(Leach, 1816)																																																				1		2																																																																																																																																																														3

		Anapagurus laevis				S1449		107218		(Bell, 1845)																																																																																						1																																						1																																																																																								2

		Pagurus bernhardus				S1457		107232		(Linnaeus, 1758)				1																																																																																																																																																																																																																1

		Galathea intermedia				S1472		107150		Lilljeborg, 1851																1																1																																																																																																																																																																																				2

		Pisidia longicornis				S1482		107188		(Linnaeus, 1767)										1		11				1																														2																																																																																																																																																																						15

		Ebalia cranchii				S1505		107294		Leach, 1817																																																				1																																																																																																																																																																1

		Ebalia tuberosa				S1508		107301		(Pennant, 1777)																																														1								1																																																																																																																																																														2

		Ebalia tumefacta				S1509		107302		(Montagu, 1808)						1		1																																						2								1																																																																																																																																																														5

		Corystes cassivelaunus				S1552		107277		(Pennant, 1777)																																																																																1		1								1						1																		1																				1																																																																														6

		Polybius holsatus				S1581		1748246		(Fabricius, 1798)						1																																																																																																																																																																																																														1

		Polybius pusillus				S1584		151200		(Leach, 1816)																										1																																																																																																																																																																																										1

		Pilumnus hirtellus				S1615		107418		(Linnaeus, 1761)												1																																																																																																																																																																																																								1

		Pinnotheres				S1636		106976		Bosc, 1801																										1																																																																																																																																																																																										1

		Mollusca

		Chaetoderma nitidulum				W0009		139106		Lovén, 1844																																																																																																																		1		1		1		1		1								1				1				1		1																																										1		1																												11

		Leptochiton asellus				W0053		140199		(Gmelin, 1791)										1																																		1		1						1																																																																																																																																																																4

		Leptochiton cancellatus				W0054		140201		(G. B. Sowerby II, 1840)																6																																																																																																																																																																																																				6

		Steromphala tumida				W0161		1477356		(Montagu, 1803)														2		3		5						1		1		1																1		2																																																																																																																																																																						16

		Lacuna crassior				W0287		140167		(Montagu, 1803)																																														4																																																																																																																																																																						4

		Rissoa parva				W0334		141365		(da Costa, 1778)												5																																																																																																																																																																																																								5

		Crisilla semistriata				W0348		141280		(Montagu, 1808)												3																																																																																																																																																																																																								3

		Manzonia crassa				W0361		141291		(Kanmacher, 1798)												2																																																																																																																																																																																																								2

		Onoba semicostata				W0371		141320		(Montagu, 1803)												2																																		1																																																																																																																																																																						3

		Pusillina inconspicua				W0376		141334		(Alder, 1844)																																								3						4																																						1																																																																																																																																8

		Crepidula fornicata				W0439		138963		(Linnaeus, 1758)						2				1		1																																																																																																																																																																																																								4

		Xandarovula patula				W0453		224890		(Pennant, 1777)																																																																																												2																																																																																																																								2

		Euspira fusca				W0489		140529		(Blainville, 1825)																																																																																																																																																																																				1																																1

		Euspira montagui				W0490		140533		(Forbes, 1838)																																																																																																																																																																		1						1						1				3						1																												7

		Euspira nitida				W0491		151894		(Donovan, 1803)																								1		1				1												1		1		2												2				2								1		1		1				2						1						2						1								2																																														1								1														1										1																										1				27

		Epitonium trevelyanum				W0553		139736		(G. Johnston, 1841)																																																																																																																																																		1																		1		1																				2				1																						6

		Trophonopsis barvicensis				W0675		151929		(G. Johnston, 1825)																																																																																																																																																																								1																																												1

		Ocenebra erinaceus				W0685		140405		(Linnaeus, 1758)												1				1																																																																																																																																																																																																				2

		Buccinum undatum				W0708		138878		Linnaeus, 1758																		1																																																																																																																																																																																																		1

		Tritia reticulata				W0745		876821		(Linnaeus, 1758)																2																														3																																																																																																																																																																						5

		Curtitoma trevelliana				W0823		160246		(W. Turton, 1834)																																																																																																																																		1																																						1																																												2

		Megastomia conoidea				W0952		224401		(Brocchi, 1814)										2																																																				1																																																														1																																																																																								4

		Eulimella acicula				W0992		140942		(R. A. Philippi, 1836)																																																																																																																																								1																																																																												1

		Eulimella scillae				W0993		140953		(Scacchi, 1835)																																																																																																																												1																																																																																								1

		Acteon tornatilis				W1006		138691		(Linnaeus, 1758)																																																																																										1																																																																														1																																												2

		Cylichna cylindracea				W1028		139476		(Pennant, 1777)																																																																1														2										2																																																				2																																																																								7

		Hermania				W1036_A		720758		Monterosato, 1884																																																																																																																																1																																																																																1				2

		Laona quadrata				W1044		882941		(S. V. Wood, 1839)																																																																																																																																				1								2																												1								2				2						1		1		1																						11

		Diaphana minuta				W1059		139557		T. Brown, 1827																																																																																																																																																																																																										1										1

		Volvulella acuminata				W1089		141139		(Bruguière, 1792)																																																																																																																																																		1																																																																		1

		Dendronotus				W1266		137885		Alder & Hancock, 1845																																																																										7																																																																																																																																										7

		Doto				W1270		137916		Oken, 1815																3								4								4														2																																																																																																																																																																						13

		Embletonia				W1291		138544		Alder & Hancock, 1851														1																																																																																																																																																																																																						1

		Ancula gibbosa				W1315		140029		(Risso, 1818)																1																																																																																																																																																																																																				1

		Onchidoris muricata				W1325		140640		(O. F. Müller, 1776)														2																																																																																																																																																																																																						2

		FIONOIDEA		Type A		W1414_A		412646		Gray, 1857																																								3																																		1																																																																																																																																										4

		Antalis				W1516		150531		H. Adams & A. Adams, 1854																																																																																										2				1		1		1		1		4				4		3		3						2		2		2								1								1										2		2		5		3		1				2		2				5		2						4		3		5		1										4		4		5		7		1		1		2		1		1				3				94

		Nucula nucleus				W1570		140590		(Linnaeus, 1758)				15		265		111		6		8																																																																																																																																																																																																								405

		Ennucula tenuis				W1577		140584		(Montagu, 1808)																																																																						1												1				1		2		2								5		2		2				4		2		7		1				7				2		6		4		1		1				2		1						1				1																1				1				3								1						2												3				1		2		1		2				2				75

		Nuculana minuta				W1589_A		140577		(O. F. Müller, 1776)																																																																																																																																				1																																																																																1

		Modiolula phaseolina				W1708		140461		(R. A. Philippi, 1844)																5		1		2				5								1																		1																																																																																																																																																																		15

		Musculus subpictus				W1718		506128		(Cantraine, 1835)												1																																		1																																																																																																																																																																						2

		Musculus discors				W1721		140472		(Linnaeus, 1767)												1												1																																																																																																																																																																																												2

		Aequipecten opercularis				W1773		140687		(Linnaeus, 1758)																																																						1																																																																																																																																																														1

		Pododesmus patelliformis				W1814		138751		(Linnaeus, 1761)																1																																																																																																																																																																																																				1

		Lucinoma borealis				W1829		140283		(Linnaeus, 1767)																																																						1																												1						1						1																														1																																		1				1				4								4		2		3		1		6		5		3		2										1						1		2						41

		Thyasira flexuosa				W1837		141662		(Montagu, 1803)																																																																																																		1																3		2		2														1																						1		1										11		4				1				2				1						1		1		1										1				1		4						39

		Parathyasira equalis				W1854		954693		(A. E. Verrill & K. J. Bush, 1898)																																																																																																																						1																1																																																																														2

		Hemilepton nitidum				W1882		246148		(W. Turton, 1822)																						1		1						1		2																																																																																																																																																																																				5

		Montacuta substriata				W1892		140377		(Montagu, 1808)																																																																																																																																																																																																														1						1

		Tellimya tenella				W1896		152397		(Lovén, 1846)																																																																																																																																																				1																																																																1

		Tellimya ferruginosa				W1902		146952		(Montagu, 1808)																																																								1		4				1														2												3																		1				2		3		1				2		3																						1														8		1																																										6		1										40

		Kurtiella bidentata				W1906		345281		(Montagu, 1803)						11		1		4																																3				5						4				1						2		1						2				4		2		24										8										6		1																																		3								1						9						8																																																										100

		Epilepton clarkiae				W1911		140366		(W. Clark, 1852)																																																																																																																2																										1																																																																										3

		Goodallia triangularis				W1929		138831		(Montagu, 1803)														17				13		3		5														3																								1																																																																																																																																																								42

		Tridonta montagui				W1936		146518		(Dillwyn, 1817)																																										1																1																1																																																																																																																																										3

		Papillicardium minimum				W1950		1417307		(R. A. Philippi, 1836)																																																																																																																				1		1		1						1		1				1		2		3				5		3		3		1		1								2				1		2				2				3								1		6				2		1																										44

		Parvicardium pinnulatum				W1951		181343		(Conrad, 1831)												2																																		1																																																																																																																																																																						3

		Mactra stultorum				W1972		140299		(Linnaeus, 1758)																																																																		1				1		1						1																																																																																																																																						4

		Spisula elliptica				W1975		140300		(T. Brown, 1827)														2												1		1				2				2								2				1						1																																1																																																																												1																																																		14

		Spisula solida				W1977		140301		(Linnaeus, 1758)																																				1																																																																																																																																																																																1

		Spisula subtruncata				W1978		140302		(da Costa, 1778)																																																				1																																																																																																																								1																																								2

		Ensis magnus				W2000		160539		Schumacher, 1817		21																				1																																																																																																																																																																																														22

		Phaxas pellucidus				W2006		140737		(Pennant, 1777)										2																														2												1				3						1		2				1		1		2		1				4				2		1		1		2		2				3		1				2		3								2		3		2		2		1						2		1		1						1		3				1								3		3		1														1				1		1		1		2										1		3		3												1		1		1		4				83

		Arcopagia crassa				W2015		141577		(Pennant, 1777)																												1		1																																																																																																																																																																																						2

		Fabulina fabula				W2019		146907		(Gmelin, 1791)																																																								2						3		5		11		3								3												1																																																																																																																												28

		Asbjornsenia pygmaea				W2023		879714		(Lovén, 1846)																		1		2		1				1										2		1										2																																																																																																																																																																				10

		Gari tellinella				W2049		140873		(Lamarck, 1818)														1								1										1																																																																																																																																																																																				3

		Gari fervensis				W2051		140870		(Gmelin, 1791)																																								1																										1				1						1																																																1						1																																																				1																														7

		Abra alba				W2059		141433		(W. Wood, 1802)				83		292		172		40		7												2																1						11								1																																																																																																																																																														609

		Abra nitida				W2061		141435		(O. F. Müller, 1776)																																																																																																																																																																1																				1																																2

		Abra prismatica				W2062		141436		(Montagu, 1808)																																										3																				1		1				1		1		2		1		1						2		5		7		1				1		2		2				2		1						2				2						1																		1								1				1						1																																						1								1												45

		Arctica islandica				W2072		138802		(Linnaeus, 1767)																																																																																																																																																																						1																						1		1																						3

		Venus casina				W2091		141934		Linnaeus, 1758																2		1						1				2				1						1						1																																																																				1																																																																								1																												11

		Chamelea striatula				W2097_A		141908		(da Costa, 1778)																																																																		1																																																		4		1								1		1												1				1								1				2				1						1		1																1						1																						18

		Clausinella fasciata				W2100		141909		(da Costa, 1778)																1				1				1		1		1				1																																																																																																																																																																																				6

		Timoclea ovata				W2104		141929		(Pennant, 1777)										1		1		1		9				2		4		2		12		1		4		4		2		1		1						2		1		2		1				3		1																1		1						3				2		2						1		1						3				1																				1		1		1		2				1				1																				1		1		1		1						1								1																																		83

		Polititapes rhomboides				W2113		745846		(Pennant, 1777)												1																																										1																																																																																																																																																														2

		Venerupis corrugata				W2124		181364		(Gmelin, 1791)								1																																																																																																																																																																																																												1

		Dosinia lupinus				W2128		141912		(Linnaeus, 1758)																																																								3																																										1																																																																																																																		4

		Dosinia exoleta				W2130		141911		(Linnaeus, 1758)																														1																																																																																																																																																																																						1

		Mysia undata				W2139		140728		(Pennant, 1777)																																																																																				1																																														1												1																																																																						3

		Varicorbula gibba				W2157		378492		(Olivi, 1792)																																																						1		1				1												1										1																																				1																																																1														2				1		2																										12

		Hiatella arctica				W2166		140103		(Linnaeus, 1767)												2				11				8				3		1		4												6						16				9		10		22		1																												2				1																																																								2																				1																																																99

		Thracia villosiuscula				W2233		141651		(MacGillivray, 1827)																										1																																																																																																																																																																																										1

		Cochlodesma praetenue				W2239		181373		(Pulteney, 1799)																																								1		1														2																2				2						1														1																																																																																																1																				11

		Lyonsia norwegica				W2247		140291		(Gmelin, 1791)																														1																																																																																																																																										1																																												2

		Cuspidaria cuspidata				W2280		139442		(Olivi, 1792)																																																																																																																												1																																																												1																												2

		Phoronida

		Phoronis				ZA0003		128545		Wright, 1856										6																																				3						2																2										1																				1												1														1		2		1		2		2		1		3		1				5				1		2		1		4		1		2		3		2		3				4		5		3		5		2		2				1		2		1		2				1						2		1						2								86

		Echinodermata

		Ophiothrix fragilis				ZB0124		125131		(Abildgaard in O.F. Müller, 1789)												1												1																						1								1																																																																																																																																																														4

		Ophiactis balli				ZB0143		125110		(W. Thompson, 1840)												1				1																																																																																																																																																																																																				2

		Acrocnida brachiata				ZB0151		236130		(Montagu, 1804)																																																								1						1				2																																																																																																																																																		4

		Amphiura filiformis				ZB0154		125080		(O.F. Müller, 1776)																																										2																				1		1				1				1				3		40						5		5		1		3		3		1				2				1						3		2						1		3		2		2		1		2		1		4				3		1		7		6		3		4		2		6		2		1		1		4				1		1										2		1		4										1		1		1								1						1								145

		Amphipholis squamata				ZB0161		125064		(Delle Chiaje, 1828)								1		1		9				7				1										2		1								1						5				1				5																														2																																																																																																																																36

		Ophiocten affinis				ZB0167		124850		(Lütken, 1858)																																																																																																																										1																						1																						1																		1														1														5

		Ophiura albida				ZB0168		124913		Forbes, 1839				1		8																																																1																																																																																																																																																														10

		Echinocyamus pusillus				ZB0212		124273		(O.F. Müller, 1776)																9		6		5		1		3		2		2		4		5		1		4		1		5		2				2		1		3		4		6		2		19		5		1										1						1		15		1		3		8		1				1				1																																																						1				1								2		3								3				2														1		1		4		4		1		1		1		1		1		1				153

		Echinocardium cordatum				ZB0223		124392		(Pennant, 1777)																																																								3		1				1		1		1										1																																		1								1																								1														1																																																								12

		Echinocardium flavescens				ZB0224		124394		(O.F. Müller, 1776)																																																																																																								1																																		2										1																																																						1				2		2				9

		Brissopsis lyrifera				ZB0228		124373		(Forbes, 1841)																																																																																																																								1																																																																																												1

		Pseudothyone raphanus				ZB0257		124661		(Düben & Koren, 1846)																																																																																																																										1																																																																																										1

		Paraleptopentacta elongata				ZB0280		1474372		(Düben & Koren, 1846)																																																																																																																		1																																																																																																		1

		Leptosynapta bergensis				ZB0292		124462		(Östergren, 1905)																																																																																								1																																																												1								1																				1																																				4

		Labidoplax buskii				ZB0299		124455		(MacIntosh, 1866)																																																																																																																		1		1				3		1						1						1						1																																																																								9

		Oestergrenia digitata				ZB0300		152547		(Montagu, 1815)																																																																																																																																																																										1														1																												2

		Hemichordata

		ENTEROPNEUSTA				ZC0012		1820		Gegenbaur, 1870																																																																																																																																						1		2				2		1												1																																																1										8

		Chordata

		Branchiostoma lanceolatum				ZD0000_A		104906		(Pallas, 1774)																																1				3								1				1		1																																																																																																																																																																		7

		Perophoridae				ZD0075		103447		Giard, 1872										111		3																																																																																																																																																																																																								114

		Ascidiella scabra				ZD0085		103719		(Müller, 1776)												4				1																														25																																																																																																																																																																						30

		Polycarpa				ZD0110		103538		Heller, 1877												11																																																																																																																																																																																																								11

		Dendrodoa grossularia				ZD0120		103882		(Van Beneden, 1846)										8		1						4																												2																																																																																																																																																																						15

		Molgula manhattensis				ZD0151		103788		(De Kay, 1843)												1																																																																																																																																																																																																								1



		Taxa										6		13		38		42		38		61		23		61		31		41		29		41		35		35		30		45		17		28		29		36		28		30		66		37		48		59		71		41		23		16		29		26		19		23		21		29		35		23		42		20		30		48		38		30		28		25		20		22		31		19		22		15		21		24		26		21		23		25		27		33		38		42		35		41		30		34		47		31		30		33		30		21		18		32		28		21		21		20		19		25		31		15		30		27		25		24		19		22		33		30		30		33		35		26		30		13		13		16		26		20		24		23		25		19				401

		Abundance										28		134		1137		651		355		504		299		892		204		381		149		252		196		258		91		163		32		385		80		112		51		91		494		91		149		249		391		117		86		56		55		79		80		69		80		72		132		50		164		76		77		97		105		83		74		71		38		60		110		74		92		28		102		70		88		52		67		68		84		204		148		125		79		71		54		69		100		55		60		47		69		32		26		77		47		30		32		37		32		31		48		31		66		78		119		40		43		44		236		213		86		70		119		75		74		27		29		24		38		38		26		39		56		42				13461



		The following taxa (highlighted below) are merged in the rationalised dataset above



		Leiochone tricirrata				P0951_C		328694		Bellan & Reys, 1967																																																				1																																																																																1																																																																																2

		Leiochone		dam.		P0955_A		146991		Grube, 1868																1																														1				4																								1								2		3		4						1																																																																														1																																										18

		Leiochone johnstoni				P0958		221095		McIntosh, 1915																2				1																												4																																						1																																																																																																1																														9

		Leiochone				P0955_A		146991		Grube, 1868																3				1																										1		4		4		1																						1								2		3		5						1																																								1																																						1												1																														29



		Cheirocratus		dam.		S0503		101669		Norman, 1867										2						3																														1																																																																																																																																																																						6

		Cheirocratus		female		S0503		101669		Norman, 1867																8								1																				2		1								1																																																																																																																																																														13

		Cheirocratus robustus				S0503_A		102797		G.O. Sars, 1894																3		3																										2																																																																																																																																																																								8

		Cheirocratus assimilis				S0504		102794		(Lilljeborg, 1852)														1																														1																																																																																																																																																																								2

		Cheirocratus intermedius				S0505		102795		G.O. Sars, 1894																2								1																																																																																																																																																																																												3

		Cheirocratus sundevallii				S0506		102798		(Rathke, 1843)																																																						1																																																																																																																																																														1

		Cheirocratus				S0503		101669		Norman, 1867										2				1		16		3						2																				5		2								2																																																																																																																																																														33



		Aoridae		female		S0577		101368		Stebbing, 1899																																																				2																																								1						1				1																								1		1																1												1																																																								9

		Aora gracilis				S0579		102012		(Spence Bate, 1857)								1																																																																																																																																																																																																												1

		Autonoe longipes				S0583		102021		(Liljeborg, 1852)																																																																																												1																																		1								1				1																										1																																																5

		Aoridae				S0577		101368		Stebbing, 1899								1																																												2																																								2						1				1																								2		1						1				1						1												1								1																																																15



		Gnathia		female		S0793		118437		Leach, 1814																																1														1								3																																																																																																																																																														5

		Gnathia dentata				S0794		118990		(G. O. Sars, 1872)												1																																																																																																																																																																																																								1

		Gnathia oxyuraea		Type A		S0796		118995		(Lilljeborg, 1855)																																1														1								6																																																																																																																																				1																										9

		Gnathia				S0793		118437		Leach, 1814												1																				2														2								9																																																																																																																																				1																										15



		Astacilla dilatata				S0951		295579		G. O. Sars, 1883																																																																																																																										1														1						1																										1		3										8		2		1		4																				1						23

		Astacilla		male/imm. female		S0952		118445		Cordiner, 1793																																																																																																																																1																																										1										4																																6

		Astacilla				S0952		118445		Cordiner, 1793																																																																																																																										1						1								1						1																										1		4										12		2		1		4																				1						29





		Taxa										0		0		0		2		2		2		2		8		2		2		0		3		0		0		0		3		0		0		0		0		0		4		8		2		2		4		6		0		0		0		0		0		0		0		0		0		2		0		0		0		2		2		3		0		0		5		0		0		2		0		2		0		0		0		0		0		0		0		0		0		2		0		3		4		0		2		2		2		2		0		2		2		0		0		0		0		0		2		0		0		0		2		0		2		5		0		0		0		0		3		4		2		4		0		0		0		0		0		0		0		0		0		2		0				22

		Abundance										0		0		0		2		4		2		2		38		6		2		0		4		0		0		0		4		0		0		0		0		0		10		10		8		8		6		22		0		0		0		0		0		0		0		0		0		2		0		0		0		4		6		10		0		0		6		0		0		2		0		2		0		0		0		0		0		0		0		0		0		2		0		4		4		0		2		2		2		2		0		2		2		0		0		0		0		0		2		0		0		0		2		0		2		10		0		0		0		0		24		6		2		10		0		0		0		0		0		0		0		0		0		2		0				242



		The following taxa were excluded from the analysis

		Juveniles

		ANIMALIA		eggs 		A0001		2																																																																																																																																																						P				P																		P																																										P

		SIPUNCULA		juv. 		N0001		1268		Stephen, 1965												8				4				2				3		5		2		3																																																																																																1								2				1																								1												1				5		8				3		1																										50

		Golfingiidae		juv. 		N0011		2032		Stephen & Edmonds, 1972																1												1										1																																																																																																																																																																														3

		Aphroditidae		juv. 		P0017		938		Malmgren, 1867						1																																																																																				1				1																														1										2		1																																																						3																						10

		Sigalionidae		juv. 		P0096		943		Kinberg, 1856																																																																						1								1										4		3		3				2		1		1		1				2				1		1		6		4		3																														2		1		1																						1												2		1		3														1								46

		Phyllodocidae		juv. 		P0114		931		Örsted, 1843																																																						1																																																																																																																																																														1

		Eumida		juv. 		P0163		129446		Malmgren, 1865																																1																																																																																																																																																																																				1

		Phyllodoce		juv. 		P0178		129455		Lamarck, 1818												1								1																																																																																																																																																												1																																				3

		Nephtyidae		juv. 		P0490		956		Grube, 1850				1																																						1																		1																																1																																																																																																				1																1				6

		Spionidae		juv. 		P0720		913		Grube, 1850																																1																																																																																																																																																																																				1

		Polydora		juv. 		P0748		129619		Bosc, 1802						1																																																																																																																																																																																																														1

		Scolelepis		juv. 		P0777		129623		Blainville, 1828																																																																								1																																																																																																																																												1

		Spio		juv. 		P0787		129625		Fabricius, 1785																																																										1																																																																																																																																																										1

		Cirratulus		juv. 		P0835		129243		Lamarck, 1818																		1																																																																																																																																																																																																		1

		Streblosoma		juv. 		P1250		129712		M. Sars <i>in</i> G.O. Sars, 1872																								3																																																																																																																																																																																												3

		Thelepus		juv. 		P1253		129714		Leuckart, 1849												3																																																																																																																																																																																																								3

		Sabellidae		juv. 		P1257		985		Latreille, 1825																												1												3																																																																																																																																																																												4

		Jasmineira		juv. 		P1287		129533		Langerhans, 1880																																																																																																																														1																																																																																						1

		Serpulidae		juv. 		P1324		988		Rafinesque, 1815																		1																																																																																																																																																																																																		1

		Nymphon		juv. 		Q0004		134591		Fabricius, 1794																																												2																																																																																																																																																																								2

		CIRRIPEDIA		juv. 		R0014		1082		Burmeister, 1834												125																																																																																																																																																																																																								125

		Gnathia		praniza		S0793		118437		Leach, 1814																																																						1																																																																																																																																				1																										2

		Diastylis		juv. 		S1247		110398		Say, 1818																																						1																																																						1				1						2																		1																																																																																				1								7

		DECAPODA		megalopae		S1276		1130		Latreille, 1802																												1														3												1		1						4		1						1																																																																																																																																														12

		DECAPODA		zoeae		S1276		1130		Latreille, 1802																												1												1																						1																																																																																																																																																						3

		Paguridae		juv. 		S1445		106738		Latreille, 1802				3		1										2		1						1																						1																																1														1																														1																																																						1				1						1																						1				16

		Pagurus		juv. 		S1454		106854		Fabricius, 1775						1		2		1				1																																																																1																																						1																																																																																																7

		BRACHYURA		megalopae		S1485		106673		Latreille, 1802																																						1												1																																		1																																																																																																																																3

		BRACHYURA		zoeae		S1485		106673		Latreille, 1802																										1				1																																																																																																																																																																																						2

		Eurynome		juv. 		S1535		106901		Leach, 1814												1																																																																																																																																																																																																								1

		Corystes cassivelaunus		megalopae		S1552		107277		(Pennant, 1777)																																																																																														2														1		1																																																																																																						4

		Polybius		juv. 		S1590		106928		Leach, 1820						1																		1																										1						2				1		1												1				1						4				1						1		1																																																																																		1																																		17

		GASTROPODA		juv. 		W0088		101		Cuvier, 1795																																																																																								1																																																																																																																												1

		Aporrhais		juv. 		W0429		137656		da Costa, 1778																																																																																																																		1																																																																																																		1

		CONOIDEA		juv. 		W0770		15140		J. Fleming, 1822																																																																																																																																																																																																												1								1

		Mangeliidae		juv. 		W0794		153853		P. Fischer, 1883																																																																																										1																																																																																																																										1

		PHILINOIDEA		juv. 		W1015		196322		J. E. Gray, 1850 (1815)																																																																																																		2						1						1																																																																																																						4

		NUDIBRANCHIA		juv. 		W1243		1762		Cuvier, 1817																1				2												2												1																														5										2								1						1																																																																																																																		15

		Onchidorididae		juv. 		W1319		175		Gray, 1827																				1				1				3																																																																																																																																																																																								5

		Nuculidae		juv. 		W1563		204		J. E. Gray, 1824																																																																																																																																																																																																				1																1

		Nucula		juv. 		W1565		138262		Lamarck, 1799				1		35		9		6																1																																										1																																																																																																																																																53

		Mytilidae		juv. 		W1691		211		Rafinesque, 1815																																								1																																																																																																																																																																												1

		Mytilus		juv. 		W1693		138228		Linnaeus, 1758						1				1																		2																																																																																																																																																																																								4

		Modiolus		juv. 		W1698		138223		Lamarck, 1799								3						1																																5																																																																																																																																																																						9

		Musculus		juv. 		W1719		138225		Röding, 1798														1																																10						1																																																																																																																																																																12

		PECTINOIDEA		juv. 		W1767		151320		Rafinesque, 1815																																														1				1				3																				7										2																								1																																																																																																								15

		Anomiidae		juv. 		W1805		214		Rafinesque, 1815												28		3		15		7		2		1		5										1				1						5		5				3		2		1																																																																																																																																																														79

		Thyasiridae		juv. 		W1833		219		Dall, 1900 (1895)																																																																																																																3		1						3		1												1																																				2								2						1				2		4																						20

		Astartidae		juv. 		W1921		228		A. d'Orbigny, 1844 (1840)																																																										3		5														2						1										1																																		1		1																								1										1				1												1																																				18

		Acanthocardia		juv. 		W1940		137732		J. E. Gray, 1851																																																																																																														1						2						1				2		1																																																												1																								8

		Mactrinae		juv. 		W1968		152831		Lamarck, 1809														1								2														1		7										3		1																								1												4				2				1						1														1										1																																																																																								26

		Spisula		juv. 		W1973		138159		J. E. Gray, 1837																										1				1		1						5										13		4														2		1						1										1		1						1		2		2				1				1				1				1																				1										1																								2																																																44

		Lutraria		juv. 		W1982		138157		Lamarck, 1799																																1																1		1		2		1								1																																																																																																																																																						7

		Ensis		juv. 		W1996		138333		Schumacher, 1817		60		2		6		14																		1				2		1																																																																																																																																																																																				86

		Abra		juv. 		W2058		138474		Lamarck, 1818						1		1				6														1														4		2				10				1				2		2						1		2				5		7		1		2		1		2		4		3		3		7		3		9		11		12		4		1		1		8		1		3		5		3				1		1								1																1						1												1												1																												1										1				138

		Arctica islandica		juv. 		W2072		138802		(Linnaeus, 1767)																																																																																																1		1		2				1				2														7		4		2		1		1						2								1						1																		1		1						3				2				1				4																								38

		Veneridae		juv. 		W2086		243		Rafinesque, 1815																																																																																																																																																				1						1																																																										2

		Dosinia		juv. 		W2126		138636		Scopoli, 1777																		1								1										1												1																1		1		1		1		2		1		1		1		2		2						1		1		1		1												1																				1																								1																																																														24

		Mya		juv. 		W2144		138211		Linnaeus, 1758						1		5								2																								1						2				1		4		3		1																																																																																																																																																												20

		THRACIOIDEA		juv. 		W2225		382318		Stoliczka, 1870 (1839)																1																																										1						1				1						1						1				1																														1		1										1								1																1														1								2																												1				1								17

		Thracia		juv. 		W2227		138549		Blainville, 1824																																																										1						1																				1																																																																																																																																3

		Cuspidaria		juv. 		W2277		137858		Nardo, 1840																																																																																																																												1																																																																																								1

		ASTEROIDEA		juv. 		ZB0018		123080		de Blainville, 1830																2		1		1								1				1																		1				2																																																												1												1						1																																								2		1		1		2		1				1																												20

		OPHIUROIDEA		juv. 		ZB0105		123084		Gray, 1840																								1																1						1				2		2				1												1		2		1				2		4		1				1				1		1																4						6		1						15				3		4		2		1				2				1																																		3						1		17		2				20		7		9		3		2		6		1				3		1		6		1				143

		Amphiuridae		juv. 		ZB0148		123206		Ljungman, 1867				1																																						2												2		6						8		7		4		2		5		3		1		17		48		2		14		12		5		17		5		3		11		6		9		3		3		2		5		4		8		2		6		9		11		8		8		3		4		2		7		4		4		7		3		4		3		16		7		4		6		4		6		4		5		11		5		5		3		4		1		8		7		4		6				24		12		4		12		6		8		8		6		2		4		6		4		3		3				508

		Ophiuridae		juv. 		ZB0165		123200		Müller & Troschel, 1840						3		1																								1										1								2																								2		1				1		1		9		5				9		13		6		6		24		21		8		17		22		23		16		9		18		8		22		18		30		35		46		29		21		23		23		21		24		8		10		1		5		6		7		13				7		3		1		6		4		3		9		4		6		12		15		25		10		12		13		12				9		6		7		9		2		5		2		10		13		19				793

		SPATANGOIDA		juv. 		ZB0213		123106		L. Agassiz, 1840																																										12										1				35						19		58		49		13		2		1																						2		1		1		3		2		14		90		67		175		172		169		236		231		254		300		387		814		406		318		248		179		117		45		47		22		25		34		120		68		112		75		111		2		38		40		49		22		90		132		74		90		220		545		1069		103		158		894		197		143		23		13		47		305		263		217		317		223		463				10772

		Leptosynapta		juv. 		ZB0291		123449		Verrill, 1867																																																																																																																																														1																																																																						1

		ASCIDIACEA		juv. 		ZD0002		1839		Blainville, 1824						2		1		53		170				20		3		1		1																		1		1		1		4		1																																				4		1																																				1		2				1								1																										2		1				9		1		2				7		13				1		1		5				1																						312

		Colonial taxa (P/A) data

		Folliculinidae				A0003		1692		Dons, 1914		P				P				P				P		P		P		P		P		P		P		P				P		P		P		P		P		P						P		P				P				P				P		P		P				P		P		P		P		P		P		P		P		P		P				P		P		P		P		P						P		P																																										P						P								P								P																		P		P		P		P						P		P		P						P

		PORIFERA

Author: Author:
Distinct from Sycon and Cliona				C0001		558		Grant, 1836																						P				P																																																																																																																																																																																										P

		Sycon				C0131		131723		Risso, 1827												P				P				P																																																																																																																																																																																																P

		Cliona		agg.		C0475		132026		Grant, 1826						P						P				P		P		P		P		P		P		P				P		P		P				P						P		P		P		P																																																																																																																																																																P

		ANTHOATHECATA		Type A		D0140		13551		Cornelius, 1992																								P																P																P				P		P				P		P						P														P		P				P		P				P		P				P										P		P						P				P				P														P		P						P						P				P																		P				P				P		P		P								P		P		P		P				P

		ANTHOATHECATA		Type B		D0140		13551		Cornelius, 1992																																																																																						P																																																																																														P																																P

		Tubulariidae		dam.		D0158		1603		Goldfuss, 1818												P												P		P																																																P				P																								P										P																																																																																																				P

		Ectopleura				D0159		117254		L. Agassiz, 1862																																								P										P		P		P																														P																																																																																																																																P

		Tubularia				D0163		117258		Linnaeus, 1758																																				P																																																																																																																																																																																P

		Corynidae				D0171		1599		Johnston, 1836												P																												P										P		P																						P																																																																																																																																										P

		Eudendrium				D0218		117093		Ehrenberg, 1834																								P																P						P						P		P																				P																																																																																																																																										P

		Hydractinia				D0272		117117		Van Beneden, 1844																																																																																																																												P				P																																																																																				P

		Merona cornucopiae				D0287		117434		(Norman, 1864)																																																		P																																														P								P																														P																						P																																																								P

		LEPTOTHECATA		Type A		D0295		13552		Cornelius, 1992																P																								P																																												P																																																																																																																																P

		LEPTOTHECATA		Type B		D0295		13552		Cornelius, 1992								P																																P										P		P				P						P		P																														P																P												P																																																																																				P						P

		Lovenella clausa				D0336		117736		(Lovén, 1836)																																																				P				P				P		P		P		P		P		P		P		P		P				P		P		P				P		P						P		P		P																												P																																																																																				P

		Calycella syringa				D0348		117402		(Linnaeus, 1767)																P						P		P																				P																																								P																																																																																																						P																										P

		Halecium				D0390		117103		Oken, 1815														P		P						P		P																				P		P						P		P		P																																																																																																																																																												P

		Sertulariidae		dam.		D0407		1614		Lamouroux, 1812						P				P						P				P		P		P		P		P								P		P		P				P				P								P								P						P				P																P																																																																																																																										P

		Diphasia				D0413		117228		Agassiz, 1862						P																																																																																																																																																																																																														P

		Hydrallmania falcata				D0424		117890		(Linnaeus, 1758)																P																P		P						P						P						P																																																																																																																																																																P

		Sertularella rugosa				D0431		117907		(Linnaeus, 1758)										P												P		P																						P																																																																																																																																																																						P

		Sertularia				D0433		117234		Linnaeus, 1758																P																P																																																																																																																																																																																				P

		Nemertesia antennina				D0463		117809		(Linnaeus, 1758)																																														P																																																																																																																																																																						P

		Plumularia setacea				D0469		117824		(Linnaeus, 1758)								P				P																																																																																																																																																																																																								P

		Campanulariidae		Type A		D0491		1606		Johnston, 1836						P		P		P		P				P						P		P		P												P		P				P				P		P				P																																																																																																																																																														P

		Rhizocaulus verticillatus				D0499		117399		(Linnaeus, 1758)																																														P						P																																																																																																																																																																P

		Clytia gracilis				D0502		117367		(M. Sars, 1851)												P																												P																																																																																																																																																																												P

		Clytia hemisphaerica				D0503		117368		(Linnaeus, 1767)						P		P		P														P																										P		P		P		P																												P																																																																																																																																P

		Alcyonium digitatum				D0597		125333		Linnaeus, 1758																								P								P																		P		P		P																				P										P								P																																																																																																																								P

		Pedicellina				K0045		111796		Sars, 1835								P		P		P				P		P		P				P																P				P		P																																P																																																																																																																																						P

		Barentsia				K0050		111795		Hincks, 1880																P								P																																																																																																																																																																																												P

		Crisidia cornuta				Y0008		111706		(Linnaeus, 1758)				P								P		P		P																																																																																																																																																																																																				P

		Crisia aculeata				Y0014		111690		Hassall, 1841												P																																																																																																																																																																																																								P

		Crisia eburnea				Y0017		111696		(Linnaeus, 1758)												P																								P																																																						P																								P																																																																																																		P

		Tubuliporidae				Y0026		110814		Johnston, 1837										P		P		P		P		P		P				P																						P				P																																		P						P																																																																																																																										P

		Plagioecia patina				Y0041		111719		(Lamarck, 1816)				P								P						P										P																																																																																																																																																																																								P

		CTENOSTOMATIDA		Type A		Y0070		110723		Busk, 1852						P		P																P																P						P						P		P		P																		P																																																																																																																																										P

		Alcyonidiidae		Type A		Y0072		110783		Johnston, 1837				P		P		P		P		P				P		P		P				P																																																												P																																																																																																																																P

		Alcyonidium cf. diaphanum				Y0076		111597		(Hudson, 1778)						P		P				P		P		P				P		P		P				P				P						P						P		P		P		P						P																																																																																																																																																												P

		Alcyonidium parasiticum				Y0081		111604		(Fleming, 1828)																		P						P										P		P		P		P														P		P														P								P		P																																																																																																																																				P

		Arachnidium				Y0086		110994		Hincks, 1859																																																																																				P																																																																																																																																P

		Nolella				Y0091		111011		Gosse, 1855						P		P		P						P																P																																																																																																																																																																																				P

		Triticella flava				Y0119		111653		Dalyell, 1848																																																						P																																																																																																																																																														P

		Vesicularia spinosa				Y0131		111669		(Linnaeus, 1758)				P		P				P				P		P				P				P						P								P		P				P		P																																																																																																																																																																						P

		Amathia lendigera				Y0135		111659		(Linnaeus, 1758)				P		P		P		P		P																						P												P																																																																																																																																																																						P

		Amathia pustulosa				Y0136		851599		(Ellis & Solander, 1786)																																														P																																																																																																																																																																						P

		Aetea sica				Y0155		111066		(Couch, 1844)																P		P		P		P		P																						P																																																																																																																																																																						P

		Scruparia ambigua				Y0161		111539		(d'Orbigny, 1841)														P		P						P		P																																																																																																																																																																																												P

		Eucratea loricata				Y0165		111361		(Linnaeus, 1758)																P		P				P																								P		P																										P																																																																																																																																										P

		Conopeum reticulum				Y0172		111351		(Linnaeus, 1767)				P		P		P		P				P										P																																																																																																																																																																																												P

		Electra		Type A		Y0175		110904		Lamouroux, 1816														P										P		P				P																																																																																																																																																																																						P

		Electra pilosa				Y0178		1789435		(Linnaeus, 1761)				P		P		P		P		P		P		P		P		P		P				P														P						P						P												P										P																																																																																																																																										P

		Flustra foliacea				Y0187		111367		(Linnaeus, 1758)				P						P		P		P		P		P		P		P		P		P		P		P		P		P		P		P		P						P		P						P		P																		P										P																																																																																																																																P

		Securiflustra securifrons				Y0194		111374		(Pallas, 1766)																P																																																																																																																																																																																																				P

		Cauloramphus spinifer				Y0212		408293		(Johnston, 1832)														P		P		P		P		P		P		P		P		P		P		P												P																																																																																																																																																																						P

		Amphiblestrum				Y0221		110849		Gray, 1848						P		P		P				P		P		P		P		P		P																				P		P																																P						P																																																																																																																																P

		Bugulidae		dam.		Y0239		110731		Gray, 1848														P						P								P																																																																																																																																																																																								P

		Bugulina flabellata				Y0243		834002		(Thompson in Gray, 1848)																P		P				P		P																						P																																																																																																																																																																						P

		Crisularia plumosa				Y0246		834039		(Pallas, 1766)						P		P		P		P				P																														P																																																																																																																																																																						P

		Bicellariella ciliata				Y0256		111147		(Linnaeus, 1758)				P		P		P		P		P		P		P								P																P				P																																				P																																																								P																						P																																																						P

		Scrupocellaria scrupea				Y0278		111249		Busk, 1851																P																																																																																																																																																																																																				P

		Scrupocellaria scruposa				Y0279		111250		(Linnaeus, 1758)								P				P		P				P						P				P						P												P		P																																				P						P																						P																																														P																																																						P

		Cellaria fistulosa				Y0300		111257		(Linnaeus, 1758)																																																																																																		P																																																																																																																		P

		Cribrilinidae				Y0306		110742		Hincks, 1879														P		P		P						P		P								P		P		P		P						P				P						P																																																																						P																																				P																																				P		P				P		P		P				P

		Chorizopora brongniartii				Y0344		111304		(Audouin, 1826)														P		P		P		P		P				P				P		P		P		P										P																																																																																																																																																																						P

		Escharoides coccinea				Y0358		111498		(Abildgaard, 1806)																P		P								P		P																																																																																																																																																																																								P

		Escharella immersa				Y0364		111484		(Fleming, 1828)				P				P		P		P		P		P		P		P		P		P		P		P		P		P		P		P		P								P		P		P				P		P																												P																																																																																																																																P

		Escharella variolosa				Y0369		111495		(Johnston, 1838)																P																																																																																																																																																																																																				P

		Escharella ventricosa				Y0370		111496		(Hassall, 1842)																												P																		P																																																																																																																																																																						P

		Porella concinna				Y0385		111125		(Busk, 1854)																P		P																																																																																																																																																																																																		P

		Palmiskenea skenei		Type A		Y0393		111120		(Ellis & Solander, 1786)																																																																																										P																																																																																																																										P

		Reptadeonella violacea				Y0401		111061		(Johnston, 1847)																				P				P		P																																																																																																																																																																																										P

		Parasmittina trispinosa				Y0465		111547		(Johnston, 1838)																																		P																																																																																																																																																																																		P

		Schizomavella		Type A		Y0467		110829		Canu & Bassler, 1917																P				P						P		P		P		P		P						P						P		P																																																																																																																																																																				P

		Schizomavella (Schizomavella) linearis				Y0474		862795		(Hassall, 1841)																																																																																																																																																																																		P																																		P

		Microporella ciliata				Y0480		111421		(Pallas, 1766)												P		P		P		P		P		P		P		P		P		P		P														P		P																																																																																																																																																																				P

		Fenestrulina delicia				Y0482_A		408266		Winston, Hayward & Craig, 2000						P						P				P		P		P		P		P				P																		P																																																																																																																																																																						P

		Fenestrulina malusii				Y0483		111418		(Audouin, 1826)																										P																																																																																																																																																																																										P

		Celleporidae		dam.		Y0493		110736		Johnston, 1838														P																																																																																																																																																																																																						P

		Cellepora pumicosa				Y0495		111268		(Pallas, 1766)										P				P		P				P										P		P																																																																																																																																																																																				P

		Turbicellepora avicularis				Y0504		111285		(Hincks, 1860)																P																																																										P																																																																																																																																										P

		ASCIDIACEA		Type C		ZD0002		1839		Blainville, 1824												P																																																																																																																																																																																																								P

		Didemnidae				ZD0041		103439		Giard, 1872												P		P		P		P		P		P												P																																																																																																																																																																																		P

		Damaged fauna

		Polynoinae		dam.		P0025_C		155091		Kinberg, 1856				1		4		3		7		2				1																														2								2																				1				1						1								1																		1																		1																																																				1						1		3																				1				34

		Sigalionidae		dam.		P0096		943		Kinberg, 1856																																																																																																																																																																																																								1												1

		Sthenelais		dam.		P0106		129595		Kinberg, 1856																																																																										1		1																																																										1																																								1				1								2										1																8

		Phyllodocidae		dam.		P0114		931		Örsted, 1843																																																																																																																																																																		1																																																		1

		Eumida		dam.		P0163		129446		Malmgren, 1865						1						1								1								1																																																																																																																																																																																								4

		Lumbrineridae		dam.		P0569		967		Schmarda, 1861						1																																																																																																																																																																																																														1

		Dorvilleidae		dam.		P0598		971		Chamberlin, 1919																										1																																																																																																																																																																																										1

		Aricidea		dam.		P0675		129430		Webster, 1879																																																																																												2																																				1																																																																																				3

		Spionidae		dam.		P0720		913		Grube, 1850																																																1																																																																																																																																																																				1

		Dipolydora		dam.		P0748_A		129611		Verrill, 1881																																1																																																																																																																																																										1																										2

		Spio		dam.		P0787		129625		Fabricius, 1785																																1																												1																																																																																																																																																								2

		Magelona		dam.		P0803		129341		F. Müller, 1858																																																																																																																																						1																																																																														1

		Chaetozone		dam.		P0832		129242		Malmgren, 1867																																																																																																																																						1																																																																														1

		Maldanidae		dam.		P0938		923		Malmgren, 1867																																																1																																																																										1		1				1																																						1																																														5

		Euclymeninae		dam.		P0951		152232		Arwidsson, 1906																																																																																				1																																																																																																																																1

		Sabellaria		dam.		P1115		129520		Lamarck, 1818						1																																																																																																																																																																																																														1

		Ampharetinae		dam.		P1125		152252		Malmgren, 1866						1																																																																																																																		1				2		2								1				1																				2								1														1																																12

		Terebellidae		dam.		P1179		982		Johnston, 1846																										1																																																																																																																																																																																										1

		POLYCIRRINI		dam.		P1227		181512		Malmgren, 1866										2								6		7				1		10		11				8																																														1																																																																																																																																						46

		Sabellidae		dam.		P1257		985		Latreille, 1825										2																																																																																																																1																																																																																										3

		Parasabella		dam.		P1271		325958		Bush, 1905																																																						1																																																																																																																																																														1

		Jasmineira		dam.		P1287		129533		Langerhans, 1880												3																																																																																																																																																																																																								3

		Serpulidae		dam.		P1324		988		Rafinesque, 1815																				2																																																																																																																																																																																								2								4

		Spirobranchus		dam.		P1339		129582		Blainville, 1818				3		9				8						2																																																																																																																																																																																																				22

		Callipallene		dam.		Q0032		134581		Flynn, 1929																																														1																																																																																																																																																																						1

		AMPHIPODA		dam.		S0097		1135		Latreille, 1816																1										1				1																																																										1																																														1																																																																														5

		Oedicerotidae		dam.		S0118		101400		Lilljeborg, 1865																																																																																																1																																																																																																																				1

		Harpinia		dam.		S0253		101716		Boeck, 1876										1																																																																																																								1																																																																																																		2

		LYSIANASSOIDEA		dam.		S0270		176788		Dana, 1849																																																																														1																																																																																																1																																						2

		Leptocheirus		dam.		S0586		101470		Zaddach, 1844																																						1																																																																																																																																																																														1

		Podoceridae		dam.		S0623		101405		Leach, 1814																																																																																																																																										1																																								1																																		2

		CUMACEA		dam.		S1183		1137		Krøyer, 1846																																				1																																																																																												1																																																																																				2

		Pseudocumatidae		dam.		S1231		110384		Sars, 1878																																						1																																																																																																																																																																														1

		Diastylis		dam.		S1247		110398		Say, 1818																																						1																																																																																																																																																		1																												2

		CARIDEA		dam.		S1293		106674		Dana, 1852																																														1																																																																																																																																																																						1

		Paguridae		dam.		S1445		106738		Latreille, 1802																												1																																																																																																																																																																																								1

		Ebalia		dam.		S1504		106889		Leach, 1817												2																																																																																																																																																																																																								2

		GASTROPODA		dam.		W0088		101		Cuvier, 1795														1														1																																																																																												1				1																																																												1																												5

		Trochidae		dam.		W0140		443		Rafinesque, 1815														1																																																																																																																																																																																																						1

		Epitonium		dam.		W0543		137943		Röding, 1798																																																																																																																																																																																												1																								1

		CEPHALASPIDEA		dam.		W1002		154		P. Fischer, 1883																																																																																				1																																																																																																																																1

		PHILINOIDEA		dam.		W1015		196322		J. E. Gray, 1850 (1815)																																																																																																																																																																																								1																												1

		BIVALVIA		dam.		W1560		105		Linnaeus, 1758												1																																																																																																																																																																1												1																												3

		Thyasiridae		dam.		W1833		219		Dall, 1900 (1895)																																																																																																																										1																																																														1		1		2																								5

		Mactrinae		dam.		W1968		152831		Lamarck, 1809																																																																														1																																																																																																																																						1

		Gari		dam.		W2044		138388		Schumacher, 1817																								1																																																																																																																																																																																												1

		Abra		dam.		W2058		138474		Lamarck, 1818				1						5																																																																																																																																																																																																										6

		Amphiuridae		dam.		ZB0148		123206		Ljungman, 1867																																																																																						1						1		2																														1																																																																																								5

		Ophiuridae		dam.		ZB0165		123200		Müller & Troschel, 1840																																																																																										1																																																																																																																										1

		Echinocardium		dam.		ZB0222		123426		Gray, 1825																																																								2																																2																								1																																												1																																												1												7

		HOLOTHUROIDEA		dam.		ZB0229		123083		de Blainville, 1834																																																																																												1																																																																																																																								1

		Fish

		Ammodytes marinus				ZG0443		126751		Raitt, 1934																																1																																																																																																																																																																																				1

		Gobiidae				ZG0455		125537		Cuvier, 1816						1																																																																																																																																																																																																														1

		Parasitic Fauna

		COPEPODA		parasite		R0142		1080		Milne Edwards, 1840																																														4																																																																																																																																																																						4

		Pelagic Fauna

		SAGITTOIDEA

Author: Author:
Pelagic species		

Author: Author:
Distinct from Sycon and Cliona				L0001_A		5949		-																																																																																								2																				1																																																																																																								3

		HYPERIIDEA				S0675		1205		H. Milne Edwards, 1830																												1																																								1																																						1																																																1																																																										4





		Taxa										2		18		37		26		29		39		30		54		31		33		25		44		29		28		14		26		15		13		18		28		8		13		43		18		25		19		24		20		5		6		11		13		7		10		11		9		25		8		17		11		7		29		8		13		19		16		14		13		12		10		9		7		11		9		11		9		13		9		5		8		12		17		14		14		6		5		14		7		7		5		4		4		5		7		9		5		5		6		7		5		7		9		5		5		8		9		8		9		12		10		6		13		15		10		10		7		6		7		6		7		6		12		8		10				209

		Abundance										60		13		72		39		86		351		9		52		21		20		4		17		24		27		8		20		1		3		19		12		22		9		47		21		19		12		20		50		6		8		35		73		55		25		19		10		25		23		63		12		21		44		23		33		35		42		41		23		41		32		25		36		129		104		208		194		207		262		267		301		352		444		880		446		349		276		219		149		76		61		36		43		47		133		86		130		83		123		13		51		55		63		30		113		142		98		114		253		602		1110		142		195		945		230		178		41		30		70		311		275		228		338		245		490				13775

		Notes

		MCS = Marine Conservation Society

		agg. = Aggregate (species complex)

		dam. = Damaged

		juv. = Juvenile
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RATIONALISED DATA Matrix


			Fugro GB Ltd												SampleID:			ST002_FA			ST004_FA			ST006a_FA			ST007_FA			ST010_FA			ST020_FA			ST026_FA			ST028_FA			ST030_FA			ST033_FA			ST039_FA			ST043_FA			ST047_FA			ST051_FA			ST055_FA			ST059_FA			ST063_FA			ST067_FA			ST071_FA			ST081_FA			ST090_FA			ST097_FA			ST105_FA			ST111_FA			ST118_FA			ST121_FA			ST123_FA			ST125_FA			ST128_FA			ST133_FA			ST139_FA			ST147_FA			ST150_FA			ST154_FA			ST158_FA			ST161_FA			ST163_FA			ST165_FA			ST167_FA			ST169_FA			ST171_FA			ST173_FA			ST175_FA			ST177_FA			ST179_FA			ST181_FA			ST183_FA			ST185_FA			ST187_FA			ST189_FB			ST191_FA			ST193_FA			ST195_FA			ST197_FA			ST199_FA			ST201_FA			ST203_FA			ST205_FA			ST207_FA			ST209_FA			ST211_FA			ST213_FA			ST215_FA			ST217_FA			ST219_FA			ST221_FA			ST223_FA			ST225_FA			ST227_FA			ST229_FA			ST231_FA			ST233_FA			ST235_FA			ST237_FA			ST239_FA			ST241_FA			ST243_FA			ST245_FA			ST249_FA			ST251_FA			ST253_FA			ST255_FA			ST257_FA			ST259_FA			ST261_FA			ST263_FA			ST265_FA			ST267_FA			ST269_FA			ST271_FA			ST273_FA			ST275_FA			ST277_FA			ST279_FA			ST281_FA			ST283_FA			ST285_FA			ST287_FA			ST289_FA			ST291_FA			ST293_FA			ST295_FA			ST297_FA			ST299_FA


			Job Number: F269605												FUG#:			6032			6034			6036			6038			6040			5837			5838			5840			5842			5844			5846			5849			5852			5855			5856			5859			5862			5864			5866			5869			5871			5873			5876			5879			5881			5883			5885			5887			5889			5891			5893			5895			5897			5899			5901			5903			5905			5907			5909			5911			5913			5915			5917			5919			5921			5923			5925			5927			5929			5932			5933			5935			5937			5939			5941			5943			5945			5947			6046			6048			6050			6052			6054			6056			6058			6060			6062			6064			6066			6068			6070			6072			6074			6076			6078			6080			6082			6084			6086			6088			6090			6092			6094			6096			6098			6100			6102			6104			6106			6108			6110			6112			6114			6116			6118			6120			6122			6124			6126			6128			6130			6132			6134			6136


			Survey: National Grid EGL5


			Benthic Fauna ABUNDANCE Matrix


			Rationalised Data





																		Sample


			Taxon			Qualifier			SDC			AphiaID			Authority			ST002_FA			ST004_FA			ST006a_FA			ST007_FA			ST010_FA			ST020_FA			ST026_FA			ST028_FA			ST030_FA			ST033_FA			ST039_FA			ST043_FA			ST047_FA			ST051_FA			ST055_FA			ST059_FA			ST063_FA			ST067_FA			ST071_FA			ST081_FA			ST090_FA			ST097_FA			ST105_FA			ST111_FA			ST118_FA			ST121_FA			ST123_FA			ST125_FA			ST128_FA			ST133_FA			ST139_FA			ST147_FA			ST150_FA			ST154_FA			ST158_FA			ST161_FA			ST163_FA			ST165_FA			ST167_FA			ST169_FA			ST171_FA			ST173_FA			ST175_FA			ST177_FA			ST179_FA			ST181_FA			ST183_FA			ST185_FA			ST187_FA			ST189_FB			ST191_FA			ST193_FA			ST195_FA			ST197_FA			ST199_FA			ST201_FA			ST203_FA			ST205_FA			ST207_FA			ST209_FA			ST211_FA			ST213_FA			ST215_FA			ST217_FA			ST219_FA			ST221_FA			ST223_FA			ST225_FA			ST227_FA			ST229_FA			ST231_FA			ST233_FA			ST235_FA			ST237_FA			ST239_FA			ST241_FA			ST243_FA			ST245_FA			ST249_FA			ST251_FA			ST253_FA			ST255_FA			ST257_FA			ST259_FA			ST261_FA			ST263_FA			ST265_FA			ST267_FA			ST269_FA			ST271_FA			ST273_FA			ST275_FA			ST277_FA			ST279_FA			ST281_FA			ST283_FA			ST285_FA			ST287_FA			ST289_FA			ST291_FA			ST293_FA			ST295_FA			ST297_FA			ST299_FA						Total [N]


			CNIDARIA


			Pennatula phosphorea						D0623			128517			Linnaeus, 1758																																																																																																																																																																														1																					1			2			1						1						1																														2						1						3																					1			1			1																																				16


			CERIANTHARIA						D0628			1361			Perrier, 1893												1																																																																		1			1						1			2						1																														1			1																																				1						2									1																					1																																																												1						1									1						2						1						1																								21


			ACTINIARIA


Author: Author:
Epifaunal (attached) forms			Type E			D0662			1360			Hertwig, 1882									5			13			1									2												3																								2																								6																											1															3																																																																																																																																																																																																36


			ACTINIARIA


Author: Author:
Infaunal (burrowing) forms. Distinct from Halcampa chrysanthellum and Edwardsiidae			Type I			D0662			1360			Hertwig, 1882																																																																					1						1																																																						1																																																						1																																																												1																																																																											5


			Halcampa chrysanthellum						D0758			100916			(Peach in Johnston, 1847)																																													1																																																																																																																																																																																																																																																																																	1


			Edwardsiidae						D0759			100665			Andres, 1881																																	1																														1																					1			2						1									1									1						1									1			2															1																		1																																				1																											1			1			2			1			8			2			2									1			1			2			4																														3			1			2			3			2			6			3			1						61


			PLATYHELMINTHES


			PLATYHELMINTHES						F0001			793			Minot, 1876																		1			3			9			3			1			1			6												1												1						3															2						1																											1																																							1																																				1									1						1																																							1																																	1																																										39


			NEMERTEA


			NEMERTEA						G0001			152391			-						2			7			5			1			7			1						1			2			1			3			2			4			2			2									2									6			2			1			1			4			12			2			1			1			1																		1						1			2			7						3									1			1																																							3			1			2						2						1			1						1						2																		1						1			1			1						1																		5			2			1			2			2						1									1			1			1												1						124


			ANNELIDA


			Golfingia (Golfingia) elongata						N0014			175026			(Keferstein, 1862)																		9															1																																							4									13																																																																																																																											1																																																																																																																		28


			Golfingia (Golfingia) vulgaris vulgaris						N0017			410724			(de Blainville, 1827)																																																																																	2																																																																																																																																																																																																																																													2


			Nephasoma						N0019			136022			Pergament, 1940									1															10			9			11			2			2			1									3			1			1						1						1			1			4			2			2																																																																																				1																					1			1												5			4												3																																				1						16															1																																																85


			Phascolion (Phascolion) strombus strombus						N0034			410749			(Montagu, 1804)																																																																																																																																	2															1																		1																					1									1									1						2			1			2												1												1			1			2									1			2																		2						1																																							23


			Aspidosiphon (Aspidosiphon) muelleri muelleri						N0047			410717			Diesing, 1851															1																					2																																																																																																																																																																																																																																							1																																																			4


			Pisione remota						P0015			130707			(Southern, 1914)																																																						10												1																					12			19																																																																																																																																																																																																																																				42


			Aphrodita aculeata						P0019			129840			Linnaeus, 1758																																																																																																																																																																																																																																																																											1																																																			1


			Polynoinae			Type A			P0025_C			155091			Kinberg, 1856																																																																																																															1																																																																																																																																																																																																															1


			Enipo elisabethae						P0043			130737			McIntosh, 1900																																																																																																																																																																																																																		1																																																																																																												1


			Gattyana cirrhosa						P0049			130749			(Pallas, 1766)																		2						7			1									2						1			1			1												3									12			2			4			5			27			3																											4						2									1						1			1						1																					1			1																		3			1			3			2			1			1			1			1			1																																																			1															1			1			1																								1			1												103


			Malmgrenia darbouxi						P0050_B			863197			(Pettibone, 1993)																																																												1																		2																																																																																																																																																																																																																																																3


			Harmothoe mariannae						P0050_I			578334			Barnich & Fiege, 2009															1																																																																																																1																																																																																																																																																																																																															2


			Malmgrenia castanea						P0055			152357			McIntosh, 1876																																																																																																																																																																																																																																																																																																																								1						1


			Harmothoe glabra						P0062			571832			(Malmgren, 1865)																																																																																																																											1									1						1									1			2												1			1			1									2															1						1																								1																		1																		1																																										1																		17


			Malmgrenia mcintoshi						P0070			147007			(Tebble & Chambers, 1982)																																													1																																																																																																																																																																																																																																																																																	1


			Lepidonotus squamatus						P0082			130801			(Linnaeus, 1758)															1			4						1																																													1																																																																																																																																																																																																																																																									7


			Pholoe inornata						P0092			130601			Johnston, 1839									7			11			2			14																		1									1																								3												5																																				1																																																																																																																																																																																																									45


			Pholoe baltica						P0095			130599			Örsted, 1843															1			2						6									1						2			2			1																														2			2			5			7																								1									3																																																																																																																																																												2									2																																				39


			Sigalion mathildae						P0104			131072			Audouin & Milne Edwards, 1832																																																																																													1			2																																																																																																																																																																																																																														3


			Sthenelais boa						P0107			131074			(Johnston, 1833)									3			1																																																																																																																																																																																																																																																																																																																		4


			Sthenelais limicola						P0109			131077			(Ehlers, 1864)																																																															2																					1			1						1			2			4			8			2			2						6									4									2						1			1			1						1						1			2			2						3			2			3						2			1			1			3			3			2						3						1						1						1						1						1			2						1												3									1															2			1			2			2			2																														88


			Eteone longa			agg.			P0118			130616			(Fabricius, 1780)									1			2						1												1															1									1															1			2									2																											1																																																																																																																																																																																																																		13


			Hesionura elongata						P0122			130649			(Southern, 1914)																					2									2			1																								1																														1																																																																																																																																																																																																																																							7


			Mystides caeca						P0130			130654			Langerhans, 1880																																																																																										1																																																																																																																																																																																																																																				1


			Pseudomystides limbata						P0136			130683			(Saint-Joseph, 1888)																					1			1						3																		1															1																																																																																																																																																																																																																																																															7


			Phyllodoce groenlandica						P0141			334506			Örsted, 1842																																																									1															3			2			5			1			2									1																		2			4									1															1																																										1						1									1																																																												1												2												1						1																																	31


			Phyllodoce cf. longipes						P0143			130673			Kinberg, 1866																																																																											1																																																																																																																																																																																																																																																			1


			Phyllodoce maculata						P0144			334510			(Linnaeus, 1767)																											1			4						4						3																											2																																																																																																																																																																																																																																																									14


			Phyllodoce rosea						P0146			334514			(McIntosh, 1877)																																																									1																																																2																																																			1			1																					1																																																																																																												1																														7


			Eulalia aurea						P0151			130623			Gravier, 1896																								1																																																																																																																																																																																																																																																																																																						1


			Eulalia expusilla						P0153			130625			Pleijel, 1987																		1																																																																																																																																																																																																																																																																																																												1


			Eulalia mustela						P0155			130631			Pleijel, 1987																											1			4									1			1			2									1												1																																																																																																																																																																																																																																																												11


			Eulalia ornata						P0156			130632			Saint-Joseph, 1888												1			1																																																																																																																																																																																																																																																																																																															2


			Eumida bahusiensis						P0164			130641			Bergstrom, 1914																																																																																																																					1																																																																																																																																																																																																									1


			Eumida sanguinea			agg.			P0167			130644			(Örsted, 1843)									3			1						3												2									1			1			1															1																					3																																													1																																																																																																																																																																																																17


			Sige fusigera						P0191			130690			Malmgren, 1865																																																																																																																																																																																																									1																																																																																																																					1


			Glycera alba						P0256			130116			(O.F. Müller, 1776)									1																																																																					4			3																																				2			1																																																																														1												1						1						1																					1									1			2																		1			1												1									1																					23


			Glycera celtica						P0257			130119			O'Connor, 1987																																																																																																																																																																																																																																	1						1																																																																																							2


			Glycera lapidum						P0260			130123			Quatrefages, 1866																					4			2			3			3			3						2			1			1			5						4			2						2			6						2			6			2			2									1																														8						1			7									1																																																																																							2																					1																																																																								71


			Glycera oxycephala						P0262			130126			Ehlers, 1887																																																						1																																																																																																																																																																																																																																																																								1


			Glycera unicornis						P0263			130131			Lamarck, 1818																																																																																																																																																																																																						1																																				1									1																																																																											3


			Glycera tridactyla						P0265			130130			Schmarda, 1861												1			1																																																																																																																																																																																																																																																																																																															2


			Glycinde nordmanni						P0268			130136			(Malmgren, 1866)																																																																																	1																																													1			1																																																																																																																																																																																													3


			Goniada maculata						P0271			130140			Örsted, 1843																																																															1															1			1															2						1									1			1			2						1			1						1			1						1						1						1									1			2						1						1						3			1			1									2						1			1																																																												1									1			2			1									1						1			1			1						1			1						42


			Goniadella gracilis						P0276			130145			(Verrill, 1873)																					1												1			1															1																																																																																																																																																																																																																																																																											4


			Sphaerodorum gracilis						P0291			131100			(Rathke, 1843)																																																																																	1																																																																																																																																																																																													2			1																																													4


			Psamathe cirrhata						P0305			336123			Keferstein, 1862																																																																																	1																																																																																																																																																																																																																																													1


			Oxydromus flexuosus						P0313			710680			(Delle Chiaje, 1827)																																																																																																																																																																																							1																																																																																																																																							1


			Podarkeopsis capensis						P0319			130195			(Day, 1963)																																																																														1									1																					1																																																																																																																																																																																																																		3


			Syllis garciai						P0351			131431			(Campoy, 1982)																					11			8			2			7			6			7			16			18			10			7			1			3			5									4			3			9			1																																																																																																																																																																																																																																																			118


			Syllis westheidei						P0358_G			131461			San Martín, 1984																		2																																																																																																																																																																																																																																																																																																												2


			Syllis armillaris						P0365			131415			(O.F. Müller, 1776)																		13						2			1															1																																																																																																																																																																																																																																																																																				17


			Syllis variegata						P0371			131458			Grube, 1860												1																																																																																																																																																																																																																																																																																																																		1


			Amblyosyllis spectabilis						P0374_A			1258721			(Johnston in Baird, 1861)																		1																																																																																																																																																																																																																																																																																																												1


			Eusyllis blomstrandi						P0380			131290			Malmgren, 1867																														1			1			6												1												1																					5																														2						2																																																																																																																																																																																																									19


			Syllides japonicus						P0409			131410			Imajima, 1966																																																																								1																																																																																																																																																																																																																																																						1


			Parexogone hebes						P0421			757970			(Webster & Benedict, 1884)																														1									1			2						2									1															2									1																																																																																																																																																																																																																																													10


			Exogone naidina						P0422			327985			Örsted, 1845																																																																								1			1			1			2																																																																																																																																																																																																																																													5


			Exogone verugera						P0423			333456			(Claparède, 1868)																																																																					1																																																									1			1																																																																																																																																										1												1																																							5


			Sphaerosyllis taylori						P0430			131394			Perkins, 1981																																																			1															1						1			1																																													1									2																																																																																																																																																																																													7


			Myrianida						P0449			129659			Milne Edwards, 1845																								1																																										1			3									1																																																																																																																																																																																																																																																6


			Proceraea						P0451			129671			Ehlers, 1864																																																																					3									1																																																																																																																																																																																																																																																4


			Procerastea halleziana						P0456			131367			Malaquin, 1893																																																																																																															2															1																																																																																																																																																																																																3


			Rullierinereis ancornunezi						P0458_A			492034			Núñez & Brito, 2006																					3																		1									1																																																																																																																																																																																																																																																																														5


			Eunereis longissima						P0475			130375			(Johnston, 1840)									1			5						1																																	1			1																											3																																																																																																																																																																																																						1																																							13


			Nephtys assimilis						P0495			130353			Örsted, 1843									1																														1																																																																														1																								1																		1																																																																																																																																																						1									6


			Nephtys caeca						P0496			130355			(Fabricius, 1780)									4			1																																																									1						2																											1																								2									1			1															1																																	1																																																																																							1																					1																								17


			Nephtys cirrosa						P0498			130357			Ehlers, 1868			3																																																												5																								1			6						3						1			2			5			1												1																																																																																																																																																																																																			28


			Nephtys hombergii						P0499			130359			Savigny in Lamarck, 1818																																																																																				1															3																																																																														2			1			1																														1																																				1						1																		1						1			1			2									1															2									19


			Nephtys kersivalensis						P0502			130363			McIntosh, 1908																																																																														1																																																																																																																																																																														1																																																																		2


			Nephtys longosetosa						P0503			130364			Örsted, 1842			1																																																																																				1			1																																																																											2						1																					1															1									1									1						1									2																																																			1			1																								15


			Paramphinome jeffreysii						P0518			129837			(McIntosh, 1868)																																										1																																							1																														1						3			2			1			2			2						3												2																		1															3			2			2			2			5						2			1			2						1												1			1																														1												1			6																																																49


			Hyalinoecia tubicola						P0542			130464			(O.F. Müller, 1776)																																																																																																																																																																																																																																																									1			1						1															2												1																					2												8


			Paucibranchia totospinata						P0563_B			1305625			(Lu & Fauchald, 1998)																																																															1																																																																																																																																																																																																																																																															1


			Lumbrineris cf. cingulata						P0572_A			130240			Ehlers, 1897									5			6			2			5						4																		1															1			3									4						1			40			38			10																																	3						7			2			5																																																															1									1																																																																		1												1																																							141


			Lumbrineris futilis						P0573			851788			Kinberg, 1865																																																																																										1																																																																																																																																																																																																																																				1


			Scoletoma magnidentata						P0583			152260			(Winsnes, 1981)																																																						2						1																																																																																																																																																																																																																																																																		3


			Protodorvillea kefersteini						P0638			130041			(McIntosh, 1869)												1			1			6									1			1						1																		1																																																																																																																																																																																																																																																																								12


			Schistomeringos neglecta						P0642			130044			(Fauvel, 1923)																																							2						1			2						1			1																																																																																																																																																																																																																																																																					7


			Scoloplos armiger			agg.			P0672			130537			(Müller, 1776)																														1																											2			2			1						2						2			6			16			4			4									3			1			1			5			3			8			6			3			5			2			2			2			6			3			4			2			4			6			2			2			3			5			6			4			8			8			6			1						4			3			3			2			2			1			4			5			5			2			2			1			2			3			2			4						2															2			1			2						1			3			6			4			2			8						2			7			1			1			2			6			5						3			4			5						263


			Aricidea (Acmira) catherinae						P0684			333034			Laubier, 1967																																																																																																																																																1																																				1																																													2																																																																					1																								5


			Aricidea (Acmira) cerrutii						P0685			525497			Laubier, 1966																																																																																																																																																																																																																																																																		1																																																												1


			Aricidea (Acmira) simonae						P0688			731235			Laubier & Ramos, 1974																																																																																																																																																1																																																																																																																																																																														1


			Levinsenia gracilis						P0693			130578			(Tauber, 1879)																																																																																																1																																																																																																																																																																																																																														1


			Paradoneis lyra						P0699			130585			(Southern, 1914)																																																																														1																																																2			2																																																									1									2						1			1			1			1									1						1																		1															1									13						9																																													38


			Apistobranchus tenuis						P0711			129850			Orrhage, 1962																																																																																																																																																																																																																					1												1									1															1																																																																					4


			Poecilochaetus serpens						P0718			130711			Allen, 1904																																													1						1																														1			1																																							1						1									3																											1																					1						1																																				1			1																																	1																																																						15


			Aonides oxycephala						P0722			131106			(Sars, 1862)																																																																					2									1																																																																																																																																																																																																																																																3


			Aonides paucibranchiata						P0723			131107			Southern, 1914																					1						1						2						2			2						3			2			1												2						1																																							1															1			2																																																																																																1																																																																								1																					23


			Laonice irinae						P0731_A			1518242			Sikorski, Radashevsky & Nygren in Sikorski et al, 2021																								5			2			1									1									1																		1																																																																																																																																																																																																																																																												11


			Microspio atlantica						P0743_A			131137			(Langerhans, 1880)																																																																																																																																																																																																																																																																																																									1																					1


			Dipolydora			Species A			P0748_A			129611			Verrill, 1881									5			6			7			1																																																																																																																																																																																																																																																																																																												19


			Dipolydora flava						P0754			131118			(Claparède, 1870)																											3			1			1			1																																				1			5			8			3																																																																																																			1																								1																																																																																																																		25


			Dipolydora quadrilobata						P0760			131121			(Jacobi, 1883)																								1																																																																																																																																																																																																																																																																																																						1


			Dipolydora saintjosephi						P0761			131123			(Eliason, 1920)									1									3																																																																																																																																																																																																																																																																																																												4


			Prionospio fallax						P0765			131157			Söderström, 1920																																																																														1																																																																																																																																																																																																																											1																					2


			Pseudopolydora nordica						P0771_A			1521915			Radashevsky, 2021																																																																																																																																																																																																																																																																														1																																																1


			Pseudopolydora pulchra						P0774			131169			(Carazzi, 1893)									1			1																																																																					1																																																																																																									1			1																																																																					1																																																												6


			Scolelepis korsuni						P0777_A			131174			Sikorski, 1994																																																																																																															1						1																																																																					2																		1						1												1																																																									1																																							8


			Scolelepis bonnieri						P0779			131171			(Mesnil, 1896)																																																																																																																											1									1												1																								1																																																																																										1																																							2						1						1									9


			Spio symphyta						P0787_C			596189			Meißner, Bick & Bastrop, 2011																														2			1												3						1			2																																	4						1																																																																																																																																																																																																																																	14


			Spio armata						P0788			131180			(Thulin, 1957)																		2			2			13			5									2			24			8			3			5						1			2									6			15			3			28			1						2						2																																																																																																																																																																																																																																				124


			Spio decorata						P0789			152314			Bobretzky, 1870																																																																																																			1			1						1																																																			1																																																																																																																																																															4


			Spiophanes bombyx			agg.			P0794			131187			(Claparède, 1870)												2																																													7			2			3									1			7			7						11									6			16			33			28			30			23			14			4			17			1			21			8			14			21			16			20			10			25			40			15			50			7			57			21			28			15			17			4			4			12			3			4			1			3			3			3			2			2			1			1						1						3			1			1						1						1																																																									3			2			1			2			3			5						664


			Spiophanes kroyeri			agg.			P0796			131188			Grube, 1860																																																												1			1			1						1						12			20			1																																	2									1			1						1			3									1						2						1						1			1						6			4			5			4			8			5			1			3			4			6			2			3			2			4			1						4			3			1			1			2									2						2																		1			4			1			1			1															1			3			1			1			2			7			3						150


			Magelona johnstoni						P0803_A			130269			Fiege, Licher & Mackie, 2000																																																																																										1			1			1			1			2																																																																																																																																																																																																																								6


			Magelona alleni						P0804			130266			Wilson, 1958																																																												1																																																																																																									1																																							1																																																																																																																		3


			Magelona filiformis						P0805			130268			Wilson, 1959																																																																																																			3			3			2									1			3															1																					1									1																																																																																																																								1															1									1												18


			Spiochaetopterus bergensis						P0818_A			129921			Gitay, 1969																																																																																																																																																																																																																																																															1																																																															1


			Aphelochaeta			Species A			P0823			129240			Blake, 1991																		2			1															1												3															1																														1																																																																																													1																																																																																																																																				10


			Aphelochaeta marioni						P0824			129938			(Saint-Joseph, 1894)															1																																																																																																																																																																																																																																																																																																															1


			Caulleriella alata						P0829			129943			(Southern, 1914)									2			2						2																																																			1						1																																																																																																																																																																																																																																																			8


			Chaetozone zetlandica			agg.			P0831			336485			McIntosh, 1911						1			4			1			8			1						2						1												1			1			1																								2									1			2																																													1																																																																																																												1						1																																																																											29


			Chaetozone christiei						P0832_A			152217			Chambers, 2000																																																												1															1									1									4			1			4			2												2												1						4																					1																					1																																							1																																																																																	2			1			2			1						1									31


			Chaetozone setosa			agg.			P0834			129955			Malmgren, 1867																																																																											1																																																																								1															1									1																																							1																																										1															1			1												2			1																																	11


			Cirratulus incertus						P0835_B			129961			McIntosh, 1916																								2																																																																																																																																																																																																																																																																																																						2


			Dodecaceria						P0840			129246			Örsted, 1843																																																																								1																																																																																																																																																																																																																																																						1


			Tharyx killariensis						P0846			152269			(Southern, 1914)																																																																																																																																																																																																																					1									2																																																																		1									1																					5


			Diplocirrus glaucus						P0878			130100			(Malmgren, 1867)																																																																																	1																																										1												1									2			1																								2						1			1			2			2			2			1			1			2			2			1						1			8																											1									1			2			3						1									2									3																		2			1						1						2						51


			Acrocirridae						P0886			920			Banse, 1969																																																																																																																																																																																																																																																																											1																																																			1


			Capitella						P0906			129211			Blainville, 1828																		1																																																																		1																																																																																																																																																																																																																																										2


			Heteromastus						P0916			129214			Eisig, 1887																																																																																																																																																																																							5												1						2																																																																																																																					8


			Mediomastus fragilis						P0919			129892			Rasmussen, 1973												2						1						3			1			1			6						3			4			3			1			1			1			7			8						1									3			8			17																																				1																																																																					1															1												1																								1																														1																																																			77


			Notomastus						P0920			129220			M. Sars, 1851						2			8			1			1									7			2			1			2			8			29			8			4			18			2						21															16			8			6			1																																													1																																																												1						1												1						1						1						1			1												1			1			1			1												2			1			2			1																																																			163


			Peresiella clymenoides						P0925			129906			Harmelin, 1968																																																																																																																														1			1									1									3						1																		1															1																																																																																																									1																											10


			Maldane sarsi						P0950			130305			Malmgren, 1865																																																																																																																																																																																																																																																															1																																																															1


			Leiochone						P0955_A			146991			Grube, 1868																								3						1																																							1			4			4			1																																	1												2			3			5									1																																																												1																																																									1																		1																																													29


			Euclymene lombricoides						P0963			209899			(Quatrefages, 1866)																																																																														2																																																																																																																																																																																																																																																2


			Praxillella affinis						P0971			130322			(M. Sars in G.O. Sars, 1872)																																																																														1			1																																																																																																2															1			1						1												1																																																																																																									8


			Ophelia borealis						P0999			130491			Quatrefages, 1866			1																											2			3						1			1									3												5									2			6												24			11						2			1						1			1			4			1						23			5						5									1			1												2			1																																																																																																																																							1												1															109


			Travisia forbesii						P1007			130512			Johnston, 1840																																																																																																															6									1																					1																																																																																																																																																									1																								9


			Ophelina acuminata						P1014			130500			Örsted, 1843																																																																														1						1																																																																																																																																							1																														1															1																																																						5


			Asclerocheilus intermedius						P1022 			130974			(Saint-Joseph, 1894)																		18																																																																																																																																																																																																																																																																																																												18


			Scalibregma celticum						P1026			130979			Mackie, 1991									3			1			1																																																						1																																																																																																																																																																																																																																																									6


			Scalibregma inflatum						P1027			130980			Rathke, 1843						1			2			4																																																6									1						1			16			23			1																																																																																																																																																																																																															1															1												57


			Polygordius						P1062			129472			Schneider, 1868																																																						8												1																																																																																																																																																																																																																																																												9


			Galathowenia oculata						P1093			146950			(Zachs, 1923)												1																																																															2			23			7			3																											1						9			1			1			7			3			5			7			3						2			13			28			10			5			7			11			9			1			2			6			18			94			61			52			15			6			4			12			18			8			4			1			4			3			2			6			3			1						2			2			3			3			3			7			10			47			3			10			3			113			121			24			14			36			34			24						1						1			1						3			3			3						950


			Myriochele danielsseni						P1095			130540			Hansen, 1878																																																																																																																																																			1																																	19						4						3															3			1																																										1									3						49			1			6			5			23																																							119


			Owenia						P1097			129427			Delle Chiaje, 1844																																																2												2			4												3			7			4			4			1						2									2												1												2						1			1			1			1			1									1						1			2												1			1												1						1			1									1									1												1						1			1												4			2			1			1			1			1									1			2			1			1									2																											70


			Amphictene auricoma						P1102			152448			(O.F. Müller, 1776)																																																																														1			5			1																								1			1												2			4			2			1			3												3																																																						1									1												1																																																																																																27


			Lagis koreni						P1107			152367			Malmgren, 1866						1			44			14																																																7			1									1									9			9									9			3																		1			3						1			1						1																											4						1			1			2			3			2			1			6			4						3						1																																																																																																																								133


			Sabellaria alveolata						P1116			130866			(Linnaeus, 1767)									1																																																																																																																																																																																																																																																																																																																					1


			Sabellaria spinulosa						P1117			130867			(Leuckart, 1849)									55			98			18			267						3						1																		1			4						2												6												10																																																																																																																																																																																																																																													465


			Ampharete falcata						P1135			129777			Eliason, 1955																																																																														8			1																																				1															2																											1						2			1			7			6			24			27			19			2			10			11			5			9			7			2			3			1			13			4			1			8			2			1			1						1			1			7						5			24			18						5			3			12			28			1			6			13			2			5																								1									311


			Ampharete lindstroemi						P1139			129781			Hessle, 1917												1			1																																																															5			13																																																																																																			5			1			3			2						2						6			1															1			1															1												2																														1																																							46


			Amphicteis gunneri						P1142			129784			(M. Sars, 1835)																																																																																																																																																																																							1																																																																																																																																							1


			Anobothrus gracilis						P1147			129789			(Malmgren, 1866)						1																																																																								6			13																																				1																																																																																													1												2												1			1									1																								1						1												1																														30


			Samytha sexcirrata						P1163			129819			(M. Sars, 1856)																																																																																																																																																																																				1																																																																																																																																										1


			Terebellides						P1174			129717			Sars, 1835									1															1																																																																																																																																																						2			2			1			2						2						3						2			2			1															1			2									1									1						2			6			3									1			2			5						1			2			3			1																																	50


			Trichobranchus roseus			agg.			P1178			131575			(Malm, 1874)																																																																																																																																																																																							1						1												1																																																																		1												2			1			1																																	8


			Pista maculata						P1187			868065			(Dalyell, 1853)																																				1																																	1																																																																																																																																																																																																																																																									2


			Lanice conchilega						P1195			131495			(Pallas, 1766)						1			352			145			43			6												2			2			3						2						2						1			3			4			2			6			2			4			2			3			2			8									1						1			1						3			47						11			2			2			3			2			7			1						2			4			5			1						1			2			2			3									1						1			1						1																											1																					1																																	1																											1						1			3			1									709


			Nicolea venustula						P1210			131507			(Montagu, 1819)																		4																																																			4																																																																																																																																																																																																																																																									8


			Phisidia aurea						P1215			131513			Southward, 1956																																										1																											3																																																																																																																																																																																																																																																									4


			Pista bansei						P1219_B			152254			Saphronova, 1988																																																																											1																																																						1																																																																																																																																																																																													2


			Lysilla loveni						P1233			131500			Malmgren, 1866																																																																																																																																																																																																																																							1																																																																																							1


			Lysilla nivea						P1234			131501			Langerhans, 1884																								2						5			8			2			3			2						7									3																		3																																																																																																																																																																																																																																																			35


			Polycirrus						P1235			129710			Grube, 1850												3			1			14			7			6			7			19			7			6			10			11			8			21			3			11			3									3			6			7			4			2			21																								1															5						3			4																																																																																													1																								2																																																																								196


			Streblosoma bairdi						P1251			131538			(Malmgren, 1866)																																																																																																																																																																																																						1																																																																																																																								1


			Streblosoma intestinale						P1252			131540			M. Sars in G.O. Sars, 1872																																																																																																																																																																																																																					1																																	1																																																																								2


			Thelepus cincinnatus						P1254			131543			(Fabricius, 1780)																								1																																													16						1						1																														1																																																																																													1						1			1																																																																																																									23


			Thelepus setosus						P1255			131544			(Quatrefages, 1866)																		6																																																																																																																																																																																																																																																																																																												6


			Dialychone dunerificta						P1264_A			882443			(Tovar-Hernández, Licciano, Giangrande, 2007)																																							2			1			9			11									1									3						1																																																																																																																																																																																																																																																						28


			Euchone cf. pararosea						P1277_C			390407			Giangrande & Licciano, 2006																																																																																																																																																																																							1						1												1																																																																		1																																																			4


			Claviramus candelus						P1288			332710			(Grube, 1863)																																																																																																																																																																																																																																																			1																																																																											1


			Jasmineira elegans						P1290			130921			Saint-Joseph, 1894												5						5																																																																																																																																																																																																																																																																																																												10


			Pseudopotamilla reniformis						P1316			130963			(Bruguière, 1789)																		8						1																											1																																																																																																																																																																																																																																																																											10


			Sabella pavonina						P1320			130967			Savigny, 1822																																																																					1																																																																																																																																																																																																																																																									1


			Hydroides norvegica						P1334			131009			Gunnerus, 1768																								1			5			2						2						1						1																					1												1																																													1																																																																																																																																																																																																15


			Spirobranchus lamarcki						P1340			560033			(Quatrefages, 1866)						24			33			14			72			3												1																																							1																																																																																																																																																																																																																																																									148


			Spirobranchus triqueter						P1341			555935			(Linnaeus, 1758)																														1																																																																																																																																																																																																																																																																																																1


			Limnodriloides						P1469			137362			Pierantoni, 1903									1																																																																																																																																																																																																																																																																																																																					1


			Grania						P1524			137349			Southern, 1913																											1			2												1												6			1						1			1																																																																																																																																																																																																																																																												13


			ARTHROPODA


			Nymphon brevirostre						Q0005			150520			Hodge, 1863									1						1									1												10												2												10									1						1						2																														2															1																																																																																																																																																																																																32


			Achelia echinata						Q0015			134599			Hodge, 1864																		4																																										3									8																																																																																																																																																																																																																																																									15


			Callipallene brevirostris						Q0033			134643			(Johnston, 1837)																								1												2																																																																																																																																																												1																																																																																																																														4


			Anoplodactylus petiolatus						Q0044			134723			(Krøyer, 1844)									1			5																																																7																					3			4			1									1																					1																																																																											1						1																																																															1												1																																													27


			Scalpellum scalpellum						R0022			106204			(Linnaeus, 1767)																																																																																																															4																																																																																																																																																																																																															4


			Verruca stroemia						R0041			106257			(O.F. Müller, 1776)																								41			4			64			12			24			45			50			20			4																					1																																																																																																																																																																																																																																																									265


			Balanus crenatus						R0077			106215			Bruguière, 1789																					233			649			114			206			72			122			21			116						24						311												26			271			1												2																																																																																																																																																																																																																																										2168


			Nebalia borealis			?, male			S0005			147031			Leach, 1814																																																																																																																																																																																							1																																																																																																																																							1


			Gastrosaccus spinifer						S0044			120020			(Goës, 1864)			1																																																																																																																																																																																																																																																																																																																											1


			Apherusa bispinosa			agg.			S0102			102160			(Spence Bate, 1857)																								2																								1																																																																																																																																																																																																																																																																														3


			Perioculodes longimanus						S0131			102915			(Spence Bate & Westwood, 1868)																																																																																																1												1																																																																		1															1																		1																																																												1																		1																																	7


			Pontocrates norvegicus						S0132_B			102919			(Boeck, 1861)																																																						1																																																																																																																																																																																																																																																																								1


			Pontocrates arcticus						S0134			102917			G.O. Sars, 1895																																																																																																												1																											1						1						2															1			2																																																																											1																		1																																													1						1			1						13


			Synchelidium maculatum						S0138			102928			Stebbing, 1906																																																									1																																																																																																																																																																		1									1																																																									1																																	4


			Westwoodilla caecula						S0140			102932			(Spence Bate, 1857)																																																																																																																																																												1															1															1						1			1			1									2																		1															1																																	5			1			1																																							17


			Parapleustes bicuspis						S0146			103008			(Krøyer, 1838)																								1																																																																																																																																																																																																																																																																																																						1


			Amphilochus manudens						S0158			101967			Spence Bate & Westwood, 1862															1																																																																																																																																																																																																																																																																																																															1


			Apolochus neapolitanus						S0159			236495			(Della Valle, 1893)																								1																																																1									1																																																																																																																								2																																																																																																																					5


			Leucothoe lilljeborgi						S0178			102462			Boeck, 1861																																																																																																																																																																																																																					1																		2																											1																																																												4


			Stenothoe marina						S0213			103166			(Spence Bate, 1857)																																																												3															3			1			10			1																											2						5									1																																																																																																																																																																																																26


			Urothoe elegans						S0248			103228			Spence Bate, 1857																																																									1			9									1						3			6			1												1																								1						1			5			2						5			12									2			1			1			1			2			2																											1																																				3												3						2			8												1															5																														1															81


			Urothoe marina						S0249			103233			(Spence Bate, 1857)																																																			6						5															1			12																																																																																																																																																																																																																																																			24


			Urothoe poseidonis						S0250			103235			Reibish, 1905																																																																																																									1			1						1			1																																																																																																																																																																																																									4


			Harpinia antennaria						S0254			102960			Meinert, 1890																																																																																																																					1									1						1			5									2			3			1						1			2						7			3			6			4			1			4			1			2			3			1			1			2			3						8			1			2						5			3			1			2			1									1									2																		3																		4												1			2						1			5			3						100


			Harpinia crenulata						S0255			102963			(Boeck, 1871)																																																																																																																																																																																																			1																																																																																																																											1


			Harpinia pectinata						S0257			102972			G.O. Sars, 1891																																																																																																																																																																																																																																																			1																																																																											1


			Paraphoxus oculatus						S0267			102986			(G. O. Sars, 1879)																																																																																																																																																																																																																																																			1																																																																											1


			Hippomedon denticulatus						S0296			102570			(Spence Bate, 1857)																																																																																																																																																																					2																											1			1			1									1			1												1																																																																																																8


			Lepidepecreum longicorne						S0301			102598			(Spence Bate & Westwood, 1861)																																																																																																									1			1																																																																																																												1												1															1																		1						1			1																																																8


			Lysianassa ceratina						S0303			102605			(Walker, 1889)																		2																																																																																																																																																																																																																																																																																																												2


			Tryphosa nana						S0321			102748			(Krøyer, 1846)																					1																																																																																																																																																																																																																																																																																																									1


			Tmetonyx cicada						S0336			102736			(Fabricius, 1780)																																																																																																																																																																																																															1																																										1																																																																					2


			Tmetonyx similis						S0337			102742			(G.O. Sars, 1891)																																							1																																	2			1																																													1																																																																																																																																																																																																						5


			Tryphosella nanoides						S0343			102764			(Lilljeborg, 1865)																																																																																																																																																																								1																																																																																																																																																						1


			Tryphosella sarsi						S0344			102771			Bonnier, 1893															1																																																																																																																																																																																																																																																																																																															1


			Tryphosites longipes						S0347			102779			(Spence Bate & Westwood, 1861)																																																																																																																																										1			1						1																																																			1															1						1			2																																																												1			1																																	10


			Argissa hamatipes						S0360			102064			(Norman, 1869)																																																																																																															4						1									2									3			3						2			1			3			1						1			1						1			2															1			1																														1									1															1																																																																											30


			Iphimedia minuta						S0380			102345			G.O. Sars, 1883																																				1																																																																																																																																																																																																																																																																																										1


			Halicoides borealis						S0404_I			1297896			Johansen & Vader, 2018																																																																																																																																																																																																																		1																																																									1																																																			2


			Nototropis vedlomensis						S0413			179538			(Spence Bate & Westwood, 1862)																																				1																														1						1												1																																	1						1						1																																																																																																																																																																																													7


			Guernea (Guernea) coalita						S0418			102137			(Norman, 1868)																																													1																																																																																																																																																																																																																																																																																	1


			Ampelisca brevicornis						S0427			101891			(A. Costa, 1853)																																																																																																																																																																																																																																																1																																																															1															2


			Ampelisca diadema						S0429			101896			(A. Costa, 1853)									1																																																																																																																																																																																																																																																																																																																					1


			Ampelisca macrocephala						S0432			101908			Liljeborg, 1853																																																																																																																																																																								1																																																																																																																																																						1


			Ampelisca spinipes						S0438			101928			Boeck, 1861									2			1									1																											1																		1			2						1																																										1												1																																																																																																																																																																																													11


			Ampelisca tenuicornis						S0440			101930			Liljeborg, 1856																																																																																																																																																																																				1			2			2						1			1			1			1			2			2																																				1									2			1									1						1			1						1																																							21


			Ampelisca typica						S0442			101933			(Spence Bate, 1857)																																																									1																		1			1																																																																																																																											1																																																																																																																					4


			Bathyporeia elegans						S0452			103058			Watkin, 1938																																																															1																		1									1			3			8			1			4			18			8						1						1			3						2						1			2			5			4			1			4			4			1			2																																																																					1			3									1						1												3																														9			3			2						1						1			5			2						108


			Bathyporeia guilliamsoniana						S0454			103060			(Spence Bate, 1857)																																																																																																2									3			1																																																																																																																																																																																																																		6


			Bathyporeia tenuipes						S0459			103076			Meinert, 1877																																																																																							1			2			4			15			9			1			2			2						2																		2			1												1															1						1																																																1																																																						1																																							3									49


			Megaluropus agilis						S0489			102783			Hoek, 1889																																																																																							1																																																																																																																																																																																																																																							1


			Abludomelita obtusata						S0498			102788			(Montagu, 1813)						1																																																																																																																																																																																																																																																																																																																								1


			Cheirocratus						S0503			101669			Norman, 1867															2						1			16			3									2																														5			2												2																																																																																																																																																																																																																																													33


			Othomaera othonis						S0519			534781			(H. Milne Edwards, 1830)																											1																																																						3																																																																																																																																																																																																																																													4


			Megamphopus cornutus						S0539			102377			Norman, 1869																																																																																																																																																																																																									1																																										1																																																																											2


			Gammaropsis maculata						S0541			102364			(Johnston, 1828)																								1																																				3									1																																																																																																																																																																																																																																																									5


			Gammaropsis palmata						S0543			102369			(Stebbing & Robertson, 1891)																																																																																																																																																																																																																																																1																																																																														1


			Photis longicaudata						S0552			102383			(Spence Bate & Westwood, 1862)																																																												5																		1			7																																																																																																																																																																																																																																													13


			Photis reinhardi						S0554			102387			Krøyer, 1842																								2																																																																																																																																																																																																																																																																																																						2


			Ericthonius						S0561			101567			H. Milne Edwards, 1830																																																																														1																																																																																																																																																																																																																																																1


			Aoridae						S0577			101368			Stebbing, 1899												1																																																																		2																																																												2									1						1																																				2			1									1						1									1																		1												1																																																																								15


			Leptocheirus hirsutimanus						S0588			102036			(Spence Bate & Westwood, 1862)																								3																																																			1																																																																																																																																																																																																																																																			4


			Leptocheirus pectinatus						S0589			102039			(Norman, 1869)																								1																								1																																																																																																																																																																																																																																																																														2


			Medicorophium affine						S0608			423507			(Bruzelius, 1859)																																																																																																																																																									1																																																																																																																																																						1															2


			Centraloecetes kroyeranus						S0618			1059646			(Spence Bate, 1857)																																																															1																														1			2			1			2						2																																																																																																																																																																																																																		9


			Centraloecetes striatus						S0619			1059649			(Myers & McGrath, 1979)																																																																																													1									1																														1			2																											2																																																																																																																																																												7


			Unciola crenatipalma						S0621			102057			(Spence Bate, 1863)												4																																																																																																																																																																																																																																																																																																																		4


			Unciola planipes						S0622			102061			Norman, 1867																																																																																																																																																																																																																																																																																																															1															1


			Paradulichia typica						S0623_A			103050			Boeck, 1871																																																																																																																																																																																							1						1																																																												1																					1												2																																				6


			Dyopedos monacanthus						S0628			489646			(Metzger, 1875)																																																																																																																																																						1																											2																																																																																													1																																																4


			Dyopedos porrectus						S0629			103044			Spence Bate, 1857																																																																																																																														2																																																																																																																																																																																																2


			Pariambus typicus						S0651			101857			(Krøyer, 1845)																																																																														3						5																																																															1															1			1															1			2						2			1									1																		1			1																																																																																																20


			Phtisica marina						S0657			101864			Slabber, 1769																																																												1									2																																																																																	1																														1																																																																																	1																																																									6


			Gnathia						S0793			118437			Leach, 1814																		1																														2																					2												9																																																																																																																																																																																																						1																																							15


			Eurydice inermis						S0853			118849			Hansen, 1890																																							1									1																																																																																																																																																																																																																																																																														2


			Astacilla						S0952			118445			Cordiner, 1793																																																																																																																																																																																							1									1												1									1																																							1			4															12			2			1			4																														1									29


			Pseudoparatanais batei						S1140			136457			(Sars, 1882)																		1						1																																																																																																																																																																																																																																																																																																						2


			Tanaopsis graciloides						S1142			136458			(Lilljeborg, 1864)																																																																					1									4																																										1						1																																																																																																																																																																																																7


			Bodotria scorpioides						S1197			110445			(Montagu, 1804)												2												1																																													3									1																																																																																																																																																																																																																																																7


			Iphinoe trispinosa						S1203			110462			(Goodsir, 1843)																																																																																							1																																																																																																																																																																																																																																							1


			Eudorella truncatula						S1208			110535			(Bate, 1856)																																																																																																																																																																														1						1												1																																																																																				1									1																																	5


			Eudorellopsis deformis						S1210			110536			(Krøyer, 1846)																																																																																																									2			1						3			1									1									2												1			3									2												2			1									1			2			2			1			3						1			1												1						5			2			1																														1						1			3												2			2			2			2									1			3			2			1			1									60


			Petalosarsia declivis						S1233			110593			(Sars, 1865)																																																																																																																																																												1																																																						1																					1																																													1																																										4


			Pseudocuma (Pseudocuma) longicorne						S1236			110627			(Bate, 1858)																																																																																																1																																																																																																												1																																																																																																																		2


			Pseudocuma (Pseudocuma) simile						S1237			110628			G.O. Sars, 1900																																																															1												1			1																																																									2																								1																																																																																																																																																1															7


			Hemilamprops roseus						S1240			110514			(Norman, 1863)																																																																																																																																																																																										1			1						1			1									1																					1																					1			1												3			2			1			1			1						1			1																																	18


			Lamprops fasciatus						S1243			110516			G.O. Sars, 1863																																																																																																						1																		1																																																																																																																																																																																																						2


			Diastylis bradyi						S1248			110472			Norman, 1879																																																															2																																																						1																																																																																																																																																																																																									3


			Diastylis laevis						S1251			110481			Norman, 1869																																																															1												1																																										1																														1																																													1																		1																																													1																														1																					1												9


			Diastylis lucifera						S1252			110483			(Krøyer, 1837)																																																																																																																																																																																							1						1												1																																																																																	1																																				4


			Diastylis rugosa						S1254			110488			Sars, 1865																																																									1																					3																																										1																																																																																																																																																																																																						5


			Diastyloides biplicatus						S1257			110494			(Sars G.O., 1865)																																																																																																																														1																																										1																																																						1						1																																				1									1			1									1									2						1									1									12


			Pandalina brevirostris						S1374			107647			(Rathke, 1843)																								1																																																																																																																																																																																																																																																																																																						1


			Crangon crangon						S1385			107552			(Linnaeus, 1758)			1																																																																																																																																																																																																						1																																																																																																																					2


			Philocheras bispinosus						S1386_B			107557			(Hailstone, 1835)																																																																								1																																																																																																																																																																																																																																																						1


			Upogebia deltaura						S1419			107739			(Leach, 1816)																																																																														1			2																																																																																																																																																																																																																																													3


			Anapagurus laevis						S1449			107218			(Bell, 1845)																																																																																																																																	1																																																									1																																																																																																																																				2


			Pagurus bernhardus						S1457			107232			(Linnaeus, 1758)						1																																																																																																																																																																																																																																																																																																																								1


			Galathea intermedia						S1472			107150			Lilljeborg, 1851																								1																								1																																																																																																																																																																																																																																																																														2


			Pisidia longicornis						S1482			107188			(Linnaeus, 1767)															1			11						1																																													2																																																																																																																																																																																																																																																									15


			Ebalia cranchii						S1505			107294			Leach, 1817																																																																														1																																																																																																																																																																																																																																																1


			Ebalia tuberosa						S1508			107301			(Pennant, 1777)																																																																					1												1																																																																																																																																																																																																																																													2


			Ebalia tumefacta						S1509			107302			(Montagu, 1808)									1			1																																																									2												1																																																																																																																																																																																																																																													5


			Corystes cassivelaunus						S1552			107277			(Pennant, 1777)																																																																																																																								1			1												1									1																											1																														1																																																																																																																					6


			Polybius holsatus						S1581			1748246			(Fabricius, 1798)									1																																																																																																																																																																																																																																																																																																																					1


			Polybius pusillus						S1584			151200			(Leach, 1816)																																							1																																																																																																																																																																																																																																																																																							1


			Pilumnus hirtellus						S1615			107418			(Linnaeus, 1761)																		1																																																																																																																																																																																																																																																																																																												1


			Pinnotheres						S1636			106976			Bosc, 1801																																							1																																																																																																																																																																																																																																																																																							1


			MOLLUSCA


			Chaetoderma nitidulum						W0009			139106			Lovén, 1844																																																																																																																																																																											1			1			1			1			1												1						1						1			1																																																															1			1																																										11


			Leptochiton asellus						W0053			140199			(Gmelin, 1791)															1																																																			1			1									1																																																																																																																																																																																																																																																4


			Leptochiton cancellatus						W0054			140201			(G. B. Sowerby II, 1840)																								6																																																																																																																																																																																																																																																																																																						6


			Steromphala tumida						W0161			1477356			(Montagu, 1803)																					2			3			5									1			1			1																								1			2																																																																																																																																																																																																																																																									16


			Lacuna crassior						W0287			140167			(Montagu, 1803)																																																																					4																																																																																																																																																																																																																																																									4


			Rissoa parva						W0334			141365			(da Costa, 1778)																		5																																																																																																																																																																																																																																																																																																												5


			Crisilla semistriata						W0348			141280			(Montagu, 1808)																		3																																																																																																																																																																																																																																																																																																												3


			Manzonia crassa						W0361			141291			(Kanmacher, 1798)																		2																																																																																																																																																																																																																																																																																																												2


			Onoba semicostata						W0371			141320			(Montagu, 1803)																		2																																																			1																																																																																																																																																																																																																																																									3


			Pusillina inconspicua						W0376			141334			(Alder, 1844)																																																												3									4																																																									1																																																																																																																																																																																																8


			Crepidula fornicata						W0439			138963			(Linnaeus, 1758)									2						1			1																																																																																																																																																																																																																																																																																																												4


			Xandarovula patula						W0453			224890			(Pennant, 1777)																																																																																																																																										2																																																																																																																																																																																				2


			Euspira fusca						W0489			140529			(Blainville, 1825)																																																																																																																																																																																																																																																																														1																																																1


			Euspira montagui						W0490			140533			(Forbes, 1838)																																																																																																																																																																																																																																																			1									1									1						3									1																																										7


			Euspira nitida						W0491			151894			(Donovan, 1803)																																				1			1						1																		1			1			2																		2						2												1			1			1						2									1									2									1												2																																																																					1												1																					1															1																																							1						27


			Epitonium trevelyanum						W0553			139736			(G. Johnston, 1841)																																																																																																																																																																																																																											1																											1			1																														2						1																																	6


			Trophonopsis barvicensis						W0675			151929			(G. Johnston, 1825)																																																																																																																																																																																																																																																												1																																																																		1


			Ocenebra erinaceus						W0685			140405			(Linnaeus, 1758)																		1						1																																																																																																																																																																																																																																																																																																						2


			Buccinum undatum						W0708			138878			Linnaeus, 1758																											1																																																																																																																																																																																																																																																																																																			1


			Tritia reticulata						W0745			876821			(Linnaeus, 1758)																								2																																													3																																																																																																																																																																																																																																																									5


			Curtitoma trevelliana						W0823			160246			(W. Turton, 1834)																																																																																																																																																																																																			1																																																									1																																																																		2


			Megastomia conoidea						W0952			224401			(Brocchi, 1814)															2																																																																														1																																																																																													1																																																																																																																																				4


			Eulimella acicula						W0992			140942			(R. A. Philippi, 1836)																																																																																																																																																																																																												1																																																																																																																		1


			Eulimella scillae						W0993			140953			(Scacchi, 1835)																																																																																																																																																																																										1																																																																																																																																				1


			Acteon tornatilis						W1006			138691			(Linnaeus, 1758)																																																																																																																																							1																																																																																																																					1																																																																		2


			Cylichna cylindracea						W1028			139476			(Pennant, 1777)																																																																																																1																					2															2																																																																														2																																																																																																												7


			Hermania						W1036_A			720758			Monterosato, 1884																																																																																																																																																																																																1																																																																																																																								1						2


			Laona quadrata						W1044			882941			(S. V. Wood, 1839)																																																																																																																																																																																																						1												2																																										1												2						2									1			1			1																																	11


			Diaphana minuta						W1059			139557			T. Brown, 1827																																																																																																																																																																																																																																																																																																															1															1


			Volvulella acuminata						W1089			141139			(Bruguière, 1792)																																																																																																																																																																																																																											1																																																																																																			1


			Dendronotus						W1266			137885			Alder & Hancock, 1845																																																																																																															7																																																																																																																																																																																																															7


			Doto						W1270			137916			Oken, 1815																								3												4												4																					2																																																																																																																																																																																																																																																									13


			Embletonia						W1291			138544			Alder & Hancock, 1851																					1																																																																																																																																																																																																																																																																																																									1


			Ancula gibbosa						W1315			140029			(Risso, 1818)																								1																																																																																																																																																																																																																																																																																																						1


			Onchidoris muricata						W1325			140640			(O. F. Müller, 1776)																					2																																																																																																																																																																																																																																																																																																									2


			FIONOIDEA			Type A			W1414_A			412646			Gray, 1857																																																												3																																																			1																																																																																																																																																																																																															4


			Antalis						W1516			150531			H. Adams & A. Adams, 1854																																																																																																																																							2						1			1			1			1			4						4			3			3									2			2			2												1												1															2			2			5			3			1						2			2						5			2									4			3			5			1															4			4			5			7			1			1			2			1			1						3						94


			Nucula nucleus						W1570			140590			(Linnaeus, 1758)						15			265			111			6			8																																																																																																																																																																																																																																																																																																												405


			Ennucula tenuis						W1577			140584			(Montagu, 1808)																																																																																																									1																		1						1			2			2												5			2			2						4			2			7			1						7						2			6			4			1			1						2			1									1						1																								1						1						3												1									2																		3						1			2			1			2						2						75


			Nuculana minuta						W1589_A			140577			(O. F. Müller, 1776)																																																																																																																																																																																																						1																																																																																																																								1


			Modiolula phaseolina						W1708			140461			(R. A. Philippi, 1844)																								5			1			2						5												1																											1																																																																																																																																																																																																																																																			15


			Musculus subpictus						W1718			506128			(Cantraine, 1835)																		1																																																			1																																																																																																																																																																																																																																																									2


			Musculus discors						W1721			140472			(Linnaeus, 1767)																		1																		1																																																																																																																																																																																																																																																																																										2


			Aequipecten opercularis						W1773			140687			(Linnaeus, 1758)																																																																																	1																																																																																																																																																																																																																																													1


			Pododesmus patelliformis						W1814			138751			(Linnaeus, 1761)																								1																																																																																																																																																																																																																																																																																																						1


			Lucinoma borealis						W1829			140283			(Linnaeus, 1767)																																																																																	1																																										1									1									1																																													1																																																			1						1						4												4			2			3			1			6			5			3			2															1									1			2									41


			Thyasira flexuosa						W1837			141662			(Montagu, 1803)																																																																																																																																																			1																								3			2			2																					1																																	1			1															11			4						1						2						1									1			1			1															1						1			4									39


			Parathyasira equalis						W1854			954693			(A. E. Verrill & K. J. Bush, 1898)																																																																																																																																																																																	1																								1																																																																																																																					2


			Hemilepton nitidum						W1882			246148			(W. Turton, 1822)																																	1			1									1			2																																																																																																																																																																																																																																																																														5


			Montacuta substriata						W1892			140377			(Montagu, 1808)																																																																																																																																																																																																																																																																																																																					1									1


			Tellimya tenella						W1896			152397			(Lovén, 1846)																																																																																																																																																																																																																														1																																																																																																1


			Tellimya ferruginosa						W1902			146952			(Montagu, 1808)																																																																																				1			4						1																					2																		3																											1						2			3			1						2			3																																	1																					8			1																																																															6			1															40


			Kurtiella bidentata						W1906			345281			(Montagu, 1803)									11			1			4																																																3						5									4						1									2			1									2						4			2			24															8															6			1																																																			3												1									9									8																																																																																							100


			Epilepton clarkiae						W1911			140366			(W. Clark, 1852)																																																																																																																																																																								2																																							1																																																																																																															3


			Goodallia triangularis						W1929			138831			(Montagu, 1803)																					17						13			3			5																					3																																				1																																																																																																																																																																																																																																				42


			Tridonta montagui						W1936			146518			(Dillwyn, 1817)																																																															1																								1																								1																																																																																																																																																																																																															3


			Papillicardium minimum						W1950			1417307			(R. A. Philippi, 1836)																																																																																																																																																																														1			1			1									1			1						1			2			3						5			3			3			1			1												2						1			2						2						3												1			6						2			1																																							44


			Parvicardium pinnulatum						W1951			181343			(Conrad, 1831)																		2																																																			1																																																																																																																																																																																																																																																									3


			Mactra stultorum						W1972			140299			(Linnaeus, 1758)																																																																																																			1						1			1									1																																																																																																																																																																																																									4


			Spisula elliptica						W1975			140300			(T. Brown, 1827)																					2																		1			1						2						2												2						1									1																																																1																																																																																																																		1																																																																											14


			Spisula solida						W1977			140301			(Linnaeus, 1758)																																																						1																																																																																																																																																																																																																																																																								1


			Spisula subtruncata						W1978			140302			(da Costa, 1778)																																																																														1																																																																																																																																																																																				1																																																												2


			Ensis magnus						W2000			160539			Schumacher, 1817			21																														1																																																																																																																																																																																																																																																																																													22


			Phaxas pellucidus						W2006			140737			(Pennant, 1777)															2																																													2																		1						3									1			2						1			1			2			1						4						2			1			1			2			2						3			1						2			3												2			3			2			2			1									2			1			1									1			3						1												3			3			1																					1						1			1			1			2															1			3			3																		1			1			1			4						83


			Arcopagia crassa						W2015			141577			(Pennant, 1777)																																										1			1																																																																																																																																																																																																																																																																																	2


			Fabulina fabula						W2019			146907			(Gmelin, 1791)																																																																																				2									3			5			11			3												3																		1																																																																																																																																																																																										28


			Asbjornsenia pygmaea						W2023			879714			(Lovén, 1846)																											1			2			1						1															2			1															2																																																																																																																																																																																																																																																						10


			Gari tellinella						W2049			140873			(Lamarck, 1818)																					1												1															1																																																																																																																																																																																																																																																																														3


			Gari fervensis						W2051			140870			(Gmelin, 1791)																																																												1																																							1						1									1																																																																								1									1																																																																														1																																													7


			Abra alba						W2059			141433			(W. Wood, 1802)						83			292			172			40			7																		2																								1									11												1																																																																																																																																																																																																																																													609


			Abra nitida						W2061			141435			(O. F. Müller, 1776)																																																																																																																																																																																																																																																1																														1																																																2


			Abra prismatica						W2062			141436			(Montagu, 1808)																																																															3																														1			1						1			1			2			1			1									2			5			7			1						1			2			2						2			1									2						2									1																											1												1						1									1																																																									1												1																		45


			Arctica islandica						W2072			138802			(Linnaeus, 1767)																																																																																																																																																																																																																																																									1																																	1			1																																	3


			Venus casina						W2091			141934			Linnaeus, 1758																								2			1									1						2						1									1									1																																																																																																						1																																																																																																												1																																										11


			Chamelea striatula						W2097_A			141908			(da Costa, 1778)																																																																																																			1																																																																											4			1												1			1																		1						1												1						2						1									1			1																								1									1																																	18


			Clausinella fasciata						W2100			141909			(da Costa, 1778)																								1						1						1			1			1						1																																																																																																																																																																																																																																																																														6


			Timoclea ovata						W2104			141929			(Pennant, 1777)															1			1			1			9						2			4			2			12			1			4			4			2			1			1									2			1			2			1						3			1																								1			1									3						2			2									1			1									3						1																														1			1			1			2						1						1																														1			1			1			1									1												1																																																			83


			Polititapes rhomboides						W2113			745846			(Pennant, 1777)																		1																																																															1																																																																																																																																																																																																																																													2


			Venerupis corrugata						W2124			181364			(Gmelin, 1791)												1																																																																																																																																																																																																																																																																																																																		1


			Dosinia lupinus						W2128			141912			(Linnaeus, 1758)																																																																																				3																																																															1																																																																																																																																																																											4


			Dosinia exoleta						W2130			141911			(Linnaeus, 1758)																																													1																																																																																																																																																																																																																																																																																	1


			Mysia undata						W2139			140728			(Pennant, 1777)																																																																																																																														1																																																																					1																		1																																																																																																									3


			Varicorbula gibba						W2157			378492			(Olivi, 1792)																																																																																	1			1						1																		1															1																																																						1																																																																								1																					2						1			2																																							12


			Hiatella arctica						W2166			140103			(Linnaeus, 1767)																		2						11						8						3			1			4																		6									16						9			10			22			1																																										2						1																																																																																				2																														1																																																																								99


			Thracia villosiuscula						W2233			141651			(MacGillivray, 1827)																																							1																																																																																																																																																																																																																																																																																							1


			Cochlodesma praetenue						W2239			181373			(Pulteney, 1799)																																																												1			1																					2																								2						2									1																					1																																																																																																																																																1																														11


			Lyonsia norwegica						W2247			140291			(Gmelin, 1791)																																													1																																																																																																																																																																																																															1																																																																		2


			Cuspidaria cuspidata						W2280			139442			(Olivi, 1792)																																																																																																																																																																																										1																																																																																										1																																										2


			PHORONIDA


			Phoronis						ZA0003			128545			Wright, 1856															6																																																						3									2																								2															1																														1																		1																					1			2			1			2			2			1			3			1						5						1			2			1			4			1			2			3			2			3						4			5			3			5			2			2						1			2			1			2						1									2			1									2												86


			ECHINODERMATA


			Ophiothrix fragilis						ZB0124			125131			(Abildgaard in O.F. Müller, 1789)																		1																		1																																	1												1																																																																																																																																																																																																																																													4


			Ophiactis balli						ZB0143			125110			(W. Thompson, 1840)																		1						1																																																																																																																																																																																																																																																																																																						2


			Acrocnida brachiata						ZB0151			236130			(Montagu, 1804)																																																																																				1									1						2																																																																																																																																																																																																																											4


			Amphiura filiformis						ZB0154			125080			(O.F. Müller, 1776)																																																															2																														1			1						1						1						3			40									5			5			1			3			3			1						2						1									3			2									1			3			2			2			1			2			1			4						3			1			7			6			3			4			2			6			2			1			1			4						1			1															2			1			4															1			1			1												1									1												145


			Amphipholis squamata						ZB0161			125064			(Delle Chiaje, 1828)												1			1			9						7						1															2			1												1									5						1						5																																													2																																																																																																																																																																																																36


			Ophiocten affinis						ZB0167			124850			(Lütken, 1858)																																																																																																																																																																																							1																																	1																																	1																											1																					1																					5


			Ophiura albida						ZB0168			124913			Forbes, 1839						1			8																																																																								1																																																																																																																																																																																																																																													10


			Echinocyamus pusillus						ZB0212			124273			(O.F. Müller, 1776)																								9			6			5			1			3			2			2			4			5			1			4			1			5			2						2			1			3			4			6			2			19			5			1															1									1			15			1			3			8			1						1						1																																																																																	1						1												2			3												3						2																					1			1			4			4			1			1			1			1			1			1						153


			Echinocardium cordatum						ZB0223			124392			(Pennant, 1777)																																																																																				3			1						1			1			1															1																																																			1												1																																				1																					1																																																																																				12


			Echinocardium flavescens						ZB0224			124394			(O.F. Müller, 1776)																																																																																																																																																												1																																																			2															1																																																																																	1						2			2						9


			Brissopsis lyrifera						ZB0228			124373			(Forbes, 1841)																																																																																																																																																																																				1																																																																																																																																										1


			Pseudothyone raphanus						ZB0257			124661			(Düben & Koren, 1846)																																																																																																																																																																																							1																																																																																																																																							1


			Paraleptopentacta elongata						ZB0280			1474372			(Düben & Koren, 1846)																																																																																																																																																																											1																																																																																																																																																			1


			Leptosynapta bergensis						ZB0292			124462			(Östergren, 1905)																																																																																																																																				1																																																																																										1												1																														1																																																						4


			Labidoplax buskii						ZB0299			124455			(MacIntosh, 1866)																																																																																																																																																																											1			1						3			1									1									1									1																																																																																																												9


			Oestergrenia digitata						ZB0300			152547			(Montagu, 1815)																																																																																																																																																																																																																																																															1																					1																																										2


			HEMICHORDATA


			ENTEROPNEUSTA						ZC0012			1820			Gegenbaur, 1870																																																																																																																																																																																																									1			2						2			1																		1																																																																								1															8


			CHORDATA


			Branchiostoma lanceolatum						ZD0000_A			104906			(Pallas, 1774)																																																1						3												1						1			1																																																																																																																																																																																																																																																			7


			Perophoridae						ZD0075			103447			Giard, 1872															111			3																																																																																																																																																																																																																																																																																																												114


			Ascidiella scabra						ZD0085			103719			(Müller, 1776)																		4						1																																													25																																																																																																																																																																																																																																																									30


			Polycarpa						ZD0110			103538			Heller, 1877																		11																																																																																																																																																																																																																																																																																																												11


			Dendrodoa grossularia						ZD0120			103882			(Van Beneden, 1846)															8			1									4																																										2																																																																																																																																																																																																																																																									15


			Molgula manhattensis						ZD0151			103788			(De Kay, 1843)																		1																																																																																																																																																																																																																																																																																																												1





			Taxa															6			13			38			42			38			61			23			61			31			41			29			41			35			35			30			45			17			28			29			36			28			30			66			37			48			59			71			41			23			16			29			26			19			23			21			29			35			23			42			20			30			48			38			30			28			25			20			22			31			19			22			15			21			24			26			21			23			25			27			33			38			42			35			41			30			34			47			31			30			33			30			21			18			32			28			21			21			20			19			25			31			15			30			27			25			24			19			22			33			30			30			33			35			26			30			13			13			16			26			20			24			23			25			19						401


			Abundance															28			134			1137			651			355			504			299			892			204			381			149			252			196			258			91			163			32			385			80			112			51			91			494			91			149			249			391			117			86			56			55			79			80			69			80			72			132			50			164			76			77			97			105			83			74			71			38			60			110			74			92			28			102			70			88			52			67			68			84			204			148			125			79			71			54			69			100			55			60			47			69			32			26			77			47			30			32			37			32			31			48			31			66			78			119			40			43			44			236			213			86			70			119			75			74			27			29			24			38			38			26			39			56			42						13461


			The following taxa (highlighted in bold below) are merged in rationalised dataset above


			Leiochone tricirrata						P0951_C			328694			Bellan & Reys, 1967																																																																														1																																																																																																																								1																																																																																																																								2


			Leiochone			dam.			P0955_A			146991			Grube, 1868																								1																																													1						4																																				1												2			3			4									1																																																																																																																					1																																																															18


			Leiochone johnstoni						P0958			221095			McIntosh, 1915																								2						1																																										4																																																									1																																																																																																																																																1																																													9


			Leiochone						P0955_A			146991			Grube, 1868																								3						1																																							1			4			4			1																																	1												2			3			5									1																																																												1																																																									1																		1																																													29


			Cheirocratus			dam.			S0503			101669			Norman, 1867															2									3																																													1																																																																																																																																																																																																																																																									6


			Cheirocratus			female			S0503			101669			Norman, 1867																								8												1																														2			1												1																																																																																																																																																																																																																																													13


			Cheirocratus robustus						S0503_A			102797			G.O. Sars, 1894																								3			3																																							2																																																																																																																																																																																																																																																												8


			Cheirocratus assimilis						S0504			102794			(Lilljeborg, 1852)																					1																																													1																																																																																																																																																																																																																																																												2


			Cheirocratus intermedius						S0505			102795			G.O. Sars, 1894																								2												1																																																																																																																																																																																																																																																																																										3


			Cheirocratus sundevallii						S0506			102798			(Rathke, 1843)																																																																																	1																																																																																																																																																																																																																																													1


			Cheirocratus						S0503			101669			Norman, 1867															2						1			16			3									2																														5			2												2																																																																																																																																																																																																																																													33


			Aoridae			female			S0577			101368			Stebbing, 1899																																																																														2																																																												1									1						1																																				1			1																								1																		1																																																																																				9


			Aora gracilis						S0579			102012			(Spence Bate, 1857)												1																																																																																																																																																																																																																																																																																																																		1


			Autonoe longipes						S0583			102021			(Liljeborg, 1852)																																																																																																																																										1																																																			1												1						1																																							1																																																																								5


			Aoridae						S0577			101368			Stebbing, 1899												1																																																																		2																																																												2									1						1																																				2			1									1						1									1																		1												1																																																																								15


			Gnathia			female			S0793			118437			Leach, 1814																																																1																					1												3																																																																																																																																																																																																																																													5


			Gnathia dentata						S0794			118990			(G. O. Sars, 1872)																		1																																																																																																																																																																																																																																																																																																												1


			Gnathia oxyuraea			Type A			S0796			118995			(Lilljeborg, 1855)																																																1																					1												6																																																																																																																																																																																																						1																																							9


			Gnathia						S0793			118437			Leach, 1814																		1																														2																					2												9																																																																																																																																																																																																						1																																							15


			Astacilla dilatata						S0951			295579			G. O. Sars, 1883																																																																																																																																																																																							1																					1									1																																							1			3															8			2			1			4																														1									23


			Astacilla			male/imm. female			S0952			118445			Cordiner, 1793																																																																																																																																																																																																1																																																															1															4																																																6


			Astacilla						S0952			118445			Cordiner, 1793																																																																																																																																																																																							1									1												1									1																																							1			4															12			2			1			4																														1									29





			The following taxa have been  removed from the dataset to facilitate analysis


			Colonial taxa (P/A data)


			Folliculinidae						A0003			1692			Dons, 1914			P						P						P						P			P			P			P			P			P			P			P						P			P			P			P			P			P									P			P						P						P						P			P			P						P			P			P			P			P			P			P			P			P			P						P			P			P			P			P									P			P																																																															P									P												P												P																											P			P			P			P									P			P			P									P


			PORIFERA


Author: Author:
Distinct from Sycon and Cliona			


Author: Author:
Epifaunal (attached) forms			


Author: Author:
Infaunal (burrowing) forms. Distinct from Halcampa chrysanthellum and Edwardsiidae						C0001			558			Grant, 1836																																	P						P																																																																																																																																																																																																																																																																																							P


			Sycon						C0131			131723			Risso, 1827																		P						P						P																																																																																																																																																																																																																																																																																																P


			Cliona			agg.			C0475			132026			Grant, 1826									P									P						P			P			P			P			P			P			P						P			P			P						P									P			P			P			P																																																																																																																																																																																																																																																P


			ANTHOATHECATA			Type A			D0140			13551			Cornelius, 1992																																				P																								P																								P						P			P						P			P									P																					P			P						P			P						P			P						P															P			P									P						P						P																					P			P									P									P						P																											P						P						P			P			P												P			P			P			P						P


			ANTHOATHECATA			Type B			D0140			13551			Cornelius, 1992																																																																																																																																	P																																																																																																																																													P																																																P


			Tubulariidae			dam.			D0158			1603			Goldfuss, 1818																		P																		P			P																																																																								P						P																																				P															P																																																																																																																																																						P


			Ectopleura						D0159			117254			L. Agassiz, 1862																																																												P															P			P			P																																													P																																																																																																																																																																																																P


			Tubularia						D0163			117258			Linnaeus, 1758																																																						P																																																																																																																																																																																																																																																																								P


			Corynidae						D0171			1599			Johnston, 1836																		P																																										P															P			P																																	P																																																																																																																																																																																																															P


			Eudendrium						D0218			117093			Ehrenberg, 1834																																				P																								P									P									P			P																														P																																																																																																																																																																																																															P


			Hydractinia						D0272			117117			Van Beneden, 1844																																																																																																																																																																																										P						P																																																																																																																														P


			Merona cornucopiae						D0287			117434			(Norman, 1864)																																																																											P																																																																					P												P																																													P																																	P																																																																																				P


			LEPTOTHECATA			Type A			D0295			13552			Cornelius, 1992																								P																																				P																																																																		P																																																																																																																																																																																																P


			LEPTOTHECATA			Type B			D0295			13552			Cornelius, 1992												P																																																P															P			P						P									P			P																																													P																								P																		P																																																																																																																														P									P


			Lovenella clausa						D0336			117736			(Lovén, 1836)																																																																														P						P						P			P			P			P			P			P			P			P			P						P			P			P						P			P									P			P			P																																										P																																																																																																																														P


			Calycella syringa						D0348			117402			(Linnaeus, 1767)																								P									P			P																														P																																																												P																																																																																																																																																									P																																							P


			Halecium						D0390			117103			Oken, 1815																					P			P									P			P																														P			P									P			P			P																																																																																																																																																																																																																																										P


			Sertulariidae			dam.			D0407			1614			Lamouroux, 1812									P						P									P						P			P			P			P			P												P			P			P						P						P												P												P									P						P																								P																																																																																																																																																																																							P


			Diphasia						D0413			117228			Agassiz, 1862									P																																																																																																																																																																																																																																																																																																																					P


			Hydrallmania falcata						D0424			117890			(Linnaeus, 1758)																								P																								P			P									P									P									P																																																																																																																																																																																																																																																P


			Sertularella rugosa						D0431			117907			(Linnaeus, 1758)															P																		P			P																																	P																																																																																																																																																																																																																																																									P


			Sertularia						D0433			117234			Linnaeus, 1758																								P																								P																																																																																																																																																																																																																																																																														P


			Nemertesia antennina						D0463			117809			(Linnaeus, 1758)																																																																					P																																																																																																																																																																																																																																																									P


			Plumularia setacea						D0469			117824			(Linnaeus, 1758)												P						P																																																																																																																																																																																																																																																																																																												P


			Campanulariidae			Type A			D0491			1606			Johnston, 1836									P			P			P			P						P									P			P			P																		P			P						P						P			P						P																																																																																																																																																																																																																																													P


			Rhizocaulus verticillatus						D0499			117399			(Linnaeus, 1758)																																																																					P									P																																																																																																																																																																																																																																																P


			Clytia gracilis						D0502			117367			(M. Sars, 1851)																		P																																										P																																																																																																																																																																																																																																																																		P


			Clytia hemisphaerica						D0503			117368			(Linnaeus, 1767)									P			P			P																					P																																							P			P			P			P																																										P																																																																																																																																																																																																P


			Alcyonium digitatum						D0597			125333			Linnaeus, 1758																																				P												P																											P			P			P																														P															P												P																																																																																																																																																																																				P


			Pedicellina						K0045			111796			Sars, 1835												P			P			P						P			P			P						P																								P						P			P																																																P																																																																																																																																																																																																									P


			Barentsia						K0050			111795			Hincks, 1880																								P												P																																																																																																																																																																																																																																																																																										P


			Crisidia cornuta						Y0008			111706			(Linnaeus, 1758)						P												P			P			P																																																																																																																																																																																																																																																																																																						P


			Crisia aculeata						Y0014			111690			Hassall, 1841																		P																																																																																																																																																																																																																																																																																																												P


			Crisia eburnea						Y0017			111696			(Linnaeus, 1758)																		P																																				P																																																																																	P																																				P																																																																																																																																																			P


			Tubuliporidae						Y0026			110814			Johnston, 1837															P			P			P			P			P			P						P																																	P						P																																																			P									P																																																																																																																																																																																							P


			Plagioecia patina						Y0041			111719			(Lamarck, 1816)						P												P									P															P																																																																																																																																																																																																																																																																																				P


			CTENOSTOMATIDA			Type A			Y0070			110723			Busk, 1852									P			P																								P																								P									P									P			P			P																											P																																																																																																																																																																																																															P


			Alcyonidiidae			Type A			Y0072			110783			Johnston, 1837						P			P			P			P			P						P			P			P						P																																																																																										P																																																																																																																																																																																																P


			Alcyonidium cf. diaphanum						Y0076			111597			(Hudson, 1778)									P			P						P			P			P						P			P			P						P						P									P									P			P			P			P									P																																																																																																																																																																																																																																										P


			Alcyonidium parasiticum						Y0081			111604			(Fleming, 1828)																											P									P															P			P			P			P																					P			P																					P												P			P																																																																																																																																																																																																						P


			Arachnidium						Y0086			110994			Hincks, 1859																																																																																																																														P																																																																																																																																																																																																P


			Nolella						Y0091			111011			Gosse, 1855									P			P			P									P																								P																																																																																																																																																																																																																																																																														P


			Triticella flava						Y0119			111653			Dalyell, 1848																																																																																	P																																																																																																																																																																																																																																													P


			Vesicularia spinosa						Y0131			111669			(Linnaeus, 1758)						P			P						P						P			P						P						P									P												P			P						P			P																																																																																																																																																																																																																																																									P


			Amathia lendigera						Y0135			111659			(Linnaeus, 1758)						P			P			P			P			P																																	P																		P																																																																																																																																																																																																																																																									P


			Amathia pustulosa						Y0136			851599			(Ellis & Solander, 1786)																																																																					P																																																																																																																																																																																																																																																									P


			Aetea sica						Y0155			111066			(Couch, 1844)																								P			P			P			P			P																																	P																																																																																																																																																																																																																																																									P


			Scruparia ambigua						Y0161			111539			(d'Orbigny, 1841)																					P			P									P			P																																																																																																																																																																																																																																																																																										P


			Eucratea loricata						Y0165			111361			(Linnaeus, 1758)																								P			P						P																																				P			P																																							P																																																																																																																																																																																																															P


			Conopeum reticulum						Y0172			111351			(Linnaeus, 1767)						P			P			P			P						P															P																																																																																																																																																																																																																																																																																										P


			Electra			Type A			Y0175			110904			Lamouroux, 1816																					P															P			P						P																																																																																																																																																																																																																																																																																	P


			Electra pilosa						Y0178			1789435			(Linnaeus, 1761)						P			P			P			P			P			P			P			P			P			P						P																					P									P									P																		P															P																																																																																																																																																																																																															P


			Flustra foliacea						Y0187			111367			(Linnaeus, 1758)						P									P			P			P			P			P			P			P			P			P			P			P			P			P			P			P			P									P			P									P			P																											P															P																																																																																																																																																																																																P


			Securiflustra securifrons						Y0194			111374			(Pallas, 1766)																								P																																																																																																																																																																																																																																																																																																						P


			Cauloramphus spinifer						Y0212			408293			(Johnston, 1832)																					P			P			P			P			P			P			P			P			P			P			P																		P																																																																																																																																																																																																																																																									P


			Amphiblestrum						Y0221			110849			Gray, 1848									P			P			P						P			P			P			P			P			P																														P			P																																																P									P																																																																																																																																																																																																P


			Bugulidae			dam.			Y0239			110731			Gray, 1848																					P									P												P																																																																																																																																																																																																																																																																																				P


			Bugulina flabellata						Y0243			834002			(Thompson in Gray, 1848)																								P			P						P			P																																	P																																																																																																																																																																																																																																																									P


			Crisularia plumosa						Y0246			834039			(Pallas, 1766)									P			P			P			P						P																																													P																																																																																																																																																																																																																																																									P


			Bicellariella ciliata						Y0256			111147			(Linnaeus, 1758)						P			P			P			P			P			P			P												P																								P						P																																																						P																																																																																				P																																	P																																																																																	P


			Scrupocellaria scrupea						Y0278			111249			Busk, 1851																								P																																																																																																																																																																																																																																																																																																						P


			Scrupocellaria scruposa						Y0279			111250			(Linnaeus, 1758)												P						P			P						P									P						P									P																		P			P																																																						P									P																																	P																																																																					P																																																																																	P


			Cellaria fistulosa						Y0300			111257			(Linnaeus, 1758)																																																																																																																																																			P																																																																																																																																																																											P


			Cribrilinidae						Y0306			110742			Hincks, 1879																					P			P			P									P			P												P			P			P			P									P						P									P																																																																																																									P																																																						P																																																						P			P						P			P			P						P


			Chorizopora brongniartii						Y0344			111304			(Audouin, 1826)																					P			P			P			P			P						P						P			P			P			P															P																																																																																																																																																																																																																																																									P


			Escharoides coccinea						Y0358			111498			(Abildgaard, 1806)																								P			P												P			P																																																																																																																																																																																																																																																																																				P


			Escharella immersa						Y0364			111484			(Fleming, 1828)						P						P			P			P			P			P			P			P			P			P			P			P			P			P			P			P			P												P			P			P						P			P																																										P																																																																																																																																																																																																P


			Escharella variolosa						Y0369			111495			(Johnston, 1838)																								P																																																																																																																																																																																																																																																																																																						P


			Escharella ventricosa						Y0370			111496			(Hassall, 1842)																																										P																											P																																																																																																																																																																																																																																																									P


			Porella concinna						Y0385			111125			(Busk, 1854)																								P			P																																																																																																																																																																																																																																																																																																			P


			Palmiskenea skenei			Type A			Y0393			111120			(Ellis & Solander, 1786)																																																																																																																																							P																																																																																																																																																																																							P


			Reptadeonella violacea						Y0401			111061			(Johnston, 1847)																														P						P			P																																																																																																																																																																																																																																																																																							P


			Parasmittina trispinosa						Y0465			111547			(Johnston, 1838)																																																			P																																																																																																																																																																																																																																																																											P


			Schizomavella			Type A			Y0467			110829			Canu & Bassler, 1917																								P						P									P			P			P			P			P									P									P			P																																																																																																																																																																																																																																																						P


			Schizomavella (Schizomavella) linearis						Y0474			862795			(Hassall, 1841)																																																																																																																																																																																																																																																																											P																																																			P


			Microporella ciliata						Y0480			111421			(Pallas, 1766)																		P			P			P			P			P			P			P			P			P			P			P																					P			P																																																																																																																																																																																																																																																						P


			Fenestrulina delicia						Y0482_A			408266			Winston, Hayward & Craig, 2000									P									P						P			P			P			P			P						P																											P																																																																																																																																																																																																																																																									P


			Fenestrulina malusii						Y0483			111418			(Audouin, 1826)																																							P																																																																																																																																																																																																																																																																																							P


			Celleporidae			dam.			Y0493			110736			Johnston, 1838																					P																																																																																																																																																																																																																																																																																																									P


			Cellepora pumicosa						Y0495			111268			(Pallas, 1766)															P						P			P						P															P			P																																																																																																																																																																																																																																																																														P


			Turbicellepora avicularis						Y0504			111285			(Hincks, 1860)																								P																																																																																							P																																																																																																																																																																																																															P


			ASCIDIACEA			Type C			ZD0002			1839			Blainville, 1824																		P																																																																																																																																																																																																																																																																																																												P


			Didemnidae						ZD0041			103439			Giard, 1872																		P			P			P			P			P			P																		P																																																																																																																																																																																																																																																																											P


			Juveniles


			ANIMALIA			eggs 			A0001			2																																																																																																																																																																																																																																	P						P																											P																																																															P


			SIPUNCULA			juv. 			N0001			1268			Stephen, 1965																		8						4						2						3			5			2			3																																																																																																																																																1												2						1																																				1																		1						5			8						3			1																																							50


			Golfingiidae			juv. 			N0011			2032			Stephen & Edmonds, 1972																								1																		1															1																																																																																																																																																																																																																																																																					3


			Aphroditidae			juv. 			P0017			938			Malmgren, 1867									1																																																																																																																														1						1																																													1															2			1																																																																																	3																																	10


			Sigalionidae			juv. 			P0096			943			Kinberg, 1856																																																																																																									1												1															4			3			3						2			1			1			1						2						1			1			6			4			3																																													2			1			1																																	1																		2			1			3																					1												46


			Phyllodocidae			juv. 			P0114			931			Örsted, 1843																																																																																	1																																																																																																																																																																																																																																													1


			Eumida			juv. 			P0163			129446			Malmgren, 1865																																																1																																																																																																																																																																																																																																																																														1


			Phyllodoce			juv. 			P0178			129455			Lamarck, 1818																		1												1																																																																																																																																																																																																																																										1																																																						3


			Nephtyidae			juv. 			P0490			956			Grube, 1850						1																																																									1																											1																																																1																																																																																																																																																						1																								1						6


			Spionidae			juv. 			P0720			913			Grube, 1850																																																1																																																																																																																																																																																																																																																																														1


			Polydora			juv. 			P0748			129619			Bosc, 1802									1																																																																																																																																																																																																																																																																																																																					1


			Scolelepis			juv. 			P0777			129623			Blainville, 1828																																																																																																												1																																																																																																																																																																																																																		1


			Spio			juv. 			P0787			129625			Fabricius, 1785																																																																																							1																																																																																																																																																																																																																																							1


			Cirratulus			juv. 			P0835			129243			Lamarck, 1818																											1																																																																																																																																																																																																																																																																																																			1


			Streblosoma			juv. 			P1250			129712			M. Sars <i>in</i> G.O. Sars, 1872																																				3																																																																																																																																																																																																																																																																																										3


			Thelepus			juv. 			P1253			129714			Leuckart, 1849																		3																																																																																																																																																																																																																																																																																																												3


			Sabellidae			juv. 			P1257			985			Latreille, 1825																																										1																		3																																																																																																																																																																																																																																																																		4


			Jasmineira			juv. 			P1287			129533			Langerhans, 1880																																																																																																																																																																																													1																																																																																																																																	1


			Serpulidae			juv. 			P1324			988			Rafinesque, 1815																											1																																																																																																																																																																																																																																																																																																			1


			Nymphon			juv. 			Q0004			134591			Fabricius, 1794																																																																		2																																																																																																																																																																																																																																																												2


			CIRRIPEDIA			juv. 			R0014			1082			Burmeister, 1834																		125																																																																																																																																																																																																																																																																																																												125


			Gnathia			praniza			S0793			118437			Leach, 1814																																																																																	1																																																																																																																																																																																																						1																																							2


			Diastylis			juv. 			S1247			110398			Say, 1818																																																									1																																																																																	1						1									2																											1																																																																																																																														1												7


			DECAPODA			megalopae			S1276			1130			Latreille, 1802																																										1																					3																		1			1									4			1									1																																																																																																																																																																																																																					12


			DECAPODA			zoeae			S1276			1130			Latreille, 1802																																										1																		1																																	1																																																																																																																																																																																																																																	3


			Paguridae			juv. 			S1445			106738			Latreille, 1802						3			1															2			1									1																																	1																																																1																					1																																													1																																																																																	1						1									1																																	1						16


			Pagurus			juv. 			S1454			106854			Fabricius, 1775									1			2			1						1																																																																																																1																																																									1																																																																																																																																																7


			BRACHYURA			megalopae			S1485			106673			Latreille, 1802																																																									1																		1																																																			1																																																																																																																																																																																																3


			BRACHYURA			zoeae			S1485			106673			Latreille, 1802																																							1						1																																																																																																																																																																																																																																																																																	2


			Eurynome			juv. 			S1535			106901			Leach, 1814																		1																																																																																																																																																																																																																																																																																																												1


			Corystes cassivelaunus			megalopae			S1552			107277			(Pennant, 1777)																																																																																																																																													2																					1			1																																																																																																																																																									4


			Polybius			juv. 			S1590			106928			Leach, 1820									1																											1																																							1									2						1			1																		1						1									4						1									1			1																																																																																																																											1																																																			17


			GASTROPODA			juv. 			W0088			101			Cuvier, 1795																																																																																																																																				1																																																																																																																																																																																										1


			Aporrhais			juv. 			W0429			137656			da Costa, 1778																																																																																																																																																																											1																																																																																																																																																			1


			CONOIDEA			juv. 			W0770			15140			J. Fleming, 1822																																																																																																																																																																																																																																																																																																																		1												1


			Mangeliidae			juv. 			W0794			153853			P. Fischer, 1883																																																																																																																																							1																																																																																																																																																																																							1


			PHILINOIDEA			juv. 			W1015			196322			J. E. Gray, 1850 (1815)																																																																																																																																																			2									1									1																																																																																																																																																									4


			NUDIBRANCHIA			juv. 			W1243			1762			Cuvier, 1817																								1						2																		2																		1																																													5															2												1									1																																																																																																																																																																											15


			Onchidorididae			juv. 			W1319			175			Gray, 1827																														1						1						3																																																																																																																																																																																																																																																																																				5


			Nuculidae			juv. 			W1563			204			J. E. Gray, 1824																																																																																																																																																																																																																																																																																																						1																								1


			Nucula			juv. 			W1565			138262			Lamarck, 1799						1			35			9			6																								1																																																															1																																																																																																																																																																																																																								53


			Mytilidae			juv. 			W1691			211			Rafinesque, 1815																																																												1																																																																																																																																																																																																																																																																		1


			Mytilus			juv. 			W1693			138228			Linnaeus, 1758									1						1																											2																																																																																																																																																																																																																																																																																				4


			Modiolus			juv. 			W1698			138223			Lamarck, 1799												3									1																																																5																																																																																																																																																																																																																																																									9


			Musculus			juv. 			W1719			138225			Röding, 1798																					1																																																10									1																																																																																																																																																																																																																																																12


			PECTINOIDEA			juv. 			W1767			151320			Rafinesque, 1815																																																																					1						1						3																														7															2																																				1																																																																																																																																																												15


			Anomiidae			juv. 			W1805			214			Rafinesque, 1815																		28			3			15			7			2			1			5															1						1									5			5						3			2			1																																																																																																																																																																																																																																													79


			Thyasiridae			juv. 			W1833			219			Dall, 1900 (1895)																																																																																																																																																																								3			1									3			1																		1																																																						2												2									1						2			4																																	20


			Astartidae			juv. 			W1921			228			A. d'Orbigny, 1844 (1840)																																																																																							3			5																					2									1															1																																																			1			1																																				1															1						1																		1																																																						18


			Acanthocardia			juv. 			W1940			137732			J. E. Gray, 1851																																																																																																																																																																					1									2									1						2			1																																																																																										1																																				8


			Mactrinae			juv. 			W1968			152831			Lamarck, 1809																					1												2																					1			7															3			1																																				1																		4						2						1									1																					1															1																																																																																																																																				26


			Spisula			juv. 			W1973			138159			J. E. Gray, 1837																																							1						1			1									5															13			4																					2			1									1															1			1									1			2			2						1						1						1						1																														1															1																																				2																																																																								44


			Lutraria			juv. 			W1982			138157			Lamarck, 1799																																																1																								1			1			2			1												1																																																																																																																																																																																																																																	7


			Ensis			juv. 			W1996			138333			Schumacher, 1817			60			2			6			14																											1						2			1																																																																																																																																																																																																																																																																														86


			Abra			juv. 			W2058			138474			Lamarck, 1818									1			1						6																					1																					4			2						10						1						2			2									1			2						5			7			1			2			1			2			4			3			3			7			3			9			11			12			4			1			1			8			1			3			5			3						1			1												1																								1									1																		1																		1																																										1															1						138


			Arctica islandica			juv. 			W2072			138802			(Linnaeus, 1767)																																																																																																																																																1			1			2						1						2																					7			4			2			1			1									2												1									1																											1			1									3						2						1						4																																				38


			Veneridae			juv. 			W2086			243			Rafinesque, 1815																																																																																																																																																																																																																														1									1																																																																																							2


			Dosinia			juv. 			W2126			138636			Scopoli, 1777																											1												1															1																		1																								1			1			1			1			2			1			1			1			2			2									1			1			1			1																		1																														1																																				1																																																																																													24


			Mya			juv. 			W2144			138211			Linnaeus, 1758									1			5												2																																				1									2						1			4			3			1																																																																																																																																																																																																																																										20


			THRACIOIDEA			juv. 			W2225			382318			Stoliczka, 1870 (1839)																								1																																																															1									1						1									1									1						1																																													1			1															1												1																								1																					1												2																																										1						1												17


			Thracia			juv. 			W2227			138549			Blainville, 1824																																																																																							1									1																														1																																																																																																																																																																																																3


			Cuspidaria			juv. 			W2277			137858			Nardo, 1840																																																																																																																																																																																										1																																																																																																																																				1


			ASTEROIDEA			juv. 			ZB0018			123080			de Blainville, 1830																								2			1			1												1						1																											1						2																																																																																										1																		1									1																																																												2			1			1			2			1						1																																										20


			OPHIUROIDEA			juv. 			ZB0105			123084			Gray, 1840																																				1																								1									1						2			2						1																		1			2			1						2			4			1						1						1			1																								4									6			1									15						3			4			2			1						2						1																																																			3									1			17			2						20			7			9			3			2			6			1						3			1			6			1						143


			Amphiuridae			juv. 			ZB0148			123206			Ljungman, 1867						1																																																									2																		2			6									8			7			4			2			5			3			1			17			48			2			14			12			5			17			5			3			11			6			9			3			3			2			5			4			8			2			6			9			11			8			8			3			4			2			7			4			4			7			3			4			3			16			7			4			6			4			6			4			5			11			5			5			3			4			1			8			7			4			6						24			12			4			12			6			8			8			6			2			4			6			4			3			3						508


			Ophiuridae			juv. 			ZB0165			123200			Müller & Troschel, 1840									3			1																																				1															1												2																																				2			1						1			1			9			5						9			13			6			6			24			21			8			17			22			23			16			9			18			8			22			18			30			35			46			29			21			23			23			21			24			8			10			1			5			6			7			13						7			3			1			6			4			3			9			4			6			12			15			25			10			12			13			12						9			6			7			9			2			5			2			10			13			19						793


			SPATANGOIDA			juv. 			ZB0213			123106			L. Agassiz, 1840																																																															12															1						35									19			58			49			13			2			1																																	2			1			1			3			2			14			90			67			175			172			169			236			231			254			300			387			814			406			318			248			179			117			45			47			22			25			34			120			68			112			75			111			2			38			40			49			22			90			132			74			90			220			545			1069			103			158			894			197			143			23			13			47			305			263			217			317			223			463						10772


			Leptosynapta			juv. 			ZB0291			123449			Verrill, 1867																																																																																																																																																																																																																					1																																																																																																									1


			ASCIDIACEA			juv. 			ZD0002			1839			Blainville, 1824									2			1			53			170						20			3			1			1																											1			1			1			4			1																																																						4			1																																																						1			2						1												1																																							2			1						9			1			2						7			13						1			1			5						1																																	312


			Damaged Fauna


			Polynoinae			dam.			P0025_C			155091			Kinberg, 1856						1			4			3			7			2						1																																													2												2																														1						1									1												1																											1																											1																																																																														1									1			3																														1						34


			Sigalionidae			dam.			P0096			943			Kinberg, 1856																																																																																																																																																																																																																																																																																																												1																		1


			Sthenelais			dam.			P0106			129595			Kinberg, 1856																																																																																																															1			1																																																																																							1																																																												1						1												2															1																								8


			Phyllodocidae			dam.			P0114			931			Örsted, 1843																																																																																																																																																																																																																																																			1																																																																											1


			Eumida			dam.			P0163			129446			Malmgren, 1865									1									1												1												1																																																																																																																																																																																																																																																																																				4


			Lumbrineridae			dam.			P0569			967			Schmarda, 1861									1																																																																																																																																																																																																																																																																																																																					1


			Dorvilleidae			dam.			P0598			971			Chamberlin, 1919																																							1																																																																																																																																																																																																																																																																																							1


			Aricidea			dam.			P0675			129430			Webster, 1879																																																																																																																																										2																																																						1																																																																																																																														3


			Spionidae			dam.			P0720			913			Grube, 1850																																																																								1																																																																																																																																																																																																																																																						1


			Dipolydora			dam.			P0748_A			129611			Verrill, 1881																																																1																																																																																																																																																																																																																																							1																																							2


			Spio			dam.			P0787			129625			Fabricius, 1785																																																1																																										1																																																																																																																																																																																																																																				2


			Magelona			dam.			P0803			129341			F. Müller, 1858																																																																																																																																																																																																									1																																																																																																																					1


			Chaetozone			dam.			P0832			129242			Malmgren, 1867																																																																																																																																																																																																									1																																																																																																																					1


			Maldanidae			dam.			P0938			923			Malmgren, 1867																																																																								1																																																																																																															1			1						1																																																									1																																																																					5


			Euclymeninae			dam.			P0951			152232			Arwidsson, 1906																																																																																																																														1																																																																																																																																																																																																1


			Sabellaria			dam.			P1115			129520			Lamarck, 1818									1																																																																																																																																																																																																																																																																																																																					1


			Ampharetinae			dam.			P1125			152252			Malmgren, 1866									1																																																																																																																																																																											1						2			2												1						1																														2												1																					1																																																12


			Terebellidae			dam.			P1179			982			Johnston, 1846																																							1																																																																																																																																																																																																																																																																																							1


			POLYCIRRINI			dam.			P1227			181512			Malmgren, 1866															2												6			7						1			10			11						8																																																																					1																																																																																																																																																																																																									46


			Sabellidae			dam.			P1257			985			Latreille, 1825															2																																																																																																																																																																								1																																																																																																																																							3


			Parasabella			dam.			P1271			325958			Bush, 1905																																																																																	1																																																																																																																																																																																																																																													1


			Jasmineira			dam.			P1287			129533			Langerhans, 1880																		3																																																																																																																																																																																																																																																																																																												3


			Serpulidae			dam.			P1324			988			Rafinesque, 1815																														2																																																																																																																																																																																																																																																																																				2												4


			Spirobranchus			dam.			P1339			129582			Blainville, 1818						3			9						8									2																																																																																																																																																																																																																																																																																																						22


			Callipallene			dam.			Q0032			134581			Flynn, 1929																																																																					1																																																																																																																																																																																																																																																									1


			AMPHIPODA			dam.			S0097			1135			Latreille, 1816																								1															1						1																																																																																							1																																																																					1																																																																																																																					5


			Oedicerotidae			dam.			S0118			101400			Lilljeborg, 1865																																																																																																																																																1																																																																																																																																																																														1


			Harpinia			dam.			S0253			101716			Boeck, 1876															1																																																																																																																																																												1																																																																																																																																																			2


			LYSIANASSOIDEA			dam.			S0270			176788			Dana, 1849																																																																																																																					1																																																																																																																																																1																																																									2


			Leptocheirus			dam.			S0586			101470			Zaddach, 1844																																																									1																																																																																																																																																																																																																																																																					1


			Podoceridae			dam.			S0623			101405			Leach, 1814																																																																																																																																																																																																															1																																																												1																																																			2


			CUMACEA			dam.			S1183			1137			Krøyer, 1846																																																						1																																																																																																																																										1																																																																																																																														2


			Pseudocumatidae			dam.			S1231			110384			Sars, 1878																																																									1																																																																																																																																																																																																																																																																					1


			Diastylis			dam.			S1247			110398			Say, 1818																																																									1																																																																																																																																																																																																																											1																																										2


			CARIDEA			dam.			S1293			106674			Dana, 1852																																																																					1																																																																																																																																																																																																																																																									1


			Paguridae			dam.			S1445			106738			Latreille, 1802																																										1																																																																																																																																																																																																																																																																																				1


			Ebalia			dam.			S1504			106889			Leach, 1817																		2																																																																																																																																																																																																																																																																																																												2


			GASTROPODA			dam.			W0088			101			Cuvier, 1795																					1																					1																																																																																																																																										1						1																																																																																										1																																										5


			Trochidae			dam.			W0140			443			Rafinesque, 1815																					1																																																																																																																																																																																																																																																																																																									1


			Epitonium			dam.			W0543			137943			Röding, 1798																																																																																																																																																																																																																																																																																										1																																				1


			CEPHALASPIDEA			dam.			W1002			154			P. Fischer, 1883																																																																																																																														1																																																																																																																																																																																																1


			PHILINOIDEA			dam.			W1015			196322			J. E. Gray, 1850 (1815)																																																																																																																																																																																																																																																																																				1																																										1


			BIVALVIA			dam.			W1560			105			Linnaeus, 1758																		1																																																																																																																																																																																																																																																1																		1																																										3


			Thyasiridae			dam.			W1833			219			Dall, 1900 (1895)																																																																																																																																																																																							1																																																																																													1			1			2																																				5


			Mactrinae			dam.			W1968			152831			Lamarck, 1809																																																																																																																					1																																																																																																																																																																																																									1


			Gari			dam.			W2044			138388			Schumacher, 1817																																				1																																																																																																																																																																																																																																																																																										1


			Abra			dam.			W2058			138474			Lamarck, 1818						1									5																																																																																																																																																																																																																																																																																																															6


			Amphiuridae			dam.			ZB0148			123206			Ljungman, 1867																																																																																																																																	1									1			2																																													1																																																																																																																																				5


			Ophiuridae			dam.			ZB0165			123200			Müller & Troschel, 1840																																																																																																																																							1																																																																																																																																																																																							1


			Echinocardium			dam.			ZB0222			123426			Gray, 1825																																																																																				2																																																2																																				1																																																																		1																																																																		1																		7


			HOLOTHUROIDEA			dam.			ZB0229			123083			de Blainville, 1834																																																																																																																																										1																																																																																																																																																																																				1


			Fish


			Ammodytes marinus						ZG0443			126751			Raitt, 1934																																																1																																																																																																																																																																																																																																																																														1


			Gobiidae						ZG0455			125537			Cuvier, 1816									1																																																																																																																																																																																																																																																																																																																					1


			Parasitic Fauna


			COPEPODA			parasite			R0142			1080			Milne Edwards, 1840																																																																					4																																																																																																																																																																																																																																																									4


			Pelagic Fauna


			SAGITTOIDEA


Author: Author:
Pelagic species						L0001_A			5949			-																																																																																																																																				2																														1																																																																																																																																																												3


			HYPERIIDEA						S0675			1205			H. Milne Edwards, 1830																																										1																																																												1																																																									1																																																																								1																																																																																							4
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			Survey: National Grid EGL5


			Benthic Fauna ABUNDANCE Matrix


			Raw Data





																		Sample


			Taxon			Qualifier			SDC			AphiaID			Authority			ST002_FA			ST004_FA			ST006a_FA			ST007_FA			ST010_FA			ST020_FA			ST026_FA			ST028_FA			ST030_FA			ST033_FA			ST039_FA			ST043_FA			ST047_FA			ST051_FA			ST055_FA			ST059_FA			ST063_FA			ST067_FA			ST071_FA			ST081_FA			ST090_FA			ST097_FA			ST105_FA			ST111_FA			ST118_FA			ST121_FA			ST123_FA			ST125_FA			ST128_FA			ST133_FA			ST139_FA			ST147_FA			ST150_FA			ST154_FA			ST158_FA			ST161_FA			ST163_FA			ST165_FA			ST167_FA			ST169_FA			ST171_FA			ST173_FA			ST175_FA			ST177_FA			ST179_FA			ST181_FA			ST183_FA			ST185_FA			ST187_FA			ST189_FB			ST191_FA			ST193_FA			ST195_FA			ST197_FA			ST199_FA			ST201_FA			ST203_FA			ST205_FA			ST207_FA			ST209_FA			ST211_FA			ST213_FA			ST215_FA			ST217_FA			ST219_FA			ST221_FA			ST223_FA			ST225_FA			ST227_FA			ST229_FA			ST231_FA			ST233_FA			ST235_FA			ST237_FA			ST239_FA			ST241_FA			ST243_FA			ST245_FA			ST249_FA			ST251_FA			ST253_FA			ST255_FA			ST257_FA			ST259_FA			ST261_FA			ST263_FA			ST265_FA			ST267_FA			ST269_FA			ST271_FA			ST273_FA			ST275_FA			ST277_FA			ST279_FA			ST281_FA			ST283_FA			ST285_FA			ST287_FA			ST289_FA			ST291_FA			ST293_FA			ST295_FA			ST297_FA			ST299_FA						Total [N]


			ANIMALIA			eggs 			A0001			2																																																																																																																																																																																																																																	P						P																											P																																																															P


			Folliculinidae						A0003			1692			Dons, 1914			P						P						P						P			P			P			P			P			P			P			P						P			P			P			P			P			P									P			P						P						P						P			P			P						P			P			P			P			P			P			P			P			P			P						P			P			P			P			P									P			P																																																															P									P												P												P																											P			P			P			P									P			P			P									P


			PORIFERA


Author: Author:
Distinct from Sycon and Cliona						C0001			558			Grant, 1836																																	P						P																																																																																																																																																																																																																																																																																							P


			Sycon						C0131			131723			Risso, 1827																		P						P						P																																																																																																																																																																																																																																																																																																P


			Cliona			agg.			C0475			132026			Grant, 1826									P									P						P			P			P			P			P			P			P						P			P			P						P									P			P			P			P																																																																																																																																																																																																																																																P


			ANTHOATHECATA			Type A			D0140			13551			Cornelius, 1992																																				P																								P																								P						P			P						P			P									P																					P			P						P			P						P			P						P															P			P									P						P						P																					P			P									P									P						P																											P						P						P			P			P												P			P			P			P						P


			ANTHOATHECATA			Type B			D0140			13551			Cornelius, 1992																																																																																																																																	P																																																																																																																																													P																																																P


			Tubulariidae			dam.			D0158			1603			Goldfuss, 1818																		P																		P			P																																																																								P						P																																				P															P																																																																																																																																																						P


			Ectopleura						D0159			117254			L. Agassiz, 1862																																																												P															P			P			P																																													P																																																																																																																																																																																																P


			Tubularia						D0163			117258			Linnaeus, 1758																																																						P																																																																																																																																																																																																																																																																								P


			Corynidae						D0171			1599			Johnston, 1836																		P																																										P															P			P																																	P																																																																																																																																																																																																															P


			Eudendrium						D0218			117093			Ehrenberg, 1834																																				P																								P									P									P			P																														P																																																																																																																																																																																																															P


			Hydractinia						D0272			117117			Van Beneden, 1844																																																																																																																																																																																										P						P																																																																																																																														P


			Merona cornucopiae						D0287			117434			(Norman, 1864)																																																																											P																																																																					P												P																																													P																																	P																																																																																				P


			LEPTOTHECATA			Type A			D0295			13552			Cornelius, 1992																								P																																				P																																																																		P																																																																																																																																																																																																P


			LEPTOTHECATA			Type B			D0295			13552			Cornelius, 1992												P																																																P															P			P						P									P			P																																													P																								P																		P																																																																																																																														P									P


			Lovenella clausa						D0336			117736			(Lovén, 1836)																																																																														P						P						P			P			P			P			P			P			P			P			P						P			P			P						P			P									P			P			P																																										P																																																																																																																														P


			Calycella syringa						D0348			117402			(Linnaeus, 1767)																								P									P			P																														P																																																												P																																																																																																																																																									P																																							P


			Halecium						D0390			117103			Oken, 1815																					P			P									P			P																														P			P									P			P			P																																																																																																																																																																																																																																										P


			Sertulariidae			dam.			D0407			1614			Lamouroux, 1812									P						P									P						P			P			P			P			P												P			P			P						P						P												P												P									P						P																								P																																																																																																																																																																																							P


			Diphasia						D0413			117228			Agassiz, 1862									P																																																																																																																																																																																																																																																																																																																					P


			Hydrallmania falcata						D0424			117890			(Linnaeus, 1758)																								P																								P			P									P									P									P																																																																																																																																																																																																																																																P


			Sertularella rugosa						D0431			117907			(Linnaeus, 1758)															P																		P			P																																	P																																																																																																																																																																																																																																																									P


			Sertularia						D0433			117234			Linnaeus, 1758																								P																								P																																																																																																																																																																																																																																																																														P


			Nemertesia antennina						D0463			117809			(Linnaeus, 1758)																																																																					P																																																																																																																																																																																																																																																									P


			Plumularia setacea						D0469			117824			(Linnaeus, 1758)												P						P																																																																																																																																																																																																																																																																																																												P


			Campanulariidae			Type A			D0491			1606			Johnston, 1836									P			P			P			P						P									P			P			P																		P			P						P						P			P						P																																																																																																																																																																																																																																													P


			Rhizocaulus verticillatus						D0499			117399			(Linnaeus, 1758)																																																																					P									P																																																																																																																																																																																																																																																P


			Clytia gracilis						D0502			117367			(M. Sars, 1851)																		P																																										P																																																																																																																																																																																																																																																																		P


			Clytia hemisphaerica						D0503			117368			(Linnaeus, 1767)									P			P			P																					P																																							P			P			P			P																																										P																																																																																																																																																																																																P


			Alcyonium digitatum						D0597			125333			Linnaeus, 1758																																				P												P																											P			P			P																														P															P												P																																																																																																																																																																																				P


			Pennatula phosphorea						D0623			128517			Linnaeus, 1758																																																																																																																																																																														1																					1			2			1						1						1																														2						1						3																					1			1			1																																				16


			CERIANTHARIA						D0628			1361			Perrier, 1893												1																																																																		1			1						1			2						1																														1			1																																				1						2									1																					1																																																												1						1									1						2						1						1																								21


			ACTINIARIA


Author: Author:
Epifaunal (attached) forms			Type E			D0662			1360			Hertwig, 1882									5			13			1									2												3																								2																								6																											1															3																																																																																																																																																																																																36


			ACTINIARIA


Author: Author:
Infaunal (burrowing) forms. Distinct from Halcampa chrysanthellum and Edwardsiidae			Type I			D0662			1360			Hertwig, 1882																																																																					1						1																																																						1																																																						1																																																												1																																																																											5


			Halcampa chrysanthellum						D0758			100916			(Peach in Johnston, 1847)																																													1																																																																																																																																																																																																																																																																																	1


			Edwardsiidae						D0759			100665			Andres, 1881																																	1																														1																					1			2						1									1									1						1									1			2															1																		1																																				1																											1			1			2			1			8			2			2									1			1			2			4																														3			1			2			3			2			6			3			1						61


			PLATYHELMINTHES						F0001			793			Minot, 1876																		1			3			9			3			1			1			6												1												1						3															2						1																											1																																							1																																				1									1						1																																							1																																	1																																										39


			NEMERTEA						G0001			152391			-						2			7			5			1			7			1						1			2			1			3			2			4			2			2									2									6			2			1			1			4			12			2			1			1			1																		1						1			2			7						3									1			1																																							3			1			2						2						1			1						1						2																		1						1			1			1						1																		5			2			1			2			2						1									1			1			1												1						124


			Pedicellina						K0045			111796			Sars, 1835												P			P			P						P			P			P						P																								P						P			P																																																P																																																																																																																																																																																																									P


			Barentsia						K0050			111795			Hincks, 1880																								P												P																																																																																																																																																																																																																																																																																										P


			SAGITTOIDEA


Author: Author:
Pelagic forms			


Author: Author:
Epifaunal (attached) forms			


Author: Author:
Distinct from Sycon and Cliona			


Author: Author:
Infaunal (burrowing) forms. Distinct from Halcampa chrysanthellum and Edwardsiidae						L0001_A			5949			-																																																																																																																																				2																														1																																																																																																																																																												3


			SIPUNCULA			juv. 			N0001			1268			Stephen, 1965																		8						4						2						3			5			2			3																																																																																																																																																1												2						1																																				1																		1						5			8						3			1																																							50


			Golfingiidae			juv. 			N0011			2032			Stephen & Edmonds, 1972																								1																		1															1																																																																																																																																																																																																																																																																					3


			Golfingia (Golfingia) elongata						N0014			175026			(Keferstein, 1862)																		9															1																																							4									13																																																																																																																											1																																																																																																																		28


			Golfingia (Golfingia) vulgaris vulgaris						N0017			410724			(de Blainville, 1827)																																																																																	2																																																																																																																																																																																																																																													2


			Nephasoma						N0019			136022			Pergament, 1940									1															10			9			11			2			2			1									3			1			1						1						1			1			4			2			2																																																																																				1																					1			1												5			4												3																																				1						16															1																																																85


			Phascolion (Phascolion) strombus strombus						N0034			410749			(Montagu, 1804)																																																																																																																																	2															1																		1																					1									1									1						2			1			2												1												1			1			2									1			2																		2						1																																							23


			Aspidosiphon (Aspidosiphon) muelleri muelleri						N0047			410717			Diesing, 1851															1																					2																																																																																																																																																																																																																																							1																																																			4


			Pisione remota						P0015			130707			(Southern, 1914)																																																						10												1																					12			19																																																																																																																																																																																																																																				42


			Aphroditidae			juv. 			P0017			938			Malmgren, 1867									1																																																																																																																														1						1																																													1															2			1																																																																																	3																																	10


			Aphrodita aculeata						P0019			129840			Linnaeus, 1758																																																																																																																																																																																																																																																																											1																																																			1


			Polynoinae			dam.			P0025_C			155091			Kinberg, 1856						1			4			3			7			2						1																																													2												2																														1						1									1												1																											1																											1																																																																														1									1			3																														1						34


			Polynoinae			Type A			P0025_C			155091			Kinberg, 1856																																																																																																															1																																																																																																																																																																																																															1


			Enipo elisabethae						P0043			130737			McIntosh, 1900																																																																																																																																																																																																																		1																																																																																																												1


			Gattyana cirrhosa						P0049			130749			(Pallas, 1766)																		2						7			1									2						1			1			1												3									12			2			4			5			27			3																											4						2									1						1			1						1																					1			1																		3			1			3			2			1			1			1			1			1																																																			1															1			1			1																								1			1												103


			Malmgrenia darbouxi						P0050_B			863197			(Pettibone, 1993)																																																												1																		2																																																																																																																																																																																																																																																3


			Harmothoe mariannae						P0050_I			578334			Barnich & Fiege, 2009															1																																																																																																1																																																																																																																																																																																																															2


			Malmgrenia castanea						P0055			152357			McIntosh, 1876																																																																																																																																																																																																																																																																																																																								1						1


			Harmothoe glabra						P0062			571832			(Malmgren, 1865)																																																																																																																											1									1						1									1			2												1			1			1									2															1						1																								1																		1																		1																																										1																		17


			Malmgrenia mcintoshi						P0070			147007			(Tebble & Chambers, 1982)																																													1																																																																																																																																																																																																																																																																																	1


			Lepidonotus squamatus						P0082			130801			(Linnaeus, 1758)															1			4						1																																													1																																																																																																																																																																																																																																																									7


			Pholoe inornata						P0092			130601			Johnston, 1839									7			11			2			14																		1									1																								3												5																																				1																																																																																																																																																																																																									45


			Pholoe baltica						P0095			130599			Örsted, 1843															1			2						6									1						2			2			1																														2			2			5			7																								1									3																																																																																																																																																												2									2																																				39


			Sigalionidae			juv. 			P0096			943			Kinberg, 1856																																																																																																									1												1															4			3			3						2			1			1			1						2						1			1			6			4			3																																													2			1			1																																	1																		2			1			3																					1												46


			Sigalionidae			dam.			P0096			943			Kinberg, 1856																																																																																																																																																																																																																																																																																																												1																		1


			Sigalion mathildae						P0104			131072			Audouin & Milne Edwards, 1832																																																																																													1			2																																																																																																																																																																																																																														3


			Sthenelais			dam.			P0106			129595			Kinberg, 1856																																																																																																															1			1																																																																																							1																																																												1						1												2															1																								8


			Sthenelais boa						P0107			131074			(Johnston, 1833)									3			1																																																																																																																																																																																																																																																																																																																		4


			Sthenelais limicola						P0109			131077			(Ehlers, 1864)																																																															2																					1			1						1			2			4			8			2			2						6									4									2						1			1			1						1						1			2			2						3			2			3						2			1			1			3			3			2						3						1						1						1						1						1			2						1												3									1															2			1			2			2			2																														88


			Phyllodocidae			juv. 			P0114			931			Örsted, 1843																																																																																	1																																																																																																																																																																																																																																													1


			Phyllodocidae			dam.			P0114			931			Örsted, 1843																																																																																																																																																																																																																																																			1																																																																											1


			Eteone longa			agg.			P0118			130616			(Fabricius, 1780)									1			2						1												1															1									1															1			2									2																											1																																																																																																																																																																																																																		13


			Hesionura elongata						P0122			130649			(Southern, 1914)																					2									2			1																								1																														1																																																																																																																																																																																																																																							7


			Mystides caeca						P0130			130654			Langerhans, 1880																																																																																										1																																																																																																																																																																																																																																				1


			Pseudomystides limbata						P0136			130683			(Saint-Joseph, 1888)																					1			1						3																		1															1																																																																																																																																																																																																																																																															7


			Phyllodoce groenlandica						P0141			334506			Örsted, 1842																																																									1															3			2			5			1			2									1																		2			4									1															1																																										1						1									1																																																												1												2												1						1																																	31


			Phyllodoce cf. longipes						P0143			130673			Kinberg, 1866																																																																											1																																																																																																																																																																																																																																																			1


			Phyllodoce maculata						P0144			334510			(Linnaeus, 1767)																											1			4						4						3																											2																																																																																																																																																																																																																																																									14


			Phyllodoce rosea						P0146			334514			(McIntosh, 1877)																																																									1																																																2																																																			1			1																					1																																																																																																												1																														7


			Eulalia aurea						P0151			130623			Gravier, 1896																								1																																																																																																																																																																																																																																																																																																						1


			Eulalia expusilla						P0153			130625			Pleijel, 1987																		1																																																																																																																																																																																																																																																																																																												1


			Eulalia mustela						P0155			130631			Pleijel, 1987																											1			4									1			1			2									1												1																																																																																																																																																																																																																																																												11


			Eulalia ornata						P0156			130632			Saint-Joseph, 1888												1			1																																																																																																																																																																																																																																																																																																															2


			Eumida			dam.			P0163			129446			Malmgren, 1865									1									1												1												1																																																																																																																																																																																																																																																																																				4


			Eumida			juv. 			P0163			129446			Malmgren, 1865																																																1																																																																																																																																																																																																																																																																														1


			Eumida bahusiensis						P0164			130641			Bergstrom, 1914																																																																																																																					1																																																																																																																																																																																																									1


			Eumida sanguinea			agg.			P0167			130644			(Örsted, 1843)									3			1						3												2									1			1			1															1																					3																																													1																																																																																																																																																																																																17


			Phyllodoce			juv. 			P0178			129455			Lamarck, 1818																		1												1																																																																																																																																																																																																																																										1																																																						3


			Sige fusigera						P0191			130690			Malmgren, 1865																																																																																																																																																																																																									1																																																																																																																					1


			Glycera alba						P0256			130116			(O.F. Müller, 1776)									1																																																																					4			3																																				2			1																																																																														1												1						1						1																					1									1			2																		1			1												1									1																					23


			Glycera celtica						P0257			130119			O'Connor, 1987																																																																																																																																																																																																																																	1						1																																																																																							2


			Glycera lapidum						P0260			130123			Quatrefages, 1866																					4			2			3			3			3						2			1			1			5						4			2						2			6						2			6			2			2									1																														8						1			7									1																																																																																							2																					1																																																																								71


			Glycera oxycephala						P0262			130126			Ehlers, 1887																																																						1																																																																																																																																																																																																																																																																								1


			Glycera unicornis						P0263			130131			Lamarck, 1818																																																																																																																																																																																																						1																																				1									1																																																																											3


			Glycera tridactyla						P0265			130130			Schmarda, 1861												1			1																																																																																																																																																																																																																																																																																																															2


			Glycinde nordmanni						P0268			130136			(Malmgren, 1866)																																																																																	1																																													1			1																																																																																																																																																																																													3


			Goniada maculata						P0271			130140			Örsted, 1843																																																															1															1			1															2						1									1			1			2						1			1						1			1						1						1						1									1			2						1						1						3			1			1									2						1			1																																																												1									1			2			1									1						1			1			1						1			1						42


			Goniadella gracilis						P0276			130145			(Verrill, 1873)																					1												1			1															1																																																																																																																																																																																																																																																																											4


			Sphaerodorum gracilis						P0291			131100			(Rathke, 1843)																																																																																	1																																																																																																																																																																																													2			1																																													4


			Psamathe cirrhata						P0305			336123			Keferstein, 1862																																																																																	1																																																																																																																																																																																																																																													1


			Oxydromus flexuosus						P0313			710680			(Delle Chiaje, 1827)																																																																																																																																																																																							1																																																																																																																																							1


			Podarkeopsis capensis						P0319			130195			(Day, 1963)																																																																														1									1																					1																																																																																																																																																																																																																		3


			Syllis garciai						P0351			131431			(Campoy, 1982)																					11			8			2			7			6			7			16			18			10			7			1			3			5									4			3			9			1																																																																																																																																																																																																																																																			118


			Syllis westheidei						P0358_G			131461			San Martín, 1984																		2																																																																																																																																																																																																																																																																																																												2


			Syllis armillaris						P0365			131415			(O.F. Müller, 1776)																		13						2			1															1																																																																																																																																																																																																																																																																																				17


			Syllis variegata						P0371			131458			Grube, 1860												1																																																																																																																																																																																																																																																																																																																		1


			Amblyosyllis spectabilis						P0374_A			1258721			(Johnston in Baird, 1861)																		1																																																																																																																																																																																																																																																																																																												1


			Eusyllis blomstrandi						P0380			131290			Malmgren, 1867																														1			1			6												1												1																					5																														2						2																																																																																																																																																																																																									19


			Syllides japonicus						P0409			131410			Imajima, 1966																																																																								1																																																																																																																																																																																																																																																						1


			Parexogone hebes						P0421			757970			(Webster & Benedict, 1884)																														1									1			2						2									1															2									1																																																																																																																																																																																																																																													10


			Exogone naidina						P0422			327985			Örsted, 1845																																																																								1			1			1			2																																																																																																																																																																																																																																													5


			Exogone verugera						P0423			333456			(Claparède, 1868)																																																																					1																																																									1			1																																																																																																																																										1												1																																							5


			Sphaerosyllis taylori						P0430			131394			Perkins, 1981																																																			1															1						1			1																																													1									2																																																																																																																																																																																													7


			Myrianida						P0449			129659			Milne Edwards, 1845																								1																																										1			3									1																																																																																																																																																																																																																																																6


			Proceraea						P0451			129671			Ehlers, 1864																																																																					3									1																																																																																																																																																																																																																																																4


			Procerastea halleziana						P0456			131367			Malaquin, 1893																																																																																																															2															1																																																																																																																																																																																																3


			Rullierinereis ancornunezi						P0458_A			492034			Núñez & Brito, 2006																					3																		1									1																																																																																																																																																																																																																																																																														5


			Eunereis longissima						P0475			130375			(Johnston, 1840)									1			5						1																																	1			1																											3																																																																																																																																																																																																						1																																							13


			Nephtyidae			juv. 			P0490			956			Grube, 1850						1																																																									1																											1																																																1																																																																																																																																																						1																								1						6


			Nephtys assimilis						P0495			130353			Örsted, 1843									1																														1																																																																														1																								1																		1																																																																																																																																																						1									6


			Nephtys caeca						P0496			130355			(Fabricius, 1780)									4			1																																																									1						2																											1																								2									1			1															1																																	1																																																																																							1																					1																								17


			Nephtys cirrosa						P0498			130357			Ehlers, 1868			3																																																												5																								1			6						3						1			2			5			1												1																																																																																																																																																																																																			28


			Nephtys hombergii						P0499			130359			Savigny in Lamarck, 1818																																																																																				1															3																																																																														2			1			1																														1																																				1						1																		1						1			1			2									1															2									19


			Nephtys kersivalensis						P0502			130363			McIntosh, 1908																																																																														1																																																																																																																																																																														1																																																																		2


			Nephtys longosetosa						P0503			130364			Örsted, 1842			1																																																																																				1			1																																																																											2						1																					1															1									1									1						1									2																																																			1			1																								15


			Paramphinome jeffreysii						P0518			129837			(McIntosh, 1868)																																										1																																							1																														1						3			2			1			2			2						3												2																		1															3			2			2			2			5						2			1			2						1												1			1																														1												1			6																																																49


			Hyalinoecia tubicola						P0542			130464			(O.F. Müller, 1776)																																																																																																																																																																																																																																																									1			1						1															2												1																					2												8


			Paucibranchia totospinata						P0563_B			1305625			(Lu & Fauchald, 1998)																																																															1																																																																																																																																																																																																																																																															1


			Lumbrineridae			dam.			P0569			967			Schmarda, 1861									1																																																																																																																																																																																																																																																																																																																					1


			Lumbrineris cf. cingulata						P0572_A			130240			Ehlers, 1897									5			6			2			5						4																		1															1			3									4						1			40			38			10																																	3						7			2			5																																																															1									1																																																																		1												1																																							141


			Lumbrineris futilis						P0573			851788			Kinberg, 1865																																																																																										1																																																																																																																																																																																																																																				1


			Scoletoma magnidentata						P0583			152260			(Winsnes, 1981)																																																						2						1																																																																																																																																																																																																																																																																		3


			Dorvilleidae			dam.			P0598			971			Chamberlin, 1919																																							1																																																																																																																																																																																																																																																																																							1


			Protodorvillea kefersteini						P0638			130041			(McIntosh, 1869)												1			1			6									1			1						1																		1																																																																																																																																																																																																																																																																								12


			Schistomeringos neglecta						P0642			130044			(Fauvel, 1923)																																							2						1			2						1			1																																																																																																																																																																																																																																																																					7


			Scoloplos armiger			agg.			P0672			130537			(Müller, 1776)																														1																											2			2			1						2						2			6			16			4			4									3			1			1			5			3			8			6			3			5			2			2			2			6			3			4			2			4			6			2			2			3			5			6			4			8			8			6			1						4			3			3			2			2			1			4			5			5			2			2			1			2			3			2			4						2															2			1			2						1			3			6			4			2			8						2			7			1			1			2			6			5						3			4			5						263


			Aricidea			dam.			P0675			129430			Webster, 1879																																																																																																																																										2																																																						1																																																																																																																														3


			Aricidea (Acmira) catherinae						P0684			333034			Laubier, 1967																																																																																																																																																1																																				1																																													2																																																																					1																								5


			Aricidea (Acmira) cerrutii						P0685			525497			Laubier, 1966																																																																																																																																																																																																																																																																		1																																																												1


			Aricidea (Acmira) simonae						P0688			731235			Laubier & Ramos, 1974																																																																																																																																																1																																																																																																																																																																														1


			Levinsenia gracilis						P0693			130578			(Tauber, 1879)																																																																																																1																																																																																																																																																																																																																														1


			Paradoneis lyra						P0699			130585			(Southern, 1914)																																																																														1																																																2			2																																																									1									2						1			1			1			1									1						1																		1															1									13						9																																													38


			Apistobranchus tenuis						P0711			129850			Orrhage, 1962																																																																																																																																																																																																																					1												1									1															1																																																																					4


			Poecilochaetus serpens						P0718			130711			Allen, 1904																																													1						1																														1			1																																							1						1									3																											1																					1						1																																				1			1																																	1																																																						15


			Spionidae			juv. 			P0720			913			Grube, 1850																																																1																																																																																																																																																																																																																																																																														1


			Spionidae			dam.			P0720			913			Grube, 1850																																																																								1																																																																																																																																																																																																																																																						1


			Aonides oxycephala						P0722			131106			(Sars, 1862)																																																																					2									1																																																																																																																																																																																																																																																3


			Aonides paucibranchiata						P0723			131107			Southern, 1914																					1						1						2						2			2						3			2			1												2						1																																							1															1			2																																																																																																1																																																																								1																					23


			Laonice irinae						P0731_A			1518242			Sikorski, Radashevsky & Nygren in Sikorski et al, 2021																								5			2			1									1									1																		1																																																																																																																																																																																																																																																												11


			Microspio atlantica						P0743_A			131137			(Langerhans, 1880)																																																																																																																																																																																																																																																																																																									1																					1


			Polydora			juv. 			P0748			129619			Bosc, 1802									1																																																																																																																																																																																																																																																																																																																					1


			Dipolydora			dam.			P0748_A			129611			Verrill, 1881																																																1																																																																																																																																																																																																																																							1																																							2


			Dipolydora			Species A			P0748_A			129611			Verrill, 1881									5			6			7			1																																																																																																																																																																																																																																																																																																												19


			Dipolydora flava						P0754			131118			(Claparède, 1870)																											3			1			1			1																																				1			5			8			3																																																																																																			1																								1																																																																																																																		25


			Dipolydora quadrilobata						P0760			131121			(Jacobi, 1883)																								1																																																																																																																																																																																																																																																																																																						1


			Dipolydora saintjosephi						P0761			131123			(Eliason, 1920)									1									3																																																																																																																																																																																																																																																																																																												4


			Prionospio fallax						P0765			131157			Söderström, 1920																																																																														1																																																																																																																																																																																																																											1																					2


			Pseudopolydora nordica						P0771_A			1521915			Radashevsky, 2021																																																																																																																																																																																																																																																																														1																																																1


			Pseudopolydora pulchra						P0774			131169			(Carazzi, 1893)									1			1																																																																					1																																																																																																									1			1																																																																					1																																																												6


			Scolelepis			juv. 			P0777			129623			Blainville, 1828																																																																																																												1																																																																																																																																																																																																																		1


			Scolelepis korsuni						P0777_A			131174			Sikorski, 1994																																																																																																															1						1																																																																					2																		1						1												1																																																									1																																							8


			Scolelepis bonnieri						P0779			131171			(Mesnil, 1896)																																																																																																																											1									1												1																								1																																																																																										1																																							2						1						1									9


			Spio			dam.			P0787			129625			Fabricius, 1785																																																1																																										1																																																																																																																																																																																																																																				2


			Spio			juv. 			P0787			129625			Fabricius, 1785																																																																																							1																																																																																																																																																																																																																																							1


			Spio symphyta						P0787_C			596189			Meißner, Bick & Bastrop, 2011																														2			1												3						1			2																																	4						1																																																																																																																																																																																																																																	14


			Spio armata						P0788			131180			(Thulin, 1957)																		2			2			13			5									2			24			8			3			5						1			2									6			15			3			28			1						2						2																																																																																																																																																																																																																																				124


			Spio decorata						P0789			152314			Bobretzky, 1870																																																																																																			1			1						1																																																			1																																																																																																																																																															4


			Spiophanes bombyx			agg.			P0794			131187			(Claparède, 1870)												2																																													7			2			3									1			7			7						11									6			16			33			28			30			23			14			4			17			1			21			8			14			21			16			20			10			25			40			15			50			7			57			21			28			15			17			4			4			12			3			4			1			3			3			3			2			2			1			1						1						3			1			1						1						1																																																									3			2			1			2			3			5						664


			Spiophanes kroyeri			agg.			P0796			131188			Grube, 1860																																																												1			1			1						1						12			20			1																																	2									1			1						1			3									1						2						1						1			1						6			4			5			4			8			5			1			3			4			6			2			3			2			4			1						4			3			1			1			2									2						2																		1			4			1			1			1															1			3			1			1			2			7			3						150


			Magelona			dam.			P0803			129341			F. Müller, 1858																																																																																																																																																																																																									1																																																																																																																					1


			Magelona johnstoni						P0803_A			130269			Fiege, Licher & Mackie, 2000																																																																																										1			1			1			1			2																																																																																																																																																																																																																								6


			Magelona alleni						P0804			130266			Wilson, 1958																																																												1																																																																																																									1																																							1																																																																																																																		3


			Magelona filiformis						P0805			130268			Wilson, 1959																																																																																																			3			3			2									1			3															1																					1									1																																																																																																																								1															1									1												18


			Spiochaetopterus bergensis						P0818_A			129921			Gitay, 1969																																																																																																																																																																																																																																																															1																																																															1


			Aphelochaeta			Species A			P0823			129240			Blake, 1991																		2			1															1												3															1																														1																																																																																													1																																																																																																																																				10


			Aphelochaeta marioni						P0824			129938			(Saint-Joseph, 1894)															1																																																																																																																																																																																																																																																																																																															1


			Caulleriella alata						P0829			129943			(Southern, 1914)									2			2						2																																																			1						1																																																																																																																																																																																																																																																			8


			Chaetozone zetlandica			agg.			P0831			336485			McIntosh, 1911						1			4			1			8			1						2						1												1			1			1																								2									1			2																																													1																																																																																																												1						1																																																																											29


			Chaetozone			dam.			P0832			129242			Malmgren, 1867																																																																																																																																																																																																									1																																																																																																																					1


			Chaetozone christiei						P0832_A			152217			Chambers, 2000																																																												1															1									1									4			1			4			2												2												1						4																					1																					1																																							1																																																																																	2			1			2			1						1									31


			Chaetozone setosa			agg.			P0834			129955			Malmgren, 1867																																																																											1																																																																								1															1									1																																							1																																										1															1			1												2			1																																	11


			Cirratulus			juv. 			P0835			129243			Lamarck, 1818																											1																																																																																																																																																																																																																																																																																																			1


			Cirratulus incertus						P0835_B			129961			McIntosh, 1916																								2																																																																																																																																																																																																																																																																																																						2


			Dodecaceria						P0840			129246			Örsted, 1843																																																																								1																																																																																																																																																																																																																																																						1


			Tharyx killariensis						P0846			152269			(Southern, 1914)																																																																																																																																																																																																																					1									2																																																																		1									1																					5


			Diplocirrus glaucus						P0878			130100			(Malmgren, 1867)																																																																																	1																																										1												1									2			1																								2						1			1			2			2			2			1			1			2			2			1						1			8																											1									1			2			3						1									2									3																		2			1						1						2						51


			Acrocirridae			dam.			P0886			920			Banse, 1969																																																																																																																																																																																																																																																																											1																																																			1


			Capitella						P0906			129211			Blainville, 1828																		1																																																																		1																																																																																																																																																																																																																																										2


			Heteromastus						P0916			129214			Eisig, 1887																																																																																																																																																																																							5												1						2																																																																																																																					8


			Mediomastus fragilis						P0919			129892			Rasmussen, 1973												2						1						3			1			1			6						3			4			3			1			1			1			7			8						1									3			8			17																																				1																																																																					1															1												1																								1																														1																																																			77


			Notomastus						P0920			129220			M. Sars, 1851						2			8			1			1									7			2			1			2			8			29			8			4			18			2						21															16			8			6			1																																													1																																																												1						1												1						1						1						1			1												1			1			1			1												2			1			2			1																																																			163


			Peresiella clymenoides						P0925			129906			Harmelin, 1968																																																																																																																														1			1									1									3						1																		1															1																																																																																																									1																											10


			Maldanidae			dam.			P0938			923			Malmgren, 1867																																																																								1																																																																																																															1			1						1																																																									1																																																																					5


			Maldane sarsi						P0950			130305			Malmgren, 1865																																																																																																																																																																																																																																																															1																																																															1


			Euclymeninae			dam.			P0951			152232			Arwidsson, 1906																																																																																																																														1																																																																																																																																																																																																1


			Leiochone tricirrata						P0951_C			328694			Bellan & Reys, 1967																																																																														1																																																																																																																								1																																																																																																																								2


			Leiochone			dam.			P0955_A			146991			Grube, 1868																								1																																													1						4																																				1												2			3			4									1																																																																																																																					1																																																															18


			Leiochone johnstoni						P0958			221095			McIntosh, 1915																								2						1																																										4																																																									1																																																																																																																																																1																																													9


			Euclymene lombricoides						P0963			209899			(Quatrefages, 1866)																																																																														2																																																																																																																																																																																																																																																2


			Praxillella affinis						P0971			130322			(M. Sars in G.O. Sars, 1872)																																																																														1			1																																																																																																2															1			1						1												1																																																																																																									8


			Ophelia borealis						P0999			130491			Quatrefages, 1866			1																											2			3						1			1									3												5									2			6												24			11						2			1						1			1			4			1						23			5						5									1			1												2			1																																																																																																																																							1												1															109


			Travisia forbesii						P1007			130512			Johnston, 1840																																																																																																															6									1																					1																																																																																																																																																									1																								9


			Ophelina acuminata						P1014			130500			Örsted, 1843																																																																														1						1																																																																																																																																							1																														1															1																																																						5


			Asclerocheilus intermedius						P1022 			130974			(Saint-Joseph, 1894)																		18																																																																																																																																																																																																																																																																																																												18


			Scalibregma celticum						P1026			130979			Mackie, 1991									3			1			1																																																						1																																																																																																																																																																																																																																																									6


			Scalibregma inflatum						P1027			130980			Rathke, 1843						1			2			4																																																6									1						1			16			23			1																																																																																																																																																																																																															1															1												57


			Polygordius						P1062			129472			Schneider, 1868																																																						8												1																																																																																																																																																																																																																																																												9


			Galathowenia oculata						P1093			146950			(Zachs, 1923)												1																																																															2			23			7			3																											1						9			1			1			7			3			5			7			3						2			13			28			10			5			7			11			9			1			2			6			18			94			61			52			15			6			4			12			18			8			4			1			4			3			2			6			3			1						2			2			3			3			3			7			10			47			3			10			3			113			121			24			14			36			34			24						1						1			1						3			3			3						950


			Myriochele danielsseni						P1095			130540			Hansen, 1878																																																																																																																																																			1																																	19						4						3															3			1																																										1									3						49			1			6			5			23																																							119


			Owenia						P1097			129427			Delle Chiaje, 1844																																																2												2			4												3			7			4			4			1						2									2												1												2						1			1			1			1			1									1						1			2												1			1												1						1			1									1									1												1						1			1												4			2			1			1			1			1									1			2			1			1									2																											70


			Amphictene auricoma						P1102			152448			(O.F. Müller, 1776)																																																																														1			5			1																								1			1												2			4			2			1			3												3																																																						1									1												1																																																																																																27


			Lagis koreni						P1107			152367			Malmgren, 1866						1			44			14																																																7			1									1									9			9									9			3																		1			3						1			1						1																											4						1			1			2			3			2			1			6			4						3						1																																																																																																																								133


			Sabellaria			dam.			P1115			129520			Lamarck, 1818									1																																																																																																																																																																																																																																																																																																																					1


			Sabellaria alveolata						P1116			130866			(Linnaeus, 1767)									1																																																																																																																																																																																																																																																																																																																					1


			Sabellaria spinulosa						P1117			130867			(Leuckart, 1849)									55			98			18			267						3						1																		1			4						2												6												10																																																																																																																																																																																																																																													465


			Ampharetinae			dam.			P1125			152252			Malmgren, 1866									1																																																																																																																																																																											1						2			2												1						1																														2												1																					1																																																12


			Ampharete falcata						P1135			129777			Eliason, 1955																																																																														8			1																																				1															2																											1						2			1			7			6			24			27			19			2			10			11			5			9			7			2			3			1			13			4			1			8			2			1			1						1			1			7						5			24			18						5			3			12			28			1			6			13			2			5																								1									311


			Ampharete lindstroemi						P1139			129781			Hessle, 1917												1			1																																																															5			13																																																																																																			5			1			3			2						2						6			1															1			1															1												2																														1																																							46


			Amphicteis gunneri						P1142			129784			(M. Sars, 1835)																																																																																																																																																																																							1																																																																																																																																							1


			Anobothrus gracilis						P1147			129789			(Malmgren, 1866)						1																																																																								6			13																																				1																																																																																													1												2												1			1									1																								1						1												1																														30


			Samytha sexcirrata						P1163			129819			(M. Sars, 1856)																																																																																																																																																																																				1																																																																																																																																										1


			Terebellides						P1174			129717			Sars, 1835									1															1																																																																																																																																																						2			2			1			2						2						3						2			2			1															1			2									1									1						2			6			3									1			2			5						1			2			3			1																																	50


			Trichobranchus roseus			agg.			P1178			131575			(Malm, 1874)																																																																																																																																																																																							1						1												1																																																																		1												2			1			1																																	8


			Terebellidae			dam.			P1179			982			Johnston, 1846																																							1																																																																																																																																																																																																																																																																																							1


			Pista maculata						P1187			868065			(Dalyell, 1853)																																				1																																	1																																																																																																																																																																																																																																																									2


			Lanice conchilega						P1195			131495			(Pallas, 1766)						1			352			145			43			6												2			2			3						2						2						1			3			4			2			6			2			4			2			3			2			8									1						1			1						3			47						11			2			2			3			2			7			1						2			4			5			1						1			2			2			3									1						1			1						1																											1																					1																																	1																											1						1			3			1									709


			Nicolea venustula						P1210			131507			(Montagu, 1819)																		4																																																			4																																																																																																																																																																																																																																																									8


			Phisidia aurea						P1215			131513			Southward, 1956																																										1																											3																																																																																																																																																																																																																																																									4


			Pista bansei						P1219_B			152254			Saphronova, 1988																																																																											1																																																						1																																																																																																																																																																																													2


			POLYCIRRINI			dam.			P1227			181512			Malmgren, 1866															2												6			7						1			10			11						8																																																																					1																																																																																																																																																																																																									46


			Lysilla loveni						P1233			131500			Malmgren, 1866																																																																																																																																																																																																																																							1																																																																																							1


			Lysilla nivea						P1234			131501			Langerhans, 1884																								2						5			8			2			3			2						7									3																		3																																																																																																																																																																																																																																																			35


			Polycirrus						P1235			129710			Grube, 1850												3			1			14			7			6			7			19			7			6			10			11			8			21			3			11			3									3			6			7			4			2			21																								1															5						3			4																																																																																													1																								2																																																																								196


			Streblosoma			juv. 			P1250			129712			M. Sars <i>in</i> G.O. Sars, 1872																																				3																																																																																																																																																																																																																																																																																										3


			Streblosoma bairdi						P1251			131538			(Malmgren, 1866)																																																																																																																																																																																																						1																																																																																																																								1


			Streblosoma intestinale						P1252			131540			M. Sars in G.O. Sars, 1872																																																																																																																																																																																																																					1																																	1																																																																								2


			Thelepus			juv. 			P1253			129714			Leuckart, 1849																		3																																																																																																																																																																																																																																																																																																												3


			Thelepus cincinnatus						P1254			131543			(Fabricius, 1780)																								1																																													16						1						1																														1																																																																																													1						1			1																																																																																																									23


			Thelepus setosus						P1255			131544			(Quatrefages, 1866)																		6																																																																																																																																																																																																																																																																																																												6


			Sabellidae			juv. 			P1257			985			Latreille, 1825																																										1																		3																																																																																																																																																																																																																																																																		4


			Sabellidae			dam.			P1257			985			Latreille, 1825															2																																																																																																																																																																								1																																																																																																																																							3


			Dialychone dunerificta						P1264_A			882443			(Tovar-Hernández, Licciano, Giangrande, 2007)																																							2			1			9			11									1									3						1																																																																																																																																																																																																																																																						28


			Parasabella			dam.			P1271			325958			Bush, 1905																																																																																	1																																																																																																																																																																																																																																													1


			Euchone cf. pararosea						P1277_C			390407			Giangrande & Licciano, 2006																																																																																																																																																																																							1						1												1																																																																		1																																																			4


			Jasmineira			dam.			P1287			129533			Langerhans, 1880																		3																																																																																																																																																																																																																																																																																																												3


			Jasmineira			juv. 			P1287			129533			Langerhans, 1880																																																																																																																																																																																													1																																																																																																																																	1


			Claviramus candelus						P1288			332710			(Grube, 1863)																																																																																																																																																																																																																																																			1																																																																											1


			Jasmineira elegans						P1290			130921			Saint-Joseph, 1894												5						5																																																																																																																																																																																																																																																																																																												10


			Pseudopotamilla reniformis						P1316			130963			(Bruguière, 1789)																		8						1																											1																																																																																																																																																																																																																																																																											10


			Sabella pavonina						P1320			130967			Savigny, 1822																																																																					1																																																																																																																																																																																																																																																									1


			Serpulidae			juv. 			P1324			988			Rafinesque, 1815																											1																																																																																																																																																																																																																																																																																																			1


			Serpulidae			dam.			P1324			988			Rafinesque, 1815																														2																																																																																																																																																																																																																																																																																				2												4


			Hydroides norvegica						P1334			131009			Gunnerus, 1768																								1			5			2						2						1						1																					1												1																																													1																																																																																																																																																																																																15


			Spirobranchus			dam.			P1339			129582			Blainville, 1818						3			9						8									2																																																																																																																																																																																																																																																																																																						22


			Spirobranchus lamarcki						P1340			560033			(Quatrefages, 1866)						24			33			14			72			3												1																																							1																																																																																																																																																																																																																																																									148


			Spirobranchus triqueter						P1341			555935			(Linnaeus, 1758)																														1																																																																																																																																																																																																																																																																																																1


			Limnodriloides						P1469			137362			Pierantoni, 1903									1																																																																																																																																																																																																																																																																																																																					1


			Grania						P1524			137349			Southern, 1913																											1			2												1												6			1						1			1																																																																																																																																																																																																																																																												13


			Nymphon			juv. 			Q0004			134591			Fabricius, 1794																																																																		2																																																																																																																																																																																																																																																												2


			Nymphon brevirostre						Q0005			150520			Hodge, 1863									1						1									1												10												2												10									1						1						2																														2															1																																																																																																																																																																																																32


			Achelia echinata						Q0015			134599			Hodge, 1864																		4																																										3									8																																																																																																																																																																																																																																																									15


			Callipallene			dam.			Q0032			134581			Flynn, 1929																																																																					1																																																																																																																																																																																																																																																									1


			Callipallene brevirostris						Q0033			134643			(Johnston, 1837)																								1												2																																																																																																																																																												1																																																																																																																														4


			Anoplodactylus petiolatus						Q0044			134723			(Krøyer, 1844)									1			5																																																7																					3			4			1									1																					1																																																																											1						1																																																															1												1																																													27


			CIRRIPEDIA			juv. 			R0014			1082			Burmeister, 1834																		125																																																																																																																																																																																																																																																																																																												125


			Scalpellum scalpellum						R0022			106204			(Linnaeus, 1767)																																																																																																															4																																																																																																																																																																																																															4


			Verruca stroemia						R0041			106257			(O.F. Müller, 1776)																								41			4			64			12			24			45			50			20			4																					1																																																																																																																																																																																																																																																									265


			Balanus crenatus						R0077			106215			Bruguière, 1789																					233			649			114			206			72			122			21			116						24						311												26			271			1												2																																																																																																																																																																																																																																										2168


			COPEPODA			parasite			R0142			1080			Milne Edwards, 1840																																																																					4																																																																																																																																																																																																																																																									4


			Nebalia borealis			?, male			S0005			147031			Leach, 1814																																																																																																																																																																																							1																																																																																																																																							1


			Gastrosaccus spinifer						S0044			120020			(Goës, 1864)			1																																																																																																																																																																																																																																																																																																																											1


			AMPHIPODA			dam.			S0097			1135			Latreille, 1816																								1															1						1																																																																																							1																																																																					1																																																																																																																					5


			Apherusa bispinosa			agg.			S0102			102160			(Spence Bate, 1857)																								2																								1																																																																																																																																																																																																																																																																														3


			Oedicerotidae			dam.			S0118			101400			Lilljeborg, 1865																																																																																																																																																1																																																																																																																																																																														1


			Perioculodes longimanus						S0131			102915			(Spence Bate & Westwood, 1868)																																																																																																1												1																																																																		1															1																		1																																																												1																		1																																	7


			Pontocrates norvegicus						S0132_B			102919			(Boeck, 1861)																																																						1																																																																																																																																																																																																																																																																								1


			Pontocrates arcticus						S0134			102917			G.O. Sars, 1895																																																																																																												1																											1						1						2															1			2																																																																											1																		1																																													1						1			1						13


			Synchelidium maculatum						S0138			102928			Stebbing, 1906																																																									1																																																																																																																																																																		1									1																																																									1																																	4


			Westwoodilla caecula						S0140			102932			(Spence Bate, 1857)																																																																																																																																																												1															1															1						1			1			1									2																		1															1																																	5			1			1																																							17


			Parapleustes bicuspis						S0146			103008			(Krøyer, 1838)																								1																																																																																																																																																																																																																																																																																																						1


			Amphilochus manudens						S0158			101967			Spence Bate & Westwood, 1862															1																																																																																																																																																																																																																																																																																																															1


			Apolochus neapolitanus						S0159			236495			(Della Valle, 1893)																								1																																																1									1																																																																																																																								2																																																																																																																					5


			Leucothoe lilljeborgi						S0178			102462			Boeck, 1861																																																																																																																																																																																																																					1																		2																											1																																																												4


			Stenothoe marina						S0213			103166			(Spence Bate, 1857)																																																												3															3			1			10			1																											2						5									1																																																																																																																																																																																																26


			Urothoe elegans						S0248			103228			Spence Bate, 1857																																																									1			9									1						3			6			1												1																								1						1			5			2						5			12									2			1			1			1			2			2																											1																																				3												3						2			8												1															5																														1															81


			Urothoe marina						S0249			103233			(Spence Bate, 1857)																																																			6						5															1			12																																																																																																																																																																																																																																																			24


			Urothoe poseidonis						S0250			103235			Reibish, 1905																																																																																																									1			1						1			1																																																																																																																																																																																																									4


			Harpinia			dam.			S0253			101716			Boeck, 1876															1																																																																																																																																																												1																																																																																																																																																			2


			Harpinia antennaria						S0254			102960			Meinert, 1890																																																																																																																					1									1						1			5									2			3			1						1			2						7			3			6			4			1			4			1			2			3			1			1			2			3						8			1			2						5			3			1			2			1									1									2																		3																		4												1			2						1			5			3						100


			Harpinia crenulata						S0255			102963			(Boeck, 1871)																																																																																																																																																																																																			1																																																																																																																											1


			Harpinia pectinata						S0257			102972			G.O. Sars, 1891																																																																																																																																																																																																																																																			1																																																																											1


			Paraphoxus oculatus						S0267			102986			(G. O. Sars, 1879)																																																																																																																																																																																																																																																			1																																																																											1


			LYSIANASSOIDEA			dam.			S0270			176788			Dana, 1849																																																																																																																					1																																																																																																																																																1																																																									2


			Hippomedon denticulatus						S0296			102570			(Spence Bate, 1857)																																																																																																																																																																					2																											1			1			1									1			1												1																																																																																																8


			Lepidepecreum longicorne						S0301			102598			(Spence Bate & Westwood, 1861)																																																																																																									1			1																																																																																																												1												1															1																		1						1			1																																																8


			Lysianassa ceratina						S0303			102605			(Walker, 1889)																		2																																																																																																																																																																																																																																																																																																												2


			Tryphosa nana						S0321			102748			(Krøyer, 1846)																					1																																																																																																																																																																																																																																																																																																									1


			Tmetonyx cicada						S0336			102736			(Fabricius, 1780)																																																																																																																																																																																																															1																																										1																																																																					2


			Tmetonyx similis						S0337			102742			(G.O. Sars, 1891)																																							1																																	2			1																																													1																																																																																																																																																																																																						5


			Tryphosella nanoides						S0343			102764			(Lilljeborg, 1865)																																																																																																																																																																								1																																																																																																																																																						1


			Tryphosella sarsi						S0344			102771			Bonnier, 1893															1																																																																																																																																																																																																																																																																																																															1


			Tryphosites longipes						S0347			102779			(Spence Bate & Westwood, 1861)																																																																																																																																										1			1						1																																																			1															1						1			2																																																												1			1																																	10


			Argissa hamatipes						S0360			102064			(Norman, 1869)																																																																																																															4						1									2									3			3						2			1			3			1						1			1						1			2															1			1																														1									1															1																																																																											30


			Iphimedia minuta						S0380			102345			G.O. Sars, 1883																																				1																																																																																																																																																																																																																																																																																										1


			Halicoides borealis						S0404_I			1297896			Johansen & Vader, 2018																																																																																																																																																																																																																		1																																																									1																																																			2


			Nototropis vedlomensis						S0413			179538			(Spence Bate & Westwood, 1862)																																				1																														1						1												1																																	1						1						1																																																																																																																																																																																													7


			Guernea (Guernea) coalita						S0418			102137			(Norman, 1868)																																													1																																																																																																																																																																																																																																																																																	1


			Ampelisca brevicornis						S0427			101891			(A. Costa, 1853)																																																																																																																																																																																																																																																1																																																															1															2


			Ampelisca diadema						S0429			101896			(A. Costa, 1853)									1																																																																																																																																																																																																																																																																																																																					1


			Ampelisca macrocephala						S0432			101908			Liljeborg, 1853																																																																																																																																																																								1																																																																																																																																																						1


			Ampelisca spinipes						S0438			101928			Boeck, 1861									2			1									1																											1																		1			2						1																																										1												1																																																																																																																																																																																													11


			Ampelisca tenuicornis						S0440			101930			Liljeborg, 1856																																																																																																																																																																																				1			2			2						1			1			1			1			2			2																																				1									2			1									1						1			1						1																																							21


			Ampelisca typica						S0442			101933			(Spence Bate, 1857)																																																									1																		1			1																																																																																																																											1																																																																																																																					4


			Bathyporeia elegans						S0452			103058			Watkin, 1938																																																															1																		1									1			3			8			1			4			18			8						1						1			3						2						1			2			5			4			1			4			4			1			2																																																																					1			3									1						1												3																														9			3			2						1						1			5			2						108


			Bathyporeia guilliamsoniana						S0454			103060			(Spence Bate, 1857)																																																																																																2									3			1																																																																																																																																																																																																																		6


			Bathyporeia tenuipes						S0459			103076			Meinert, 1877																																																																																							1			2			4			15			9			1			2			2						2																		2			1												1															1						1																																																1																																																						1																																							3									49


			Megaluropus agilis						S0489			102783			Hoek, 1889																																																																																							1																																																																																																																																																																																																																																							1


			Abludomelita obtusata						S0498			102788			(Montagu, 1813)						1																																																																																																																																																																																																																																																																																																																								1


			Cheirocratus			dam.			S0503			101669			Norman, 1867															2									3																																													1																																																																																																																																																																																																																																																									6


			Cheirocratus			female			S0503			101669			Norman, 1867																								8												1																														2			1												1																																																																																																																																																																																																																																													13


			Cheirocratus robustus						S0503_A			102797			G.O. Sars, 1894																								3			3																																							2																																																																																																																																																																																																																																																												8


			Cheirocratus assimilis						S0504			102794			(Lilljeborg, 1852)																					1																																													1																																																																																																																																																																																																																																																												2


			Cheirocratus intermedius						S0505			102795			G.O. Sars, 1894																								2												1																																																																																																																																																																																																																																																																																										3


			Cheirocratus sundevallii						S0506			102798			(Rathke, 1843)																																																																																	1																																																																																																																																																																																																																																													1


			Othomaera othonis						S0519			534781			(H. Milne Edwards, 1830)																											1																																																						3																																																																																																																																																																																																																																													4


			Megamphopus cornutus						S0539			102377			Norman, 1869																																																																																																																																																																																																									1																																										1																																																																											2


			Gammaropsis maculata						S0541			102364			(Johnston, 1828)																								1																																				3									1																																																																																																																																																																																																																																																									5


			Gammaropsis palmata						S0543			102369			(Stebbing & Robertson, 1891)																																																																																																																																																																																																																																																1																																																																														1


			Photis longicaudata						S0552			102383			(Spence Bate & Westwood, 1862)																																																												5																		1			7																																																																																																																																																																																																																																													13


			Photis reinhardi						S0554			102387			Krøyer, 1842																								2																																																																																																																																																																																																																																																																																																						2


			Ericthonius						S0561			101567			H. Milne Edwards, 1830																																																																														1																																																																																																																																																																																																																																																1


			Aoridae			female			S0577			101368			Stebbing, 1899																																																																														2																																																												1									1						1																																				1			1																								1																		1																																																																																				9


			Aora gracilis						S0579			102012			(Spence Bate, 1857)												1																																																																																																																																																																																																																																																																																																																		1


			Autonoe longipes						S0583			102021			(Liljeborg, 1852)																																																																																																																																										1																																																			1												1						1																																							1																																																																								5


			Leptocheirus			dam.			S0586			101470			Zaddach, 1844																																																									1																																																																																																																																																																																																																																																																					1


			Leptocheirus hirsutimanus						S0588			102036			(Spence Bate & Westwood, 1862)																								3																																																			1																																																																																																																																																																																																																																																			4


			Leptocheirus pectinatus						S0589			102039			(Norman, 1869)																								1																								1																																																																																																																																																																																																																																																																														2


			Medicorophium affine						S0608			423507			(Bruzelius, 1859)																																																																																																																																																									1																																																																																																																																																						1															2


			Centraloecetes kroyeranus						S0618			1059646			(Spence Bate, 1857)																																																															1																														1			2			1			2						2																																																																																																																																																																																																																		9


			Centraloecetes striatus						S0619			1059649			(Myers & McGrath, 1979)																																																																																													1									1																														1			2																											2																																																																																																																																																												7


			Unciola crenatipalma						S0621			102057			(Spence Bate, 1863)												4																																																																																																																																																																																																																																																																																																																		4


			Unciola planipes						S0622			102061			Norman, 1867																																																																																																																																																																																																																																																																																																															1															1


			Podoceridae			dam.			S0623			101405			Leach, 1814																																																																																																																																																																																																															1																																																												1																																																			2


			Paradulichia typica						S0623_A			103050			Boeck, 1871																																																																																																																																																																																							1						1																																																												1																					1												2																																				6


			Dyopedos monacanthus						S0628			489646			(Metzger, 1875)																																																																																																																																																						1																											2																																																																																													1																																																4


			Dyopedos porrectus						S0629			103044			Spence Bate, 1857																																																																																																																														2																																																																																																																																																																																																2


			Pariambus typicus						S0651			101857			(Krøyer, 1845)																																																																														3						5																																																															1															1			1															1			2						2			1									1																		1			1																																																																																																20


			Phtisica marina						S0657			101864			Slabber, 1769																																																												1									2																																																																																	1																														1																																																																																	1																																																									6


			HYPERIIDEA						S0675			1205			H. Milne Edwards, 1830																																										1																																																												1																																																									1																																																																								1																																																																																							4


			Gnathia			female			S0793			118437			Leach, 1814																																																1																					1												3																																																																																																																																																																																																																																													5


			Gnathia			praniza			S0793			118437			Leach, 1814																																																																																	1																																																																																																																																																																																																						1																																							2


			Gnathia dentata						S0794			118990			(G. O. Sars, 1872)																		1																																																																																																																																																																																																																																																																																																												1


			Gnathia oxyuraea			Type A			S0796			118995			(Lilljeborg, 1855)																																																1																					1												6																																																																																																																																																																																																						1																																							9


			Eurydice inermis						S0853			118849			Hansen, 1890																																							1									1																																																																																																																																																																																																																																																																														2


			Astacilla dilatata						S0951			295579			G. O. Sars, 1883																																																																																																																																																																																							1																					1									1																																							1			3															8			2			1			4																														1									23


			Astacilla			male/imm. female			S0952			118445			Cordiner, 1793																																																																																																																																																																																																1																																																															1															4																																																6


			Pseudoparatanais batei						S1140			136457			(Sars, 1882)																		1						1																																																																																																																																																																																																																																																																																																						2


			Tanaopsis graciloides						S1142			136458			(Lilljeborg, 1864)																																																																					1									4																																										1						1																																																																																																																																																																																																7


			CUMACEA			dam.			S1183			1137			Krøyer, 1846																																																						1																																																																																																																																										1																																																																																																																														2


			Bodotria scorpioides						S1197			110445			(Montagu, 1804)												2												1																																													3									1																																																																																																																																																																																																																																																7


			Iphinoe trispinosa						S1203			110462			(Goodsir, 1843)																																																																																							1																																																																																																																																																																																																																																							1


			Eudorella truncatula						S1208			110535			(Bate, 1856)																																																																																																																																																																														1						1												1																																																																																				1									1																																	5


			Eudorellopsis deformis						S1210			110536			(Krøyer, 1846)																																																																																																									2			1						3			1									1									2												1			3									2												2			1									1			2			2			1			3						1			1												1						5			2			1																														1						1			3												2			2			2			2									1			3			2			1			1									60


			Pseudocumatidae			dam.			S1231			110384			Sars, 1878																																																									1																																																																																																																																																																																																																																																																					1


			Petalosarsia declivis						S1233			110593			(Sars, 1865)																																																																																																																																																												1																																																						1																					1																																													1																																										4


			Pseudocuma (Pseudocuma) longicorne						S1236			110627			(Bate, 1858)																																																																																																1																																																																																																												1																																																																																																																		2


			Pseudocuma (Pseudocuma) simile						S1237			110628			G.O. Sars, 1900																																																															1												1			1																																																									2																								1																																																																																																																																																1															7


			Hemilamprops roseus						S1240			110514			(Norman, 1863)																																																																																																																																																																																										1			1						1			1									1																					1																					1			1												3			2			1			1			1						1			1																																	18


			Lamprops fasciatus						S1243			110516			G.O. Sars, 1863																																																																																																						1																		1																																																																																																																																																																																																						2


			Diastylis			juv. 			S1247			110398			Say, 1818																																																									1																																																																																	1						1									2																											1																																																																																																																														1												7


			Diastylis			dam.			S1247			110398			Say, 1818																																																									1																																																																																																																																																																																																																											1																																										2


			Diastylis bradyi						S1248			110472			Norman, 1879																																																															2																																																						1																																																																																																																																																																																																									3


			Diastylis laevis						S1251			110481			Norman, 1869																																																															1												1																																										1																														1																																													1																		1																																													1																														1																					1												9


			Diastylis lucifera						S1252			110483			(Krøyer, 1837)																																																																																																																																																																																							1						1												1																																																																																	1																																				4


			Diastylis rugosa						S1254			110488			Sars, 1865																																																									1																					3																																										1																																																																																																																																																																																																						5


			Diastyloides biplicatus						S1257			110494			(Sars G.O., 1865)																																																																																																																														1																																										1																																																						1						1																																				1									1			1									1									2						1									1									12


			DECAPODA			megalopae			S1276			1130			Latreille, 1802																																										1																					3																		1			1									4			1									1																																																																																																																																																																																																																					12


			DECAPODA			zoeae			S1276			1130			Latreille, 1802																																										1																		1																																	1																																																																																																																																																																																																																																	3


			CARIDEA			dam.			S1293			106674			Dana, 1852																																																																					1																																																																																																																																																																																																																																																									1


			Pandalina brevirostris						S1374			107647			(Rathke, 1843)																								1																																																																																																																																																																																																																																																																																																						1


			Crangon crangon						S1385			107552			(Linnaeus, 1758)			1																																																																																																																																																																																																						1																																																																																																																					2


			Philocheras bispinosus						S1386_B			107557			(Hailstone, 1835)																																																																								1																																																																																																																																																																																																																																																						1


			Upogebia deltaura						S1419			107739			(Leach, 1816)																																																																														1			2																																																																																																																																																																																																																																													3


			Paguridae			juv. 			S1445			106738			Latreille, 1802						3			1															2			1									1																																	1																																																1																					1																																													1																																																																																	1						1									1																																	1						16


			Paguridae			dam.			S1445			106738			Latreille, 1802																																										1																																																																																																																																																																																																																																																																																				1


			Anapagurus laevis						S1449			107218			(Bell, 1845)																																																																																																																																	1																																																									1																																																																																																																																				2


			Pagurus			juv. 			S1454			106854			Fabricius, 1775									1			2			1						1																																																																																																1																																																									1																																																																																																																																																7


			Pagurus bernhardus						S1457			107232			(Linnaeus, 1758)						1																																																																																																																																																																																																																																																																																																																								1


			Galathea intermedia						S1472			107150			Lilljeborg, 1851																								1																								1																																																																																																																																																																																																																																																																														2


			Pisidia longicornis						S1482			107188			(Linnaeus, 1767)															1			11						1																																													2																																																																																																																																																																																																																																																									15


			BRACHYURA			megalopae			S1485			106673			Latreille, 1802																																																									1																		1																																																			1																																																																																																																																																																																																3


			BRACHYURA			zoeae			S1485			106673			Latreille, 1802																																							1						1																																																																																																																																																																																																																																																																																	2


			Ebalia			dam.			S1504			106889			Leach, 1817																		2																																																																																																																																																																																																																																																																																																												2


			Ebalia cranchii						S1505			107294			Leach, 1817																																																																														1																																																																																																																																																																																																																																																1


			Ebalia tuberosa						S1508			107301			(Pennant, 1777)																																																																					1												1																																																																																																																																																																																																																																													2


			Ebalia tumefacta						S1509			107302			(Montagu, 1808)									1			1																																																									2												1																																																																																																																																																																																																																																													5


			Eurynome			juv. 			S1535			106901			Leach, 1814																		1																																																																																																																																																																																																																																																																																																												1


			Corystes cassivelaunus						S1552			107277			(Pennant, 1777)																																																																																																																								1			1												1									1																											1																														1																																																																																																																					6


			Corystes cassivelaunus			megalopae			S1552			107277			(Pennant, 1777)																																																																																																																																													2																					1			1																																																																																																																																																									4


			Polybius holsatus						S1581			1748246			(Fabricius, 1798)									1																																																																																																																																																																																																																																																																																																																					1


			Polybius pusillus						S1584			151200			(Leach, 1816)																																							1																																																																																																																																																																																																																																																																																							1


			Polybius			juv. 			S1590			106928			Leach, 1820									1																											1																																							1									2						1			1																		1						1									4						1									1			1																																																																																																																											1																																																			17


			Pilumnus hirtellus						S1615			107418			(Linnaeus, 1761)																		1																																																																																																																																																																																																																																																																																																												1


			Pinnotheres						S1636			106976			Bosc, 1801																																							1																																																																																																																																																																																																																																																																																							1


			Chaetoderma nitidulum						W0009			139106			Lovén, 1844																																																																																																																																																																											1			1			1			1			1												1						1						1			1																																																															1			1																																										11


			Leptochiton asellus						W0053			140199			(Gmelin, 1791)															1																																																			1			1									1																																																																																																																																																																																																																																																4


			Leptochiton cancellatus						W0054			140201			(G. B. Sowerby II, 1840)																								6																																																																																																																																																																																																																																																																																																						6


			GASTROPODA			dam.			W0088			101			Cuvier, 1795																					1																					1																																																																																																																																										1						1																																																																																										1																																										5


			GASTROPODA			juv. 			W0088			101			Cuvier, 1795																																																																																																																																				1																																																																																																																																																																																										1


			Trochidae			dam.			W0140			443			Rafinesque, 1815																					1																																																																																																																																																																																																																																																																																																									1


			Steromphala tumida						W0161			1477356			(Montagu, 1803)																					2			3			5									1			1			1																								1			2																																																																																																																																																																																																																																																									16


			Lacuna crassior						W0287			140167			(Montagu, 1803)																																																																					4																																																																																																																																																																																																																																																									4


			Rissoa parva						W0334			141365			(da Costa, 1778)																		5																																																																																																																																																																																																																																																																																																												5


			Crisilla semistriata						W0348			141280			(Montagu, 1808)																		3																																																																																																																																																																																																																																																																																																												3


			Manzonia crassa						W0361			141291			(Kanmacher, 1798)																		2																																																																																																																																																																																																																																																																																																												2


			Onoba semicostata						W0371			141320			(Montagu, 1803)																		2																																																			1																																																																																																																																																																																																																																																									3


			Pusillina inconspicua						W0376			141334			(Alder, 1844)																																																												3									4																																																									1																																																																																																																																																																																																8


			Aporrhais			juv. 			W0429			137656			da Costa, 1778																																																																																																																																																																											1																																																																																																																																																			1


			Crepidula fornicata						W0439			138963			(Linnaeus, 1758)									2						1			1																																																																																																																																																																																																																																																																																																												4


			Xandarovula patula						W0453			224890			(Pennant, 1777)																																																																																																																																										2																																																																																																																																																																																				2


			Euspira fusca						W0489			140529			(Blainville, 1825)																																																																																																																																																																																																																																																																														1																																																1


			Euspira montagui						W0490			140533			(Forbes, 1838)																																																																																																																																																																																																																																																			1									1									1						3									1																																										7


			Euspira nitida						W0491			151894			(Donovan, 1803)																																				1			1						1																		1			1			2																		2						2												1			1			1						2									1									2									1												2																																																																					1												1																					1															1																																							1						27


			Epitonium			dam.			W0543			137943			Röding, 1798																																																																																																																																																																																																																																																																																										1																																				1


			Epitonium trevelyanum						W0553			139736			(G. Johnston, 1841)																																																																																																																																																																																																																											1																											1			1																														2						1																																	6


			Trophonopsis barvicensis						W0675			151929			(G. Johnston, 1825)																																																																																																																																																																																																																																																												1																																																																		1


			Ocenebra erinaceus						W0685			140405			(Linnaeus, 1758)																		1						1																																																																																																																																																																																																																																																																																																						2


			Buccinum undatum						W0708			138878			Linnaeus, 1758																											1																																																																																																																																																																																																																																																																																																			1


			Tritia reticulata						W0745			876821			(Linnaeus, 1758)																								2																																													3																																																																																																																																																																																																																																																									5


			CONOIDEA			juv. 			W0770			15140			J. Fleming, 1822																																																																																																																																																																																																																																																																																																																		1												1


			Mangeliidae			juv. 			W0794			153853			P. Fischer, 1883																																																																																																																																							1																																																																																																																																																																																							1


			Curtitoma trevelliana						W0823			160246			(W. Turton, 1834)																																																																																																																																																																																																			1																																																									1																																																																		2


			Megastomia conoidea						W0952			224401			(Brocchi, 1814)															2																																																																														1																																																																																													1																																																																																																																																				4


			Eulimella acicula						W0992			140942			(R. A. Philippi, 1836)																																																																																																																																																																																																												1																																																																																																																		1


			Eulimella scillae						W0993			140953			(Scacchi, 1835)																																																																																																																																																																																										1																																																																																																																																				1


			CEPHALASPIDEA			dam.			W1002			154			P. Fischer, 1883																																																																																																																														1																																																																																																																																																																																																1


			Acteon tornatilis						W1006			138691			(Linnaeus, 1758)																																																																																																																																							1																																																																																																																					1																																																																		2


			PHILINOIDEA			juv. 			W1015			196322			J. E. Gray, 1850 (1815)																																																																																																																																																			2									1									1																																																																																																																																																									4


			PHILINOIDEA			dam.			W1015			196322			J. E. Gray, 1850 (1815)																																																																																																																																																																																																																																																																																				1																																										1


			Cylichna cylindracea						W1028			139476			(Pennant, 1777)																																																																																																1																					2															2																																																																														2																																																																																																												7


			Hermania						W1036_A			720758			Monterosato, 1884																																																																																																																																																																																																1																																																																																																																								1						2


			Laona quadrata						W1044			882941			(S. V. Wood, 1839)																																																																																																																																																																																																						1												2																																										1												2						2									1			1			1																																	11


			Diaphana minuta						W1059			139557			T. Brown, 1827																																																																																																																																																																																																																																																																																																															1															1


			Volvulella acuminata						W1089			141139			(Bruguière, 1792)																																																																																																																																																																																																																											1																																																																																																			1


			NUDIBRANCHIA			juv. 			W1243			1762			Cuvier, 1817																								1						2																		2																		1																																													5															2												1									1																																																																																																																																																																											15


			Dendronotus						W1266			137885			Alder & Hancock, 1845																																																																																																															7																																																																																																																																																																																																															7


			Doto						W1270			137916			Oken, 1815																								3												4												4																					2																																																																																																																																																																																																																																																									13


			Embletonia						W1291			138544			Alder & Hancock, 1851																					1																																																																																																																																																																																																																																																																																																									1


			Ancula gibbosa						W1315			140029			(Risso, 1818)																								1																																																																																																																																																																																																																																																																																																						1


			Onchidorididae			juv. 			W1319			175			Gray, 1827																														1						1						3																																																																																																																																																																																																																																																																																				5


			Onchidoris muricata						W1325			140640			(O. F. Müller, 1776)																					2																																																																																																																																																																																																																																																																																																									2


			FIONOIDEA			Type A			W1414_A			412646			Gray, 1857																																																												3																																																			1																																																																																																																																																																																																															4


			Antalis						W1516			150531			H. Adams & A. Adams, 1854																																																																																																																																							2						1			1			1			1			4						4			3			3									2			2			2												1												1															2			2			5			3			1						2			2						5			2									4			3			5			1															4			4			5			7			1			1			2			1			1						3						94


			BIVALVIA			dam.			W1560			105			Linnaeus, 1758																		1																																																																																																																																																																																																																																																1																		1																																										3


			Nuculidae			juv. 			W1563			204			J. E. Gray, 1824																																																																																																																																																																																																																																																																																																						1																								1


			Nucula			juv. 			W1565			138262			Lamarck, 1799						1			35			9			6																								1																																																															1																																																																																																																																																																																																																								53


			Nucula nucleus						W1570			140590			(Linnaeus, 1758)						15			265			111			6			8																																																																																																																																																																																																																																																																																																												405


			Ennucula tenuis						W1577			140584			(Montagu, 1808)																																																																																																									1																		1						1			2			2												5			2			2						4			2			7			1						7						2			6			4			1			1						2			1									1						1																								1						1						3												1									2																		3						1			2			1			2						2						75


			Nuculana minuta						W1589_A			140577			(O. F. Müller, 1776)																																																																																																																																																																																																						1																																																																																																																								1


			Mytilidae			juv. 			W1691			211			Rafinesque, 1815																																																												1																																																																																																																																																																																																																																																																		1


			Mytilus			juv. 			W1693			138228			Linnaeus, 1758									1						1																											2																																																																																																																																																																																																																																																																																				4


			Modiolus			juv. 			W1698			138223			Lamarck, 1799												3									1																																																5																																																																																																																																																																																																																																																									9


			Modiolula phaseolina						W1708			140461			(R. A. Philippi, 1844)																								5			1			2						5												1																											1																																																																																																																																																																																																																																																			15


			Musculus subpictus						W1718			506128			(Cantraine, 1835)																		1																																																			1																																																																																																																																																																																																																																																									2


			Musculus			juv. 			W1719			138225			Röding, 1798																					1																																																10									1																																																																																																																																																																																																																																																12


			Musculus discors						W1721			140472			(Linnaeus, 1767)																		1																		1																																																																																																																																																																																																																																																																																										2


			PECTINOIDEA			juv. 			W1767			151320			Rafinesque, 1815																																																																					1						1						3																														7															2																																				1																																																																																																																																																												15


			Aequipecten opercularis						W1773			140687			(Linnaeus, 1758)																																																																																	1																																																																																																																																																																																																																																													1


			Anomiidae			juv. 			W1805			214			Rafinesque, 1815																		28			3			15			7			2			1			5															1						1									5			5						3			2			1																																																																																																																																																																																																																																													79


			Pododesmus patelliformis						W1814			138751			(Linnaeus, 1761)																								1																																																																																																																																																																																																																																																																																																						1


			Lucinoma borealis						W1829			140283			(Linnaeus, 1767)																																																																																	1																																										1									1									1																																													1																																																			1						1						4												4			2			3			1			6			5			3			2															1									1			2									41


			Thyasiridae			juv. 			W1833			219			Dall, 1900 (1895)																																																																																																																																																																								3			1									3			1																		1																																																						2												2									1						2			4																																	20


			Thyasiridae			dam.			W1833			219			Dall, 1900 (1895)																																																																																																																																																																																							1																																																																																													1			1			2																																				5


			Thyasira flexuosa						W1837			141662			(Montagu, 1803)																																																																																																																																																			1																								3			2			2																					1																																	1			1															11			4						1						2						1									1			1			1															1						1			4									39


			Parathyasira equalis						W1854			954693			(A. E. Verrill & K. J. Bush, 1898)																																																																																																																																																																																	1																								1																																																																																																																					2


			Hemilepton nitidum						W1882			246148			(W. Turton, 1822)																																	1			1									1			2																																																																																																																																																																																																																																																																														5


			Montacuta substriata						W1892			140377			(Montagu, 1808)																																																																																																																																																																																																																																																																																																																					1									1


			Tellimya tenella						W1896			152397			(Lovén, 1846)																																																																																																																																																																																																																														1																																																																																																1


			Tellimya ferruginosa						W1902			146952			(Montagu, 1808)																																																																																				1			4						1																					2																		3																											1						2			3			1						2			3																																	1																					8			1																																																															6			1															40


			Kurtiella bidentata						W1906			345281			(Montagu, 1803)									11			1			4																																																3						5									4						1									2			1									2						4			2			24															8															6			1																																																			3												1									9									8																																																																																							100


			Epilepton clarkiae						W1911			140366			(W. Clark, 1852)																																																																																																																																																																								2																																							1																																																																																																															3


			Astartidae			juv. 			W1921			228			A. d'Orbigny, 1844 (1840)																																																																																							3			5																					2									1															1																																																			1			1																																				1															1						1																		1																																																						18


			Goodallia triangularis						W1929			138831			(Montagu, 1803)																					17						13			3			5																					3																																				1																																																																																																																																																																																																																																				42


			Tridonta montagui						W1936			146518			(Dillwyn, 1817)																																																															1																								1																								1																																																																																																																																																																																																															3


			Acanthocardia			juv. 			W1940			137732			J. E. Gray, 1851																																																																																																																																																																					1									2									1						2			1																																																																																										1																																				8


			Papillicardium minimum						W1950			1417307			(R. A. Philippi, 1836)																																																																																																																																																																														1			1			1									1			1						1			2			3						5			3			3			1			1												2						1			2						2						3												1			6						2			1																																							44


			Parvicardium pinnulatum						W1951			181343			(Conrad, 1831)																		2																																																			1																																																																																																																																																																																																																																																									3


			Mactrinae			juv. 			W1968			152831			Lamarck, 1809																					1												2																					1			7															3			1																																				1																		4						2						1									1																					1															1																																																																																																																																				26


			Mactrinae			dam.			W1968			152831			Lamarck, 1809																																																																																																																					1																																																																																																																																																																																																									1


			Mactra stultorum						W1972			140299			(Linnaeus, 1758)																																																																																																			1						1			1									1																																																																																																																																																																																																									4


			Spisula			juv. 			W1973			138159			J. E. Gray, 1837																																							1						1			1									5															13			4																					2			1									1															1			1									1			2			2						1						1						1						1																														1															1																																				2																																																																								44


			Spisula elliptica						W1975			140300			(T. Brown, 1827)																					2																		1			1						2						2												2						1									1																																																1																																																																																																																		1																																																																											14


			Spisula solida						W1977			140301			(Linnaeus, 1758)																																																						1																																																																																																																																																																																																																																																																								1


			Spisula subtruncata						W1978			140302			(da Costa, 1778)																																																																														1																																																																																																																																																																																				1																																																												2


			Lutraria			juv. 			W1982			138157			Lamarck, 1799																																																1																								1			1			2			1												1																																																																																																																																																																																																																																	7


			Ensis			juv. 			W1996			138333			Schumacher, 1817			60			2			6			14																											1						2			1																																																																																																																																																																																																																																																																														86


			Ensis magnus						W2000			160539			Schumacher, 1817			21																														1																																																																																																																																																																																																																																																																																													22


			Phaxas pellucidus						W2006			140737			(Pennant, 1777)															2																																													2																		1						3									1			2						1			1			2			1						4						2			1			1			2			2						3			1						2			3												2			3			2			2			1									2			1			1									1			3						1												3			3			1																					1						1			1			1			2															1			3			3																		1			1			1			4						83


			Arcopagia crassa						W2015			141577			(Pennant, 1777)																																										1			1																																																																																																																																																																																																																																																																																	2


			Fabulina fabula						W2019			146907			(Gmelin, 1791)																																																																																				2									3			5			11			3												3																		1																																																																																																																																																																																										28


			Asbjornsenia pygmaea						W2023			879714			(Lovén, 1846)																											1			2			1						1															2			1															2																																																																																																																																																																																																																																																						10


			Gari			dam.			W2044			138388			Schumacher, 1817																																				1																																																																																																																																																																																																																																																																																										1


			Gari tellinella						W2049			140873			(Lamarck, 1818)																					1												1															1																																																																																																																																																																																																																																																																														3


			Gari fervensis						W2051			140870			(Gmelin, 1791)																																																												1																																							1						1									1																																																																								1									1																																																																														1																																													7


			Abra			juv. 			W2058			138474			Lamarck, 1818									1			1						6																					1																					4			2						10						1						2			2									1			2						5			7			1			2			1			2			4			3			3			7			3			9			11			12			4			1			1			8			1			3			5			3						1			1												1																								1									1																		1																		1																																										1															1						138


			Abra			dam.			W2058			138474			Lamarck, 1818						1									5																																																																																																																																																																																																																																																																																																															6


			Abra alba						W2059			141433			(W. Wood, 1802)						83			292			172			40			7																		2																								1									11												1																																																																																																																																																																																																																																													609


			Abra nitida						W2061			141435			(O. F. Müller, 1776)																																																																																																																																																																																																																																																1																														1																																																2


			Abra prismatica						W2062			141436			(Montagu, 1808)																																																															3																														1			1						1			1			2			1			1									2			5			7			1						1			2			2						2			1									2						2									1																											1												1						1									1																																																									1												1																		45


			Arctica islandica			juv. 			W2072			138802			(Linnaeus, 1767)																																																																																																																																																1			1			2						1						2																					7			4			2			1			1									2												1									1																											1			1									3						2						1						4																																				38


			Arctica islandica						W2072			138802			(Linnaeus, 1767)																																																																																																																																																																																																																																																									1																																	1			1																																	3


			Veneridae			juv. 			W2086			243			Rafinesque, 1815																																																																																																																																																																																																																														1									1																																																																																							2


			Venus casina						W2091			141934			Linnaeus, 1758																								2			1									1						2						1									1									1																																																																																																						1																																																																																																												1																																										11


			Chamelea striatula						W2097_A			141908			(da Costa, 1778)																																																																																																			1																																																																											4			1												1			1																		1						1												1						2						1									1			1																								1									1																																	18


			Clausinella fasciata						W2100			141909			(da Costa, 1778)																								1						1						1			1			1						1																																																																																																																																																																																																																																																																														6


			Timoclea ovata						W2104			141929			(Pennant, 1777)															1			1			1			9						2			4			2			12			1			4			4			2			1			1									2			1			2			1						3			1																								1			1									3						2			2									1			1									3						1																														1			1			1			2						1						1																														1			1			1			1									1												1																																																			83


			Polititapes rhomboides						W2113			745846			(Pennant, 1777)																		1																																																															1																																																																																																																																																																																																																																													2


			Venerupis corrugata						W2124			181364			(Gmelin, 1791)												1																																																																																																																																																																																																																																																																																																																		1


			Dosinia			juv. 			W2126			138636			Scopoli, 1777																											1												1															1																		1																								1			1			1			1			2			1			1			1			2			2									1			1			1			1																		1																														1																																				1																																																																																													24


			Dosinia lupinus						W2128			141912			(Linnaeus, 1758)																																																																																				3																																																															1																																																																																																																																																																											4


			Dosinia exoleta						W2130			141911			(Linnaeus, 1758)																																													1																																																																																																																																																																																																																																																																																	1


			Mysia undata						W2139			140728			(Pennant, 1777)																																																																																																																														1																																																																					1																		1																																																																																																									3


			Mya			juv. 			W2144			138211			Linnaeus, 1758									1			5												2																																				1									2						1			4			3			1																																																																																																																																																																																																																																										20


			Varicorbula gibba						W2157			378492			(Olivi, 1792)																																																																																	1			1						1																		1															1																																																						1																																																																								1																					2						1			2																																							12


			Hiatella arctica						W2166			140103			(Linnaeus, 1767)																		2						11						8						3			1			4																		6									16						9			10			22			1																																										2						1																																																																																				2																														1																																																																								99


			THRACIOIDEA			juv. 			W2225			382318			Stoliczka, 1870 (1839)																								1																																																															1									1						1									1									1						1																																													1			1															1												1																								1																					1												2																																										1						1												17


			Thracia			juv. 			W2227			138549			Blainville, 1824																																																																																							1									1																														1																																																																																																																																																																																																3


			Thracia villosiuscula						W2233			141651			(MacGillivray, 1827)																																							1																																																																																																																																																																																																																																																																																							1


			Cochlodesma praetenue						W2239			181373			(Pulteney, 1799)																																																												1			1																					2																								2						2									1																					1																																																																																																																																																1																														11


			Lyonsia norwegica						W2247			140291			(Gmelin, 1791)																																													1																																																																																																																																																																																																															1																																																																		2


			Cuspidaria			juv. 			W2277			137858			Nardo, 1840																																																																																																																																																																																										1																																																																																																																																				1


			Cuspidaria cuspidata						W2280			139442			(Olivi, 1792)																																																																																																																																																																																										1																																																																																										1																																										2


			Crisidia cornuta						Y0008			111706			(Linnaeus, 1758)						P												P			P			P																																																																																																																																																																																																																																																																																																						P


			Crisia aculeata						Y0014			111690			Hassall, 1841																		P																																																																																																																																																																																																																																																																																																												P


			Crisia eburnea						Y0017			111696			(Linnaeus, 1758)																		P																																				P																																																																																	P																																				P																																																																																																																																																			P


			Tubuliporidae						Y0026			110814			Johnston, 1837															P			P			P			P			P			P						P																																	P						P																																																			P									P																																																																																																																																																																																							P


			Plagioecia patina						Y0041			111719			(Lamarck, 1816)						P												P									P															P																																																																																																																																																																																																																																																																																				P


			CTENOSTOMATIDA			Type A			Y0070			110723			Busk, 1852									P			P																								P																								P									P									P			P			P																											P																																																																																																																																																																																																															P


			Alcyonidiidae			Type A			Y0072			110783			Johnston, 1837						P			P			P			P			P						P			P			P						P																																																																																										P																																																																																																																																																																																																P


			Alcyonidium cf. diaphanum						Y0076			111597			(Hudson, 1778)									P			P						P			P			P						P			P			P						P						P									P									P			P			P			P									P																																																																																																																																																																																																																																										P


			Alcyonidium parasiticum						Y0081			111604			(Fleming, 1828)																											P									P															P			P			P			P																					P			P																					P												P			P																																																																																																																																																																																																						P


			Arachnidium						Y0086			110994			Hincks, 1859																																																																																																																														P																																																																																																																																																																																																P


			Nolella						Y0091			111011			Gosse, 1855									P			P			P									P																								P																																																																																																																																																																																																																																																																														P


			Triticella flava						Y0119			111653			Dalyell, 1848																																																																																	P																																																																																																																																																																																																																																													P


			Vesicularia spinosa						Y0131			111669			(Linnaeus, 1758)						P			P						P						P			P						P						P									P												P			P						P			P																																																																																																																																																																																																																																																									P


			Amathia lendigera						Y0135			111659			(Linnaeus, 1758)						P			P			P			P			P																																	P																		P																																																																																																																																																																																																																																																									P


			Amathia pustulosa						Y0136			851599			(Ellis & Solander, 1786)																																																																					P																																																																																																																																																																																																																																																									P


			Aetea sica						Y0155			111066			(Couch, 1844)																								P			P			P			P			P																																	P																																																																																																																																																																																																																																																									P


			Scruparia ambigua						Y0161			111539			(d'Orbigny, 1841)																					P			P									P			P																																																																																																																																																																																																																																																																																										P


			Eucratea loricata						Y0165			111361			(Linnaeus, 1758)																								P			P						P																																				P			P																																							P																																																																																																																																																																																																															P


			Conopeum reticulum						Y0172			111351			(Linnaeus, 1767)						P			P			P			P						P															P																																																																																																																																																																																																																																																																																										P


			Electra			Type A			Y0175			110904			Lamouroux, 1816																					P															P			P						P																																																																																																																																																																																																																																																																																	P


			Electra pilosa						Y0178			1789435			(Linnaeus, 1761)						P			P			P			P			P			P			P			P			P			P						P																					P									P									P																		P															P																																																																																																																																																																																																															P


			Flustra foliacea						Y0187			111367			(Linnaeus, 1758)						P									P			P			P			P			P			P			P			P			P			P			P			P			P			P			P			P									P			P									P			P																											P															P																																																																																																																																																																																																P


			Securiflustra securifrons						Y0194			111374			(Pallas, 1766)																								P																																																																																																																																																																																																																																																																																																						P


			Cauloramphus spinifer						Y0212			408293			(Johnston, 1832)																					P			P			P			P			P			P			P			P			P			P			P																		P																																																																																																																																																																																																																																																									P


			Amphiblestrum						Y0221			110849			Gray, 1848									P			P			P						P			P			P			P			P			P																														P			P																																																P									P																																																																																																																																																																																																P


			Bugulidae			dam.			Y0239			110731			Gray, 1848																					P									P												P																																																																																																																																																																																																																																																																																				P


			Bugulina flabellata						Y0243			834002			(Thompson in Gray, 1848)																								P			P						P			P																																	P																																																																																																																																																																																																																																																									P


			Crisularia plumosa						Y0246			834039			(Pallas, 1766)									P			P			P			P						P																																													P																																																																																																																																																																																																																																																									P


			Bicellariella ciliata						Y0256			111147			(Linnaeus, 1758)						P			P			P			P			P			P			P												P																								P						P																																																						P																																																																																				P																																	P																																																																																	P


			Scrupocellaria scrupea						Y0278			111249			Busk, 1851																								P																																																																																																																																																																																																																																																																																																						P


			Scrupocellaria scruposa						Y0279			111250			(Linnaeus, 1758)												P						P			P						P									P						P									P																		P			P																																																						P									P																																	P																																																																					P																																																																																	P


			Cellaria fistulosa						Y0300			111257			(Linnaeus, 1758)																																																																																																																																																			P																																																																																																																																																																											P


			Cribrilinidae						Y0306			110742			Hincks, 1879																					P			P			P									P			P												P			P			P			P									P						P									P																																																																																																									P																																																						P																																																						P			P						P			P			P						P


			Chorizopora brongniartii						Y0344			111304			(Audouin, 1826)																					P			P			P			P			P						P						P			P			P			P															P																																																																																																																																																																																																																																																									P


			Escharoides coccinea						Y0358			111498			(Abildgaard, 1806)																								P			P												P			P																																																																																																																																																																																																																																																																																				P


			Escharella immersa						Y0364			111484			(Fleming, 1828)						P						P			P			P			P			P			P			P			P			P			P			P			P			P			P			P			P												P			P			P						P			P																																										P																																																																																																																																																																																																P


			Escharella variolosa						Y0369			111495			(Johnston, 1838)																								P																																																																																																																																																																																																																																																																																																						P


			Escharella ventricosa						Y0370			111496			(Hassall, 1842)																																										P																											P																																																																																																																																																																																																																																																									P


			Porella concinna						Y0385			111125			(Busk, 1854)																								P			P																																																																																																																																																																																																																																																																																																			P


			Palmiskenea skenei			Type A			Y0393			111120			(Ellis & Solander, 1786)																																																																																																																																							P																																																																																																																																																																																							P


			Reptadeonella violacea						Y0401			111061			(Johnston, 1847)																														P						P			P																																																																																																																																																																																																																																																																																							P


			Parasmittina trispinosa						Y0465			111547			(Johnston, 1838)																																																			P																																																																																																																																																																																																																																																																											P


			Schizomavella			Type A			Y0467			110829			Canu & Bassler, 1917																								P						P									P			P			P			P			P									P									P			P																																																																																																																																																																																																																																																						P


			Schizomavella (Schizomavella) linearis						Y0474			862795			(Hassall, 1841)																																																																																																																																																																																																																																																																											P																																																			P


			Microporella ciliata						Y0480			111421			(Pallas, 1766)																		P			P			P			P			P			P			P			P			P			P			P																					P			P																																																																																																																																																																																																																																																						P


			Fenestrulina delicia						Y0482_A			408266			Winston, Hayward & Craig, 2000									P									P						P			P			P			P			P						P																											P																																																																																																																																																																																																																																																									P


			Fenestrulina malusii						Y0483			111418			(Audouin, 1826)																																							P																																																																																																																																																																																																																																																																																							P


			Celleporidae			dam.			Y0493			110736			Johnston, 1838																					P																																																																																																																																																																																																																																																																																																									P


			Cellepora pumicosa						Y0495			111268			(Pallas, 1766)															P						P			P						P															P			P																																																																																																																																																																																																																																																																														P


			Turbicellepora avicularis						Y0504			111285			(Hincks, 1860)																								P																																																																																							P																																																																																																																																																																																																															P


			Phoronis						ZA0003			128545			Wright, 1856															6																																																						3									2																								2															1																														1																		1																					1			2			1			2			2			1			3			1						5						1			2			1			4			1			2			3			2			3						4			5			3			5			2			2						1			2			1			2						1									2			1									2												86


			ASTEROIDEA			juv. 			ZB0018			123080			de Blainville, 1830																								2			1			1												1						1																											1						2																																																																																										1																		1									1																																																												2			1			1			2			1						1																																										20


			OPHIUROIDEA			juv. 			ZB0105			123084			Gray, 1840																																				1																								1									1						2			2						1																		1			2			1						2			4			1						1						1			1																								4									6			1									15						3			4			2			1						2						1																																																			3									1			17			2						20			7			9			3			2			6			1						3			1			6			1						143


			Ophiothrix fragilis						ZB0124			125131			(Abildgaard in O.F. Müller, 1789)																		1																		1																																	1												1																																																																																																																																																																																																																																													4


			Ophiactis balli						ZB0143			125110			(W. Thompson, 1840)																		1						1																																																																																																																																																																																																																																																																																																						2


			Amphiuridae			juv. 			ZB0148			123206			Ljungman, 1867						1																																																									2																		2			6									8			7			4			2			5			3			1			17			48			2			14			12			5			17			5			3			11			6			9			3			3			2			5			4			8			2			6			9			11			8			8			3			4			2			7			4			4			7			3			4			3			16			7			4			6			4			6			4			5			11			5			5			3			4			1			8			7			4			6						24			12			4			12			6			8			8			6			2			4			6			4			3			3						508


			Amphiuridae			dam.			ZB0148			123206			Ljungman, 1867																																																																																																																																	1									1			2																																													1																																																																																																																																				5


			Acrocnida brachiata						ZB0151			236130			(Montagu, 1804)																																																																																				1									1						2																																																																																																																																																																																																																											4


			Amphiura filiformis						ZB0154			125080			(O.F. Müller, 1776)																																																															2																														1			1						1						1						3			40									5			5			1			3			3			1						2						1									3			2									1			3			2			2			1			2			1			4						3			1			7			6			3			4			2			6			2			1			1			4						1			1															2			1			4															1			1			1												1									1												145


			Amphipholis squamata						ZB0161			125064			(Delle Chiaje, 1828)												1			1			9						7						1															2			1												1									5						1						5																																													2																																																																																																																																																																																																36


			Ophiuridae			juv. 			ZB0165			123200			Müller & Troschel, 1840									3			1																																				1															1												2																																				2			1						1			1			9			5						9			13			6			6			24			21			8			17			22			23			16			9			18			8			22			18			30			35			46			29			21			23			23			21			24			8			10			1			5			6			7			13						7			3			1			6			4			3			9			4			6			12			15			25			10			12			13			12						9			6			7			9			2			5			2			10			13			19						793


			Ophiuridae			dam.			ZB0165			123200			Müller & Troschel, 1840																																																																																																																																							1																																																																																																																																																																																							1


			Ophiocten affinis						ZB0167			124850			(Lütken, 1858)																																																																																																																																																																																							1																																	1																																	1																											1																					1																					5


			Ophiura albida						ZB0168			124913			Forbes, 1839						1			8																																																																								1																																																																																																																																																																																																																																													10


			Echinocyamus pusillus						ZB0212			124273			(O.F. Müller, 1776)																								9			6			5			1			3			2			2			4			5			1			4			1			5			2						2			1			3			4			6			2			19			5			1															1									1			15			1			3			8			1						1						1																																																																																	1						1												2			3												3						2																					1			1			4			4			1			1			1			1			1			1						153


			SPATANGOIDA			juv. 			ZB0213			123106			L. Agassiz, 1840																																																															12															1						35									19			58			49			13			2			1																																	2			1			1			3			2			14			90			67			175			172			169			236			231			254			300			387			814			406			318			248			179			117			45			47			22			25			34			120			68			112			75			111			2			38			40			49			22			90			132			74			90			220			545			1069			103			158			894			197			143			23			13			47			305			263			217			317			223			463						10772


			Echinocardium			dam.			ZB0222			123426			Gray, 1825																																																																																				2																																																2																																				1																																																																		1																																																																		1																		7


			Echinocardium cordatum						ZB0223			124392			(Pennant, 1777)																																																																																				3			1						1			1			1															1																																																			1												1																																				1																					1																																																																																				12


			Echinocardium flavescens						ZB0224			124394			(O.F. Müller, 1776)																																																																																																																																																												1																																																			2															1																																																																																	1						2			2						9


			Brissopsis lyrifera						ZB0228			124373			(Forbes, 1841)																																																																																																																																																																																				1																																																																																																																																										1


			HOLOTHUROIDEA			dam.			ZB0229			123083			de Blainville, 1834																																																																																																																																										1																																																																																																																																																																																				1


			Pseudothyone raphanus						ZB0257			124661			(Düben & Koren, 1846)																																																																																																																																																																																							1																																																																																																																																							1


			Paraleptopentacta elongata						ZB0280			1474372			(Düben & Koren, 1846)																																																																																																																																																																											1																																																																																																																																																			1


			Leptosynapta			juv. 			ZB0291			123449			Verrill, 1867																																																																																																																																																																																																																					1																																																																																																									1


			Leptosynapta bergensis						ZB0292			124462			(Östergren, 1905)																																																																																																																																				1																																																																																										1												1																														1																																																						4


			Labidoplax buskii						ZB0299			124455			(MacIntosh, 1866)																																																																																																																																																																											1			1						3			1									1									1									1																																																																																																												9


			Oestergrenia digitata						ZB0300			152547			(Montagu, 1815)																																																																																																																																																																																																																																																															1																					1																																										2


			ENTEROPNEUSTA						ZC0012			1820			Gegenbaur, 1870																																																																																																																																																																																																									1			2						2			1																		1																																																																								1															8


			Branchiostoma lanceolatum						ZD0000_A			104906			(Pallas, 1774)																																																1						3												1						1			1																																																																																																																																																																																																																																																			7


			ASCIDIACEA			juv. 			ZD0002			1839			Blainville, 1824									2			1			53			170						20			3			1			1																											1			1			1			4			1																																																						4			1																																																						1			2						1												1																																							2			1						9			1			2						7			13						1			1			5						1																																	312


			ASCIDIACEA			Type C			ZD0002			1839			Blainville, 1824																		P																																																																																																																																																																																																																																																																																																												P


			Didemnidae						ZD0041			103439			Giard, 1872																		P			P			P			P			P			P																		P																																																																																																																																																																																																																																																																											P


			Perophoridae						ZD0075			103447			Giard, 1872															111			3																																																																																																																																																																																																																																																																																																												114


			Ascidiella scabra						ZD0085			103719			(Müller, 1776)																		4						1																																													25																																																																																																																																																																																																																																																									30


			Polycarpa						ZD0110			103538			Heller, 1877																		11																																																																																																																																																																																																																																																																																																												11


			Dendrodoa grossularia						ZD0120			103882			(Van Beneden, 1846)															8			1									4																																										2																																																																																																																																																																																																																																																									15


			Molgula manhattensis						ZD0151			103788			(De Kay, 1843)																		1																																																																																																																																																																																																																																																																																																												1


			Ammodytes marinus						ZG0443			126751			Raitt, 1934																																																1																																																																																																																																																																																																																																																																														1


			Gobiidae			dam.			ZG0455			125537			Cuvier, 1816									1																																																																																																																																																																																																																																																																																																																					1





			Taxa															8			31			75			68			67			100			53			119			62			74			54			86			64			63			44			72			32			41			47			64			36			45			111			55			73			78			97			61			28			22			40			39			26			33			32			38			60			31			59			31			37			77			47			43			47			42			34			35			43			29			31			22			32			33			37			30			36			34			32			41			50			59			50			55			36			39			61			38			37			38			34			25			23			39			37			26			26			26			26			30			38			24			35			32			34			33			27			31			45			41			36			46			50			36			40			20			19			23			32			27			30			35			33			29						622


			Abundance															88			147			1209			690			441			855			308			944			225			401			153			269			220			285			99			183			33			388			99			124			73			100			541			112			168			261			411			167			92			64			90			152			135			94			99			82			157			73			227			88			98			141			128			116			109			113			79			83			151			106			117			64			231			174			296			246			274			330			351			505			500			569			959			517			403			345			319			204			136			108			105			75			73			210			133			160			115			160			45			82			103			94			96			191			261			138			157			297			838			1323			228			265			1064			305			252			68			59			94			349			313			254			377			301			532						27236
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Code and Criteria Description Reporting Comment 


DS1 - Damaged container(s) or 


packaging 


Sample received in a damaged container which may have resulted 


in contamination or loss of integrity of the sample. 


Sample was received in a damaged container. The results reported may not 


be representative of the sample at the time of sampling. 


DS2 - Unsuitable container 
Sample received in an unsuitable container that is known to have 


an effect on the analysis. 


Sample was received in an unsuitable container. The results reported may not 


be representative of the sample at the time of sampling. 


DS3 - Incorrect or no sample 


preservation 


Sample received with no preservative, an incorrect preservative, or 


in a condition which indicates inappropriate sample storage, 


where specific criteria are referenced in the method. 


Sample was received in a condition unsuitable for the test. The results reported 


may not be representative of the sample at the time of sampling. 


DS4 - Missing date /time details 
Sample date/time details were not recorded at time of sampling 


or not provided to the laboratory.  


Sampling date/time was not provided and therefore assessment of sample 


stability cannot be made. The test results may have been compromised. 


DS5 - Error in sample labelling/ 


details 


Sample information is missing, unreadable, conflicting or incorrect. 


Analysis was undertaken but traceability of results cannot be 


guaranteed against sample location. 


Incorrect/incomplete sample details have been provided. The traceability of 


results may have been compromised. 


DS6 - Sample received outside 


holding time 


The date and time information provided with the sample indicate 


the sample was received at the laboratory outside of the holding 


time. 


Sample was received outside analysis holding time. The results reported may 


not be representative of the sample at the time of sampling. 


DS7 - Analysis commenced after 


holding time 


Sample received at the laboratory within its holding time but an 


analytical issue led to delay in commencement of analysis which 


exceeded the holding time. 


The holding time expired prior to analysis being undertaken. The results 


reported may not be representative of the sample at the time of sampling. 


DS8 - Insufficient analysis 


material 


Insufficient material received which meant that analysis could not 


be undertaken, or the analysis could not be carried out in 


accordance with the method. 


Insufficient sample material was received. The test results may not be 


representative of the sample at the time of sampling.  


DS9 - Sample contamination 


Sample was received in a satisfactory condition but cross-


contamination has occurred due to an analytical issue which has 


resulted in loss of sample integrity. 


The sample integrity may have been compromised due to an analytical issue. 


The results reported may not be representative of the sample at the time of 


sampling and are outside the scope of UKAS accreditation. 


Note: when it is agreed with the client that a deviating sample should not be tested, then the report should state “Sample not analysed” and the relevant deviating sample code 


recorded. 
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Biomass

		Phylum								Biomass (dry weight [g] per sample)																																																																																																																																																																																																																		Total

				SDC		AphiaID		Authority		ST002_FA		ST004_FA		ST006a_FA		ST007_FA		ST010_FA		ST020_FA		ST026_FA		ST028_FA		ST030_FA		ST033_FA		ST039_FA		ST043_FA		ST047_FA		ST051_FA		ST055_FA		ST059_FA		ST063_FA		ST067_FA		ST071_FA		ST081_FA		ST090_FA		ST097_FA		ST105_FA		ST111_FA		ST118_FA		ST121_FA		ST123_FA		ST125_FA		ST128_FA		ST133_FA		ST139_FA		ST147_FA		ST150_FA		ST154_FA		ST158_FA		ST161_FA		ST163_FA		ST165_FA		ST167_FA		ST169_FA		ST171_FA		ST173_FA		ST175_FA		ST177_FA		ST179_FA		ST181_FA		ST183_FA		ST185_FA		ST187_FA		ST189_FB		ST191_FA		ST193_FA		ST195_FA		ST197_FA		ST199_FA		ST201_FA		ST203_FA		ST205_FA		ST207_FA		ST209_FA		ST211_FA		ST213_FA		ST215_FA		ST217_FA		ST219_FA		ST221_FA		ST223_FA		ST225_FA		ST227_FA		ST229_FA		ST231_FA		ST233_FA		ST235_FA		ST237_FA		ST239_FA		ST241_FA		ST243_FA		ST245_FA		ST249_FA		ST251_FA		ST253_FA		ST255_FA		ST257_FA		ST259_FA		ST261_FA		ST263_FA		ST265_FA		ST267_FA		ST269_FA		ST271_FA		ST273_FA		ST275_FA		ST277_FA		ST279_FA		ST281_FA		ST283_FA		ST285_FA		ST287_FA		ST289_FA		ST291_FA		ST293_FA		ST295_FA		ST297_FA		ST299_FA

		Annelida		P0001		882		Lamarck, 1802		2.5952		0.0884		4.1614		2.8805		1.2450		2.9809		0.0562		1.9782		0.1866		0.1222		0.1432		0.2848		1.0998		0.2039		0.0949		0.3038		0.0505		0.2980		0.2030		0.3211		0.3000		0.0941		4.0404		0.2357		1.3614		1.2865		2.2934		0.3352		0.4185		0.5245		0.1094		0.2639		0.2278		0.3883		0.1161		0.2751		0.5857		0.1099		0.1700		0.2163		0.3844		0.2545		0.2426		0.1316		0.0911		0.1467		0.1333		0.4808		0.1207		0.0902		0.1539		0.0610		0.1414		0.0981		0.1117		0.0988		0.0976		0.1293		0.7723		0.2461		0.4993		0.3272		0.1656		0.2746		0.1672		0.5555		0.4747		0.3104		0.1343		0.1796		0.6559		0.2769		0.1016		0.1220		0.3923		0.0972		0.2264		0.1589		0.0386		0.2198		0.1705		0.1219		0.4220		0.6237		0.2383		0.0576		0.0716		0.0856		0.1947		0.1706		0.2575		0.1561		0.4189		0.2227		0.3376		0.0159		0.0311		0.2361		0.2736		0.0931		0.0258		0.2897		0.2791		0.0620				46.8696

		Arthropoda		Q0000		1065		Gravenhorst, 1843		0.0240		0.0708		0.2195		0.5794		0.0384		0.3944		0.0279		0.1598		0.0238		-		-		0.0284		0.1926		0.0033		0.0009		0.0366		0.0099		0.0016		0.0221		0.0510		0.0338		0.0369		0.3340		0.0988		0.0637		0.8018		2.4298		0.0258		0.0058		0.0095		0.0401		0.0398		0.0095		0.0098		0.0443		0.0339		0.0110		0.0060		0.0516		6.1644		0.0202		0.0583		0.0273		0.0110		0.0277		0.0128		0.0164		0.0306		0.0318		0.0110		0.0094		0.0048		0.0074		0.0103		0.0222		0.0076		0.0154		0.0085		0.0038		0.0139		0.0148		0.0259		0.0117		0.0256		0.0063		0.0265		0.0192		0.0050		0.0290		0.0242		0.0091		0.0050		0.0075		0.0244		0.0054		0.0107		0.0064		0.0028		0.0038		0.0177		0.0111		0.0076		0.0075		0.0102		0.0116		0.0057		0.0062		0.0124		0.0144		0.0239		0.0249		0.0113		0.0167		0.0169		0.0157		0.0083		0.0023		0.0043		0.0021		0.0049		0.0190		0.0109		0.0194		0.0126				13.0460

		Mollusca		W0001		51		-		0.6378		10.3392		33.1980		20.9747		1.2747		2.7285		0.2384		8.0810		0.8976		0.1802		18.2592		15.0328		2.1954		9.6037		29.8455		0.9805		0.0070		8.8262		0.1333		0.8286		0.5782		30.5314		1.8239		0.2362		0.0758		0.0813		1.7736		5.6864		3.7853		0.0173		0.5045		0.1519		0.3348		0.1510		0.0521		0.1996		0.2600		0.4059		0.2332		0.0411		0.0713		0.5214		1.0064		0.2680		0.1203		0.0814		0.0574		0.2431		0.6041		0.3283		0.1597		0.0518		0.0678		0.3419		0.0899		0.1338		0.4466		1.7877		1.5672		0.1122		0.0473		0.1662		0.7648		0.6834		0.9807		0.2090		0.1789		0.0327		0.0106		0.4696		0.0501		1.6323		0.1537		0.1921		0.1060		0.0223		0.2687		1.1151		0.1360		1.7362		0.0743		0.3938		109.0474		0.1254		0.0150		0.7852		0.1840		0.0973		0.6358		0.4732		0.0485		1.0918		0.1770		17.9264		3.0776		0.0997		0.0659		0.0062		0.0130		0.1086		0.0972		0.0534		0.1603		0.9642				363.9230

		Echinodermata		ZB0001		1806		Klein, 1778		-		0.0984		0.8956		0.0038		0.0009		0.0157		-		0.4185		0.2262		0.1644		0.0249		0.1076		0.0434		0.0562		0.0508		0.0993		0.0181		0.0757		0.0020		0.0546		0.3259		-		0.0904		0.0304		0.0126		0.0109		0.0845		19.3425		29.7718		0.0026		1.1993		18.1069		23.0541		0.0174		0.0755		0.0267		0.0098		5.2731		1.1067		0.0660		0.0587		0.1078		0.3076		1.1286		0.1245		0.0731		0.0196		0.0191		0.0452		0.0156		0.0649		1.4631		0.1129		0.1062		5.6109		0.3806		0.3471		0.1357		7.6782		21.1614		0.3235		0.2281		0.3924		0.1942		0.2474		0.4113		0.1861		0.0795		27.0116		0.2755		3.1802		0.1182		0.0877		8.4140		0.0460		0.1080		0.0714		17.0454		0.0274		0.0416		0.0507		0.0363		0.0245		0.0388		1.1552		0.0662		0.0934		0.4027		0.2401		0.5546		0.0585		0.1407		0.4411		0.1269		0.1486		0.0276		0.0212		0.1140		0.1978		1.6548		9.5212		0.1390		22.1005		31.9377				267.7056

		Cnidaria		D0001		1267		Hatschek, 1888		-		-		-		0.0016		-		-		-		-		-		-		0.0003		-		-		-		0.4312		-		-		-		-		-		0.0006		-		0.0053		-		0.0006		0.0028		0.2298		0.012		0.0128		0.0025		0.0079		0.0003		-		0.0044		-		-		0.0015		-		0.0096		-		-		0.0022		0.032		-		-		-		-		0.0055		-		-		-		-		-		0.0073		0.0023		-		0.0019		0.6672		-		0.0007		0.0221		-		-		-		0.1967		0.3954		0.9176		-		0.5452		-		0.6624		-		-		-		0.0061		0.0011		0.0067		0.0147		0.0345		0.0115		0.095		-		0.0017		0.0001		0.0076		0.0063		0.0485		-		0.0011		-		-		0.0065		0.0051		0.5238		-		0.0011		0.004		0.007		0.0021		0.0158		0.0126		0.0191		0.0127		0.0041				5.0305

		Chordata		ZD0000		1821		Haeckel, 1874		-		-		0.0183		-		-		-		-		-		-		-		-		-		-		-		-		2.7274		-		0.3137		-		-		-		0.1157		-		0.0623		0.0147		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-				3.2521

		Others		-		-		-		-		0.4994		0.3958		0.4477		0.0595		0.0155		0.0192		0.0137		0.0175		0.0033		0.0021		0.0147		0.0003		0.0202		0.0035		0.0108		0.0007		-		0.0007		0.0018		-		0.0057		0.0487		0.0015		0.0018		0.0192		0.6199		0.0091		0.0006		0.0003		0.0004		-		-		0.0017		-		-		0.0035		0.0065		0.0008		0.0005		0.0045		-		0.0062		0.0043		-		0.0025		0.0090		-		0.0064		-		0.0034		-		-		0.0015		0.0034		-		-		-		-		0.0061		0.0020		0.0294		0.0067		0.0178		0.0108		0.0216		0.0791		0.0361		0.0188		0.0467		0.0267		-		0.0011		0.0512		0.0019		0.0054		0.0146		0.0490		0.0115		0.0101		0.1522		-		0.0100		0.0072		0.0166		0.0192		0.0045		0.0132		0.0057		0.0050		0.0032		0.0097		0.0073		0.0034		0.0011		0.0017		-		0.0096		0.0116		0.0010		0.0702		0.0071		-		0.0031				3.0970

		Total								3.2570		11.0962		38.8886		24.8877		2.6185		6.1350		0.3417		10.6512		1.3517		0.4701		18.4297		15.4683		3.5315		9.8873		30.4268		4.1584		0.0862		9.5152		0.3611		1.2571		1.2385		30.7838		6.3427		0.6649		1.5306		2.2025		7.4310		25.4110		33.9948		0.5567		1.8616		18.5628		23.6262		0.5726		0.2880		0.5353		0.8715		5.8014		1.5719		6.4883		0.5391		0.9442		1.6221		1.5435		0.3636		0.3165		0.2357		0.7791		0.8082		0.4451		0.3913		1.5807		0.3295		0.5653		5.8404		0.6208		0.9086		2.7284		10.0215		21.5404		0.9090		0.7768		1.3412		1.1956		1.6091		1.6193		1.8556		0.4637		27.7495		0.9956		4.5844		2.0324		0.3516		8.8037		0.5577		0.2447		0.5942		18.3859		0.2518		2.0369		0.5538		0.5596		109.5131		0.8054		1.4443		0.9402		0.4082		0.6112		1.0918		1.2273		0.3926		1.4161		1.0661		18.8201		3.5806		0.1543		0.1245		0.3772		0.5002		1.8782		9.7460		0.5192		22.5720		32.9837				702.9238



																																										OTHERS: fragments only 																																																																																																																																																										OTHERS: fragments only 				OTHERS: fragments only 
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Benthic Results Certificate of Analysis 


Certificate Number EP/25/00084 FGBL Job Number F269605 


Job Reference National Grid EGL5 


Prepared For Prepared By 


Craig Barrett  


Fugro GB Limited 


Trafalgar Wharf (Unit 16) 


Hamilton Road 


Portchester 


Portsmouth 


PO6 4PX 


United Kingdom  


Grant Rowe 


Fugro GB Limited 


Trafalgar Wharf (Unit 16) 


Hamilton Road 


Portchester 


Portsmouth 


PO6 4PX 


United Kingdom 


Phone +44 (0) 2392 205558 Phone +44 (0)2392 205 500 


Email c.barrett@fugro.com Email g.rowe@fugro.com 


Web www.fugro.com Web www.fugro.com 


 


Sampling Undertaken By   FUGRO Sampling Date  30/05/2025  -  24/06/2025 


Date of Receipt 
Batch 1: 13/06/25 


Batch 2: 27/06/25 
Date of Analysis  16/06/2025  -  11/10/2025 


Sample Matrix   Macrobenthic BIOMASS 


Method Reference Work Instruction: UK-BEN-TCH-WI-001 Macrobenthic Analysis 


Test Results Please double click on symbol:  


Laboratory Comments 
Samples received at the lab in 2 batches (see Date of Receipt) 


Sample ST189_FB was analysed in place of ST189_FA (split bucket on survey) 


Deviating Codes 
NONE 


 


Authorised Signature 
 


Name Grant Rowe 


Position Principal Biologist/Benthic QC Manager 


Issue Date 16/10/25 


 


 


 
■ Further information on methods of analysis may be obtained from the above address 


■ Opinions and interpretations expressed herein are outside the scope of UKAS accreditation 


■ Sub    indicates subcontracted test results 


■ DS   indicates relevant deviating code applies to test results 


Fugro GB Limited. Incorporated in England No. 1135456 Reg. Office: Fugro House, Hithercroft Road, Wallingford, Oxfordshire, OX10 9RB 



mailto:c.barrett@fugro.com

mailto:g.rowe@fugro.com
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BIOMASS Matrix


			Fugro GB Ltd															SampleID:			ST002_FA			ST004_FA			ST006a_FA			ST007_FA			ST010_FA			ST020_FA			ST026_FA			ST028_FA			ST030_FA			ST033_FA			ST039_FA			ST043_FA			ST047_FA			ST051_FA			ST055_FA			ST059_FA			ST063_FA			ST067_FA			ST071_FA			ST081_FA			ST090_FA			ST097_FA			ST105_FA			ST111_FA			ST118_FA			ST121_FA			ST123_FA			ST125_FA			ST128_FA			ST133_FA			ST139_FA			ST147_FA			ST150_FA			ST154_FA			ST158_FA			ST161_FA			ST163_FA			ST165_FA			ST167_FA			ST169_FA			ST171_FA			ST173_FA			ST175_FA			ST177_FA			ST179_FA			ST181_FA			ST183_FA			ST185_FA			ST187_FA			ST189_FB			ST191_FA			ST193_FA			ST195_FA			ST197_FA			ST199_FA			ST201_FA			ST203_FA			ST205_FA			ST207_FA			ST209_FA			ST211_FA			ST213_FA			ST215_FA			ST217_FA			ST219_FA			ST221_FA			ST223_FA			ST225_FA			ST227_FA			ST229_FA			ST231_FA			ST233_FA			ST235_FA			ST237_FA			ST239_FA			ST241_FA			ST243_FA			ST245_FA			ST249_FA			ST251_FA			ST253_FA			ST255_FA			ST257_FA			ST259_FA			ST261_FA			ST263_FA			ST265_FA			ST267_FA			ST269_FA			ST271_FA			ST273_FA			ST275_FA			ST277_FA			ST279_FA			ST281_FA			ST283_FA			ST285_FA			ST287_FA			ST289_FA			ST291_FA			ST293_FA			ST295_FA			ST297_FA			ST299_FA


			Job Number: F269605															FUG#:			6032			6034			6036			6038			6040			5837			5838			5840			5842			5844			5846			5849			5852			5855			5856			5859			5862			5864			5866			5869			5871			5873			5876			5879			5881			5883			5885			5887			5889			5891			5893			5895			5897			5899			5901			5903			5905			5907			5909			5911			5913			5915			5917			5919			5921			5923			5925			5927			5929			5932			5933			5935			5937			5939			5941			5943			5945			5947			6046			6048			6050			6052			6054			6056			6058			6060			6062			6064			6066			6068			6070			6072			6074			6076			6078			6080			6082			6084			6086			6088			6090			6092			6094			6096			6098			6100			6102			6104			6106			6108			6110			6112			6114			6116			6118			6120			6122			6124			6126			6128			6130			6132			6134			6136


			Survey: National Grid EGL5


			Benthic Fauna BIOMASS Matrix


			Blotted Wet Weight (g)





																					Sample


			Taxon			Qualifier			SDC			AphiaID			Authority			Units			ST002_FA			ST004_FA			ST006a_FA			ST007_FA			ST010_FA			ST020_FA			ST026_FA			ST028_FA			ST030_FA			ST033_FA			ST039_FA			ST043_FA			ST047_FA			ST051_FA			ST055_FA			ST059_FA			ST063_FA			ST067_FA			ST071_FA			ST081_FA			ST090_FA			ST097_FA			ST105_FA			ST111_FA			ST118_FA			ST121_FA			ST123_FA			ST125_FA			ST128_FA			ST133_FA			ST139_FA			ST147_FA			ST150_FA			ST154_FA			ST158_FA			ST161_FA			ST163_FA			ST165_FA			ST167_FA			ST169_FA			ST171_FA			ST173_FA			ST175_FA			ST177_FA			ST179_FA			ST181_FA			ST183_FA			ST185_FA			ST187_FA			ST189_FB			ST191_FA			ST193_FA			ST195_FA			ST197_FA			ST199_FA			ST201_FA			ST203_FA			ST205_FA			ST207_FA			ST209_FA			ST211_FA			ST213_FA			ST215_FA			ST217_FA			ST219_FA			ST221_FA			ST223_FA			ST225_FA			ST227_FA			ST229_FA			ST231_FA			ST233_FA			ST235_FA			ST237_FA			ST239_FA			ST241_FA			ST243_FA			ST245_FA			ST249_FA			ST251_FA			ST253_FA			ST255_FA			ST257_FA			ST259_FA			ST261_FA			ST263_FA			ST265_FA			ST267_FA			ST269_FA			ST271_FA			ST273_FA			ST275_FA			ST277_FA			ST279_FA			ST281_FA			ST283_FA			ST285_FA			ST287_FA			ST289_FA			ST291_FA			ST293_FA			ST295_FA			ST297_FA			ST299_FA						Total [N]


			CNIDARIA						D0001			1267			Hatschek, 1888			Biomass (grams)			-			-			-			0.0016			-			-			-			-			-			-			0.0003			-			-			-			0.4312			-			-			-			-			-			0.0006			-			0.0053			-			0.0006			0.0028			0.2298			0.0120			0.0128			0.0025			0.0079			0.0003			-			0.0044			-			-			0.0015			-			0.0096			-			-			0.0022			0.0320			-			-			-			-			0.0055			-			-			-			-			-			0.0073			0.0023			-			0.0019			0.6672			-			0.0007			0.0221			-			-			-			0.1967			0.3954			0.9176			-			0.5452			-			0.6624			-			-			-			0.0061			0.0011			0.0067			0.0147			0.0345			0.0115			0.0950			-			0.0017			0.0001			0.0076			0.0063			0.0485			-			0.0011			-			-			0.0065			0.0051			0.5238			-			0.0011			0.0040			0.0070			0.0021			0.0158			0.0126			0.0191			0.0127			0.0041						5.0305


			ANNELIDA						P0001			882			Lamarck, 1802			Biomass (grams)			2.5952			0.0884			4.1614			2.8805			1.2450			2.9809			0.0562			1.9782			0.1866			0.1222			0.1432			0.2848			1.0998			0.2039			0.0949			0.3038			0.0505			0.2980			0.2030			0.3211			0.3000			0.0941			4.0404			0.2357			1.3614			1.2865			2.2934			0.3352			0.4185			0.5245			0.1094			0.2639			0.2278			0.3883			0.1161			0.2751			0.5857			0.1099			0.1700			0.2163			0.3844			0.2545			0.2426			0.1316			0.0911			0.1467			0.1333			0.4808			0.1207			0.0902			0.1539			0.0610			0.1414			0.0981			0.1117			0.0988			0.0976			0.1293			0.7723			0.2461			0.4993			0.3272			0.1656			0.2746			0.1672			0.5555			0.4747			0.3104			0.1343			0.1796			0.6559			0.2769			0.1016			0.1220			0.3923			0.0972			0.2264			0.1589			0.0386			0.2198			0.1705			0.1219			0.4220			0.6237			0.2383			0.0576			0.0716			0.0856			0.1947			0.1706			0.2575			0.1561			0.4189			0.2227			0.3376			0.0159			0.0311			0.2361			0.2736			0.0931			0.0258			0.2897			0.2791			0.0620						46.8696


			ARTHROPODA						Q0000			1065			Gravenhorst, 1843			Biomass (grams)			0.0240			0.0708			0.2195			0.5794			0.0384			0.3944			0.0279			0.1598			0.0238			-			-			0.0284			0.1926			0.0033			0.0009			0.0366			0.0099			0.0016			0.0221			0.0510			0.0338			0.0369			0.3340			0.0988			0.0637			0.8018			2.4298			0.0258			0.0058			0.0095			0.0401			0.0398			0.0095			0.0098			0.0443			0.0339			0.0110			0.0060			0.0516			6.1644			0.0202			0.0583			0.0273			0.0110			0.0277			0.0128			0.0164			0.0306			0.0318			0.0110			0.0094			0.0048			0.0074			0.0103			0.0222			0.0076			0.0154			0.0085			0.0038			0.0139			0.0148			0.0259			0.0117			0.0256			0.0063			0.0265			0.0192			0.0050			0.0290			0.0242			0.0091			0.0050			0.0075			0.0244			0.0054			0.0107			0.0064			0.0028			0.0038			0.0177			0.0111			0.0076			0.0075			0.0102			0.0116			0.0057			0.0062			0.0124			0.0144			0.0239			0.0249			0.0113			0.0167			0.0169			0.0157			0.0083			0.0023			0.0043			0.0021			0.0049			0.0190			0.0109			0.0194			0.0126						13.0460


			MOLLUSCA						W0001			51			-			Biomass (grams)			0.6378			10.3392			33.1980			20.9747			1.2747			2.7285			0.2384			8.0810			0.8976			0.1802			18.2592			15.0328			2.1954			9.6037			29.8455			0.9805			0.0070			8.8262			0.1333			0.8286			0.5782			30.5314			1.8239			0.2362			0.0758			0.0813			1.7736			5.6864			3.7853			0.0173			0.5045			0.1519			0.3348			0.1510			0.0521			0.1996			0.2600			0.4059			0.2332			0.0411			0.0713			0.5214			1.0064			0.2680			0.1203			0.0814			0.0574			0.2431			0.6041			0.3283			0.1597			0.0518			0.0678			0.3419			0.0899			0.1338			0.4466			1.7877			1.5672			0.1122			0.0473			0.1662			0.7648			0.6834			0.9807			0.2090			0.1789			0.0327			0.0106			0.4696			0.0501			1.6323			0.1537			0.1921			0.1060			0.0223			0.2687			1.1151			0.1360			1.7362			0.0743			0.3938			109.0474			0.1254			0.0150			0.7852			0.1840			0.0973			0.6358			0.4732			0.0485			1.0918			0.1770			17.9264			3.0776			0.0997			0.0659			0.0062			0.0130			0.1086			0.0972			0.0534			0.1603			0.9642						363.9230


			ECHINODERMATA						ZB0001			1806			Klein, 1778			Biomass (grams)			-			0.0984			0.8956			0.0038			0.0009			0.0157			-			0.4185			0.2262			0.1644			0.0249			0.1076			0.0434			0.0562			0.0508			0.0993			0.0181			0.0757			0.0020			0.0546			0.3259			-			0.0904			0.0304			0.0126			0.0109			0.0845			19.3425			29.7718			0.0026			1.1993			18.1069			23.0541			0.0174			0.0755			0.0267			0.0098			5.2731			1.1067			0.0660			0.0587			0.1078			0.3076			1.1286			0.1245			0.0731			0.0196			0.0191			0.0452			0.0156			0.0649			1.4631			0.1129			0.1062			5.6109			0.3806			0.3471			0.1357			7.6782			21.1614			0.3235			0.2281			0.3924			0.1942			0.2474			0.4113			0.1861			0.0795			27.0116			0.2755			3.1802			0.1182			0.0877			8.4140			0.0460			0.1080			0.0714			17.0454			0.0274			0.0416			0.0507			0.0363			0.0245			0.0388			1.1552			0.0662			0.0934			0.4027			0.2401			0.5546			0.0585			0.1407			0.4411			0.1269			0.1486			0.0276			0.0212			0.1140			0.1978			1.6548			9.5212			0.1390			22.1005			31.9377						267.7056


			CHORDATA						ZD0000			1821			Haeckel, 1874			Biomass (grams)			-			-			0.0183			-			-			-			-			-			-			-			-			-			-			-			-			2.7274			-			0.3137			-			-			-			0.1157			-			0.0623			0.0147			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-			-						3.2521


			OTHERS						-			-			-			Biomass (grams)			-			0.4994			0.3958			0.4477			0.0595			0.0155			0.0192			0.0137			0.0175			0.0033			0.0021			0.0147			0.0003			0.0202			0.0035			0.0108			0.0007			-			0.0007			0.0018			-			0.0057			0.0487			0.0015			0.0018			0.0192			0.6199			0.0091			0.0006			0.0003			0.0004			-			-			0.0017			-			-			0.0035			0.0065			0.0008			0.0005			0.0045			-			0.0062			0.0043			-			0.0025			0.0090			-			0.0064			-			0.0034			-			-			0.0015			0.0034			-			-			-			-			0.0061			0.0020			0.0294			0.0067			0.0178			0.0108			0.0216			0.0791			0.0361			0.0188			0.0467			0.0267			-			0.0011			0.0512			0.0019			0.0054			0.0146			0.0490			0.0115			0.0101			0.1522			-			0.0100			0.0072			0.0166			0.0192			0.0045			0.0132			0.0057			0.0050			0.0032			0.0097			0.0073			0.0034			0.0011			0.0017			-			0.0096			0.0116			0.0010			0.0702			0.0071			-			0.0031						3.0970





			Total Biomass (g)																		3.2570			11.0962			38.8886			24.8877			2.6185			6.1350			0.3417			10.6512			1.3517			0.4701			18.4297			15.4683			3.5315			9.8873			30.4268			4.1584			0.0862			9.5152			0.3611			1.2571			1.2385			30.7838			6.3427			0.6649			1.5306			2.2025			7.4310			25.4110			33.9948			0.5567			1.8616			18.5628			23.6262			0.5726			0.2880			0.5353			0.8715			5.8014			1.5719			6.4883			0.5391			0.9442			1.6221			1.5435			0.3636			0.3165			0.2357			0.7791			0.8082			0.4451			0.3913			1.5807			0.3295			0.5653			5.8404			0.6208			0.9086			2.7284			10.0215			21.5404			0.9090			0.7768			1.3412			1.1956			1.6091			1.6193			1.8556			0.4637			27.7495			0.9956			4.5844			2.0324			0.3516			8.8037			0.5577			0.2447			0.5942			18.3859			0.2518			2.0369			0.5538			0.5596			109.5131			0.8054			1.4443			0.9402			0.4082			0.6112			1.0918			1.2273			0.3926			1.4161			1.0661			18.8201			3.5806			0.1543			0.1245			0.3772			0.5002			1.8782			9.7460			0.5192			22.5720			32.9837						702.9238





																																																																					OTHERS: fragments only 																																																																																																																																																																																																																																							OTHERS: fragments only 						OTHERS: fragments only 

















g.rowe

File Attachment

F269605 National Grid EGL5_BIOMASS_FINAL (01)_protected.xlsx







APPENDIX A DEVIATING SAMPLE - CRITERIA 


UK-BEN-TCH-TP-003 | Benthic Results Certificate of Analysis | Issue 03 


Page 2 of 2 This document is uncontrolled once printed or downloaded and may not reflect the latest version. 


Code and Criteria Description Reporting Comment 


DS1 - Damaged container(s) or 


packaging 


Sample received in a damaged container which may have resulted 


in contamination or loss of integrity of the sample. 


Sample was received in a damaged container. The results reported may not 


be representative of the sample at the time of sampling. 


DS2 - Unsuitable container 
Sample received in an unsuitable container that is known to have 


an effect on the analysis. 


Sample was received in an unsuitable container. The results reported may not 


be representative of the sample at the time of sampling. 


DS3 - Incorrect or no sample 


preservation 


Sample received with no preservative, an incorrect preservative, or 


in a condition which indicates inappropriate sample storage, 


where specific criteria are referenced in the method. 


Sample was received in a condition unsuitable for the test. The results reported 


may not be representative of the sample at the time of sampling. 


DS4 - Missing date /time details 
Sample date/time details were not recorded at time of sampling 


or not provided to the laboratory.  


Sampling date/time was not provided and therefore assessment of sample 


stability cannot be made. The test results may have been compromised. 


DS5 - Error in sample labelling/ 


details 


Sample information is missing, unreadable, conflicting or incorrect. 


Analysis was undertaken but traceability of results cannot be 


guaranteed against sample location. 


Incorrect/incomplete sample details have been provided. The traceability of 


results may have been compromised. 


DS6 - Sample received outside 


holding time 


The date and time information provided with the sample indicate 


the sample was received at the laboratory outside of the holding 


time. 


Sample was received outside analysis holding time. The results reported may 


not be representative of the sample at the time of sampling. 


DS7 - Analysis commenced after 


holding time 


Sample received at the laboratory within its holding time but an 


analytical issue led to delay in commencement of analysis which 


exceeded the holding time. 


The holding time expired prior to analysis being undertaken. The results 


reported may not be representative of the sample at the time of sampling. 


DS8 - Insufficient analysis 


material 


Insufficient material received which meant that analysis could not 


be undertaken, or the analysis could not be carried out in 


accordance with the method. 


Insufficient sample material was received. The test results may not be 


representative of the sample at the time of sampling.  


DS9 - Sample contamination 


Sample was received in a satisfactory condition but cross-


contamination has occurred due to an analytical issue which has 


resulted in loss of sample integrity. 


The sample integrity may have been compromised due to an analytical issue. 


The results reported may not be representative of the sample at the time of 


sampling and are outside the scope of UKAS accreditation. 


Note: when it is agreed with the client that a deviating sample should not be tested, then the report should state “Sample not analysed” and the relevant deviating sample code 


recorded. 
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Seawater Environmental DNA 

(eDNA) 
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H.1 Marine Water Sample eDNA – Vertebrates 

Click on icon to open the files for marine water sample eDNA vertebrate analyses 

 
Appendix H.1 Marine Water Sample 

eDNA – Vertebrates 

H.2 Marine Water Sample eDNA – Fish 

Click on icon to open the files for marine water sample eDNA fish analyses 

 
Appendix H.2 Marine Water Sample 

eDNA – Fish 

H.3 Marine Water Sample eDNA – Invertebrates 

Click on icon to open the files for marine water sample eDNA invertebrate analyses 

 
Appendix H.3 Marine Water Sample 

eDNA – Invertebrates 

 

 


Species Data Table Percentages



		Species Data Table Percentages

		NMSeqID		Sequence		Kingdom		Phylum		Class		Order		Family		Genus		Species		Common Name		IUCN Threat Status		Target Status		Invasive		Comments		Number of samples in which OTU occurs		ST010_WS_BOT		ST010_WS_TOP		ST20 WS_BOT		ST20 WS_TOP		ST30 TOP		ST030_BOTTOM		ST063 WS_TOP		ST097_BOT		ST097_TOP		ST111 WS_BOT		ST111 WS_TOP		ST125 WS_BOT		ST125_TOP		ST139_WS_BOT		ST139_WS_TOP		ST150_BOT		ST150_TOP		ST165_BOT		ST165_TOP		ST175 WS_BOT		ST175 WS_TOP		ST185_WS_BOT		ST185_WS_TOP		ST195_BOT		ST195_TOP		ST205_WS_BOT		ST205_WS_TOP		ST215 WS BOT		ST215_WS_TOP		ST225 WS BOT		ST235 TOP		ST235_WS_BOT		ST245 WS_BOT		ST255 TOP		ST255_WS_BOT		ST265 WS_TOP		ST265_WS_BOT		ST275_BOT		ST275_TOP		ST285_WS_BOT		ST285_WS_TOP		ST295 WS_TOP		ST295_WS_BOT		TOP ST245		TOP_ST225

		IM-A14A2I		ACTATGCACAGCCCTAAACTTTGATAGAACTTTACACTTTCTATCCGCCTGGGTACTACAAGCCCCAGCTTAAAATCCAAAGGACTTGGCGGTGCTTTAGACCCAC		Animalia		Chordata		Actinopterygii		Beloniformes		Belonidae		Belone		Belone belone		Garfish		LC		Target						1		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6M6ZY5		ACTATGCCCTGCCGTAAACTTAGATGTTTTAGTACAAAAAATATCCGCCCGGGAACTACGAGCGCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTCAGACCCCC		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae		Sardina		Sardina pilchardus		European Pilchard		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		1		-		-		-		-		-		-		-		-		1.48		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-86PMO8		ACTATGCCCCGCCGTAAACTTAGATATATTAGTACAACAAATATCCGCCCGGGAACTACGAGCGCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTCAGACCCCC		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae										Target						32		0.75		26.20		16.08		35.86		-		-		0.63		-		2.52		17.33		37.69		7.20		20.27		1.39		5.93		0.13		9.85		6.19		1.01		0.12		6.28		39.67		58.28		-		-		4.91		4.98		1.00		4.30		9.56		-		10.42		-		0.15		1.76		-		-		-		-		-		6.34		27.75		-		0.47		12.55

		IM-YH4OQ6		ACTATGCCCCGCCGTAAACTTAGATATATTAGTACAAAAAATATCCGCCCGGGAACTACGAGCGCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTCATATCCTT		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae										Target						14		-		0.05		0.07		0.87		-		-		-		-		-		0.08		-		-		-		-		-		-		0.03		-		-		-		0.05		0.84		0.10		-		-		-		0.07		-		0.03		-		-		0.15		-		-		-		-		-		-		-		-		0.06		0.05		-		-		0.05

		IM-W8EF51		ACTATGTATGGTCGTTAACATTGATGGTTTTATACCTAAATCATCCGCCTGGGAACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus		Trisopterus esmarkii		Norway Pout		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		5		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.44		-		1.93		-		1.34		-		-		-		-		0.75		-		-		-		-		-		-		-		-		-		-

		IM-KVD304		ACTATGTATGGTCGTTAACATTGATGATTTTATACCCAAATCATCCGCCCGGGAACTACGAGCGATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus		Trisopterus minutus		Poor Cod				Target						10		-		-		6.85		0.98		-		-		-		-		6.11		-		-		-		-		-		-		-		-		1.49		0.05		0.35		-		-		-		-		-		-		-		0.07		-		0.48		-		0.15		-		-		-		-		-		-		-		-		-		-		3.01		-		-

		IM-1C6G4M		ACTATGTATGGTCGTTAACATTGATGATTTTATACCCGAATCATCCGCCTGGGAACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus								Target						9		-		2.07		-		-		0.61		0.34		6.72		4.50		0.99		-		-		-		-		-		-		-		-		-		-		1.42		-		1.29		-		-		-		-		-		-		-		0.29		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O4H5L4		ACTATGTATGGTCGTTAACATTGATGGTTTTATACCCAAACCATCCGCCTGGGGACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae										Target						40		-		3.14		13.55		18.15		29.85		61.23		14.76		5.45		2.35		10.21		0.16		13.58		6.57		8.34		2.52		19.34		2.45		25.95		4.69		2.34		10.40		15.15		3.50		73.17		-		55.20		-		37.86		7.01		58.16		13.18		38.00		53.41		0.22		59.33		-		52.60		67.70		0.40		74.42		15.04		-		52.89		3.47		0.23

		IM-GY73AR		ACTATGTATGGTCGTTAACATTGATGGTTTTATACCCAAACCATCCGCCTGGGAACTACGAGCAGTAGCTTAAAACCCAAAGGACTTGGCGGTGCTTCATATCCTT		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae										Target						20		-		-		0.04		0.20		-		-		0.03		-		-		-		-		-		-		-		-		0.03		-		-		-		-		0.05		0.17		-		1.17		-		0.04		-		0.17		0.03		0.03		0.12		0.39		0.11		-		0.14		-		0.15		0.15		-		2.31		0.08		-		0.03		-		-

		IM-OP488T		ACTATGTATGGTCGTTAACATCGATGATTCGATACCCAAATCATCCGCCCGGGTAATACGAGCATTAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Ciliata		Ciliata mustela		Fivebeard Rockling		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		26		-		-		1.54		-		-		-		-		1.14		0.87		-		-		1.80		-		-		0.68		-		4.75		1.37		1.07		0.51		15.25		2.44		9.19		0.36		-		0.35		4.20		0.93		16.15		-		-		-		-		63.77		2.26		60.02		-		2.70		12.37		1.40		4.36		0.05		-		-		57.28

		IM-9Y9I7L		ACTATGTATGGTCGTTAACATCGATGATTCAATACCCTAATCATCCGCCCGGGTAATACGAGCATTAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Enchelyopus		Enchelyopus cimbrius		Fourbeard Rockling		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		14.28		-		7.00		-		0.23		-		0.40		-		-		-		-		-		-		0.28		-		0.05		-		-		6.96		-		9.87		-		-		-		0.29

		IM-SOU344		ACTATGCTTAGCCCTAAACATCGATAGCGCACTACACCTGCTATCCGCCTGGGAACTACGAGCATCAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae		Ammodytes								Target						17		-		-		1.12		2.74		20.10		3.36		29.13		6.96		6.38		9.30		15.73		33.36		51.02		43.07		0.18		8.15		0.57		-		0.15		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6A4A64		ACTATGCCTAGCCCTAAACATCGATAGCACAACACCCCTGCTATCCGCCCGGGAACTACGAGCACCAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae		Gymnammodytes		Gymnammodytes semisquamatus		Smooth Sandeel		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		5		-		-		-		-		-		-		5.53		2.40		2.39		0.12		-		1.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J2G143		ACTATGCCTAGCCCTGAACATCGATAGCACAACACCCCTGCTATCCGCCCGGGAACTACGAGCACCAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae		Gymnammodytes								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		5		-		-		-		-		-		1.02		0.05		0.04		0.08		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-CJC655		ACTATGCCTAGCTGTAAACCCTGGTAGAATATAACAGTCTACCCGCCCGAGTACTACGAGTAAGTAACTTGAAACTCAAAAGACCTGGCGGTACTTTATAACCC		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus		Callionymus lyra		Common Dragonet		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		33		98.60		9.90		26.30		19.23		29.77		24.66		18.23		32.40		33.60		20.74		6.16		13.80		4.14		10.43		0.97		21.46		0.45		2.16		0.64		0.94		8.34		1.88		0.87		2.19		-		1.67		-		14.89		-		9.59		-		-		5.83		-		2.28		-		3.08		1.62		-		1.88		-		-		2.96		-		-

		IM-DT827L		ACTATGCCTAGCCGTAAACCCTGGTAGACTATAACAATCTGCCCGCCCGAGTACTACGAGTAAGTAACTTGAAACTCAAAAGACCTGGCGGTACTTTATAATTT		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.15		-		1.55		-		-		4.62		-		0.60		-		-		-		-		-		-		-		-		-		-

		IM-W30CD0		ACTATGCTTAGCCTTAAACATTGATTATTTATTACATCAAACATCCGCCCGGGTATTACGAACATTAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Carangidae		Trachurus		Trachurus trachurus		Atlantic Horse Mackerel		VU		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		3		-		-		-		-		-		-		-		3.68		0.09		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-83V9L7		ACTATGCCTAGCCTTAAACAAAAGTGACTATTTACACCCCCGCTTGCCAGGGAACTACGAGCCCTAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Buenia								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		2.06		-		-		-		-		-		-		-		0.89		-		-		-		0.90		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M9XN31		ACTATGCCTAGCCCTAAACAATAGTAGCACCTCATGCCCGCCACTTGCCAGGAGACTACAAGCCCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Crystallogobius		Crystallogobius linearis		Crystal Goby		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KX703P		ACTATGCCTAGCCGTAAACAAAAGTGACTAACTCACACCACCTCGCTTGCCAGGGGACTACGAGCCCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Gobiusculus		Gobiusculus flavescens		Two-Spotted Goby		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		3		-		-		3.90		-		-		1.88		-		-		2.78		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7CW88I		ACTATGCCTAGCCGTAAACAAAAGTGACTAACCTACACCACCTCGCTTGCCAGGGAACTACGAGCCCCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Pomatoschistus								Target						10		0.65		42.03		-		-		-		-		-		-		-		-		-		1.59		-		-		-		-		-		4.88		-		-		-		1.10		-		-		-		-		-		0.98		-		-		-		-		-		-		0.47		-		2.11		6.33		-		1.50		-		-		-		-		-

		IM-YM774Z		ACTATGCTTAGCCGTAAACATTGATAGTACAGTACATCTACTATCCGCCCGGGTACTACGAGCACCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Labridae		Labrus								Target						1		-		-		-		-		-		-		-		3.87		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2B48R7		ACTATGCTTAGCCTTAAACATAGACAGTTGCTTATTCCCACTGTCCGCCAGGGTACTACGAGCATTAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGACCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Moronidae		Dicentrarchus		Dicentrarchus labrax		European Seabass		LC		Target						1		-		-		4.34		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5W0Q6F		ACTATGCCTAGCCCTAAACATTGATAGTATTATACACCCACTATCCGCCTGGGAACTACGAGCATTAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Pholidae		Pholis		Pholis gunnellus		Rock Gunnel				Target						9		-		-		9.25		16.86		0.29		1.50		-		1.61		2.06		1.01		-		0.75		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4ES1Y0		ACTATGCCTAGCCGTAAACATTGATAGAATTATACACCCTTCTATCCGCCTGGATATTACGAGCATTAGCTTGAAACCCAAAGGACTTGGCGGTACTTTAGATCCCC		Animalia		Chordata		Actinopterygii		Perciformes		Scombridae		Scomber		Scomber scombrus		Atlantic Mackerel		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		42		-		-		0.05		0.29		0.66		0.44		-		3.09		3.29		0.53		3.02		0.10		0.79		4.21		6.15		4.60		7.94		18.53		12.36		82.06		31.88		5.90		15.91		6.40		47.48		11.29		54.02		8.68		53.84		4.86		31.26		15.36		14.12		16.47		12.93		39.93		8.59		9.55		33.94		9.14		33.19		72.14		13.16		89.10		17.62

		IM-1T82Z8		ACTATGCCTAGCCGTAAACATTGATAGAATTTTACACCCTCTATCCGCCTGGGTACTACGAGCATTAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGACCCCC		Animalia		Chordata		Actinopterygii		Perciformes		Scombridae		Thunnus								Target						1		-		-		-		1.94		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-CO6Z7Z		ACTATGCTTAGCCTTAAACATTGATAGTTTAATACACCACACTATCCGCATGGAAACTACGAGCATCAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTACACCCAC		Animalia		Chordata		Actinopterygii		Perciformes		Trachinidae		Echiichthys		Echiichthys vipera		Lesser Weever				Target						19		-		1.89		3.11		-		8.46		1.24		2.78		20.56		16.59		16.83		21.61		10.71		5.04		16.82		77.79		31.84		66.09		11.80		68.77		7.51		-		0.55		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-33YQ7B		ACTATGCTTAGCCCTAAACATCGATTGCACAATACACTCCATATCCGCCCGGGGATTATGAACGTCAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Hippoglossoides		Hippoglossoides platessoides		American Plaice		EN		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		6		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.83		-		0.31		-		1.95		-		-		-		0.57		-		-		0.15		-		0.13		-		-		-		-		-		-		-		-

		IM-9X37KI		ACTATGCTTAGCCCTAAACATCGATTGCATCATACACTCCATATCCGCCCGGGAATTATGAACGTCAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Limanda		Limanda limanda		Common Dab		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		21		-		0.51		0.07		0.12		0.39		-		-		0.38		0.92		0.14		-		0.88		-		0.95		0.16		-		0.13		-		-		-		-		0.48		-		0.10		-		0.68		-		1.26		-		-		-		2.88		0.28		-		-		-		-		2.43		-		0.14		-		-		1.38		0.06		-

		IM-43C8IX		ACTATGCTTAGCCCTAAACATCGATTGCACCATACACTCTATATCCGCCCGGGAATTATGAACGTCAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Microstomus		Microstomus kitt		Lemon Sole		LC		Target						20		-		-		-		-		-		-		-		-		-		-		-		-		-		0.49		0.33		-		0.25		1.73		3.62		0.22		1.25		0.09		0.46		0.99		-		-		-		0.54		-		0.63		-		8.56		1.93		-		0.84		-		1.47		1.55		18.56		-		-		-		1.67		1.26		-

		IM-8PW24U		ACTATGCTTAGCCCTAAACATCGATTGCACCATACACTCCATATCCGCCCGGGAATTATGAACGTCAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae										Target						35		-		2.52		0.06		0.73		4.00		1.84		6.69		2.78		3.27		6.42		12.08		4.53		1.47		7.67		1.25		5.24		1.22		15.11		1.09		1.47		0.12		1.81		0.96		2.26		-		4.40		-		0.75		-		2.60		-		4.07		5.05		-		5.25		-		6.49		5.22		-		3.33		0.04		-		4.96		0.08		-

		IM-BRP44X		ACTATGCTTAGCCCTAAACATAGATTTAATGACCCCATTAAATCCGCCAGGAAATTACGAACATTAGTTTAAAACCCAAAGGACTTGGCGGTGCCTTATACCCCC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Scophthalmidae		Phrynorhombus		Phrynorhombus norvegicus		Norwegian Topknot		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2B0OO7		ACTATGCTTAGCCCTAAACATCGATTTAATTGCCCTATTAAATCCGCCCGGGAATTACGAACATAAGTTTAAAACCCCAAGGACTTGGCGGTGCTTTATATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Scophthalmidae		Scophthalmus		Scophthalmus maximus		Turbot		LC		Target						3		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.15		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9HDP37		ACTATGCTTAGCCCTAAACATTGATTTTTAACAATATCCGCCCGGGTACTACAAACGTAAGTTTAAAACCCAAAGGACTTGGCGGCGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Soleidae		Buglossidium		Buglossidium luteum		Solenette		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		4		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		0.10		0.11		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WV7K83		ACTATGCTTAGCCATAAACATCGATCTTTACACAAAAATCCGCCCGGGAACTACAAACACGAGTTTAAAACCCAAAGGACTTGGCGGTGCTTAACATCCAC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Soleidae		Solea		Solea solea		Common Sole		DD		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		16		-		10.36		2.13		-		-		0.39		-		3.15		6.71		0.33		-		1.07		-		0.58		0.15		2.03		0.75		-		1.12		1.23		-		-		-		1.57		-		-		-		-		-		-		-		0.93		-		-		-		-		-		-		-		-		-		-		0.41		-		-

		IM-A4CS64		ACTATGCTTAGCCTCAAACATCGAATGAACTTAACCATTTCATTCCGCCCGGGAATTACGGACACCAGTCTAAAAACCAAAGGACTTGGCGGTGCTTTAAACCCCC		Animalia		Chordata		Actinopterygii		Pleuronectiformes												Target						5		-		-		-		-		-		-		-		-		-		-		-		-		0.06		0.13		0.15		-		0.07		0.21		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0V5LY3		ACTATGCCTAGCCGTAAACTTTGATGGAAACATACAACTGACATCCGCCAGGGGACTATAAGCGCCAGCTTAAAACCCAAAGGACTTGGCGGTGCCTCAGACCCAC		Animalia		Chordata		Actinopterygii		Salmoniformes		Salmonidae		Salmo		Salmo salar		Atlantic Salmon		NT		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		2		-		-		-		1.38		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		3.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W753ST		ACTATGCCTAGCCCTAAACATTGATAGTACTATACACTCACTATCCGCCCGGGAACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Agonidae		Agonus		Agonus cataphractus		Hooknose		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		3		-		-		1.07		-		-		-		-		1.41		-		-		-		0.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X61K69		ACTATGCCTAGCCCTAAACATTGATGGTACTATACACCCCCCATCCGCCCGGGAACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cottidae		Micrenophrys		Micrenophrys lilljeborgii		Norway Bullhead		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		2.81		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2Q9OD0		ACTATGCCTAGCCCTAAACATTGATAGTATTATACACCCACTATCCGCCCGGGAACTACGAGCAATAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cottidae										Target						8		-		-		7.43		-		-		1.92		15.01		4.06		2.11		2.14		-		-		1.25		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-56XF9X		ACTATGCCTAGCCATAAACATTGATAGTATTTTACACCCACTATCCGCCCGGGTACTACGAGCAACAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cyclopteridae		Cyclopterus		Cyclopterus lumpus		Lumpsucker				Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.33		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0GK601		ACTATGCCTAGCCATAAACATTGATAGCACACCACCCCCGCTATCCGCCAGGGAACTACGAGCAACAGCTTAAAACCCAAAGGACTTGGCGGTGCTTTAGACCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Liparidae		Liparis								Target						1		-		-		-		-		-		-		-		2.51		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2Y1M3B		ACTATGCCTAGCCCTAAACATTGATAGTACTCTACACCCACTATCCGCCCGGGAACTACGAGCATCAGCTTGAAACCCAAAGGACTTGGCGGTGCTTTAGATCCAC		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Triglidae										Target						29		-		1.27		-		0.55		-		-		0.04		-		3.59		-		-		8.86		0.02		3.62		3.28		-		0.47		8.40		5.04		1.79		-		21.74		2.74		5.16		28.43		19.32		6.72		19.25		11.40		9.55		-		12.45		14.66		-		12.25		-		24.56		2.75		-		2.69		-		-		19.52		0.44		-

		IM-V99L52		ACTATGCCTGGCCCTAAATCTTGATACTTACCCTACCGAAGTATCCGCCAGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCTAAACCCAC		Animalia		Chordata		Aves		Anseriformes		Anatidae										Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		18.49		-		-		-		-		-		-		-		-		-		-		-

		IM-7XW7B5		ATTATGCCTAGCCCTAAATCTTGATGCTTACCACACCAAAGCATCCGCCTGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCTCCAAACCCAC		Animalia		Chordata		Aves		Charadriiformes		Alcidae		Alca		Alca torda		Razorbill		LC		Target						2		-		-		-		-		-		-		0.39		-		0.46		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7N0TE4		ATTATGCCTAGCCCTAAATCTTGATGCTTACCACACTAAAGCATCCGCCGGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCTAAACCCAC		Animalia		Chordata		Aves		Charadriiformes		Alcidae		Uria		Uria aalge		Common Guillemot		LC		Target						3		-		-		-		-		-		-		-		-		-		2.59		-		-		-		-		0.12		-		-		-		0.26		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I131M2		ACTATGCCTAGCCCTAAATCTCGATGCTTGCCGTACCAAAGCATCCGCCCGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCAAACCCAC		Animalia		Chordata		Aves		Charadriiformes		Laridae										Target						6		-		-		-		-		3.42		-		-		-		-		-		-		-		-		2.30		-		-		-		-		-		-		-		-		-		2.36		3.14		-		-		-		-		-		-		3.54		-		-		-		-		-		-		-		-		-		-		-		0.06		-

		IM-352H4W		ACTATGCCTGGCCCTAAATCTTGATGCTCTATATAACCAAAGCATCCGCCTGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCAAACCCAC		Animalia		Chordata		Aves		Columbiformes		Columbidae										Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		2.43		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08

		IM-ED3516		ACTATGCCTGGCCCTAAATCTTGATGCTCTATGCTACCTGAGCATCCGCCCGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGTCCCAAACCCCC		Animalia		Chordata		Aves		Passeriformes		Corvidae										Target						1		-		-		-		-		-		-		-		-		-		-		-		-		9.38		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4OBE86		ACTATGCCTGGCCCTAAATCTTGATGCTCGATCTTACCGGAGCATCCGCCCGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCAAACCCAC		Animalia		Chordata		Aves		Passeriformes												Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		5.01		-

		IM-72PW6S		ACTATGCTTAGCCCTAAACATAAATAATTCACGTAACAAAATTATTCGCCAGAGAACTACTAGCAACAGCTTAAAACTCAAAGGACTTGGCGGTGCTTCACACCCCT		Animalia		Chordata		Mammalia		Carnivora		Phocidae										Target						6		-		-		0.08		0.08		0.10		0.20		-		-		-		-		-		-		-		-		0.07		0.94		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5PAQA7		ATTATGCTTAGCCGTAAACCCTAGTAGTCACAAAAACAAGACTATTCGCCAGAGTACTACTAGCAACAGCCTAAAACTCAAAGGACTTGGCGGTGCTTCATATCCCT		Animalia		Chordata		Mammalia		Cetacea		Balaenopteridae		Balaenoptera		Balaenoptera acutorostrata		Common Minke Whale		LC		Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.47		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.50		-		-		-		-		-

		IM-940NEE		ACTATGCTTAGTCGTAAACTTAAATAGTCCTAAAACAAGACTATTCGCCAGAGTACTATCGGCAACAGCCCAAAACTCAAAGGACTTGGCGGTGCTTCATATCCTT		Animalia		Chordata		Mammalia		Cetacea		Delphinidae										Target						11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		3.81		-		-		-		-		-		0.02		-		0.07		0.13		25.68		1.14		-		-		50.43		-		-		0.32		-		-		-		-		3.94		-		15.29		-		-		-		1.20

		IM-IJ2L15		ACTATGCCTAGTCGTAAACCTAAATAGTCCTAAAACAAGACTATTCGCCAGAGTACTATCGGCAACAGCCCAAAACTCAAAGGACTTGGCGGTGCTTCATATCCTT		Animalia		Chordata		Mammalia		Cetacea		Phocoenidae		Phocoena		Phocoena phocoena		Harbour Porpoise		LC		Target						21		-		-		-		-		2.34		-		-		-		1.38		12.16		3.54		-		-		-		-		-		-		-		-		-		12.10		6.90		0.84		-		20.65		0.38		3.60		8.41		4.12		0.45		5.01		2.52		-		0.29		-		-		0.83		-		23.84		-		15.73		-		-		0.06		10.69

		IM-65N0K1		ATTATGCTTAGCCGTAAACCCTAGTAGTCATAAAAACAAGACTATTCGCCAGAGTACTACTAGCAACAGCCTAAAACTCAAAGGACTTGGCGGTGCTTCATATCCCT		Animalia		Chordata		Mammalia		Cetacea												Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		4.65		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.97		-		-		-		-		-		-		-		-		-		-

		IM-73K33C		ACTATGCTTAGTCGTAAACCTAAATAGTCACAAAACAAGACTATTCGCCAGAGTACTACTGGCAACAGCCTAAAACTCAAAGGACTTGGCGGTGCTTCATATCCCT		Animalia		Chordata		Mammalia		Cetacea												Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.89		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.68		-		-		-		-		-
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Species Data Table Percentages



		Species Data Table Percentages

		NMSeqID		Sequence		Kingdom		Phylum		Class		Order		Family		Genus		Species		Common Name		IUCN Threat Status		Target Status		Invasive		Comments		Number of samples in which OTU occurs		ST010_WS_BOT		ST010_WS_TOP		ST20 WS_BOT		ST20 WS_TOP		ST30 TOP		ST030_BOTTOM		ST063 WS_TOP		ST097_BOT		ST097_TOP		ST111 WS_BOT		ST111 WS_TOP		ST125 WS_BOT		ST125_TOP		ST139_WS_BOT		ST139_WS_TOP		ST150_BOT		ST150_TOP		ST165_BOT		ST165_TOP		ST175 WS_BOT		ST175 WS_TOP		ST185_WS_BOT		ST185_WS_TOP		ST195_BOT		ST195_TOP		ST205_WS_BOT		ST205_WS_TOP		ST215 WS BOT		ST215_WS_TOP		ST225 WS BOT		ST235 TOP		ST235_WS_BOT		ST245 WS_BOT		ST255 TOP		ST255_WS_BOT		ST265 WS_TOP		ST265_WS_BOT		ST275_BOT		ST275_TOP		ST285_WS_BOT		ST285_WS_TOP		ST295 WS_TOP		ST295_WS_BOT		TOP ST245		TOP_ST225

		IM-8976EZ		CACCGCGGTTAGACGAGAGGCCTAAGTTGACAACCATCGGCGTAAAGAGTGGTTAAGGAAAACTAAAACTAAAGCCGAATGTTTTCATGGCTGTTATACGCATCCGAAAATAAGAAGCTCCCCTACGAAAGTGGCTTTAACCCACCTGACCCCACGAAAGCTGTGAAA		Animalia		Chordata		Actinopterygii		Beloniformes		Belonidae		Belone		Belone belone		Garfish		LC		Target						2		-		1.12		-		1.44		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-H6683F		CACCGCGGTTATACGAGAGACCCTAGTTGATATATTCGGCGTAAAGAGTGGTTATGGAAAACAAGCACTAAAGCCAAAGAGCCCTCAGGCCGTTATACGCACCCGGGGCCTCGAACCACTATCACGAAAGTAGCTTTACCCTCGCCCACCAGAACCCACGAGAGCTGGGACA		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae		Clupea		Clupea harengus		Atlantic Herring		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		12		-		4.29		0.66		1.21		-		-		-		-		-		0.47		-		0.30		-		-		-		-		-		-		-		-		-		0.50		0.26		-		-		-		-		-		-		8.13		-		14.49		-		-		1.30		-		-		-		0.08		-		-		1.40		-		-		-

		IM-92X3B8		CACCGCGGTTATACGAGAGACCCTAGTTGATATACTCGGCGTAAAGAGTGGTTATGGAAAACAAGCACTAAAGCCAAAGAGCCCTCAGGCCGTTATACGCACCCGGGGCCTCGAACCACTATCACGAAAGTAGCTTTACCCTCGCCCACCAGAACCCACGAGAGCTGGGACA		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae		Clupea								Target						18		0.61		3.52		4.20		3.65		-		-		-		0.68		-		2.63		5.76		0.21		2.42		-		0.03		-		1.31		-		-		-		-		2.80		2.35		-		-		-		-		-		-		0.31		-		0.13		-		-		-		-		-		-		0.11		-		0.57		0.52		-		-		-

		IM-E8699M		CACCGCGGTTATACGAGAGGCCCTAGTTGATTTAATCGGCGTAAAGAGTGGTTATGGAGAGTTAAAAAATAGAGCTGAAGACCTCTCGGGCCGTAATACGCATCCAGAAGTTCGAATCACAAACACGAAAGTAGCTTTACCTTCTTCCACCAGAATCCACGACAGCTGGGACA		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae		Sardina		Sardina pilchardus		European Pilchard		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.72		-		-		-		-		-		-		1.71		-		-		-		0.57		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-25HY87		CACCGCGGTTATACGAGAGACCCTAGTTGATATACTCGGCGTAAAGAGTGGTTATGGAAAACAAGCACTAAAGCCAAAGAGCCCTCAGGCCGTTATACGCACCCGGGGCCTCGAGCCACTATCACGAAAGTAGCTTTACCCTCGCCCACCAGAACCCACGAGAGCTGGGACA		Animalia		Chordata		Actinopterygii		Clupeiformes		Clupeidae		Sprattus		Sprattus sprattus		European Sprat		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		30		0.07		27.87		27.16		29.55		2.06		0.72		2.76		2.37		0.87		14.88		1.40		8.78		11.32		-		5.17		-		9.58		2.69		0.45		-		0.95		28.50		34.82		-		-		2.24		1.59		-		0.25		0.69		-		0.67		-		0.05		-		-		-		-		2.90		-		0.54		8.23		-		-		3.09

		IM-566W4J		CACCGCGGTTATACGAGAGGCCCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAAAAGAGAAAATATGGCCGAACAGCTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACAATCACGAAAGTTGCCCTAAAACCTCCGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Gadus		Gadus morhua		Atlantic Cod		VU		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		13		-		-		2.16		1.31		-		-		20.67		-		3.00		-		-		-		-		0.43		0.05		9.36		-		-		0.17		-		1.58		-		0.41		0.81		-		-		-		0.08		-		-		-		0.81		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U7150G		CACCGCGGTTATACGAGAGGCCCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAACAAGAGAAAATATGGCAGAACAGCTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACTATCACGAAAGTTGCCCTAAAACTCAGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Gadus								Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		0.23		-		0.28		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F25B05		CACCGCGGTTATACGAGAGGCTCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAACAAGAGAAAATATGGCCGAACAGCTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACAATCACGAAAGTTGCCTTAAAACCTCTGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Melanogrammus		Melanogrammus aeglefinus		Haddock		VU		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.04		0.38		-		0.59		-		53.58		0.06		1.77		-		13.06		0.37		27.78		-		12.28		4.44		-		25.84		-		16.94		8.36		1.07		13.15		-		-		7.33		-		-

		IM-Y439L8		CACCGCGGTTATACGAGAGGCCCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAATAAGAGAAAATATGGCCGAACAACTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACAATCACGAAAGTTGCCCTAAAGCCTCCGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Merlangius		Merlangius merlangus		Whiting		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		39		-		0.93		6.13		3.59		19.80		58.11		1.89		4.59		2.75		2.36		-		19.40		-		1.62		1.38		0.65		0.51		5.72		1.92		0.22		9.68		6.36		1.02		2.13		0.04		28.48		-		10.82		0.14		7.76		-		4.22		33.01		0.09		1.87		2.90		13.48		13.03		0.27		13.76		0.46		0.88		10.30		-		0.44

		IM-3I149W		CACCGCGGTTATACGAGAGGCTCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAATAAGAGGAAATACGGCCGAACAACTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACAATCACGAAAGTTGCCCTAAAATCTCCGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Pollachius		Pollachius virens		Saithe				Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		1		-		-		-		7.15		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A3326P		CACCGCGGTTATACGAGAGACCCAAATTGATAAAAACGGCGTAAAGCGTGGTTAAGAAGACAAAAAAATACGGCCGAACAGATTCAAAGCAGTTATACGCATTCGAAACAACGAAGATCAAGCACGCAAGTTGCCCTAAAAAACTCTGACCCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus		Trisopterus esmarkii		Norway Pout		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources. There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		7		-		-		-		-		-		-		-		-		-		-		-		0.76		-		-		-		-		-		-		-		-		-		-		-		-		-		0.14		-		3.48		-		-		-		2.29		-		-		0.44		-		-		1.36		-		-		-		-		0.24		-		-

		IM-U5JO0P		CACCGCGGTTATACGAGAGACCCTAATTGATAAAAACGGCGTAAAGCGTGGTTAAGAAAATAAAAAGATACGGCCGAACAGATTCAAAGCAGTTATACGCATTCGAAACAACGAAGACCAAGCACGAAAGTTGCCCTAAAAAACTCTGACCCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus		Trisopterus luscus		Pouting				Target						4		-		-		-		-		-		-		-		0.34		0.46		-		-		-		-		-		-		-		-		-		-		0.31		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-169S1P		CACCGCGGTTATACGAGAGACCCAAATTGATAAAAACGGCGTAAAGCGTGGTTAAGAAAACAAAAAGATACGGCCGAACAGATTCAAAGCAGTTATACGCATTCGAAACAACGAAGATCAAACACGAAGGTTGCCCTAAAAAACTCTGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae		Trisopterus		Trisopterus minutus		Poor Cod				Target						8		-		-		-		-		-		-		-		0.37		2.46		0.86		-		-		-		-		-		-		-		-		0.04		-		-		0.17		-		-		-		-		-		1.90		0.51		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-658T8J		CACCGCGGTTATACGAGAGGCTCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAACAAGAGAAAATATGGCCGAACAGCTTCAAAGCAGTTATACGCATCCGAAGTCACGAAGAACAATCACGAAAGTTGCCCTAAAGCCTCCGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae										Target						14		-		-		-		-		-		-		-		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		0.23		-		1.83		-		1.08		-		3.12		-		4.84		-		1.80		2.19		-		1.51		-		3.74		2.46		0.10		3.55		-		-		2.19		-		-

		IM-82C5Z1		CACCGCGGTTATACGAGAGGCCCAAATTGATGAAAAACGGCGTAAAGCGTGGTTAAGAAAACAAGAGAAAATATGGCAGAACAGCTTCAAAGCAGTTATACGCATCCGAAGTCACGACGAACTATCACGAAAGTTGCCCTAAAACTCAGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Gadidae										Target						1		-		-		-		-		-		-		-		-		-		-		-		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J2DJL0		CACCGCGGTTATACGAGAGGCCCAAGTTGATGAAATGCGGCGTAAAGAGTGGTTAAGAAAATTAAAGAATAAGGCCGAACAACCTCAAAGCAGTTATACGCATCCGAGGCCACGAAGTACAATTACGAAAGTAGCCCTAATGAAAATCTGACTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Ciliata		Ciliata mustela		Fivebeard Rockling		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		6		-		-		0.36		-		-		-		-		0.41		0.94		-		-		-		-		-		0.04		-		-		-		-		-		0.72		-		-		-		3.66		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F67VCT		CACCGCGGTTATACGAGAGGCCCAAGTTGATGAAACGCGGCGTAAAGAGTGGTTAAGAAAACTAAAAAATAAGGCCGAACAACCTCAGAGCAGTTATACGCATCCGAGGCCACGAAGTACAATTACGAAAGTAGCCCTAATAAAAATCTGACTCCACGAAAACCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Ciliata		Ciliata septentrionalis		Northern Rockling		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		23		-		-		0.66		-		-		-		-		0.10		-		-		-		-		-		-		0.27		0.54		1.18		0.06		0.20		0.06		12.20		0.12		2.46		-		-		-		1.34		-		3.14		-		8.60		-		-		40.92		0.70		7.57		-		-		1.92		0.12		0.68		2.62		0.24		-		29.67

		IM-N30G37		CACCGCGGTTATACGAGAGGCCCAAGTTGATTAAATGCGGCGTAAAGAGTGGTTATGAAAATTAAACAATAAGGTCGAATATCCTCAGAGCAGTTATACGCATCCGAGGTCACGAAGCACAGTCACGAAAGTAGCCCTACTATAATTCTGACCCCACGAAAACCATAGAA		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Enchelyopus		Enchelyopus cimbrius		Fourbeard Rockling		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.11		-		0.97		-		0.07		-		1.61		-		0.56		-		-		-		1.17		-		0.20		-		-		-		-		-		-		-		-		-		3.34		-		4.37		-		-		2.34		-

		IM-100XK2		CACCGCGGTTATACGAGAGACCCAAGTTGATGAAAAACGGCGTAAAGCGTGGTTAAGGAAATAAAAAGAATAGGGCCGAACAACCTCAAAGCAGTTATACGCATTCGAGGTCACGAAGCACAGTCACGAAAGTGGCCCTACTAAATCCCTGATTCCACGAAAGCCATAAAA		Animalia		Chordata		Actinopterygii		Gadiformes		Lotidae		Molva		Molva molva		Common Ling				Target				Highly commercial species - detection(s) may derive from human/non-natural sources. There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.26		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L1DLY9		CACCGCGGTTAGACGAGAGACCCAAGTTGACGAGCCCCCGGCGTAAAGAGTGGTTAAACTTTATTGACCTAAAGCCGAACATCCCCTAAGCAGTTATACGTATTCGGGGGTAAGAAAACCTCCTACGAAAGTAGCTTTATTCAGTTGATGCCACGAAGGTTGGGAAA		Animalia		Chordata		Actinopterygii		Gobiesociformes		Gobiesocidae		Diplecogaster		Diplecogaster bimaculata		Two-Spotted Clingfish		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		-		-		-		-		-		-		-		0.29		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-05M15Q		CACCGCGGTTATACGAGAGGCCCAAGTTGACAACAGTCGGCGTAAAGCGTGGTTAGGCCATCAACCCCCACTAAAGTCGAATGCCCTCAAAGCTGTTATACGCACCCGAGGGTTAGAAGTTCAAATACGAAAGTAACTTTATAAGTCTGAACCCACGAAAGCTACGGCA		Animalia		Chordata		Actinopterygii		Lophiiformes		Lophiidae		Lophius		Lophius piscatorius		Angler		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		2		-		-		-		-		-		-		-		0.35		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.36		-		-		-		-		-		-		-		-		-		-

		IM-G998N8		CACCGCGGTTATACGAGAGGCCCAAGTTGACAACAGTCGGCGTAAAGCGTGGTTAGGCCATCAAACCCCACTAAAGTCGAATGCCCTCAAAGCTGTTATACGCACCCGAGGGTTAGAAGTTCAAATACGAAAGTAACTTTATAAGTCTGAACCCACGAAAGCTACGGCA		Animalia		Chordata		Actinopterygii		Lophiiformes		Lophiidae		Lophius								Target						1		-		-		-		0.55		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2Y9H72		CACCGCGGTTATACGAGAGGCCCAAGCTGATAGACCCCGGCGTAAAGAGTGGTTAAGATAAACTTAAAACTAAAGCCGAACACCCTCACAGCTGTTATACGCACCCGAGAGTAAGAAGCCCAACTACGAAAGTGGCTTTACAACCCCTGAACCCACGAAAGCTATGACA		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae										Target						19		-		1.62		5.70		2.65		39.25		12.24		36.15		4.67		21.84		7.33		38.42		39.85		63.60		48.12		0.33		14.25		0.41		0.16		0.06		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5C27P4		CACCGCGGTTATACGAGAGGCCCAAGCTGATAGACCCCGGCGTAAAGAGTGGTTAAGGTGAATATAAAACTAAGGCCGAACTCTCTCATGGCTGTTATACGCACCCGAGAGTAAGAAGATCAACTACGAAAGTGGCTTTACAACCCCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae										Target						4		-		-		-		-		-		1.02		-		-		0.35		0.54		-		0.33		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J2RCU8		AGCCGCGGTAATACAGAGGGCCCGAGCTGATAGACCCCGGCGTAAAGAGTGGTTAAGATAAACTTAAAACTAAAGCCGAACACCCTCACAGCTGTTATACGCACCCGAGAGTAAGAAGCCCAACTACGAAAGTGGCTTTACAACCCCTGAACCCACGAAAGCTATGACA		Animalia		Chordata		Actinopterygii		Perciformes		Ammodytidae										Target						6		-		-		-		-		0.39		0.03		0.13		-		0.19		-		0.07		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5W871B		CGCCGCGGTTATACGCAAGGCCCAAATTGATAAAGACGGCGTAAAGGGTGGTTAAGCAAATAATAAGATAAGGTAGAACTCACCGTTCAGCTGTTTAAAGCTAAACGAAGAAGAACCCCATAAACGAAAGTTACCTTAAAATGTTGAATCCACGAAAGCTAGGGTA		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus		Callionymus lyra		Common Dragonet		LC		Target						29		99.17		2.18		9.26		13.25		6.51		7.46		3.45		5.97		5.22		15.20		25.70		10.34		1.44		2.96		0.15		11.89		0.72		1.16		0.25		0.71		-		0.74		-		0.39		-		0.67		-		3.16		-		0.75		-		-		-		-		0.42		-		2.43		0.13		-		-		-		0.05		-		-		-

		IM-AP0738		CGCCGCGGTTATACGCAAGGCCCAAATTGATAAAAACGGCGTAAAGGGTGGTTAAGCAAATAATAAGATAAGGTAGAACAACCATTGAGCTGTTTAAAGCTATGTGGTAAAGAACCCCATAAACGAAAGTTGCCTTAAAATGTTGAATCCACGAAAGCTAGGAAA		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus		Callionymus maculatus		Spotted Dragonet		LC		Target						4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.59		-		0.47		-		-		0.10		-		-		0.79		-		-		-		-		-		-		-

		IM-4SP155		CGCCGCGGTTATACGCAAGGCCCAAATTGATAAGAACGGCGTAAAGGGTGGTTAAACAGACATAAAAATAACGCAGAACCTACCATTCGGCTGTTTAAAGCTAAACGGAGGGGAACCCCAAGAACGAAAGTTGCCTTAAAATGTTGAACCCACGAAAGCTAGGGCA		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus		Callionymus reticulatus		Reticulated Dragonet		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		9		-		-		-		-		0.59		-		-		-		-		4.00		0.11		0.08		4.42		1.16		0.06		0.90		0.23		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4H86U8		CGCCGCGGTTATACGCAAGGCCCAAATTGATAAGAACGGCGTAAAGGGTGGTTAAACAGACATAAAAATAACGCAGAACCTACCATTCGGCTGTTTAAAGCTAAATGGAGGGGAACCCCAAGAACGAAAGTTGCCTTAAAATGTTGAACCCACGAAAGCTAGGGCA		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		5		-		-		-		-		0.59		-		-		-		0.53		3.23		-		0.11		0.66		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-XNK1A7		CGCCGCGGTTATACGCAAGGCCCAAATTGATAAAAACGGCGTAAAGGGTGGTTAAGCAAATAATAAGATAAGGTAGAACAACCACTGAGCTGTTTAAAGCTATGTGGTAAAGAACCCCATAAACGAAAGTTGCCTTAAAATGTTGAATCCACGAAAGCTAGGAAA		Animalia		Chordata		Actinopterygii		Perciformes		Callionymidae		Callionymus								Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.20		-		-		-		-		-		-		-		-

		IM-99O9E1		CACCGCGGTTATACGAGAGACCCAAATTGATAACCATCGGCATAAAACGCGGTTAATTATAGCCATCCACTAAAACCAAATGCCCTCAAAGCTGTTATACGCACCCGAGCGTCAGAGGATCTTTTACGAAAGTAGTTTTAAACACTATGACCCGCGAAAGCTAGGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Crystallogobius		Crystallogobius linearis		Crystal Goby		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		6		-		-		-		-		-		-		-		-		-		0.83		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.27		-		-		-		-		0.70		-		-		-		1.48		-		1.27		1.41		-		-		-		-		-

		IM-35OG32		CACCGCGGTTATACGAGAGACCCAAATTGATAACCATCGGCATAAAACGCGGTTAATTATAGCCATCAACTAAAACCAAATGCCCTCAAAGCTGTTATACGCACCCGAGCGTCAGAGGATCTTTTACGAAAGTAGTTTTAAACACTATGACCCGCGAAAGCTAGGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Crystallogobius								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.77		-		0.07		-		0.51		-		0.46		-		-

		IM-T762F4		CACCGCGGTTATACGAGAGGCCCAAGTTGATGGATGCCGGCGTAAAATGTGGTTAATTTACAGTATTACACTAAAGCAAAACACCTTCTAAGCTGTTATATGCTCTCGAAGACAGGAGGCCCTTTTACGAAAGTAGCTTTAAATGGTATGACCCCACGAAAGCTAGGAAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Pomatoschistus		Pomatoschistus minutus		Sand Goby		LC		Target						9		0.05		42.40		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.27		-		-		-		0.21		-		-		-		-		-		0.32		-		0.04		-		0.93		0.81		-		-		-		-		-		-		0.60		-		-		-		-		-

		IM-2R97A4		CACCGCGGTTATACGAGAGGCCCAAGTTGATGGATGCCGGCGTAAAATGTGGTTAATTTACATTGTTGCACTAAAGCAAAACACCTTCTAAGCTGTTATATGCTCTCGAAGACAGGAAGCCCTTTTACGAAAGTAGCTTTAAATAGTATGACCCACGAAAGCTAGGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Pomatoschistus		Pomatoschistus pictus		Painted Goby		LC		Target						3		-		-		-		-		3.50		-		-		0.52		-		1.95		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z2XY11		CACCGCGGTTATACGAGAGGCCCAAGTTGATGGATGCCGGCGTAAAATGTGGTTAATTTACATTATTGCACTAAAGCAAAACACCTTCTAAGCTGTTATATGCTCTCGAAGACAGGAAGCCCTTTTACGAAAGTAGCTTTAAATAGTATGACCCACGAAAGCTAGGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Pomatoschistus								Target						1		-		-		-		-		-		0.55		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6T183W		CACCGCGGTTATACGAGAGGCCCAAGTTGATGGATGCCGGCGTAAAATGTGGTTAATTTACAGTATTACACTAAAGCAAAACACCTTCTAAGCTGTTATATGCTCTCGAAGACAGGAGGCCCTTTTACGAAAGTAGCTTTAAACAGTATGACCCCACGAAAGCTAGGAAA		Animalia		Chordata		Actinopterygii		Perciformes		Gobiidae		Pomatoschistus								Target						4		-		1.60		-		-		-		-		-		-		-		-		-		-		-		0.66		-		0.90		-		0.57		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-88K8P5		CACCGCGGTTATACGAGAGGCCCAAGTTGATAACCACCGGCGTAAAGAGTGGTTAGGGCAGACTATTAAACTAAAGCCGAACATCTTCAAAGCTGTTATACGCATACGAAGAACAGAAACACAACCACGAAAGTGGCTTTACCTCACCTGACCCCACGAGAGCTATGACA		Animalia		Chordata		Actinopterygii		Perciformes		Labridae		Ctenolabrus		Ctenolabrus rupestris		Goldsinny Wrasse		LC		Target						2		-		-		-		-		-		-		-		0.88		1.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Y05C25		CACCGCGGTTATACGAAAGACCCAAGTTGATAATCACCGGCGTAAAGAGTGGTTAAGATAAACCCCCAAACTAAAGCCGAACATCTTCAAAGCTGTTATACGCACACGAAGAAAAGAAACCCAACCACGAAAGTGGCTTTATAATATCTGACCCCACGAAAGCTATGTCA		Animalia		Chordata		Actinopterygii		Perciformes		Labridae		Labrus								Target						1		-		-		-		-		-		-		-		0.67		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KT2476		CACCGCGGTTAAACGGGAGGCTCAAGTTGATAGACACCGGCGTAAAGCGTGGTTAAGGACCCAACTTTTACACTAAAGCCGAACGCTACCAGAGCAGTGATACGCACCGAGAGTAAGAAGATCAATTACGAAAGTAGCTTTATTTAAACCTGACCCCACGAAAGCTAAGGCA		Animalia		Chordata		Actinopterygii		Perciformes		Moronidae		Dicentrarchus		Dicentrarchus labrax		European Seabass		LC		Target						2		-		-		4.49		0.94		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-G01N90		CACCGCGGTTATACGAGGGGCCCAAGTTGATAGATAACGGCGTAAAGGGTGGTTAGGGAACATCATATAGTAAAGCCGAACGTCTTCAATGTTGTTATAAGCTCTCGAAGATTGGAAGCCCCACCACGAAAGTGGCTTTACCGCTCCTGAACCCACGAAAGCCAGGGAA		Animalia		Chordata		Actinopterygii		Perciformes		Mullidae		Mullus		Mullus surmuletus		Striped Red Mullet		LC		Target						3		-		-		-		-		-		0.29		-		-		-		-		-		-		-		-		-		-		0.15		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-X8JMR5		CACCGCGGTTATACGAGAGGCCCAAGTTGACAGACATCGGCGTAAAGAGTGGTTAAGTTAAAATTGTACTAAAGCCGAACATCCTCCAGGCTGTTATACGCATCCGAAGATAAGAAGTTCAACCACGAAGGTAGCTTTATTTAATCTGAACCCACGAAAGCTACGGCA		Animalia		Chordata		Actinopterygii		Perciformes		Pholidae		Pholis		Pholis gunnellus		Rock Gunnel				Target						6		-		1.42		14.91		9.33		-		0.28		-		0.30		-		2.63		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-LR6159		CACCGCGGTTATACGATAGGCCCAAGTTGACAGACCCCGGCGTAAAGCGTGGTTAGGGAAAATTTAAAACTAAAGCCGAACACCTTCAGGGCAGTCATACGCTTCCGAAGGCACGAAGCCCCTCCACGAAAGTGGCTTTACTACCCCCGACCCCACGAAAGCTAGGACA		Animalia		Chordata		Actinopterygii		Perciformes		Scombridae		Scomber		Scomber scombrus		Atlantic Mackerel		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		45		0.06		3.23		3.84		7.72		14.54		10.15		0.90		53.75		38.51		18.77		9.96		6.98		10.58		19.69		35.65		26.86		44.03		60.32		45.90		94.84		68.19		34.86		56.60		19.63		84.66		43.58		93.47		45.87		94.29		37.19		90.45		42.06		40.37		57.78		54.42		68.71		35.23		61.71		87.15		62.10		92.09		85.67		55.82		97.66		66.65

		IM-1TQX35		CACCGCGGTTATACGATAGGCCCAAGTTGACAGACCCCGGCGTAAAGAGTGGTTAAAGAATGATTAAAACTAAAGCCGAACACCTTCAGGGCAGTCATACGCTTCCGAAGGCACGAAGCCCCTCCACGAAAGTGGCTTTACTACCCCCGACCCCACGAAAGCTAGGACA		Animalia		Chordata		Actinopterygii		Perciformes		Scombridae										Target						30		-		-		-		-		-		-		-		-		0.13		0.05		-		0.13		-		0.21		0.21		0.19		0.09		0.80		0.50		-		-		1.29		0.18		0.51		0.44		1.20		0.31		0.61		0.06		0.48		0.04		0.22		0.45		-		0.77		0.83		0.81		0.15		0.15		0.20		0.07		0.10		1.34		-		-

		IM-5C5PTS		CACCGCGGTTATACGAGAGGCCCAAGCTGATAGACCCCGGCGTAAAGCGTGGTTAGGGAAAATTTAAAACTAAAGCCGAACACCTTCAGGGCAGTCATACGCTTCCGAAGGCACGAAGCCCCTCCACGAAAGTGGCTTTACAACCCCTGAACCCACGAAAGCTATGACA		Animalia		Chordata		Actinopterygii		Perciformes		Scombridae										Target						10		-		-		-		-		0.18		0.11		-		0.14		0.40		0.15		0.14		0.29		0.57		0.72		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QTA38I		CACCGCGGTTATACGAGAGGCCCAAGTTGATAAACATCAGCGTAAAGCGTGGTTAAGAAGAAATCAAAATTAAAGCCGAACACTCTCAGTTAACTGTTATACGATACACCGAGAGTTAGAAGCACACCCACGAAAGTGACTTTAATATAAACTGAACCCACGAAAGCTAAGATA		Animalia		Chordata		Actinopterygii		Perciformes		Trachinidae		Echiichthys		Echiichthys vipera		Lesser Weever				Target						21		-		0.51		1.28		0.47		1.44		0.37		17.89		8.98		4.93		6.57		8.09		3.09		1.35		4.62		50.26		11.28		35.81		1.29		40.27		0.98		4.79		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z6V570		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGATTTGCTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAGAGTATGAAACCCAATTACGAAAGTAGCTCTACCTGTCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Glyptocephalus		Glyptocephalus cynoglossus		Witch Flounder		VU		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.48		-		-		0.27		-		0.50		-		-

		IM-D545Z2		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGATTTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACCTGTCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Glyptocephalus								Target						15		-		-		-		-		-		-		-		-		-		0.22		-		-		-		0.48		0.07		0.35		-		-		0.28		-		-		0.47		-		-		-		0.20		-		0.82		-		0.59		-		1.74		0.59		-		0.44		-		0.61		0.42		-		-		-		-		0.45		-		-

		IM-DS5O11		CACCGCGGTTATACGATAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGATTTGCTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAGAGTATGAAACCCAATTACGAAAGTAGCTCTACCTGTCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Glyptocephalus								Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		0.03		-		-

		IM-GN7780		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGATTTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACTTATCCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Hippoglossoides		Hippoglossoides platessoides		American Plaice		EN		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		23		-		-		0.05		0.19		0.08		0.11		-		0.16		0.10		0.14		-		0.05		0.04		0.27		-		0.22		-		0.32		-		-		-		0.17		-		0.19		-		0.67		-		2.74		-		0.47		-		0.04		0.04		-		0.05		-		0.45		0.13		-		-		-		-		0.73		-		-

		IM-671BU9		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGATTTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACTTATCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Limanda		Limanda limanda		Common Dab		LC		Target						35		0.04		-		3.05		5.45		7.54		6.29		14.22		6.60		4.21		11.92		-		3.89		2.93		10.65		3.42		14.55		3.00		13.62		0.71		2.18		-		6.02		0.14		6.03		4.41		4.94		-		5.06		-		4.93		-		5.97		4.21		0.17		2.43		-		11.31		4.75		0.68		1.83		-		0.04		5.03		-		-

		IM-9Z4J32		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGAATTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACCTGTCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Microstomus		Microstomus kitt		Lemon Sole		LC		Target						18		-		-		-		-		-		-		-		-		-		-		-		-		-		0.79		0.17		0.53		0.15		-		5.19		-		-		0.71		0.12		-		-		0.27		-		1.42		0.15		1.05		-		7.42		3.57		0.04		2.48		-		1.36		1.37		-		-		-		-		2.97		-		-

		IM-D9HDJ0		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGGAATTATTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACCTGTCCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Microstomus								Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		1.14		-		0.82		-		-		-		-		-		-		-		-		-		-		-

		IM-3F88Y4		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGAATTTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACCTATCCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Pleuronectes		Pleuronectes platessa		European Plaice		LC		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		26		-		-		-		1.53		2.74		1.03		-		2.37		1.61		1.21		9.28		0.76		0.55		4.28		0.18		1.57		-		2.57		-		0.18		-		2.15		-		2.00		-		2.18		-		0.97		-		0.71		-		0.91		0.93		-		1.20		-		3.36		2.10		-		1.79		-		-		1.75		-		-

		IM-DE9S0Y		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACAACGGCGTAAAGAGTGGTTAGGGAACTTACTAAACTAGAGCCGAACGCTTTCAAAGCTGTTATACGCACCCGAAAGTATGAAACCCAATTACGAAAGTAGCTCTACCTATCCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Pleuronectes								Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		2.80		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5K840L		CACCGCGGTTAGACGAGAGGCCCAAGTTGATAGACAACGGCGTAAAGAGTGGTTAGGGGCTGCAACAAACTAAAGCTGAATGCTCTCAAGACTGTTATACGTACCCGAGAGTCCGAAACCCAACTACGAAAGTGGCTTTATTAAACCCGACCCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Scophthalmidae		Phrynorhombus		Phrynorhombus norvegicus		Norwegian Topknot		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.96		-		-		-		-		-		-		-

		IM-24OM69		CACCGCGGTTAGACGAGAGGCCCAAGTGGATAGACAACGGCGTAAAGGGTGGTTAGGGGTCACAACAAACTAAAGCTGAATGCTCTCAAGACTGTTATATGCGTTCGAGACTTTGAAACCCAACTACGAAAGTGGCTTTACTAGACCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Scophthalmidae		Scophthalmus		Scophthalmus maximus		Turbot		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.00		0.08		-		0.28		-		-		-		-		-		-		-		0.04		-		-		-		-		0.04		-		-		-		-		-		-		-		-		-		-		-

		IM-B0R509		CACCGCGGTTAGACGAGAGGCCCAAGTTGATGGACAACGGCGTAAAGGGTGGTTAGGGGTCACAATAAACTAAAGCTGAATGCTCTCAAGACTGTTATATGTGTTCGAGAGTTTGAAACCCAACTACGAAAGTGGCTTTACTAGACCTGAGTCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Scophthalmidae		Scophthalmus		Scophthalmus rhombus		Brill		LC		Target						1		-		1.54		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-38LV07		CACCGCGGTGAGACGAGAGGCTCAAGTTGACAAGTACGGCACAAAGAGTGGTTAGGAGACTAAAAAGACTAAAGTCAAACGCTTCCTTAGCTGTTATACGCACCCGAAAGTATGAAGCCCAACTACGAAAGTAACTTTAATCCCCCTGAGCCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Soleidae		Buglossidium		Buglossidium luteum		Solenette		LC		Target						4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.42		-		0.52		-		-		-		-		-		-		0.97		-		-		-		-		-		-		-		-		-		-		-		5.33		-		-		-		-		-		-		-		-		-

		IM-09B2Q7		CACCGCGGTGAGACGAGAGGCTCAAGTTGACAAACACGGCACAAAGCGTGGTTAAGAAAACCCCCAGACTAAAGTCAAACGCTTCCTCGGCTGTTATACGCATCCGAAAGTATGAGGCCCAACTACGAAAGTAACTTTAACCTCCTCTGAACCCACGAAAGCTAAGAAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Soleidae		Microchirus		Microchirus variegatus		Thickback Sole		LC		Target						8		-		-		-		-		-		-		-		-		-		0.61		-		-		-		-		0.48		-		0.24		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		0.77		2.23		-		0.61		-		-		-		-		-		-		-		0.35		-		-

		IM-4247KA		CACCGCGGTGAGACGAGAGGCTCAAGTTGACAAACACGGCACAAAGCGTGGTTAAGGAATTTTACAGACTAAAGTTAAACGCTTCCAAAGCTGTTATACGCACTCGAAAGTATGAAATTCAACCACGAAAGTAACTTTAACACCCCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Soleidae		Solea		Solea solea		Common Sole		DD		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		13		-		4.66		-		1.02		-		0.72		-		1.65		6.10		0.32		-		0.98		-		-		0.31		2.80		0.31		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		1.41		-		-		-		-		-		-		0.37		-		-		-		-		-

		IM-26MF47		CACCGCGGTCACACGGACAGCCCAAGTTGACAAAAAACGGCGTAAAGAGTGGTTAGGGAGACAAACTAACTAGAGCCGAAAACCTCCAAGCCTGTGGTACGCCATCTCGGAGGAGCGAAGACCAGCTACGAAAGTGGCTTTACTCTACCTGACCCCACGAAAGCTAAGACA		Animalia		Chordata		Actinopterygii		Pleuronectiformes												Target						7		-		-		-		-		-		-		-		-		-		-		-		-		-		0.29		0.05		-		0.23		0.18		0.11		-		-		-		-		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-

		IM-2RZ812		CACCGCGGTTATACGAGAGGCCCTAGTTGATAACTACCGGCGTAAAGAGTGGTTACGGAAAAATATTTAATAAAGCCGAACACCCCCTCAGCCGTCATACGCACCTGGGGGCACGAAGATCTACTACGAAAGCAGCTTTAATTATACCTGAACCCACGACAGCTACGACA		Animalia		Chordata		Actinopterygii		Salmoniformes		Salmonidae		Salmo		Salmo salar		Atlantic Salmon		NT		Target				Highly commercial species - detection(s) may derive from human/non-natural sources.		1		-		-		-		0.80		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9KCBK3		CACCGCGGTTATACGAGAGACCCAAGTTGATAGCCACCGGCGTAAAGCGTGGCTAAGTTAAAAGTTAAACTAAAGTCGAACATCTTCAAGACTGTTATACGTAACCGAAGACAGGAAGTTCAGCCACGAAAGTGACTTTATTTGATCTGAGCCCACGAAAGCTAGGGGA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Agonidae		Agonus		Agonus cataphractus		Hooknose		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		4		-		-		-		-		-		-		-		-		-		0.72		-		0.41		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.58		-		-		-		-		-		-		-		-		-		0.88		-		-		-		-		-		-		-

		IM-BJK85A		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACACCGGCGTAAAGCGTGGTTAAGAAAAAACTCATACTAAAGCCAAACATCTTCCAGGCTGTTATACGCAACTGAAGGTTGGAAGTTCAACCACGAAAGTGGCTTTACCTCATCTGAGCCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cottidae		Micrenophrys		Micrenophrys lilljeborgii		Norway Bullhead		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		3		-		-		-		2.34		-		-		-		-		-		-		-		-		-		-		-		-		-		0.57		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-684P2D		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACACCGGCGTAAAGCGTGGTTAAGTAAAAACTCACACTAAAGCCAAACATCTTCCAGGCTGTTATACGCAACCGAAGACAGGAAGTTCAACCACGAAAGTGGCTTTATCTAGTCTGAACCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cottidae		Myoxocephalus		Myoxocephalus scorpius		Shorthorn Sculpin		LC		Target						3		-		-		3.32		2.94		0.79		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-K0H647		CACCGCGGTTATACGAGAGGCCCAAGTTGACAAACACCGGCGTAAAGCGTGGTTAGGGAAAACTCACACTAAAGCCAAACATCTTCCAGGCTGTTATACGCAACTGAAGATAGGAAGTTCAACCACGAAAGTGGCTTTACCAGACCTGAATCCACGAAAGCTAAGGAA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Cottidae		Taurulus		Taurulus bubalis		Long-Spined Bullhead		LC		Target						4		-		-		12.63		-		-		-		-		4.12		2.02		1.65		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8Q2S22		CACCGCGGTTATACGAGAGGCCCAAGTTGAAAGACACCGGCGTAAAGCGTGGTTAAGCTAAAATTTAAATTAAAGTTAAACATCTTCAAGACTGTTATACGTATCCGAAGACAGGAACCTCAATTACGAAAGTAACTTTATATAAGCTGAATCCACGAAAGCTATAGCA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Liparidae		Liparis		Liparis liparis		Common Seasnail		LC		Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		4		-		-		0.13		0.56		-		0.22		-		-		0.57		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-88F3K2		CACCGCGGTTATACGAGAGGCCCAAGTTGAAAGACACCGGCGTAAAGCGTGGTTAAGCTAAAATTTAAATTAAAGTTAAACATCTTCAAGACTGTTATACGTACCCGAAGACAGGAACCTCAATTACGAAAGTAACTTTATATAAGCTGAACCCACGAAAGCTATAGCA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Liparidae		Liparis								Target						2		-		-		-		-		-		0.28		-		-		-		-		1.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7OH057		CACCGCGGTTATACGAGAGGCCCAAGTTGACAGTCACCGGCGTAAAGAGTGGTTAAAGAATGATTAAAACTAAAGCCGAACACCTTCAAGGCAGTTATACGCACCCGAAGGTTAGAAGCCCAACTACGAAAGTGGCTTTATCTTTCCTGAACCCACGAGAGCTACGGCA		Animalia		Chordata		Actinopterygii		Scorpaeniformes		Triglidae										Target						36		-		3.11		-		2.34		-		-		1.79		-		1.72		0.48		-		2.95		-		3.05		1.18		3.00		0.55		6.98		3.41		0.05		-		14.00		0.85		8.95		4.83		12.33		2.13		5.17		0.28		3.59		0.55		1.64		5.06		0.09		5.06		14.66		7.84		0.90		0.89		1.11		0.31		0.50		10.19		-		0.15

		IM-G455C4		CACCGCGGTCATACGATTGACCCAAATTAATAGACACCCGGCGTAAAGAGTGTCAAGGAACTATACAAAAATAAAGTCAAACCTTAATTAAGCTGTAAAAAGCCATAATTAAAATTAAGTTAAACTACGAAAGTAACTTTATCATAAACTGAATACACGACAACTAAGACC		Animalia		Chordata		Mammalia		Cetacea		Delphinidae		Lagenorhynchus		Lagenorhynchus albirostris		White-Beaked Dolphin		LC		Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.36		-		-		-		-		-		-		-		-		-		0.06		-		-		-		-

		IM-80Y0X5		CACCGCGGTCATACGATTGACCCAAGTTAATAGACACCCGGCGTAAAGAGTGTCGAGGAGTAACATAAAATAAAGTCAAATCTTAGTTAAGCTGTAAAAAGCCATAACTAAACCTAAGCTAAACCACGAAAGTAACTTTATCACAAACCGAGTACACGACAACTAAGACC		Animalia		Chordata		Mammalia		Cetacea		Phocoenidae		Phocoena		Phocoena phocoena		Harbour Porpoise		LC		Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database, and/or limited geographic occurrence records for the taxon.		2		-		-		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-
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Species Data Table Percentages



		Species Data Table Percentages

		NMSeqID		Sequence		Kingdom		Phylum		Class		Order		Family		Genus		Species		IUCN Threat Status		Target Status		Invasive		Comments		Number of samples in which OTU occurs		269605 ST063 eDNA A1		269605 ST150 Edna		269605 ST195 Edna		ST010_SED		ST20		ST30		ST097_SED		ST111		ST125		ST139_SED		ST165		ST175		ST185_SED		ST205_SED		ST215		ST225_SEDIMENT_EDNA		ST235		ST245_SED		ST255		ST265_SED		ST275_SED		ST285		ST295

		IM-4RJC06		GCTCGCTAGTAACCTAGCACATGCCGGACCATCTGTAGATCTTGCCATTTTTTCACTACACCTGGCCGGTATCTCCTCAATTCTAGGTGCAGTAAATTTTATCACTACAATAATTAACATACGATGACATGGAATTTCACTTGAACGAATTCCACTGTTTGTGTGAGCTGTTGCAATTACAGTTGTTCTACTATTATTATCCCTCCCAGTACTTGCGGGTGCAATTACTATACTTTTAACAGATCGAAACCTTAATACAACATTTTTTGACCCGGCTGGGGGTGGTGATCCTATTTTATATCAACACCTGTTC		Animalia		Annelida		Clitellata		Enchytraeida		Enchytraeidae		Grania		Grania postclitellochaeta				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.60		-

		IM-I7FSN3		ACTAGCAAGAAATATAGCACACGCAGGTCCTTCAGTAGATCTAGCCATTTTCTCCCTTCACCTTGCAGGTGCATCTTCAATTTTAGGTGCTGTCAATTTTATTACTACAGTAATTAATATACGATGACAAGGTGTAGCACTTGAACGAATTCCACTATTTGTATGAGCAGTTATAATTACAGTTATTCTTCTTCTATTATCACTTCCAGTACTTGCCGGCGCAATTACTATACTCCTAACTGATCGAAACATTAATACCTCCTTCTTTGATCCAGCCGGTGGGGGTGATCCTATCCTCTATCAACATCTTTTT		Animalia		Annelida		Clitellata		Enchytraeida		Enchytraeidae		Grania						Target						1		-		-		-		-		2.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4IL0OO		CCTCTCTAGAAACTTGGCTCACTCAGGGCCCTCAGTAGACCTAGCAATTTTCTCCCTACACCTAGCAGGTGCCTCATCTATTCTAAGAGCAATTAACTTTATTACAACAATAATTAATATACGTTCAAAAGGAATACGTTTAGAGCGCATTCCTCTATTTGTTTGATCTGTAATTCTAACAGTAATTCTCCTTCTTCTTACACTTCCAGTACTAGCCGGAGCTATCACTATACTCCTAACTGACCGCAACCTAAACACCTCATTCTTCGACCCATCTGGAGGAGGGGACCCAGTTTTATACCAACACCTATTC		Animalia		Annelida		Clitellata		Haplotaxida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.31		1.69		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I116JA		ATTATCCAGAAATCTCGCCCATGCCGGACCCTCCGTAGACCTGGCCATTTTCTCGTTACACCTGGCGGGAGTGTCATCAATTTTGGCCTCCTTAAACTTTATCACAACAACCATTAACATGCGAGTTGAAGGAATACAAATAGAACGGGTACCACTGTTTATTTGATCTATTCTAATTACAACTATTTTACTGTTACTATCCCTCCCCGTTCTCGCCGGAGCAATTACAATACTACTTACGGACCGAAACTTAAATACCGCGTTCTTCGACCCCGCAGGAGGAGGAGACCCAGTGCTCTACCAGCACTTATTC		Animalia		Annelida		Polychaeta		Amphinomida										Target						5		-		-		-		-		-		-		-		-		-		-		-		0.29		-		-		0.16		65.68		-		60.06		-		-		61.44		-		-

		IM-13DA68		TCTATCTAGTAATATTTCTCACGCAGGTCCTTCAGTAGATCTCGCTATTTTTTCTCTCCATTTAGCGGGAGTCAGATCTATTTTAGGTGCATTAAACTTTATCACAACTATTATTAATATACGGTTTAATGGTATACGTTTAGAACGAATTCCTCTTTTTGTTTGGTCAGTAAAAATTACTGCTGTTCTTCTCCTTCTATCACTTCCTGTTCTAGCAGGAGGAATTACTATACTTTTAACAGACCGTAATTTAAACACCACATTCTTCGACCCGGCTGGGGGAGGTGACCCTATTCTCTATCAACATTTATTT		Animalia		Annelida		Polychaeta		Eunicida		Dorvilleidae		Parougia		Parougia eliasoni				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.24		-		-		-		-		-		-

		IM-941F1C		TTTAGCCAGTAACATTGCCCACGCTGGACCATCAGTAGATCTCGCAATCTTCTCATTACATTTAGCAGGAGTTTCCTCAATTCTAGGAGCCTTAAACTTTATTACCACTATTATAAACATACGCTCTACTGGAATACAATTAGAACGTGTCCCACTCTTCATTTGATCCGTTGGCATTACTGTTCTTCTCCTTTTACTCGCTCTTCCAGTTCTAGCAGGAGCTATTACTATGCTTTTAACAGACCGTAATCTTAACACCGCATTTTTTGACCCCACCGGAGGCGGAGACCCTATTCTCTATCAACACCTCTTC		Animalia		Annelida		Polychaeta		Phyllodocida		Glyceridae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		0.37		-		-		-		-		-		-		0.68		-		-		-		-

		IM-IO55K4		TCTAGCCTCTAACATTGCCCATGCGGGCCCTTCAGTTGATCTAGCAATCTTTTCGCTTCATATTGCAGGGGTCTCTTCAATCCTAGGGGCTCTAAATTTTATCACCACTGTTTTAAATATACGGTACAAAGGACTTCGATTAGAGCGTGTGCCTCTTTTTGTTTGGGCTGCTAAAATTACAGCTATTTTATTATTATTAAGTCTGCCGGTATTGGCAGGGGCTATTACCATATTATTAACTGATCGAAATTTAAACACAGCTTTTTTTGACCCTGCGGGGGGAGGGGACCCAATTCTTTATCAGCATTTATTT		Animalia		Annelida		Polychaeta		Phyllodocida		Pholoidae		Pholoe						Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		3.34		-		0.22		7.55		-		-		-		-		-

		IM-934Y0N		TTTATCTAGAAATATTGCTCATGCGGGTCCTTCTGTGGATTTTGCTATTTTTTCTTTGCACTTAGCTGGAGTGTCTTCTATTTTAGCTTCTATTAATTTTATTACTACGGCAATAAATATGCGTTCGAGGGGGTTGCGCTTAGAGCGAGTTCCTTTATTTGTTTGATCAGTTGGAATTACGGCCTTATTATTGTTATTATCTTTGCCCGTGTTAGCTGGAGCGATTACTATACTATTAACGGATCGAAATTTGAATACTTCTTTTTTTGACCCGGCTGGAGGGGGGGATCCTATTTTATACCAGCATCTATTT		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae		Eumida		Eumida bahusiensis				Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.67		-		-		-		-		-		-

		IM-7FL8CR		CTCTCAAGAAATATCGCCCATGCTGGCCCTTCTGTTGATTTTGCTATTTTTTCTTTACATTTGGCTGGGGTGTCTTCAATTTTGGCCTCTATTAACTTTATTACTACTGCTATAAATATACGGTCTAATGGTTTACGTCTTGAGCGGGTTCCTTTATTTGTGTGGTCTGTTGGTATTACTGCTTTATTATTATTACTTTCTTTACCTGTGTTAGCTGGGGCTATTACTATACTATTAACTGATCGTAATTTAAATACTTCATTTTTTGACCCCGCTGGCGGGGGGGACCCTATTTTATATCAGCATTTGTTC		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae		Eumida		Eumida sanguinea				Target						1		-		-		-		-		5.77		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OY24DL		TTTGTCTAGAAATGTAGCTCATGCAGGACCCTCGGTTGATTTTGCTATTTTTTCATTACATCTAGCGGGAATTTCTTCAATTTTAGCGTCATTAAATTTTATTACTACTGCTATAAATATACGATCGGCTGGGATGCGTTTAGAGCGGGTGCCTTTATTTGTTTGGTCAGTAGGTATTACTGCGGTGTTGTTATTGTTATCTTTGCCAGTGTTAGCGGGGGCAATTACAATGCTTTTAACTGATCGAAATCTTAATACTTCTTTTTTCGACCCTGCGGGGGGAGGGGACCCTATTTTGTATCAGCACTTGTTT		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae		Hesionura		Hesionura elongata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		94.15		0.24		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-72D38N		TCTATCTAGAAATGTTGCTCATTCAGGACCTTCAGTGGATTTGGCTATTTTTTCTTTACATTTAGCAGGGGTATCTTCTATTCTTGCGTCAATTAATTTTATTACTACTGCAATAAATATGCGTTCTAGAGGTCTTCGGTTGGAGCGTGTACCTTTATTTGTTTGATCTGTGTCTATTACTGCTTTACTTCTTTTATTGTCTTTACCTGTTCTTGCGGGGGCTATTACAATATTACTAACTGATCGTAATTTAAATACATCTTTTTTTGATCCTGCTGGAGGGGGGGATCCTATTTTATATCAACATCTTTTT		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae		Phyllodoce						Target						3		-		-		4.13		-		-		-		-		-		-		1.90		-		-		-		-		-		-		-		-		0.12		-		-		-		-

		IM-75S3MT		TTTGTCTAGAAATGTGGCTCATTCAGGGCCTTCAGTAGATTTAGCTATTTTTTCTTTGCATTTAGCAGGGGTATCTTCTATTCTTGCATCAATTAATTTCATTACTACTGCGATGAATATGCGTTCAAGAGGTCTTCGGTTAGAGCGTGTACCTTTATTTGTTTGATCTGTAGCTATTACTGCTTTACTTCTTTTGTTATCTTTACCTGTTCTTGCGGGTGCTATTACAATATTATTAACTGACCGAAATTTAAATACTTCTTTTTTTGATCCTGCTGGAGGAGGTGATCCTATTTTATATCAGCATCTATTT		Animalia		Annelida		Polychaeta		Phyllodocida		Phyllodocidae		Phyllodoce						Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-

		IM-6YF61V		TCTTGCCTCTAATATTGCACATGCTGGCCCTTCCGTAGATCTAGCTATTTTTTCACTTCATATTGCGGGAGTTTCTTCTATTTTAGGAGCTCTAAATTTTATTACTACTGTGATTAATATACGATATAAAGGATTACGCCTTGAACGTGTCCCTTTATTTGTATGAGCGGCTAAAATTACGGCAATTCTTTTATTACTTTCTTTACCAGTTCTAGCAGGAGCTATTACTATACTTTTAACTGATCGTAATCTAAATACTGCTTTCTTTGATCCAGCAGGAGGAGGAGACCCTGTATTGTATCAACACTTATTT		Animalia		Annelida		Polychaeta		Phyllodocida		Polynoidae		Gattyana		Gattyana cirrhosa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.42		-		-		-		-		-		-		-		-

		IM-04C1F9		GCTAGCTTCTAATATTGCACATGCTGGCCCTTCTGTTGACTTAGCTATTTTTTCTCTACATATTGCCGGGGTTTCATCTATTTTGGGAGCTTTAAATTTTATTACTACCGTTATTAATATACGTTACAAAGGACTACGTTTAGAACGAGTTCCTTTATTTGTATGAGCCGCTAAAATTACAGCTATTCTCTTACTTCTTTCTTTACCTGTACTAGCAGGGGCTATTACTATACTTTTAACTGATCGTAATTTAAATACAGCATTCTTTGACCCAGCAGGAGGAGGAGATCCTGTTTTATACCAACACTTATTC		Animalia		Annelida		Polychaeta		Phyllodocida		Polynoidae		Harmothoe		Harmothoe impar				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		2.99		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-81ZZ24		TCTATCAAGAAACATCTCTCATAGAGGTCCTTCTGTTGATTTAGCAATCTTTTCTTTACATCTTGCTGGGGCAAGATCTATTTTAGGTGCTGCTAATTTTATTACAACTACAATTAATATGCGATGAAAAGGGATACGATTGGAACGTCTTCCATTATTTGTTTGGGCAGTAAAAATTACTGCAGTTCTTCTTTTATTATCCTTACCTGTGTTAGCTGGGGCAATTACTATATTACTAACTGATCGTAATTTAAATACTTCATTTTTTGACCCTGCTGGAGGAGGGGATCCAATCCTTTATCAACATTTATTT		Animalia		Annelida		Polychaeta		Phyllodocida		Syllidae		Streptosyllis						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		1.78		-		-		-		0.27

		IM-1J519V		TTTATCTAGCTGAATAGCCCATATAGGTCCGTCTGTCGACCTAACTATTTTTTCCTTACATCTAGCAGGAGTTAGCTCAATCATAGCCTCATTAAATTTCATCTCCACTACAAACAAAATAAATAAACCCACACACACACTTTTAAAAAAACCATTATTTACATGATCAATTACTATTACTGCTATTCTTCTAGTCTTATCTCTACCAGTTCTTGCTGGGGCTATTACTATGCTATTAACAGACCGAAATCTTAACACTTGTTTCTTCGAAGCAAGTGGAGGGGGAGATCCTGTCCTATACCAGCATTTATTC		Animalia		Annelida		Polychaeta		Phyllodocida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		4.45		-		-		-		-		-		-		-

		IM-6726KV		TCTCTCAAATAGATTATTTCACAGAAGTAGTGCAGTAGATATAACCATTTTCTCTCTTCACTTAGCCGGGGTTAGATCCATTTTAGGGGCAATAAATTTTATTGCAACAATTATAAATAGCCGCATCAAAAAACAAAGATCTGATAAAACTACCCTCTTTCCATGATCAGTAATCATCACCGCACTCCTCCTACTTTTATCTCTACCTGTACTTGCTGGGGCTATTACCATACTTCTTACAGATCGTAACAGAAACACTAGATTTTTTGATCCTGGTGGAGGTGGAGACCCAATCCTCTACCAACATCTATTC		Animalia		Annelida		Polychaeta		Phyllodocida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		6.62		8.32		-		1.52		-		-		-		-		-

		IM-EY9410		TCTAGCTTCCAATATTGCCCATGCTGGCCCATCCGTTGACCTTGCCATTTTCTCCCTTCATATTGCTGGTGTCTCCTCAATTTTAGGGTCATTGAACTTTATTACCACAGTAATAAATATACGATACAAAGGACTCCGCCTTGAACGAATTCCTCTATTTGTATGAGCCGCAAAAATCACTACCATTCTTCTTTTATTAAGACTTCCCGTATTAGCAGGTGCAATTACTATATTATTGACTGACCGTAATTTGAACACAGCCTTTTTTGATCCTGCAGGAGGAGGCGACCCCATTTTATATCAACACCTTTTT		Animalia		Annelida		Polychaeta		Phyllodocida										Target						5		-		1.33		8.52		-		-		-		-		-		-		-		0.30		-		-		-		-		0.06		0.16		-		-		-		-		-		-

		IM-E4624G		TCTTGCAAGAAACATTTCTCATAGAGGGCCTTCAGTAGATTTAGCTATTTTTTCTCTTCACTTAGCAGGAGTGAGTTCTATTTTAGGAGCAGTTAATTTTATTACCACTGCAATCAATATACGATGAAATGCTATACATTTAGAACGTATACCTTTATTTGTATGAGCAGTAAAAATTACAGCAGTACTCCTTCTTCTTTCTCTACCAGTATTAGCTGGTGCAATCACAATACTATTAACAGACCGAAATTTAAACACATCTTTTTTTAACCCCTCGGGTGGTGGTGATCCAATTTTATATCAACATTTATTT		Animalia		Annelida		Polychaeta		Phyllodocida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.19		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-

		IM-C40Y79		TTTGTCAGGAAATATTTCACATAGGGGGGGGGCAGTAGATTTAGCTATTTTTTCTTTACATTTAGCTGGTGCTTCTTCTATCTTAGGTTCTATTAATTTTATATGTACAGTAATAAATATGCGAATAGAGGATGCTGAGTTTGAACAAACACCTTTATTTGTAGTTGCTATTTTCTTAACTGTTCTTCTTTTATTAGTTTCTTTACCTGTGCTGGCTGGTGCTATTACAATACTTCTTACAGATCGAAATTTTAATACTAGATTTTTTGATCCAGCTGGAGGAGGGGATCCTGTTTTATTTGCGCATTTGTTT		Animalia		Annelida		Polychaeta		Sabellida		Oweniidae		Galathowenia		Galathowenia oculata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		10.61		-		-		-		-		-		-		2.63		-		-

		IM-A3155Z		ACTTTCTGGTAATGTCTCTCATGCCGGGGGGTCTGTAGATTTAGCTATTTTTTCTTTACACTTAGCAGGTGCATCTTCGATTTTAGGTGCTGTTAATTTCATGTGTACAGTAATAAATATACGATCTGATGATGCTGAATTTGAACAAACACCTTTATTTGTGGTGGCTATTTACTTAACAGTATTACTCCTACTTTTATCTTTACCTGTACTAGCAGGGGGGATCACTATATTGTTAACAGATCGAAATTTTAATACTAGATTTTTTGATCCAGCAGGTGGGGGTGACCCAGTGCTTTTTGCTCATTTGTTC		Animalia		Annelida		Polychaeta		Sabellida		Oweniidae								Target						1		-		-		-		-		-		-		-		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-

		IM-L22ZW8		TTTATCTGGAAATATTGCCCACGCTGGTCCATCTGTAGATTTAGCTATTTTTTCTTTACATTTAGCTGGAATTTCATCAATTCTTGGGGCATTAAATTTTATTACAACTGTGATTAATATGCGTTGAACAGCCTTACGACTTGAACGAGTCCCACTCTTTGTCTGAGCAGTCTTAATTACTGCTGTTCTTCTGCTTCTTTCCCTTCCAGTTTTAGCAGGAGCCATTACTATACTTTTAACTGATCGAAACATTAATACTGCTTTCTTTGATCCAGCAGGTGGTGGAGATCCTGTTCTTTATCAGCACTTATTT		Animalia		Annelida		Polychaeta		Sabellida		Sabellariidae		Sabellaria		Sabellaria spinulosa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.56		2.97		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-9826OR		CCTATCCTCTAATATAGGACATGCAGGTCCTCCAGTAGACTTAGCTATTTTTTCTCTACACCTCGCTGGAGCCAGATCCATCCTTGGATCCTTAAATTTTTTCACAACAATTGTGAATGCTCGTGCTAAAGGATTAACCCTCGAACGTATACAACTATTCGTATGAGCAGTTAAAGTAACAGTAGTTTTACTTCTACTTTCTCTTCCTGTCCTAGCTGCCGCTATTACAATACTACTGACTGACCGAAATGTAAACACATCCTTCTTTGACCCAAAAGGTGGTGGGGACCCAATTCTATTTCAACACCTCTTT		Animalia		Annelida		Polychaeta		Sabellida		Sabellidae		Euchone						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		81.35		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ULL8E2		TTTATCAAGGAATCTCGCACACGCAGGCCCTTCTGTTGATCTAGCTATTTTCTCTCTACATCTAGCTGGAATTTCATCAATCCTAGGTGCTATTAATTTTATTACAACTGTAGCTAACATACGATGAAAAGGCCTCCGACTAGAGCGAGTACCTTTATTTGTATGAGCTGTTAATATTACTGTAGTTCTTCTTTTACTTTCACTCCCTGTTCTAGCAGGAGCAATTACAATACTACTCACAGATCGTAATGTTAATACTTCTTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATATCAACATCTCTTC		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Laonice		Laonice cirrata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		1.57		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-T833WQ		TCTATCTGGTAATTTAGCTCATAGAGGTCCTTCAGTTGACTTAGCTATTTTTTCTCTTCATTTAGCCGGTATTTCTTCTATTCTAGGTGCGCTTAATTTTATTACAACTATTATTAATATACGTAGAGCAGGTATACGATTTGAACGGGTGCCTTTATTTGTATGAGCAGTAAAAATTACTGCTGTTTTATTATTATTAAGTCTACCTGTTTTAGCTGGTGCAATTACTATATTATTAACAGATCGTAATTTAAATACTTCATTTTTTGACCCTGCAGGAGGGGGAGATCCTATTTTATACCAACATTTATTT		Animalia		Annelida		Polychaeta		Spionida		Spionidae		Spiophanes		Spiophanes bombyx				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		0.41		0.21		-		-		-		-		-		-		-		-

		IM-3WZ8LZ		TTTATCAGGGAATTTAGCACATAGGGGTCCTTCAGTGGATTTAGCTATTTTTTCTTTACATTTAGCAGGTATTTCTTCAATTCTAGGGGCGTTAAATTTTATTACAACAATTATTAATATGCGAAGAGCGGGTATACGGTTTGAGCGGGTCCCTTTATTTGTGTGGGCTGTGAAAATTACTGCAGTGTTACTATTATTAAGATTGCCTGTGTTAGCTGGTGCAATTACTATATTATTAACAGACCGAAATTTAAATACATCTTTTTTTGATCCTGCTGGTGGAGGTGATCCTATTTTATACCAGCACTTATTT		Animalia		Annelida		Polychaeta		Spionida		Spionidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		9		-		-		58.64		-		-		-		-		-		2.23		-		-		-		0.43		0.15		0.25		-		3.39		0.07		0.85		0.94		-		-		-

		IM-84G3GV		TTTATCTGGTAATTTAGCTCATGCGGGCCCTTCTGTAGATTTGGCAATTTTTTCTTTACATTTAGCTGGAATTTCTTCTATTTTAGGGGCTTTAAATTTTATCACTACTATTATTAATATGCGTAGAAGTGGAATACGGTTTGAGCGAGTACCTCTTTTTATTTGGTCTGTTAAGATTACTGCGGTGTTATTATTATTAAGGCTCCCAGTCTTGGCTGGTGGTATTACTATATTATTGACTGATCGTAATTTAAATACATCATTTTTTGATCCAGCAGGTGGGGGTGACCCAGTGTTGTACCAACATTTGTTT		Animalia		Annelida		Polychaeta		Spionida		Spionidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		6		-		-		-		-		-		-		-		-		-		-		0.62		16.01		2.12		-		-		14.34		2.35		-		-		-		-		-		0.56

		IM-OF8081		TTTATCCGGTAACCTTGCCCATGCTGGCCCCTCGGTTGATCTTGCCATTTTTTCTCTTCACTTAGCAGGGGTTTCATCAATTCTTGGCGCTCTTAATTTTATTACTACTGTAGTAAACATACGCTGAGAAGGACTTCGTCTAGAAAACATTTCACTATTTGTCTGAGCTGTAACAATTACAGCCATCTTATTACTTCTCTCACTTCCTGTTCTAGCTGGGGCAATCACTATATTACTAACAGATCGTAATCTAAACACCTCTTTCTTTGATCCTGCTGGGGGTGGTGACCCTATCCTGTATCAACATTTATTC		Animalia		Annelida		Polychaeta		Spionida		Spionidae								Target						1		-		-		-		-		-		0.18		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-36E13X		GTTATCAAGTGCGACAGCTCATTCAGGTGGTTCCGTAGACCTAGCAATATTTAGCTTACATTTATCAGGCGCATCCTCTATTTTAGGGGCTATTAATTTTATTTGCACAATTTTTAATATGCGAGTAAAGAGCTTGTCTTTTCACAATCTTCCTTTATTTGTTTGGTCTGTTTTAATTACGGCGTTTTTGTTATTATTATCTTTACCTGTATTAGCAGGTGCAATTACAATGCTGTTAACGGATCGAAATTTTAATACTACTTTTTTTGATCCTGCTGGAGGAGGGGATCCTGTATTATTTCAACACTTGTTT		Animalia		Annelida		Polychaeta		Spionida		Spionidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		0.19		0.30		-		0.21		-		0.27		-		-		-		-		-		-		-		-

		IM-09M2KE		CTTGTCTGGTAATTTGGCCCATGCTGGTCCTTCTGTTGATTTAGCTATTTTTTCTTTACATTTGGCTGGTGTTTCTTCTATTTTAGGGGCTTTAAATTTTATTACTACTATTATTAATATGCGTTGGTCTGGTTTACGGCTAGAGCGTATTCCCTTGTTTGTGTGGGCTGTTAAGATTACTGCTATTTTACTTCTTTTGTCTTTACCTGTGCTTGCTGGGGCTATTACTATGCTTCTGACTGATCGAAATTTAAATACTTCTTTTTTTGATCCAGCAGGCGGCGGAGACCCTGTTTTATATCAGCATTTATTT		Animalia		Annelida		Polychaeta		Spionida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		0.47		-		-		-		-		-		-		-		-		-		-		-		-		-		13.19		-		-		-		-		-		0.19

		IM-BDZP85		CTTATCTGGCAACCTAGCCCACGCTGGTCCATCAGTTGACCTTGCAATTTTCTCTCTACATCTTGCTGGAGTTTCATCAATTCTAGGAGCATTAAACTTTATTACCACAGTTATTAACATACGATCTAAAGGACTTCGTTTAGAACGAATCCCTTTATTCGTTTGAGCCGTAGTTATTACAGCTGTTCTTCTTCTATTATCCCTTCCCGTTCTAGCAGGAGCAATTACTATACTCCTTACCGACCGTAATCTTAATACCTCATTCTTTGACCCCGCCGGAGGAGGTGACCCTATTCTTTATCAACACTTATTC		Animalia		Annelida		Polychaeta		Spionida										Target						1		-		-		-		-		-		-		-		0.86		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-MPQ152		TTTATCTGGTAACCTAGCTCACGCTGGGCCCTCAGTGGACTTAGCAATCTTTTCTCTTCACTTGGCCGGGATCTCTTCTATTCTAGGCGCGTTAAACTTTATCACCACTGTAATCAATATACGATGAAAAGGACTTCGGCTAGAACGTATCCCTTTATTTGTATGAGCTGTAGTTATTACAGCCGTGCTTTTACTACTCTCCCTTCCAGTCCTTGCTGGAGCAATTACCATGCTTCTAACAGATCGTAACCTGAATACAGCTTTCTTCGATCCTGCTGGAGGCGGAGACCCTATCCTGTACCAACACTTGTTT		Animalia		Annelida		Polychaeta		Spionida										Target						1		-		-		-		-		-		-		-		-		0.07		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-51HSVL		TCTTTCAGCTAATCTCGCCCACGCTGGGCCTTCTGTAGATCTTGCTATTTTCTCTCTACATCTAGCAGGGATTTCTTCAATTTTAGGCGCTATTAACTTCATCACTACAACCATTAATATACGATGAAGAGGGCTTCGATTAGAACACATTTCACTATTTGTATGGGCTGTAGTAATTACTGCTGTACTTCTTCTTTTATCCCTCCCTGTTCTTGCAGGTGCAATTACTATACTTCTTACAGACCGCAACCTTAACACGTCCTTCTTCGACCCTGCTGGAGGAGGGGATCCTATCCTGTACCAACACTTATTT		Animalia		Annelida		Polychaeta		Spionida										Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		0.23		-		-		45.82		0.18		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N3QZJ6		TTTATCTAGAAATATTGCTCATTCTGGTGCTTCAGTTGATTTTGCTATTTTTTCTTTACATTTGGCAGGGATTTCTTCAATTTTGGGTTCCATTAATTTTATTACTACTATTATCAATATGCGGGTTGAAGGGTTGCGTTTGGAACGAATAAGCCTTTTTGTTTGAGCAATTCATGTAACAGTTTATTTATTACTAGCTTCTTTACCAGTACTTGCTGCTGCTATCACTATACTATTAACAGATCGAAACTTTAATACTGCTTTTTTTGACCCTTCTGGTGGTGGTGATCCAATTTTATATGAACATTTGTTT		Animalia		Annelida		Polychaeta		Terebellida		Ampharetidae		Ampharete		Ampharete falcata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.08		-		-		0.28		-		-		-		-		-

		IM-59C57Q		CTTAGCCAGCAATGTTTGCCACGCCGGCCCATCCGTGGACTTAGCAATTTTCTCACTACATCTAGCTGGAGTTTCGTCCATCCTAGGTTCTATTAATTTTATCACCACAACTCGAAACATACGGCCCAACGGTTACACAGCTGAGCGAATTCCTCTGTTTGTTTGATCCCTGGTTGTTACCACAATCCTTCTCCTCCTATCTCTCCCAGTGTTGGCTGGAGGAATCACAATACTCCTAACAGATCGAAATTTAAATACATCATTTTTTGACCCATCCGGAGGGGGGGACCCAGTGCTTTACCAGCACCTCTTC		Animalia		Annelida		Polychaeta		Terebellida		Cirratulidae		Aphelochaeta						Target						2		-		-		0.31		-		-		-		-		-		-		-		-		0.27		-		-		-		-		-		-		-		-		-		-		-

		IM-1FV6RR		ACTATCAAGAAACGTCTCACATAGTGGCCCTTCCGTAGATCTAGCAATCTTCTCCCTCCATCTTGCAGGTGTCTCCTCTATCCTTAGCTCTATTAACTTTATTACAACAGCAAAAAACATGCGCCCTAAAGGCCTCACCCCAGAACGCATACCTTTATTTGTATGGGGCGTGGCTATCACCACCGTTCTTCTTCTTCTTTCCCTGCCAGTTCTTGCAGGAGCTATCACCATACTTCTCACAGACCGAAACCTAAACACCTCATTCTTCGACCCCACTGGTGGTGGAGACCCTGTACTATATCAACACCTGTTT		Animalia		Annelida		Polychaeta		Terebellida		Cirratulidae		Chaetozone						Target						5		-		-		-		-		-		-		-		-		-		-		4.87		5.69		0.33		15.55		-		-		-		-		-		-		-		1.25		-

		IM-F8951I		TCTAGCAGCTAATATCTCTCACAGAGGGCCATCTGTAGACCTAGCCATCTTTTCCCTCCACCTGGCAGGTGTCTCTTCTATTCTCAGTTCCATCAACTTTATTACTACCGTAAAAAATATACGACATAAAGGCATCACCCCAGAACGCATCCCCCTTTTTGTCTGAAGAGTTGCTGTTACTACAGTACTTCTCCTCCTGTCACTTCCTGTTCTTGCAGGCGCAATCACAATACTTCTAACAGACCGAAACCTAAATACCTCCTTCTTTGACCCTTCCGGGGGCGGAGACCCCGTTCTTTACCAACACCTATTC		Animalia		Annelida		Polychaeta		Terebellida		Cirratulidae		Chaetozone						Target						3		-		-		-		2.61		0.59		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1GUTR7		ACTTTCAAGAAACATTTCCCACAGCGGGCCCTCTGTAGATCTCGCCATCTTTTCTCTACACCTGGCAGGAGTTTCCTCAATCCTTAGCTCCATCAATTTTATCACCACAGCAAAAAACATACGCCCAAAAGGCCTTACCCCCGAACGTATACCCTTATTCGTATGGAGTGTTGCTATTACCACTGTTCTTCTCCTTCTATCTCTTCCCGTTCTAGCCGGCGCCATTACTATACTACTTACTGACCGAAATCTTAATACATCATTCTTCGACCCTACCGGAGGAGGAGACCCCGTCCTATACCAACACTTATTT		Animalia		Annelida		Polychaeta		Terebellida		Cirratulidae		Chaetozone						Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.90		-		-		-		-		-		-		-		-		-

		IM-4WY8Z1		ATTAGCAGCTAATATCTCCCATAGTGGCCCATCAGTAGACTTAGCTATTTTTTCTCTTCATTTAGCGGGGGTATCCTCTATTCTAGGGTCTATTAATTTTATTACAACAGTACGAAATATACGCCCTAAGGGAATAACACCAGAGCGAATTCCTTTATTTGTCTGAGCTGTAGTTATTACTACAGTTCTTCTTCTTCTATCCCTTCCAGTATTAGCGGGGGGAATTACAATACTTTTAACAGACCGAAATCTAAATACCACATTTTTTGATCCCGCAGGAGGAGGAGATCCTATTTTATATCAACACCTATTC		Animalia		Annelida		Polychaeta		Terebellida		Flabelligeridae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.24		-		-		-		-		-		-		-		-

		IM-U655S0		CTTATCAAGGAACCTTGCACATGCGGGTCCATCTGTAGACTTGGCCATCTTTTCTCTCCACTTAGCCGGGATCTCATCTATTCTCGGAGCTATTAACTTTATTACTACCGTAATCAACATGCGGTCTAAAGGCCTTCGATTAGAACGAGTCCCTCTATTCGTGTGGGCAGTAAAGATTACTGCTATCCTTCTTCTTTTATCACTTCCTGTTTTAGCAGGAGCCATTACTATACTCCTAACTGACCGTAATTTAAACACCTCATTCTTCGATCCAGCAGGGGGAGGAGACCCCATTCTTTACCAACACCTCTTT		Animalia		Annelida		Polychaeta		Terebellida		Pectinariidae		Lagis		Lagis koreni				Target						1		-		-		-		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D0OE5E		TCTATCCAGAAACCTCGCACATGCCGGCCCCTCTGTAGACCTAGCTATTTTCTCCCTTCACCTAGCAGGTATTTCATCTATTTTAGGTGCTATTAATTTTATTACAACAGTAGCTAACATGCGATGAAAAGGCCTACGACTAGAACGTCTGCCCCTTTTTGTTTGAGCAGTTAATATTACTGTAGTTCTACTTCTTCTCTCACTTCCAGTTTTAGCAGGCGCCATCACGATACTACTGACAGACCGTAACGTAAACACTTCTTTCTTTGACCCTGCCGGAGGGGGCGACCCAATCCTATACCAACACTTATTC		Animalia		Annelida		Polychaeta		Terebellida		Terebellidae		Nicolea						Target						1		-		-		-		-		-		-		-		-		0.54		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-UO2702		TTTATCAAGAAATATTGCACACGCTGGTCCATCTGTTGATTTGGCCATCTTCTCCCTTCACCTTGCCGGTATTTCATCTATTTTAGGTGCTATTAATTTTATTACTACGGTTGCTAACATACGATGAAAAGGTCTTCGTTTAGAGCGAATTCCTTTATTTGTATGGGCCGTAACTATTACAGTTGTTCTTCTTCTTCTATCATTACCCGTATTAGCAGGTGCAATTACAATACTTCTTACAGACCGGAACGTAAACACATCATTTTTCGATCCTGCTGGTGGTGGTGACCCAATTTTATACCAACATTTATTC		Animalia		Annelida		Polychaeta		Terebellida		Terebellidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		93.71		-		-		-		-		0.53		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-2AV110		ACTATCTGATAATATGGCCCATGCTGGGCCCTCAGTTGATTTAGCTATCTTCTCACTTCATTTAGCTGGTATCTCATCTATTTTAGGATCAATTAATTTTATTACAACTGTCATTAACATACGATGAAAAGGGCTACGTTTAGAACGAATCCCACTATTTGTTTGGGCAGCTGTTATTACTACTGTCCTCCTACTTCTATCACTCCCAGTATTAGCAGGAGCTATTACGATGCTTTTAACCGACCGAAACATTAATACTTCATTTTTTGACCCTGCAGGGGGAGGTGACCCAATTCTCTACCAACACTTATTT		Animalia		Annelida		Polychaeta		Terebellida		Trichobranchidae		Terebellides						Target						1		-		-		-		-		0.21		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-NK3424		ACTCTCAAGGAATATAGCCCATGCAGGCCCCTCTGTAGATCTAGCAATTTTTTCTCTACACCTTGCAGGTGCATCATCCATTATAGCTTCAGTCAATTTTATCTCAACTATTTTTAACTGCCGTATTAAAGGAATACGTTTAGAACGTATCCCTCTATTCGTATGAGCTGTATTAATTACTACTGTTCTACTTCTTCTCTCATTACCTGTCCTTGCAGGTGCCATTACCATACTTCTAACCGACCGAAATATTAATACAGCCTTTTTTGACCCTAGTGGTGGAGGAGACCCTATTCTATTTCAACATTTATTT		Animalia		Annelida		Polychaeta		Terebellida										Target						1		-		-		-		-		58.30		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7V3UT3		CTTATCAAATAATTTATTCCACTCAGGGCCTGCGGTAGACCTAGCTATCTTCTCCCTACACCTTGCAGGTGTCTCTTCGATTCTTGCCTCTATTAACTTCATTACAACCGCAAAAAATATGCGGCCAAAAGGAATAACATCTGGGCGAATACCCCTATTTGTATGGTCTGTAGCAATCACAGCAGTTCTTCTAGTTCTCGCACTCCCAGTTTTAGCAGCAGCAATCACGATGCTTCTCACCGATCGAAACTTCAACACCACCTTTTTTGACCCTATAGGAGGCGGGGACCCCGTTCTATTTCAACATCTTTTC		Animalia		Annelida		Polychaeta				Paraonidae		Aricidea		Aricidea minuta				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		0.19		3.73		-		-		-		-		-		-		-		-		-		-		-

		IM-TT2Y7U		TTAGCGAGAAACATCGCTCATGCGGGCCCATCTGTGGACTTGGCTATTTTTTCATTGCACCTTGCAGGAATCTCCTCTATTCTAGGGGCCCTTAACTTTATCACAACAATTATTAATATGCGATGAAAAGGCCTCCAACTTGAGCGTATGCCGCTGTTTGTTTGAGCCGTCCTTATCACAGCAGTTCTCCTACTGCTCTCTTTACCTGTACTCGCGGGAGCTATCACCATGCTTCTGACCGACCGCAATCTAAACACCGCCTTCTTTGATCCCGCAGGCGGAGGGGACCCTATTCTTTACCAACACTTGTTT		Animalia		Annelida		Polychaeta				Protodrilidae		Meiodrilus		Meiodrilus adhaerens				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		34.31		-		-		-		-		-		0.48		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3XIYA1		GCTTGCTAGCAACATTGCCCATGCTGGGCCTTCAGTCGACCTTGCTATCTTCTCCCTTCATTTAGCCGGAATCTCTTCTATCCTAGGCTCCCTTAACTTTATCACCACTATTGTTAATATACGATGAAAAGGCCTACAACTAGAACGAATGCCCCTTTTCATCTGGGCAGTTAAAATTACTGCCGTTCTTCTTCTACTATCATTACCAGTTCTAGCAGGGGCCATCACAATATTACTTACAGACCGTAACCTAAACACTGCATTCTTCGATCCAGCAGGAGGAGGAGATCCAATTCTCTACCAACATCTATTT		Animalia		Annelida		Polychaeta				Protodrilidae		Protodrilus						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.06		-		-		-		-

		IM-NT95G0		TTTAGCTAGTAACATCGCCCACTCTGGCCCCTCCGTAGATTTAGCAATCTTCTCTCTGCACCTTGCAGGAATTTCATCAATCCTCGGGTCCTTAAACTTTATCACCACTATCATTAATATACGATGAAAAGGACTACAATTAGAGCGTATACCTTTATTTATCTGAGCTGTAAAAATCACAGCCGTTCTTCTTCTTTTATCTCTCCCAGTCTTAGCAGGAGCTATCACTATACTCCTAACAGACCGAAACATCAATACAGCATTTTTCGACCCTGCAGGAGGGGGCGACCCAATCCTTTATCAACACCTATTT		Animalia		Annelida		Polychaeta				Protodrilidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		54.92		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-789Y2X		TCTCTCAAGAAACCTAGCACACTCAGGACCATCAGTAGACATAGTAATCTTCTCTCTCCATCTAGCAGGAGCTAGATCAATTCTTGCATCAATCAATTTTATTACAACAGTAAAAAAACTCCGATCAGGAGTATCCCTATCAGCTACACCCTTGTTTGTGTGATCAGTAAAAATCACAACCATTCTTCTTCTTCTCTCACTACCAGTCTTAGCAGGAGCTATCACTATACTCCTTACAGACCGAAACCTAAACACTGCGTTCTTTGACCCTTCAGGGGGAGGAGACCCAGTTTTATTTCAGCATCTCTTC		Animalia		Annelida		Polychaeta												Target						8		-		2.12		0.55		-		-		-		-		-		-		-		-		-		0.45		10.44		5.68		-		33.88		0.28		-		0.51		-		-		-

		IM-26I31Z		TCTTTCAAGAAACCTAGCACACTCAGGACCATCAGTAGACATAGTAATTTTCTCTCTTCATCTAGCAGGAGCTAGATCAATTCTTGCATCAATCAATTTTATTACAACAGTAAAGAAACTCCGATCAGGAGTATCCCTATCAGCTACCCCCCTGTTTGTATGATCAGTAAAAATCACAACCATTCTTCTTCTCCTTTCACTGCCAGTTTTAGCAGGAGCTATCACTATACTCCTTACAGATCGAAATCTAAACACTGCATTCTTTGACCCTTCAGGGGGAGGAGACCCAGTTTTATTTCAACATCTCTTC		Animalia		Annelida		Polychaeta												Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		29.39

		IM-NXV1H3		CCTTTCAAGGAACATCGCTCACGCGAGCCCTGCTGTTGATATAGCAATCTTCTCTCTCCACCTCGCTGGCGCATCCTCAATTATTGCATCTATTAACTTCATAACCACAATTTATAACATACGAAACGAAGGGTATACTATAGAACGCGTACCTCTTTTCGTATGATCAATTATAATTACTTCTGGACTCCTAGTATTAGCAGTCCCCGTCCTCGCTGCTGGAATTACAATACTTCTAACTGATCGAAATCTTAATACTACTTTCTTCGACCCAGTCGGAGGAGGAGACCCAGTACTTTACCAACACCTCTTC		Animalia		Annelida		Polychaeta												Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		3.50		0.09		-		-		-		-		-		-		-		-

		IM-5MPN7H		TCTTTCAGGAAATCAAACCCATGCTGGTCCTTCCGTTGATCTAGCAATTGTTTCTCTACATCTTGCTGGGGTATCGTCTATTCTAGGGGCAATAAATTTTATTACTACTGCCGGTAATATACGACCAGGCGCAATACGCCTGGAACGTATGCCCCTATTTGTTTGATCTGTTAAAGTTACCGCATGACTTCTTGTAATTTCTCTACCAGTTCTGGCTGGAGGTATCACTATGCTTCTAACTGATCGAAATCTAAATACTACATTTTTTGATCCTCTTGGAGGAGGGGATCCTATTCTTTATCAACATCTCTTT		Animalia		Annelida		Polychaeta												Target						2		-		1.46		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-14Q5J1		CCTTTCTAACAACCTTTTTCACTCTGGTCCCGCAGTAGACTTAGCAATTTTCTCTCTTCATTTAGCAGGAGTATCTTCTATTCTCGCTTCAATCAATTTTATTACTACAGCAAAAAATATACGTCCTAAAGGAATAACCTCTGGTCGAATACCCCTGTTCGTATGGTCTGTTGCTATTACAGCAGTACTTCTAGTACTAGCTCTCCCAGTTCTCGCTGCAGCCATTACCATACTCCTCACAGATCGAAACTTCAATACTACTTTCTTTGATCCTATAGGAGGAGGAGATCCCGTTCTATTTCAACATCTATTC		Animalia		Annelida		Polychaeta												Target						1		-		-		1.77		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-23IZ26		CCTCTCAGCAAACCTATTTCATTCAGGACCATCTGTAGATCTAGCTATTTTCTCTCTGCATTTGGCAGGGGTTTCTTCTATCTTAGCATCAATTAATTTCATTACCACTGCAAAAAACATACGCCCAAAAAACATAACTTCCGGACGAATACCACTATTTGTTTGATCTGTAGTGATCACTGCAGTACTATTAGTCTTATCTCTTCCAGTTTTAGCCGCAGCAATTACTATGCTATTAACAGACCGAAATGTAAATTCCTCTTTTTTTGACCCTGCTGGAGGTGGTGACCCTGTCCTCTACCAACACCTTTTT		Animalia		Annelida		Polychaeta												Target						4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.92		-		-		1.13		6.67		3.29		-		-		-

		IM-E9VD98		CTTTCAGCTAATTTAGCTCACGCAGGTCCTTCAGTTGATTTAGCTATCTTTTCTTTACACCTAGCTGGGATCTCTTCTATCCTAGGTGCTATTAATTTTATTACGACTACAATTAACATACGATGAAGTGGACTCCGCCTAGAACATATTTCTTTATTTGTTTGGGCCGTTGTTATCACAGCAGTTCTTCTTCTTCTCTCACTTCCAGTTCTAGCGGGAGCAATTACTATGCTTCTAACAGACCGAAACTTAAACACCTCATTCTTCGACCCTGCTGGAGGTGGAGATCCCATTTTATACCAACACCTATTT		Animalia		Arthropoda		Branchiopoda												Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		1.35		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-95ETV4		GCTCTCTAGAAACTTAGCCCATGCGGGGAGATCTGTTGATTTTGCCATTTTCTCACTGCATCTGGCTGGGGTGAGGTCCATTCTCGGGGCTGTAAACTTTATTAGAACCTTGGGCAATCTACGAGTTTTTGGGATGGTTTTAGATCGGATGCCTCTTTTCGCCTGGTCCGTACTTATTACTGCCGTTTTGCTTCTTTTGTCTCTTCCTGTTCTTGCTGGGGCCATCACGATGCTTCTAACCGATCGTAATCTGAACTCTTCGTTTTATGACGCTAGGGGTGGGGGGGACCCTATCTTGTACCAGCACTTATTT		Animalia		Arthropoda		Hexanauplia		Calanoida		Centropagidae		Isias		Isias clavipes				Target						2		-		-		-		-		-		-		-		-		-		0.28		-		0.29		-		-		-		-		-		-		-		-		-		-		-

		IM-YU366C		TCTTTCAAGAAATATTGCACACGCAGGGGGCTCAGTAGATTTTGCTATTTTTTCTCTACATTTGGCCGGGGTGAGATCAATTTTAGGGGCAGTTAATTTTATTAGGACTTTAGGAAACCTGCGAGTCTTTGGTATATTACTGGACCGGATACCATTATTCGCATGGTCTGTCTTAGTCACTGCGGTGCTGCTATTGCTTTCTATGCCAGTACTCGCTGGCGCGATTACTATGCTTCTAACAGACCGAAATTTAAACACGTCGTTTTATGATGTGGGAGGGGGTGGAGACCCTATCTTATACCAACATCTTTTT		Animalia		Arthropoda		Hexanauplia		Calanoida		Clausocalanidae		Microcalanus		Microcalanus pusillus				Target						1		-		-		-		-		-		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J5YBB6		ACTATCTAGGAACATTGCACATGCCGGAAGGTCCGTAGACTTTGCCATCTTTTCGTTACATTTAGCCGGAGTTAGTTCAATTCTTGGGGCAGTAAATTTTATTAGGACTTTAGGAAACCTTCGAGTATTTGGAATATTACTAGATCGCATACCTCTGTTTGCATGAGCTGTATTAATTACTGCTGTACTATTACTTCTTTCTTTACCTGTTCTAGCTGGGGCTATTACCATATTATTAACCGATCGTAATTTGAATACAACATTTTATGATGTGGGGGGAGGAGGAGATCCTATTCTATATCAACACCTATTC		Animalia		Arthropoda		Hexanauplia		Calanoida		Paracalanidae		Paracalanus		Paracalanus parvus				Target						3		10.58		0.25		-		-		-		-		-		-		0.19		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-HA6J44		CCTATCTTTAAATTTAGCGCATGCCGGGATATCCGTTGATTTTGCTATTTTTTCACTTCATTTAGCAGGAATTTCATCTCTTCTAGGAGCTGTAAATTTTATCAGTACTCTAGGAAATTTACGTTCTCTAGGGTTAATAATAGATCGAATACCTCTTTTTGCATGGGCTGTTTTAGTAACAGCTATTCTTTTACTGCTGTCTTTGCCCGTGTTAGCAGGGGCTATCACAATACTATTAACGGACCGAAATTTAAATACATCTTTTTATGATGTCAGGGGAGGAGGAGACCCAGTACTGTACCAGCATCTATTC		Animalia		Arthropoda		Hexanauplia		Canuelloida		Longipediidae		Longipedia		Longipedia coronata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-

		IM-PL6SF9		TCTGAGTTCTTATATTTTTCACGGGGGAGCATCTGTGGACTTTACAATTTTTAGCCTCCACCTAGCCGGAGTCTCTTCTCTCCTGGGGGCAGTAAACTTTATTAGCACGGTTTTAAATTTACGGGCATTAGGTATGTTAATAGATCGCATACCTTTATTCCCATGGGCAGTATTTATTACTGCTATTCTGCTTCTTTTGTCACTTCCCGTTTTAGCAGGAGCTATCACTATACTCTTGACAGATCGAAATTTAAACACGTCTTTTTATGATCCTATAGGCGGGGGTGACCCTGTCCTCTATCAGCACTTGTTT		Animalia		Arthropoda		Hexanauplia		Cyclopoida		Oithonidae		Oithona		Oithona similis				Target						1		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-43Z7Q8		ACTTAGGAGAAATATCGCACATGCCGGGGCCTCTGTAGATTTAGCTATTTTTTCTCTCCATTTGGCCGGGATTTCCTCTCTCTTAGGTGCTGTAAATTTTATTAGGACGTTAGGTAACTTGCGAACTTATGGCATGTTTTTAGACCGTATGCCTCTTTTTGCTTGGGCCGTCCTAGTGACAGCAGTCTTATTGCTTTTAAGGTTGCCTGTTTTGGCGGGAGCAATTACTATACTTTTAACAGATCGTAATTTAAACACAACTTTTTACGACGTAGCCGGAGGCGGTGATCCTGTGCTTTATCAACATTTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Ameira						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		3.18		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-U80TH0		TTTAAGGGCTAATATGGCGCATAGGGGGGCTTCTGTTGATTTAGCTATTTTTTCTTTACATCTGGCCGGAATCTCTTCATTGTTAGGGGCTGTAAATTTTATTAGAACTTTAGGAAATTTGCGAGTATATGGAATATTTTTAGATCGAATACCTTTATTTGCTTGAGCAGTGCTCGTTACAGCAGTTTTATTGCTACTTTCTTTGCCTGTCTTGGCTGGAGCCATTACTATGTTGTTGACAGATCGGAATTTAAATACTACGTTCTATGACGTAGCAGGAGGGGGGGACCCAGTCTTGTACCAGCATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Filexilia		Filexilia brevipes				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		0.52		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-89Q4V3		GTTAAGGAGTAACATCGCTCATTCTGGGGCTTCTGTAGATTTGGCTATTTTTTCTTTACATTTGGCGGGGATCTCGTCGCTTTTGGGGGCAGTGAATTTTTTGAGAACATTAGGGAACCTGCGGGTTTATGGGATGGTATTAGACCGTATGCCTTTATTTGCGTGGGCTGTCTTGGTTACAGCCGTGCTTTTGCTGCTATCTTTGCCTGTGTTAGCCGGAGCAATTACTATATTACTTACGGATCGTAATTTAAACACCACTTTTTACGATGTGGGGGGAGGAGGGGATCCTGTTCTATATCAGCACCTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Praeleptomesochra						Target						1		0.66		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-R99MIU		TTTAAGAGCCAATCTTGCGCATGCTGGGGCTTCTGTAGATTTTGCTATCTTTTCTCTTCATTTGGCTGGGATTTCGTCTCTGTTGGGGGCAGTGAATTTTATTAGAACTTTGGGAAACTTACGAGTCTTAGGTATAGGACTGGATAACGTCCCCTTATTTGCGTGAGCAGTTTTTATTACAGCTGTGTTGCTTTTATTATCATTACCCGTGTTGGCAGGGGCTATCACGATGCTTTTAACAGATCGAAATTTAAATACTGCTTTTTATGATGTTGCAGGAGGGGGAGACCCTGTGCTGTACCAGCACTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Proameira		Proameira psammophila				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.55		-		-		-		-

		IM-OE7225		TTAAGAAGAAATGTCTCGCATGCTGGAGCTTCGGTGGATTTAGCCATTTTTTCTTTACATATGGCAGGAATCTCATCATTATTAGGGGCTGTAAATTTTATTAGAACTTTAGGAAATTTACGAGTTTACGGATTAACTCTAGATCGCATACCTTTATTTGCTTGAGCCGTTTTAGTGACTGCTGTATTACTGCTTTTATCCCTTCCAGTATTAGCTGGGGCAGTGACTATACTATTAACTGATCGAAATTTAAACACGACCTTTTATGATGTGGCTGGGGGAGGGGACCCAGTTTTATATCAACACTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Pseudameira						Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.37		-		-		-

		IM-1818QO		GCTTAGGAGGAATATCGCGCACGCAGGAGCGTCTGTAGATTTAGCTATCTTTTCTTTACATTTAGCCGGGATTTCATCCTTATTGGGGGCTGTGAATTTTATTAGGACCTTGGGGAATTTACGAACATACGGGATATTTTTAGATCGTATGCCCTTATTTGCTTGAGCTGTCTTAGTAACAGCAGTGCTTTTATTGTTAAGATTACCGGTGTTAGCCGGAGCTATCACTATATTGTTAACTGATCGGAATTTGAACACAACTTTTTATGACGTGGCGGGAGGGGGTGACCCGGTATTATACCAACACTTATTC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae		Sicameira		Sicameira leptoderma				Target						1		4.00		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7UY5I2		ACTAAGAAGAAATATCGCACATGCTGGTGCATCTGTTGATTTGGCAATTTTTTCTTTGCATTTAGCTGGGATTTCTTCTCTTTTAGGTGCAGTAAATTTTATTAGCACCCTAGGAAATTTGCGAATTTACGGAATACTACTAGACCGAATACCTTTGTTTGCTTGAGCTGTTTTAGTGACTGCTGTTTTATTATTACTTTCTTTACCGGTATTAGCCGGAGCCATTACTATGCTTTTAACGGATCGTAACTTGAATACGACTTTTTATGATGTTGCAGGTGGTGGAGATCCTGTACTGTACCAGCATCTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ameiridae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.78		-

		IM-Q09Z45		GTTAAGGTCTAATATTGCCCATAGAGGAAGCTCTGTAGATTTTGCAATTTTTTCTTTACATTTAGCTGGTGTTTCCTCACTTCTAGGTGCAGTAAATTTTATTAGAACTTTAGGAAATTTACGATCATTTGGAATACTTTTAGACCGAATGCCCTTATTTGCATGATCAGTTTTAGTAACAGCTGTTTTACTATTATTATCTTTGCCTGTATTAGCTGGGGCTGTTACAATATTGTTAACAGACCGAAACTTAAATAGGAGCTTTTATGATGTTGGGGGAGGGGGAGACCCTGTTCTTTATCAGCATCTTTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Canthocamptidae		Mesochra		Mesochra pygmaea				Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.31		0.35		-		-		0.21

		IM-FB21F0		CCTAAGGTCAAATATGGCCCACAGGGGCAGGTCTGTAGATTTTGCAATTTTTTCTCTTCATTTGGCAGGGGTTTCCTCTTTATTAGGGGCTGTTAATTTTATTAGTACAGTGGGAAATTTGCGTATTTTTGGTATAGTTTTAGACCGAATGCCGTTGTTTGCCTGGGCTGTCCTAGTAACTACTATTCTCTTGCTTTTATCCCTTCCTGTTTTAGCGGGGGCGGTGACCATACTTTTAACGGATCGAAATTTAAATAGAAGATTTTATGATGTTGGAGGAGGCGGGGACCCTGTGCTCTACCAGCATCTTTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Cletodidae		Cletodes		Cletodes tenuipes				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		1.03		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-VX6OM8		TCTAAGCTTAAATATTTCCCACTCAGGAGCCTCTGTAGACTGTGCAATTTTTTCTCTTCATTTAGCGGGGGTGTCGTCTATTTTGGGAGCAGTGAATTTTATCTGCACACTAAGAAATCTACGGTCCCTAGGTTTGCTCCTAGATCAAATGTCCTTATTTTCTTGATCTGTAGCAGTCACAACTGTCTTACTACTTTTGGCTTTACCAGTATTAGCGGGAGCTATCACCATGCTATTAACCGACCGCAATTTTAATACATCTTTTTATGATGTCTCTGGGGGGGGGGACCCTGTTTTATACCAACATCTTTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target						5		-		6.81		-		-		-		-		-		-		0.18		14.09		0.55		-		-		-		-		-		-		-		-		-		-		-		0.35

		IM-6LNI5U		CCTAAGAAGAAATATCTCACATTCTGGTGCTAGGGTCGATTGCGCCATTTTTTCCTTACATTTAGCAGGTGTCTCTTCTATTTTGGGGGCTATTAATTTCATTAGCACCCTAAGAAACTTACGTACCTTAGGCATGGTTTTTGATTGCATGCCGTTATTTGTATGGTCAGTCATGGTCACCACTATTCTCCTTCTTTTGGCCCTCCCTGTTTTAGCCGGAGCCATCACGATGCTTTTAACGGACCGTAACTTAAATACTAGTTTTTATGATGTAGCCGGCGGGGGGGACCCAATCCTTTACCAGCACCTGTTC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target						3		-		4.63		-		-		-		-		-		-		-		7.14		1.47		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8KWK62		TCTTAGCAGAAACCTATCCCATTCGGGGGCAAGTGTAGACTGTGCTATTTTTTCTCTTCACCTAGCTGGGGCTAGGTCAATTTTGGGTGCCATAAATTTTATTAGAACCATAATAAATATACGTTGTATTGGAATACGGTTAGACACTATGCCATTATTTAGGTGGTCAGTTTTAGTGACTACTGTTCTACTTCTTTTAGCATTACCCGTATTAGCAGGTGCTATCACCATGTTGCTTACGGATCGTAACTTAAATACTGCTTTTTATGATGTTGCAGGGGGGGGGGACCCAGTCCTGTATCAGCATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target						2		-		-		-		-		-		-		-		-		-		0.28		-		-		-		-		-		-		-		-		-		-		-		-		0.19

		IM-1E30E7		CCTGAGTAGAAGTATTTTCCACTCTGGAGCCTCTGTGGATTGTGCAATTTTTTCTCTCCACTTGGCTGGGGTCTCTTCTATTCTAGGGGCTATAAATTTTATTAGAACCATCATAAATATACGCTGTATCGGCATACGTTTAGATGCTATGCCATTGTTTGTATGATCCGTCTTAGTCACCACTGTACTCTTGCTCTTAGCCCTTCCAGTTTTAGCCGGCGCAATTACTATACTTCTCACTGATCGAAACTTAAATACTGCTTTTTATGATGTTGGCGGAGGAGGGGACCCTGTTCTTTATCAACATTTATTC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		11.23		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1C67G8		ACTAAGGAGGAATATCTCACATGCAGGAGCTTCTGTTGACTGCGCGATTTTTTCTTTACATCTTGCCGGTGTTTCATCTATTTTAGGCTCTATAAATTTTATTAGCACGATACTAAATATACGATGTATAGGAATACGATTAGACGCCATGCCTCTTTTTGCTTGGTCAGTACTAATTACAACTATTCTTTTACTTTTAGCTTTACCTGTTTTAGCTGGAGCTATTACAATACTATTAACAGATCGAAACTTAAATACTTCTTTTTATGACGTAGCGGGTGGCGGGGACCCTATTCTTTACCAGCATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target						1		-		-		-		-		-		-		-		-		-		0.23		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0I4LEX		TCTAAGGTTAAATACCTCTCATTCTGGGATATCAGTAGACTGTGCAATTTTTTCGTTACACCTGGCTGGTGTGTCCTCAATTCTAGGAGCCATAAACTTTATTAGAACTATTTTTAATATACGATGTGCTGGAATACAAATAGACTGAATATCTCTATTTCCTTGATCTGTCTTAATCACTACTGTACTCTTGCTTTTAGCACTTCCTGTATTAGCTGGGGCTATTACCATACTTCTTACAGACCGAAACCTTAACACTAGGTTTTATGATGTGGCTGGGGGAGGAGATGCCGTACTCTATCAGCATTTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.12		-		-		-		-

		IM-MY4O6Y		ACTAAGGAGGAATATCTCACATGCAGGAGCTTCTGTTGACTGCGCGATTTTTTCTTTACATCTTGCTGGTGTTTCATCTATTTTAGGCTCTATAAATTTTATTAGTACGATACTAAACATACGATGTATAGGAATACGATTAGACGCCATGCCTCTTTTTGCCTGATCAGTACTAATCACAACTATCCTTTTACTCTTAGCTTTACCTGTTTTAGCTGGAGCTATTACAATACTATTAACAGATCGAAACTTAAATACTTCTTTTTATGACGTAGCGGGTGGGGGGGACCCTATTCTTTATCAACATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Ectinosomatidae								Target						1		-		-		-		-		-		-		-		-		-		0.31		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-0O7JP0		TTGAGGAGAAATATCGCGCACAGGGGGGCCTCCGTAGATTTTGCTATTTTCTCCCTTCATTTGGCAGGTGTCTCGTCTCTTCTAGGGGCAGTGAATTTTATCAGTACCTTAGGAAACCTACGAATTTTTGGCATACTGCTAGACCGAATGCCTTTATTTGCGTGATCCGTGCTAGTGACTGCAGTACTTCTTCTTCTCTCTCTACCCGTGCTTGCTGGGGCCATCACCATACTTCTCACCGACCGAAACCTAAATAGGACTTTTTATGATGTGGCAGGAGGGGGGGACCCTGTCCTCTACCAGCATTTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Laophontidae		Laophonte		Laophonte longicaudata				Target						4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.72		-		0.11		0.15		1.91		-		-		-		-

		IM-J38B79		TTTAAGATTAGGTCAAAGACACAGGGGGGCTTCTGTAGATTTTGCTATTTTTTCTTTACATTTAGCTGGAATTTCTTCCTTATTAGGTGCAGTTAACTTTATTAGGACTTTAAGAAATTTACGGGTATTTGGAATATTATTAGATCGGATGTCGCTATTTGCATGATCTGTTTTAGTGACTGCAATTTTATTGCTTCTTTCTTTACCCGTGTTGGCTGGGGCAGTTACAATATTGTTGACAGATCGAAACTTAAATACCAGATTCTATGATGTGGGGGGAGGAGGAGATCCCGTGCTTTATCAACACTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Leptastacidae		Leptastacus						Target						1		-		-		-		-		-		-		-		-		-		0.28		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-O554J8		GCTAAGGTCAAATATCAGACACAGGGGGGCCTCGGTGGACTTTGCTATCTTTTCTCTACACTTAGCAGGGATTTCCTCTTTGTTAGGGGCGGTTAATTTTATTAGAACAATTGGGAACTTGCGCTCTTTTGGTATACTTCTAGATCGGATGCCACTATTTGTTTGGTCGGTTTTAATTACAGCAATTTTATTATTACTGTCACTACCAGTATTAGCTGGGGCAGTCACAATACTATTAACCGATCGGAACTTAAATACCTCTTTTTACGATGTAGGGGGAGGGGGGGACCCAGTTCTTTACCAGCACTTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Leptastacidae		Leptastacus						Target						3		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-		-		-		-		-		-		3.63		0.64

		IM-0I6TAH		TTTAAGGTCTAATATCAGACACAGCGGGGCCTCCGTTGATTTTGCTATTTTTTCTTTGCACCTGGCTGGGATTTCCTCTTTATTAGGGGCCGTTAATTTTATTAGCACAATTGGAAACTTACGATCCTTTGGCATGCTTCTAGACCGAATGCCTTTATTTGTTTGAGCTGTTTTAATCACAGCTATTTTACTTTTGTTGTCTCTTCCGGTGTTAGCGGGGGCAGTAACTATATTGTTAACGGATCGTAACTTGAACACTTCTTTTTACGATGTTGGGGGAGGGGGAGACCCCATTCTTTACCAGCATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Leptastacidae		Leptastacus						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		4.17		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-TJXS38		CCTAAGGAGAAATATTGCGCATAGAGGGGCATCAGTAGATTTCGCAATTTTTTCTTTACACTTAGCAGGAATTTCCTCTCTTTTAGGTGCAGTAAATTTTATTAGGACTTTAGGAAATTTACGGTCTTTTGGGATACTTTTAGACCGCATGCCTTTATTCTCTTGAGCAGTTTTAGTGACTGCAGTACTTCTTCTTTTGTCTCTCCCAGTTTTAGCGGGGGCTATCACGATATTATTAACTGATCGAAATTTAAATAGAACATTTTATGATGTCAGAGGAGGGGGGGATCCTGTTTTATATCAGCATCTTTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Leptopontiidae		Leptopontia		Leptopontia dovpori				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		2.58		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-N7N626		TTTAAGAATAAACCTTGCCCATTCGGGTCTTTCTGTTGACGTAAGAATTTTTTCACTCCACTTGGCTGGAATTTCCTCCTTGTTGGGTGCAGTAAACTTTATTAGAACTTTAGGAAACCTCCGCTCTTTCAGAATGGCACTAGATCAAATACCATTATTTCCCTGGTCAGTGCTAATTACCGCTATTCTACTACTCCTGTCTCTTCCAGTCTTGGCCGGAGCCATTACCATACTTTTAACAGACCGAAATTTAAATACATCCTTTTATGACGTAGCAGGGGGGGGAGATCCTGTGCTTTATCAACACTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae		Amphiascopsis		Amphiascopsis cinctus				Target						4		-		-		-		-		-		-		-		-		0.10		0.47		0.31		-		-		-		-		-		-		-		-		-		-		-		0.76

		IM-5GQ525		TTTAAGAAGGAACATTGCTCATGCTGGGGCTTCTGTAGATTTTGCAATTTTTTCTTTACATCTTGCAGGAATCTCTTCGTTGCTAGGAGCTGTAAATTTTATTAGCACATTAGGAAATTTGCGAGCTTTAGGCATAGGATTAGATAATGTGCCTTTATTTGCTTGATCTGTTTTAATCACAGCGGTTCTATTATTACTTTCTTTACCTGTATTAGCCGGGGCAATTACGATGTTATTAACAGATCGTAATTTGAACACAGCTTTTTATGATGTGGCAGGAGGAGGAGACCCTGTGTTGTACCAACATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae		Bulbamphiascus		Bulbamphiascus imus				Target						1		-		-		-		-		-		-		-		-		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F29G97		ATTAAGAGGAAATTTAGCACATGCTGGAGCATCTGTGGATTGTGCAATCTTTTCCTTACACTTAGCCGGAATTTCTTCTCTTTTAGGAGCTGTAAATTTTATTAGGACTCTCGGGAATCTTCGGTCTTTAGGGATATGACTAGAAAATATTCCTCTTTTTTCTTGAGCTGTTCTAATTACAGCAGTACTTTTACTTTTAGCTCTTCCAGTCTTAGCTGGGGCTGTAACCATACTTTTAACTGACCGAAATTTAAATACTGCATTTTTTGATGTCGGAGGAGGTGGTGATCCTATTCTTTATCAACACTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae		Haloschizopera		Haloschizopera pygmaea				Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.50		0.05		-		-		0.06		-		-

		IM-8J5ZK0		GCTTAGAAGAAATTTGGCACATGCTGGAGCTTCGGTAGATTTTGCGATTTTTTCTCTTCACTTGGCGGGAATTTCTTCACTTCTTGGAGCAGTAAATTTTATTAGAACTCTTGGTAATTTGCGGTCTTTAGGCATAGGACTAGATAATGTCCCGTTATTTGCTTGGGCAGTGTTTATTACTGCTATTCTACTACTTCTCTCACTTCCAGTGCTTGCAGGGGCCATCACCATACTCTTAACTGATCGTAATTTAAACACTGCTTTCTATGATGTGGCTGGGGGAGGAGATCCAGTTCTATACCAGCATCTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Miraciidae		Haloschizopera						Target						9		-		1.27		-		-		-		-		-		-		-		1.91		1.00		3.82		0.16		-		-		-		-		0.18		-		1.28		-		10.71		3.40

		IM-9A4H57		TTTAAGAAGAAATATTGCGCATGCCGGGTCCTCAGTCGATTGTGCAATTTTCTCTCTCCATTTAGCTGGAATCTCTTCCCTTCTAGGCGCAGTAAACTTTATTAGAACCTTAGGAAATCTGCGAACTCTTGGGCTTCTGATAGACCGAACTCCTTTATTTGCTTGAGCCGTCCTAATTACTGCGATCCTATTATTATTGTCCTTACCCGTGTTAGCGGGGGCTATTACTATATTATTAACAGACCGAAATCTAAATACTACTTTCTATGATGTAAGCGGGGGAGGGGACCCTGTTTTATATCAACATTTATTC		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Paramesochridae								Target						3		-		-		-		-		-		0.10		0.28		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.90		-

		IM-2S35S2		CCTTAGAAGAAATATCGCCCATGGGGGGTCCTCGGTAGATTGTGCAATTTTTTCCCTTCATTTAGCAGGGATTTCCTCACTTTTAGGGGCGGTCAATTTTATTAGAACCCTAGGTAATTTACGTACTTTTGGTTTATTATTGGATCGAATACCCCTATTTGCATGGGCAGTATTAATTACTGCTATTTTGCTCTTACTATCTCTTCCAGTGTTAGCCGGGGCTATCACTATATTGTTAACAGACCGGAATTTAAACACCTCCTTTTATGATGTTGGGGGAGGGGGGGACCCAGTTCTTTATCAGCATTTATTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Paramesochridae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		16.17		-		-		-		-		2.92		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7841KC		TTTAAGTGCTAATATTGCGCATAGTGGAGCTTCAGTTGATTTTGCTATTTTTTCTCTTCATTTGGCAGGGATTTCATCTTTACTAGGGGCAGTTAATTTTATTAGGACTTTAGGGAATTTGCGTGTCTATGGGATAGTTTTAGACCGAATACCATTATTTGCTTGAGCGGTTTTAGTCACTGCAGTCCTCCTTTTATTATCTCTTCCTGTTTTAGCTGGAGCAATCACTATATTATTAACTGACCGAAATTTAAATAGTAGGTTTTATGATGTGGCCGGAGGAGGGGACCCTGTTCTTTACCAACATTTGTTT		Animalia		Arthropoda		Hexanauplia		Harpacticoida		Rhizotrichidae		Rhizothrix		Rhizothrix minuta				Target						4		-		-		-		-		-		-		-		0.53		0.84		1.37		-		-		-		-		-		-		-		-		-		-		-		1.18		-

		IM-4N2N27		TTTATCGTCAAATCTAGCTCATAGAGGTCCTTCAGTGGATTTAGCTATTTTCTCTTTACATTTAGCTGGTGCTTCTTCTATTTTGGGGGCTGTAAATTTTATAACAACAGTTATTAATATACGAAGTTCTTTAATAAGAATAATTCAAATTTCTTTATTAACTTGAGCTGTATTTATTACTGCAGTATTATTATTATTATCTTTACCAGTTCTAGCAGGAGCTATTACAATGCTATTAACAGATCGAAATTTAAATACTTCTTTCTTTGACCCTGCTGGGGGTGGAGATCCTATTTTATATCAACACTTATTT		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Candidae		Scrupocellaria		Scrupocellaria scruposa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		0.79		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-P0OU62		ATTAAGACACTCCGTAGCCCATAGAGGATCTTCAGTGGATCTAGCTATTTTTAGTCTTCATTTAGCTGGGATTTCTTCTATTTTAGGAGCTATTAATTTTATAACTACCATTATTAATATGCGAAGAAATCTTATAACTCTTAATCGGATTACTCTATTTGCATGATCTGTTTTTATTACAGCTTTGCTGCTGTTGCTTAGATTACCAGTTTTAGCAGGTGCCATCACTATGCTTCTTACGGACCGAAATTTGAATACATCTTTTTTTGATCCGGCCGGAGGAGGTGATCCAATTCTTTACCAGCATTTGTTT		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Electridae		Electra		Electra pilosa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-F697AQ		TTTGGCGTCGAATATTGCTCATAGAGGGGCTTCGGTAGATCTTGCTATTTTTTCTTTGCATTTAGCGGGGGTTTCTTCTATTTTAGGTGCTATTAATTTTATAACAACAGTGGTGAATATACGTAGAAAGATAATAACTATATTGTGTATTCCTTTGTTGGTGTGGGCGGTATTTATTACTGCTGTTTTATTATTACTTTCTTTACCTGTTTTGGCTGGAGCCATTACTATGTTATTGACGGATCGTAATTTGAATACTTCTTTTTTTGACCCAGCGGGGGGAGGGGATCCTATTTTGTATCAACATCTTTTT		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Flustridae		Flustra		Flustra foliacea				Target						1		-		-		-		-		-		0.67		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-D3WQ8R		ATTATCTCAAAATTTGGCCCATAGAGGTTCATCTGTGGATTTGGCTATTTTTTCATTACATTTAGCAGGTGTGTCATCTATTTTAGGTGCGGTTAATTTTATAACTACAGTTTTTAATATGCGCCCAAATTCGATAAATTTCATAACTTTGCCTTTATTAGTTTGAGCTACTTTTATTACTGCTATTTTGTTATTGTTATCCCTTCCTGTGTTAGCTGGAGCTATTACAATACTTTTAACTGATCGAAATCTTAATACTTCTTTTTTTGATCCGGCTGGAGGAGGGGATCCAGTATTGTTTCAACATTTGTTC		Animalia		Bryozoa		Gymnolaemata		Cheilostomatida		Romancheinidae		Escharella		Escharella immersa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.38		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W8UR3S		TCTATCCGCTATTCACGGCTCTTCCGTAGATCTGGCTATTTTTTCACTACACTTAGCAGGAGCTTCTTCAATTTTAGGGGCAATTAATTTCATAACCACTATTATTAATATACGTAGTGCCCACATAATGTTTAGACAAGTACCATTATTTGTATGATCTGTGTTTATTACAGCTCTATTGTTAGTCCTATCATTACCTGTACTTGCCGGAGCAATTACTATACTTTTAACAGATCGTAATGTAAATACTACCTTTTTTGACCCTGCCGGGGGGGGAGATCCTATTCTATACCAACATCTATTC		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Alcyonidiidae		Alcyonidium		Alcyonidium diaphanum				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		0.72		-		-		-		8.56		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-E62VXY		TTTGGCTTCTAATATTGCCCATAGAGGTTCCTCTGTCGACATGGCTATTTTTTCTCTTCATTTAGCTGGGGTTTCTTCTATTTTAGGGGCTATCAATTTTATGACAACGGTAGTTAATATGCGTAGCTATTCTATGGTTTTTGTGCGGGTGTCTTTGTTTGTTTGGTCTGTATTTATTACTGCTTTGTTGTTGCTCCTTTCTTTGCCTGTTTTGGCGGGTGCAATTACTATGTTGCTTACTGATCGTAATTTGAATACTAGTTTTTTTGATCCAGCTGGGGGTGGGGATCCTATTTTGTATCAGCATCTTTTT		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae		Amathia		Amathia lendigera				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4E6HDY		TTTATCGTCTAATATTGCTCATAGAGGTTCTTCTGTTGATATGGCGATTTTTTCTCTTCATTTGGCTGGAGTTTCTTCTATTTTGGGTGCCATTAATTTTATAACTACTGTTGTTAATATGCGTAGTTATTCTATAGTTTTTGTTCGTGTTTCTTTGTTTGTTTGGTCTGTTTTTATTACTGCTTTATTACTTCTTCTTTCTTTACCTGTGTTAGCTGGTGCTATTACTATGTTATTGACTGATCGTAATCTTAATACTAGTTTTTTTGATCCTGCTGGGGGAGGAGATCCTATTTTATATCAGCATCTTTTT		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae		Vesicularia		Vesicularia spinosa				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.57		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IU0I8O		TCTTTCTTCTAATATTGCTCACAGAGGTTCCTCTGTTGATATGGCTATTTTTTCTCTTCATTTGGCTGGTGTTTCTTCTATTCTTGGGGCTATTAATTTTATAACTACAGTTGTTAATATGCGTAGTTGTTCTATGTCTTTTGTTCGAGTCTCTTTGTTTGTTTGATCGGTTTTTATTACTGCTTTGTTGCTTTTACTTTCTTTGCCGGTACTAGCTGGTGCTATTACTATGTTGTTGACTGATCGTAATCTTAACACCAGGTTTTTTGATCCTGCTGGTGGCGGTGATCCTATTCTTTTTCAACATTTGTTT		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.47		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8R4BJ2		TCTTTCTTCTAACATTGCTCATAGAGGTTCTTCTGTTGATATGGCTATTTTTTCTCTTCATTTGGCTGGTGTTTCTTCTATTCTTGGGGCTATTAATTTTATGACTACAATTGTAAATATGCGTAGTTGTTCTATGGTTTTTGTTCGAGTGTCTTTGTTTGTTTGGTCAGTTTTTATTACTGCTTTGTTACTTTTACTTTCTTTGCCGGTGTTGGCAGGTGCTATTACTATGTTGTTGACGGATCGTAATCTTAATACTAGTTTTTTTGATCCTGCTGGTGGTGGGGATCCTATTCTTTTTCAGCATTTGTTT		Animalia		Bryozoa		Gymnolaemata		Ctenostomatida		Vesiculariidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		0.60		8.59		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1CMJ41		TATCTAGATTAATTGGACATGGGGGTGCCGCTATAGATTTGGCTATTTTATCATTACATTTAGCTGGTGTTGGGTCAATTTTAGGTTCTATTAATTTTATGGTAACTTTATTATACATACGAATAGATTACACTTCTATTGATCAATATAGATTTTTAAATGTAGGGTTATTAGTTACTGGGTTCCTATTATTAACTACAATTCCGGTTTTAGCTGGGGGGATTACTATACTACTGTTAGATCGAAATTTTAATACTTCTTTTTATGAAGTAGGAGGAGGAGGAGACCCAGTTTTATTTCAGCATATTTTT		Animalia		Cephalorhyncha		Kinorhyncha		Cyclorhagida		Semnoderidae		Semnoderes		Semnoderes armiger				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		0.18		0.07		-		0.17		-		-		-		-		-		-

		IM-HX95IB		ACTATCAAGCATTCAAGCCCATTCAGGGGGAGCAGTGGATATGGCTATATTTAGTCTACATCTAGCTGGTGTATCTTCCATTTTAAGTTCTATCAACTTTATAACTACTATAATTAACATGAGGGTTCCTGGTATGAGTATGCATAGACTACCTCTATTCGTATGGTCTGTATTAATTACAACAATATTGTTATTATTATCTTTACCAGTGTTAGCTGGTGCAATTACAATGTTATTGACAGATAGAAATTTTAATACAACATTCTTTGACCCTGCGGGAGGAGGAGATCCTATTTTATTCCAGCACTTATTC		Animalia		Cnidaria		Anthozoa		Alcyonacea		Alcyoniidae		Alcyonium						Target						1		-		-		-		-		-		-		-		-		-		-		-		0.28		-		-		-		-		-		-		-		-		-		-		-

		IM-E8I961		TTTATCAGGGCCTCAAACTCATTCTGGAGGTTCTGTAGATATGGCTATATTTAGCCTACATTGTGCAGGAGCCTCATCTATAGCAGGTGCAATAAATTTTATTACCACTATATTTAATATGAGAACCCCAGGCCTTACTTTTGATAAATTACCTTTATTTGTTTGATCCGTATTAATTACTGCTTTTTTATTACTTTTATCTTTACCAGTCTTAGCTGGTGCTATAACAATGTTATTAACAGATAGAAATTTTAATACTACATTTTTTGACCCTGCAGGGGGGGGCGATCCTGTTTTATATCAGCATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Boreohydridae		Plotocnide		Plotocnide borealis				Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		3.18		-		3.05		-		-		-		-		-		-

		IM-M543G0		ATTATCAGCAGCACAAGCTCATTCAGGGCCTTCAGTAGATATGGCTATTTTTAGTTTACATTGTGCTGGGGCTTCTTCAATAATGGGGGCCATAAATTTTATTGCTACTGTTATAAATATGAGAGCTCCTGGTATGACTTTCGATAAACTTCCTTTATTTGTTTGATCTATATTTATTACAGCATTTCTATTACTTTTATCCTTACCTGTATTAGCTGGGGCAATAACAATGTTATTAACCGATAGAAATTTTAATACAACTTTTTTTGACCCAGCAGGTGGTGGAGACCCAATATTATATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae		Bougainvillia		Bougainvillia britannica				Target						3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.06		-		-		0.24		0.82		-

		IM-DF706L		TCTTTCAGCAGCTCAAGCTCATTCAGGCCCTTCAGTTGATATGGCAATATTTAGTTTACACTGTGCAGGAGCATCATCCATTATGGGAGCAATTAATTTTATTACTACAATTATTAATATGAGAGCTCCTGGAATGTCTTTCGACAAACTACCTCTTTTCGTTTGATCTGTTTTTATCACAGCTTTCTTGTTATTATTATCTCTACCAGTATTAGCAGGAGCAATTACTATGCTTCTAACTGACAGAAATTTTAACACCACTTTCTTTGACCCAGCTGGTGGGGGAGATCCGGTTTTATATCAACACTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae		Bougainvillia		Bougainvillia muscus				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.56		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-5F0SM5		TTTAAGCAATCTGGTCGGACACCCGGGTGCTGCGGTCGATATGGCTATATTTAGTTTACATCTTGCAGGTATATCCTCAATTCTGGGTTCTATCAATATGATAGTTACTATCTTCAACATGCGAGCTCCCGGAATGGGGCTATTCACAATGCCTCTTTTTGTTTGGTCAATTTTAATCACAGCGTTTCTACTGGTATTAGCACTTCCGGTTCTTGCCGGCGCAATTACCATGTTACTTACTGACCGTAATTTCGGTACCAGTTTCTTCTCTCCCGAAGGCGGAGGTGATCCGATACTATTTCAGCATTTATTC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae		Bougainvillia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.55		-		-		-		-

		IM-8MUV4Z		TTTAAGCAATCTGGTTGGACACCCGGGTGCTGCGGTCGATATGGCCATATTTAGTCTGCATCTTGCCGGTATCTCCTCAATTCTGGGTTCTATCAATATGATAGTTACTATCTTTAATATGCGAACTCCCGGAATGGGGCTATTCACAATGCCTCTTTTTGTTTGGTCAATTTTAATCACAGCGTTTCTACTGGTATTAGCACTTCCGGTTCTTGCCGGTGCAATTACCATGTTACTTACTGACCGTAATTTTGGTACCAGCTTCTTCTCTCCCGAAGGCGGAGGTGATCCGGTATTATTTCAGCATCTGTTC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae		Bougainvillia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		21		2.38		1.02		1.01		-		0.13		0.16		0.69		1.68		2.64		2.54		2.17		5.43		3.14		0.26		0.35		-		0.14		0.14		0.42		3.82		0.38		7.11		1.68

		IM-40J37Q		TTTAAGCAATCTGGTCGGACACCCGGGTGCTGCGGTCGATATGGCCATATTTAGTTTGCATCTTGCCAGTATATCCTCAATTCTGGGTTCTATCAATATGATAGTTACTATTTTCAACATGCGAGCTCCCGGAATGGGACTATTCAAAATGCCTCTTTTTGTTTGGTCAATTTTAATCACGGCGTTTCTACTGGTATTAGCTCTTCCGGTTCTTGCCGGTGCAATTACCATGTTACTTACTGACCGTAATTTCGGTACCAGCTTCTTCTCTCCCGAAGGCGGAGGTGATCCGGTACTATTTCAGCATCTGTTC		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Bougainvilliidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.14		-		-		-		-		-		-		-		-		-		-		-

		IM-B0202J		TTTATCAGGTCCTTTAACACACTCAGGAGGATCAGTTGATATGGCTATTTTCAGCCTTCATTGTGCGGGATTTTCTTCTATAGCAGGTGCTATAAACTTTATTACTACAATTTTTAATATGAGAGCCCCGGGAATGACAATGGATAGATTACCTCTATTCGTTTGATCAGTCTTAATTACAGCATTTTTATTATTACTATCTCTTCCTGTACTAGCAGGAGCAATAACCATGCTTTTAACCGATAGAAATTTTAATACTACTTTTTTCGACCCAGCAGGGGGAGGTGATCCTGTGTTATATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corymorphidae		Corymorpha		Corymorpha nutans				Target						4		-		-		-		-		-		-		-		-		-		-		2.67		7.36		1.13		-		-		0.04		-		-		-		-		-		-		-

		IM-M68U19		TTATCCGGACCAATTACCCATTCAGGAGGGTCAGTAGATATGGCTATATTTAGCCTTCATTGTGCAGGATTTTCTTCTATAGCAGGAGCAATAAATTTTATTACTACTATATTTAACATGAGATCCCCAGGAATTACTTTAGATAGAATGCCTTTATTTGTATGATCTGTTTTAATTACAGCTTTCTTATTATTACTATCTTTACCAGTATTAGCAGGAGCAATAACAATGTTATTAACTGATAGAAATTTTAACACTACTTTTTTTGACCCAGCAGGGGGGGGGGATCCGGTATTATATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corymorphidae		Euphysa		Euphysa aurata				Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		2.71		0.52		-		-		-		-		-		-		-

		IM-101AS7		TCTTTCCGGACCACAAACTCACTCTGGAGGATCTGTGGATTTAGCTATTTTTAGTTTACATTGTGCAGGTGCCTCTTCAATTATGGGAGCTATAAATTTTATAACCACCATAATAAATATGAGAGCTCCAGGTATGTCTATGGATAAAATGCCTTTATTTGTTTGATCTGTATTAATTACTGCAGTTCTATTATTATTATCTTTACCAGTTTTAGCAGGTGCTATAACTATGTTATTAACCGATAGGAATTTTAATACAACATTTTTTGATCCTGCAGGAGGAGGTGATCCTGTCTTATATCAGCATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Corynidae		Sarsia						Target						1		-		-		-		-		-		-		-		-		-		0.41		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4R67M5		TTTATCGGGCCCTCAAATGCATTCAGGTGGCTCCGTAGATATGGCAATATTTAGTTTGCATTGTGCAGGAGCATCATCAATTATGGGGGCAATAAATTTTATTACAACTATTTTGAATATGAGAGCCCCAGGGATGACATTTGATAAATTGCCCTTATTTGTTTGATCTGTCTTAATAACAGCAGTATTGTTGTTACTATCTTTACCTGTATTAGCAGGGGCTATTACAATGCTCCTAACTGATAGGAATTTTAATACAACCTTTTTTGATCCTGCAGGAGGAGGAGATCCCGTATTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Pandeidae		Amphinema		Amphinema dinema				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		1.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-63E9YN		ATTATCAGGACCACAAACCCATTCTGGGGGTTCAGTTGATATGGCTATATTTAGTCTACATTGTGCAGGTGCATCTTCAATAATGGGGGCAATAAATTTTATTACAACAATATTTAATATGAGAGCCCCTGGTATGACTTTTGATAAGTTACCTTTGTTTGTTTGATCAGTATTAATAACAGCTTTCTTACTATTACTTTCCCTACCAGTACTAGCTGGTGCAATAACAATGTTGCTAACAGATCGTAATTTTAATACAACCTTTTTTGATCCAGCTGGAGGTGGTGACCCAGTATTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Pandeidae		Leuckartiara		Leuckartiara nobilis				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		0.29		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-JQ027J		ATTATCAGGCCCACAAATGCATTCAGGTGGGTCAGTAGATATGGCTATATTTAGTTTACATTGTGCTGGTGCTTCCTCAATTATGGGTGCTATAAATTTTATAACAACTATAATTAATATGAGAGCCCCAGGAATGACTTTTGATAAGTTACCTTTATTTGTATGATCAGTACTTATAACTGCATTCTTACTTCTTCTTTCTTTACCAGTATTAGCAGGTGCTATAACTATGCTCCTAACAGATCGTAATTTTAATACAACCTTTTTCGACCCAGCTGGTGGTGGTGATCCTGTTCTTTATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Anthoathecata		Pandeidae								Target						4		-		0.21		-		-		-		-		-		3.83		0.43		0.46		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-10HQAH		TTTATCAGGTCCTCAAACTCATTCAGGGGGTTCAGTAGATATGGCTATTTTTAGTTTACATTGTGCTGGTGCTTCTTCTATTCTAGGAGCCATAAATTTTATTACTACTATATTTAATATGAGAGCTCCTGGATTAACTATGGACAAGTTACCTTTATTTGTTTGATCAGTCCTAATAACAGCTTTTCTTTTATTACTTTCTTTACCCGTCCTTGCTGGAGCTATTACCATGCTATTAACAGATAGAAATTTCAATACCACATTTTTTGATCCTGCCGGAGGAGGTGATCCAGTCTTATACCAACACTTATTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Aequoreidae		Aequorea						Target						1		-		-		-		-		-		-		-		-		0.36		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6PXH9Z		TTTATCAGGACCTCAAACGCATTCAGGAGGGTCAGTAGATATGGCAATTTTTAGTTTACATTGTGCAGGTGCTTCATCTATTATGGGTGCCATAAATTTTATTACAACAATATTTAATATGAGAGCCCCTGGCTTGACTTTAGATAAATTACCATTATTTGTTTGGTCAGTCTTAATTACTGCCTTTTTATTACTTTTATCTTTACCTGTGTTAGCTGGAGCTATTACGATGTTACTTACAGATAGAAATTTTAACACAACATTCTTTGATCCAGCAGGTGGGGGTGATCCAGTATTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata		Campanulariidae								Target						2		-		-		-		-		-		-		-		-		0.13		-		-		0.25		-		-		-		-		-		-		-		-		-		-		-

		IM-26K3I4		TTTATCAGGCCCTCAAACTCATTCCGGAGGGTCCGTAGATATGGCTATTTTTAGTTTACATTGTGCAGGTGCTTCTTCTATTATGGGAGCTATTAATTTTATAACTACTATATTTAATATGAGAGCTCCAGGTCTAACTATGGATAAACTTCCTTTATTCGTATGGTCTGTCTTAATTACTGCATTTCTATTATTACTATCACTACCAGTTTTAGCTGGTGCTATTACAATGTTATTGACAGATAGAAATTTTAATACAACATTTTTTGACCCCGCAGGGGGAGGTGATCCGGTATTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata		Eirenidae		Eutonina		Eutonina indicans				Target						2		-		-		-		-		-		-		-		-		0.16		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-A40ULK		TTTATCAGGACCTCAAACTCACTCCGGGGGATCAGTAGATATGGCTATTTTTAGCTTACATTGTGCAGGAGCTTCTTCTATTATGGGAGCTATAAATTTTATTACAACCATATTTAATATGAGAGCTCCTGGATTAACTATGGATAAATTACCTCTATTTGTTTGATCTGTATTAATTACAGCATTTTTATTACTACTCTCATTACCAGTTTTAGCTGGGGCAATAACTATGTTACTAACAGATAGAAATTTTAATACAACCTTTTTTGATCCAGCTGGGGGTGGTGATCCAGTGCTATACCAACATCTTTTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Haleciidae		Halecium						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		1.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C61W11		ATTATCAGGAGCTCAAACACATTCTGGAGGATCAGTAGATATGGCTATTTTTAGTCTACATTGTGCAGGCGCTTCATCAATTATGGGTGCCATTAATTTTATTACTACTATATTTAATATGAGAGCTCCCGGATTGACTCTAGATAGATTACCATTATTTGTTTGATCTGTCTTAATCACAGCTTTCTTATTATTATTATCCTTACCAGTATTAGCAGGAGCTATAACAATGTTACTGACAGATAGAAATTTTAATACTACATTTTTTGACCCTGCTGGAGGAGGTGATCCAGTTTTATATCAACATTTATTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Mitrocomidae		Cosmetira		Cosmetira pilosella				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		0.06		0.77		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-7S670D		ATTATCAGGACCACAAACTCATTCTGGAGGATCTGTAGACATGGCTATATTTAGTCTTCACTGTGCAGGTGCTTCTTCAATTATGGGTGCTATTAATTTTATAACTACTATATTTAATATGAGGGCTCCAGGCTTAACTTTAGATAAATTACCTTTATTTGTATGATCTGTTTTAATTACAGCATTTCTCTTATTACTCTCTTTACCAGTTTTAGCAGGAGCTATAACTATGTTATTAACAGATAGAAATTTTAATACTACATTTTTTGATCCTGCTGGAGGAGGTGATCCCGTATTATATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata		Mitrocomidae		Mitrocomella		Mitrocomella brownei				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.11		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-OU9D08		ATTATCAGGTGCTCAAACTCATTCTGGTGGTTCAGTAGATTTAGCTATATTCAGTCTTCATTGTGCAGGTGCTTCTTCTATTATGGGGGCTATAAATTTTATTACAACTATATTTAATATGAGAGCCCCAGGATTAACATTTGATAAACTACCATTGTTTGTTTGATCTGTCTTAATCACAGCTTTTTTACTTTTACTTTCCTTACCAGTATTAGCTGGTGCTATAACAATGTTACTTACTGATAGAAATTTTAATACAACATTTTTTGATCCAGCAGGAGGAGGTGATCCAGTATTATATCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata		Mitrocomidae		Mitrocomella		Mitrocomella polydiademata				Target						3		-		-		-		-		-		-		-		0.26		-		-		-		3.23		-		-		-		-		0.06		-		-		-		-		-		-

		IM-X3NKS3		TCTATCGGGCCCTTTAACCCACTCAGGGGGTTCTGTAGACCTAGCTATATTTAGCCTTCATGTAGCAGGAGCTTCTTCAATAATGGGAGCAATCAACTTTATAACAACCATAATAAATATGAGGGCACCTGGAATAATTATGGAGAGAATGCCCCTCTTCGTATGAGCAGTATTAATAACAGCTATCCTTCTTCTACTCTCCCTACCAGTATTAGCAGGAGCTATAACAATGTTACTTACAGATAGGAATTTTAACACTACCTTTTTTGATCCTGCAGGAGGTGGAGACCCTATATTATATCAGCACTTATTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Plumulariidae		Nemertesia						Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.76		-		-		-		-		-

		IM-73S2U6		TTATCAGGACCTTTAACACATTCAGGGGGGTCAGTAGACTTAGCAATATTTAGTCTACATGTAGCAGGAGCATCTTCAATAATGGGGGCAATTAATTTCATCACAACCATTATAAACATGAGAGCACCTGGTTTAATTATGGAAAGATTACCACTCTTTGTATGAGCAGTCTTGATAACAGCAATACTACTTCTACTCTCTTTACCTGTACTAGCAGGAGCTATAACAATGTTATTAACAGATAGAAATTTTAATACTACTTTCTTTGATCCTGCAGGAGGGGGTGACCCTATATTATATCAACATTTATTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Plumulariidae		Nemertesia						Target						1		-		-		-		-		-		-		-		0.37		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-6Z49B1		TTTATCAGGACCTCTAACACATTCAGGAGGATCAGTAGACTTAGCTATATTTAGCTTACATATAGCAGGTGCCTCATCAATAATGGGAGCAATAAACTTCATAACAACTATAATCAACATGAGAGCTCCTGGATTAGTATTAGAAAGACTACCTTTATTTGTTTGAGCAGTATTAATAACAGCAATCCTGTTATTATTATCTTTACCTGTATTAGCAGGAGCTATAACCATGTTATTAACTGATAGAAACTTTAACACTACCTTCTTTGACCCTGCAGGAGGTGGAGATCCAATTCTATATCAACACTTATTC		Animalia		Cnidaria		Hydrozoa		Leptothecata		Plumulariidae		Plumularia		Plumularia setacea				Target						1		-		-		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-4L9I11		TTTGTCCGGACCTCAAACACACTCCGGAGGTTCAGTCGATATGGCTATTTTTAGTCTTCACTGTGCTGGTGCCTCATCCATTATGGGTGCTATAAACTTTATCACTACTATTTTTAATATGAGAGCCCCGGGATTAACACTAGATAAACTACCTTTATTTGTTTGATCTGTTTTAATAACCGCTTTCCTATTACTATTATCTTTACCAGTCCTAGCAGGAGCCATTACAATGTTATTAACTGATCGTAACTTCAACACAACATTTTTTGACCCCGCAGGAGGAGGTGACCCGGTTTTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata										Target						1		-		-		-		-		-		-		-		-		-		0.43		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1827OW		CTTATCTGGTCCTCAAACTCATTCAGGAGGATCTGTAGATATGGCTATATTTAGTTTACATTGTGCAGGTGCTTCTTCTATTATGGGAGCTATAAATTTCATAACTACTATATTTAATATGAGAGCTCCAGGATTAACTATGGATAAATTACCTTTATTCGTTTGATCTGTTCTAATTACAGCTTTCTTATTATTATTATCTTTACCAGTATTAGCAGGAGCTATTACAATGTTATTAACAGATAGAAATTTTAATACAACATTTTTTGATCCTGCAGGAGGAGGTGATCCTGTTCTTTACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Leptothecata										Target						3		-		0.22		-		-		-		-		-		-		27.60		4.54		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-51TAR1		ACTATCAAGTGGAATTGCTCACTCAGGTCCTTCAGTTGATATGGCGATCTTTTCTCTTCATTTAGCTGGCGCTAGTTCAATTATGGGTGCTATAAACTTCATGATCACTGTAGTCAATATGAGAACCCCCAATATGGGGTGATTTAACCTAAGTCTCTTTGTATGGGCTGTTTTTATTACCGTTGTTTTATTATTACTTTCTCTCCCTGTTTTAGCTGGGGCAATAACCATGCTTTTAACTGATAGAAATTTTAACACAACTTTTTTCGATCCTGCAGGTGGAGGAGATCCAATTTTATACCAACATTTATTT		Animalia		Cnidaria		Hydrozoa		Trachymedusae		Rhopalonematidae		Aglantha		Aglantha digitale				Target						1		-		-		-		-		-		-		-		-		0.18		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-ECO55N		TTTATCTAGAGGGCTAGCTCACGCAGGAGGATCTGTTGATCTTGCTATCTTTTCCCTGCACTTGGCTGGAGCTTCTTCTATTTTAGCCTCCATAAAATTTATTACAACAATTATAAAAATGCGAACGCCTGGAATGTCTTTTGATCGACTTCCTCTTTTCGTTTGATCAGTGTTTGTAACTGCTTTTCTCCTCCTACTTTCTCTCCCTGTTTTAGCCGGAGCTATTACTATGCTCTTGACAGATCGAAAAATTAATACAACTTTTTTCGACCCCGCTGGAGGAGGAGACCCTATACTTTTTCAACATTTATTC		Animalia		Echinodermata		Asteroidea		Forcipulatida		Asteriidae								Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.23		-

		IM-6C6FJ9		TTTATCTAGCAACATAGCTCATGCGGGAGGCTCAGTCGATCTCGCAATATTCTCTCTTCATTTAGCTGGTGCATCATCTATTCTTGCATCAATAAATTTTATTACAACCATTATAAAAATGCGAACTCCAGGGATTACTTTTGATCGCCTTCCTCTTTTCGTATGATCTGTCTTCATAACCGCCTTTCTTCTCCTTTTATCTCTCCCTGTATTAGCAGGAGCAATAACAATGTTGTTGACCGACCGAAAAATTAATACCACTTTTTTTGACCCAGCAGGAGGTGGTGATCCTATTCTTTTCCAACATTTATTC		Animalia		Echinodermata		Echinoidea		Clypeasteroida		Echinocyamidae		Echinocyamus		Echinocyamus pusillus				Target						2		-		-		-		-		-		-		-		-		-		-		-		0.37		-		-		-		-		-		-		0.27		-		-		-		-

		IM-XYR6F5		CCTTTCCAGTAACATAGCCCATGCAGGGGGAAGAGTAGACCTTGCCATCTTCTCCCTCCACCTTGCTGGGGCTTCTTCAATTCTAGCCTCTATAAATTTTATAACCACTATAATCAAAATGCGGGCCCCTGGAATTTCTTTCGACCGGCTCCCACTCTTCGTTTGGTCAGTTTTTGTGACAACATTTCTACTTTTATTGTCTCTTCCAGTACTTGCTGGGGCAATTACGATGCTTCTAACGGATCGAAACATCAACACAACGTTCTTTGACCCCGCAGGAGGAGGAGACCCCATCCTGTTTCAACACCTGTTT		Animalia		Echinodermata		Echinoidea		Spatangoida		Loveniidae		Echinocardium		Echinocardium cordatum				Target						16		7.08		4.49		0.49		-		-		-		-		2.69		11.13		13.29		0.09		-		-		0.93		16.36		-		0.07		0.09		2.47		4.26		0.20		3.08		2.33

		IM-8I2N7D		GCTTTCTAGTAATATAGCCCACGCAGGAGGGAGAGTAGACCTCGCCATCTTTTCCCTTCACCTAGCGGGGGCCTCTTCAATCTTGGCCTCTATAAATTTTATAACTACCATAATCAAAATGCGAGCCCCAGGAATTTCTTTTGACCGTCTTCCTCTATTTGTTTGGTCCGTTTTCGTGACAACCTTCCTACTTCTACTATCTCTTCCGGTACTTGCCGGAGCGATTACGATGCTTCTAACGGATCGTAACATTAATACAACGTTTTTTGATCCGGCAGGGGGAGGGGACCCAATCCTATTCCAACACCTGTTT		Animalia		Echinodermata		Echinoidea		Spatangoida		Loveniidae		Echinocardium		Echinocardium flavescens				Target						11		-		-		-		-		-		-		-		-		-		0.51		-		0.16		-		-		0.70		0.16		0.25		0.32		5.32		5.27		25.19		10.82		5.70

		IM-89BH68		ACTTTCCAGAAATATCGCACACGCAGGGGGAAGAGTAGATCTTGCCATATTTTCCCTTCATTTGGCAGGTGCCTCCTCAATACTAGCCTCTATTAATTTTATAACTACTATAATCAAAATGCGAGCTCCCGGAATCTCCTTTGACCGGCTCCCCTTATTCGTTTGATCAGTGTTTGTAACAACATTCCTACTTCTTCTTTCCCTCCCAGTTCTAGCCGGAGCAATTACAATGCTTCTTACAGATCGAAATATTAACACAACCTTCTTTGATCCGGCTGGAGGAGGAGATCCAATTCTTTTCCAACACCTGTTC		Animalia		Echinodermata		Echinoidea		Spatangoida		Spatangidae		Spatangus		Spatangus purpureus				Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.18		-		-		-

		IM-O9Y709		TCTCTCTAGAAATGTTTCTCATTCTGGGGCGTCTGTGGATTTAGGAATTTTTTCTTTACATTTGGCTGGTGCATCTTCAATTTTGGCTTCTATAAAATTTATTACTACGATATATAAAATGCGAAGTCGTGGGATGCGGTGAGATCAAATTCCATTATTTGTTTGGTCTTTGTTTGTGACTTCTTTTTTATTGTTACTTTCTTTGCCTGTTCTGGCAGGGGCAATAACAATGTTATTAACTGATCGTAATATTAACACTTCTTTTTTTGATCCCACTGGTGGGGGAGACCCTATATTGTTTCAACATTTGTTT		Animalia		Echinodermata		Holothuroidea		Apodida		Synaptidae		Leptosynapta						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.68		-		-		-		-		-		-		-

		IM-H6W228		TCTATCGGGACCAGTCGCCCATGGCGGAGGCTGTGTAGATCTAGCAATTTTCTCGCTTCATTTAGCAGGAGCTTCTTCCATAATGGCCTCGATTAATTTTATTACAACTATAATTAATATGCGAGCTCCAGGAATGACTATGGATCGAACTCCTTTGTTTGTGTGATCTATCTTACTTACTACTATTCTTCTTCTTTTATCACTCCCAGTTCTGGCAGGAGCTATTACTATGCTTCTTACAGATCGTAAAATTAATACTTCATTCTTTGACCCCACAGGGGGGGGAGATCCTGTTCTCTACCAACACTTATTT		Animalia		Echinodermata		Ophiuroidea		Amphilepidida		Amphiuridae		Amphipholis		Amphipholis squamata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		0.44		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8Q2U8R		CCTTTCTGGCCCTGTGGCCCACGGAGGAGGCTGCGTAGACCTAGCAATTTTTTCTCTTCACTTAGCCGGGGCATCTTCAATCATGGCCTCCATAAACTTCATTACAACGATAATTAATATGCGTGCACCAGGAATGACAATGGACCGAACCCCACTTTTTGTTTGATCTATTCTTTTAACCACTATATTACTTCTTCTATCTCTTCCGGTCCTAGCTGGAGCTATTACGATGTTACTTACAGACCGTAAAATTAATACTACCTTTTTTGACCCCACTGGGGGTGGAGACCCTATTCTCTACCAACACCTCTTC		Animalia		Echinodermata		Ophiuroidea		Amphilepidida		Amphiuridae		Amphiura		Amphiura filiformis				Target						4		-		-		-		-		-		-		-		-		0.08		-		-		-		-		8.22		12.92		-		-		-		11.60		-		-		-		-

		IM-45MMEP		TTTATCTGGCCCAGTCGCCCATGCAGGTGGATGTGTAGATTTAGCAATATTTTCTTTACATTTAGCCGGTGCGTCTTCGATAATGGCTTCTATTAACTTTATTACAACGATAATTAATATGCGGGCCCCAGGAATGACAATGGACCGGACTCCCTTATTTGTTTGATCTATTTTTATTACAACTTTTTTATTATTATTATCTCTACCAGTTTTAGCCGGAGCAATTACAATGCTTCTAACTGACCGTAAAATTAAAACTTCCTTCTTTGACCCTACAGGAGGAGGTGACCCTATATTATTCCAACATTTATTC		Animalia		Echinodermata		Ophiuroidea		Ophiurida		Ophiuridae		Ophiocten		Ophiocten affinis				Target						4		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.22		20.04		43.60		-		-		0.32		-

		IM-5IK5UR		ACTGTCAAGCATTGAATTTCATAGAAGAATTGCAGTTGATCTAACTATTTTTTCTTTACATTTCTCCGGAATATCACTTATTTTAGGATCAATTAATTTTATTGCTACTATCTTTAATATACGTTCCAATTCTCTTCTTTTTACGCGAATCAATCTATTCTCATGATCGATTTTAATTACAGCAATTCTCCTAGTTACAGCACTCCCAGTTTTTGCAGGTGCGATTACAATACTTCTTGTAGATCGTAATTTTAATTGCTCATTTTTTGACCCCATAGGAGGTGGTAGGATTATCCTTTACCAGCACTTATTT		Animalia		Gnathostomulida				Bursovaginoidea		Onychognathiidae		Valvognathia		Valvognathia pogonostoma				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.19

		IM-67V7WC		TTTATCTGGAAATTTAGCGCATAGAAGGCCTTCAATGGACTATGGTATTTTTTCTATGCATCTGGCAGGTGCTTCTTCTATTTTAGGTGCTGCTAATTTTGTTACAACAATAATTAACATGCGTCCTGGAGTAATGGAGCTAAAGCGTGTTAGGCTCTTTGTGTGATCAGTCGGAATTACTGCTTTCCTTCTAGTTTTAGCCATACCTGTATTGGCTGGTGCTTTAACTATGCTTCTCACTGATCGTCATTTTAACACCTCTTTTTTTGACCCAAGGGGTGGTGGTGATCCAATTTTATTTGTCCATTTATTT		Animalia		Mollusca		Bivalvia		Adapedonta		Pharidae		Phaxas		Phaxas pellucidus				Target						1		-		-		-		-		-		-		-		-		-		-		0.41		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V5KXR1		CCTTTCTGCTTGGTTAGGTCACCCGGCTCCTGCTTTAGAATTTTTAATTCTTGGCCTTCATATTGCTGGAATGTCATCTATTTTTGCAAGAATTAATTTTGTAACTACTGGCGCAAATATACGACCAGAGGGGATCGCCCCCCAACGGACTACGTTATTTGTTGTTTCGGTTATTATTACTTCTTTTTTATTAGTTGTGGCTATACCTGTGTTGGCTGCAGGACTTACAATGCTTTTAACAGATCGGAACTTTAATACGTCTTTTTTTGATCCAGTAGGGGGTGGGGATCCAGTCCTTTTTATTCATCTTTTT		Animalia		Mollusca		Bivalvia		Cardiida		Semelidae		Abra		Abra prismatica				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		11.71		-		-		0.80		-		-		0.11		-		-		-		-		-

		IM-MKXE44		TCTATCTAGCACTCCCTACCATAACGGGATTAGAACAGATATGGTTATCTTAGGGCTGCATTTGGCTGGGGTAAGTTCTTCTGCCGCTTCTATTAATTACTTAGTTACTTTCATAAATGTTCGGGGTCTTGCTTACAAGGCGGAGTTTGCCCCCCCTTTTGCGTGGGCTCTGTCTGTTACTAGGCTCTTGTTGTTAATTTCTATCCCTGTGTTGGCGGGGGGTCTAACAATGTTGATTTTAGATCGACATTTTAATTGCAGGTTTTTTGATCCTGCGGGGGGGGGGATCCGATCCTTTTCCAGCACCTATTT		Animalia		Mollusca		Bivalvia		Pectinida		Pectinidae		Pseudamussium		Pseudamussium peslutrae				Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.20		-		-		-		-		-		-

		IM-XKS4Z5		TTTATCTAGTAATATTGCTCATGCAGGTCCTTCAATAGAATATGTAATTTTTTCTCTTCATTTAGGGGGAGCATCATCTATTTTAGCTTCTATTAATTTTGTTACCACTTCTTTCTGTATGCGTCCAGGAGTTCAACAATTACTTCGGACTACGTTGTTTGTGTGATGTATTGCGGTAACGGGGTTTTTATTAATTGTAGCTATGCCTGTTTTAGCAGGTGCGTTAACAATATTGTTAACTGATCGAAATTTTAATACCTCGTTTTTTGACCCGGTAGGGCTTGGAGATCCTGTGTTATTTGTTCATTTATTT		Animalia		Mollusca		Bivalvia		Venerida		Arcticidae		Arctica		Arctica islandica				Target						5		-		-		0.31		-		-		-		-		-		-		0.31		-		-		-		-		0.12		0.07		-		-		-		0.93		-		-		-

		IM-T53L38		TTTATCTAGAGCTATATCACACTCTGGTTGTGCTATAGATTACGTTATTTTTTCTTTACATGTTGGTGGTATGTCCTCTATTTTATCTTCTATTAATTTTTTAACAACTGGTTTATGTATACGTCCTGGTGTAATAACTATGTTACGTACTAGAATGTTTGTTTGATGTGTATGTGTAACTGGGTTATTATTAATTATCGCTATGCCTGTTTTAGCTGCTGCTTTAACTATACTTTTAACAGATCGTAATTTTAATACTGCTTTTTTTGATCCTGTAGGGTTAGGAGATCCTGTTATGTTTATTCATTTATTC		Animalia		Mollusca		Bivalvia		Venerida		Veneridae		Clausinella		Clausinella fasciata				Target						1		-		-		-		-		-		0.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-GI05BH		TTTATCTAGTGCTCTTTCTCACTCAGGGTGTGCTATGGATTATGTAATTTTTTCTTTACATATTGGTGGAGCTTCTTCTATTTTAGCTTCAATTAATTTTGTTACTACTTCATTTTTAATACGGCCTGGGGTTGTTAGATTACAACAAACTAGAATGTTTGTTTGGTGTATCGCTGTAACTGGGTTTTTGTTGGTAGTAGCTATACCTGTTTTAGCTGGAGCTTTAACAATGCTATTAACAGATCGAAATTTTAATACTTCTTTTTTTGATCCTGTGGGTTTAGGAGATCCTATTCTGTTTGTCCATTTATTT		Animalia		Mollusca		Bivalvia		Venerida		Veneridae		Dosinia						Target						2		-		-		-		-		-		-		-		-		0.08		-		-		-		-		-		-		-		-		-		-		-		-		-		0.70

		IM-4J29H0		TTTATCTGGCCCTATCGCTCACGGATCTTGTTCTGTAGATTTAGTAATTTTTTCCCTACATCTAGCTGGTATATCCTCTATTTTAGGAGCTATTAATTTTATTACTACCATTTTTAATATACGTTCTCCGGGGATTACTATGGAGCGATTAAGTTTATTTGTCTGATCTATTCTGGTTACAGCATTTTTACTTTTATTATCACTTCCTGTTTTAGCCGGAGCTATTACTATGTTGTTAACAGATCGAAATTTCAATACAAGATTTTTTGATCCTGCCGGAGGAGGGGATCCAATCCTTTATCAACATCTGTTT		Animalia		Mollusca		Gastropoda		Cephalaspidea		Laonidae		Laona		Laona quadrata				Target						2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		0.23		-		-		-

		IM-Z65OYQ		TCTTTCGGGACCTATTGCCCATGGCTCTACCTCAGTTGACCTGGTAATTTTTTCTCTCCATCTAGCTGGGATATCATCTATTTTAGGGGCAATTAATTTTATTACTACAATTATTAATATACGATCTCCTGGAATTACTTTCGAGCGATTAAGTTTATTTGTATGGTCGGTCTTTGTTACTGCTTTCCTATTACTTCTCTCCCTGCCTGTTTTAGCAGGGGCAATTACTATACTTCTTACTGATCGAAATTTTAATACTAGATTTTTTGATCCTGCAGGAGGAGGAGACCCTATTCTCTACCAACATTTATTC		Animalia		Mollusca		Gastropoda		Cephalaspidea		Retusidae		Retusa		Retusa umbilicata				Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-

		IM-S0ZOI5		TTTATCAGGTCCTGTAGCTCACGGAGGTACTTCAGTTGATTTAGCTATTTTTTCTCTTCATTTGGCAGGTGCATCTTCACTTTTAGGAGCAATTAATTTTATTACGACTATTTTTAATATACGTTCTTCAGCAATAACTATGGAACGTTTAAGATTATTTGTCTGATCAGTTTTAGTAACTGCTTTCTTATTATTATTATCATTGCCTGTTTTAGCAGGGGCTATTACTATGCTTTTAACAGATCGAAATTTTAATACTAGGTTTTTTGATCCGGCTGGGGGAGGAGATCCTATTTTATATCAACATTTGTTT		Animalia		Mollusca		Gastropoda		Nudibranchia		Polyceridae		Limacia		Limacia clavigera				Target						1		-		-		-		-		-		-		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-KXC40L		TCTTTCATCTAATATCTCTCATAGGGGTTCATCAGTAGATCTAGCTATCTTCTCATTACACTTAGCTGGTGCATCTTCAATTTTAGGGGCTATTAACTTTATAACGACCATCATTAATATGCGCAGAAAAATAATAACTTTTATACGAATTTCTTTACTATCATGAGCTGTTTTTATTACAGCAATTTTATTATTACTATCATTACCAGTTTTAGCAGGGGCAATTACAATACTATTAACAGACCGAAATTTAAATACATCATTTTTTGATCCTGCAGGGGGTGGGGATCCAATTTTGTACCAACACTTATTT		Animalia		Mollusca		Gastropoda		Trochida		Trochidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		0.30		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-IZOZ36		GCTAAGAGGTCCTATTGCTCATGGAGGGTCTTCTGTGGATTTAGTTATTTTTTCTCTTCATTTGGCGGGTATATCATCAATTTTAGGGGCTATTAATTTTATTACCACTATTTTTAATATACGATCTCCTGGGATGAGTTTTGAACGTTTAAACTTATTCGTTTGATCTGTTTTAGTAACTGCATTTTTACTGCTTCTTTCTCTCCCTGTACTAGCAGGGGCAATTACAATACTCTTAACTGATCGTAATTTCAATACTAGGTTTTTTGACCCAGCAGGGGGGGGAGATCCCATTTTGTATCAGCATCTTTTT		Animalia		Mollusca		Gastropoda				Parhedylidae		Microhedyle		Microhedyle glandulifera				Target						1		-		-		-		-		-		-		2.06		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-I55NUH		ATTATCAAGCGCAACAGCTCATTCTGGAGGTTCTGTGGACTTAGCAATATTCAGTTTACATTTATCAGGTGCGTCTTCTATTTTAGGCGCTATTAATTTTATTTGTACAATTTTTAATATGCGAGTAAAAAGTTTATCTTTTCACAATCTTCCATTATTTGTATGATCTGTTTTAATTACAGCATTTTTATTGTTATTATCATTACCTGTGCTTGCAGGAGCAATTACAATGTTGTTAACAGATCGAAATTTCAATACTACTTTTTTCGACCCTGCTGGAGGTGGAGACCCTGTATTATTTCAACATCTTTTT		Animalia		Mollusca		Gastropoda				Pyramidellidae		Turbonilla						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		23		1.05		69.27		19.65		0.14		1.67		0.13		0.49		9.42		2.62		23.97		70.37		35.31		80.26		46.55		14.11		1.87		3.64		3.27		10.06		17.05		0.45		6.72		2.77

		IM-34LI74		ATTATCAAGTGCAACAGCTCATTCTGGAGGTTCTGTAGACTTAGCAATATTTAGTTTACATTTATCAGGTGCTTCTTCCATTTTAGGTGCTATCAATTTTATTTGTACAATTTTTAATATGCGAGTAAAAAGTTTATCTTTTCATAATCTTCCATTATTTGTATGATCTGTTTTAATTACAGCATTTTTATTGTTGTTATCATTACCTGTGCTTGCAGGAGCGATTACGATGTTGTTAACAGATCGAAATTTCAATACTACTTTTTTCGACCCTGCTGGAGGTGGAGACCCTGTATTATTTCAACATCTTTTT		Animalia		Mollusca		Gastropoda				Pyramidellidae		Turbonilla						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.32		-		-		-

		IM-Y40Q52		TTTATCTAGAATATTAGGGCATAGAGGAAATGCTGTTGATTTAGCAATTTTATCTTTACATTTAGCAGGAGCTTCTTCTATTTTAGGAAGGATTAATTTTATTACTACTATTTCTAATATACGACTTTCTTGAATAAGATATGAGCAAATTCCTTTATTTGTATGAAGAGTGCTTATTACAACTATTTTATTAGTTCTTTCTTTACCTGTGTTAGCAGGTGCGATCACTATACTATTGACTGATCGAAATTTAAATACTTCTTTTTTTGACCCTTGTGGTGGAGGGGACCCAATTTTATACCAACATTTATTT		Animalia		Nematoda		Adenophorea		Enoplida		Trefusiidae		Trefusia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-RZ062R		TTTAGCTGGAAATTTAGCTCATGCTGGAGGTTCAGTAGATTTGGCTATTTTTTCTTTACATTTAGCTGGTGTTTCTTCTATTTTGGGTGCTATCAATTTTATTACTACTATTATTAATATGCGATGACGTGGAATACATTTTGAACGACTTCCTTTATTTGTTTGATCAGTAAAAATTACGGCTGTTTTATTATTGTTATCTTTACCTGTATTAGCAGGAGCAATCACTATATTGTTAACAGATCGAAATTTTAATACAGCCTTTTTTGATCCGGCAGGAGGAGGGGATCCTATTCTTTATCAGCATCTCTTT		Animalia		Nemertea		Palaeonemertea				Cephalothricidae		Cephalothrix						Target						1		0.72		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1YVZ1Z		TCTTGCTGGAAATTTAGCTCATGCTGGAGGTTCAGTAGATTTGGCGATTTTTTCTTTACATTTAGCCGGAGTTTCTTCAATTTTAGGAGCAATTAATTTTATTACAACTATTATTAATATGCGCTGACGAGGAATACATTTCGAGCGTTTACCTTTATTTGTGTGGTCTGTAAAAATTACTGCGGTATTATTACTATTATCTTTACCTGTATTAGCTGGAGCAATTACTATATTATTAACTGATCGAAATTTTAACACTGCTTTTTTTGATCCTGCAGGAGGAGGAGATCCTATTTTATATCAACATTTATTC		Animalia		Nemertea		Palaeonemertea				Cephalothricidae								Target						12		0.74		-		-		-		-		-		-		-		-		-		0.38		0.28		-		-		8.19		1.06		6.10		0.21		7.69		5.48		1.24		10.65		5.32

		IM-6L3SRV		TTTATCAAGAAATTTAACTCATGCAGGTGGTTCTGTTGATTTAGCTATTTTTTCTCTTCATTTAGCTGGAATTTCTTCCATTTTGGGGGCGATTAACTTTATTACTACTGTCATCAATATGCGTTGGGCTGGCTTGCAGTTTGAGCGGATTCCTCTTTTTGTTTGGTCAGTAAAAATTACTGCTGTGCTACTTTTGCTTTCTTTACCTGTCTTGGCGGGTGCTATCACAATGTTGTTGACAGATCGAAATTTTAATACTTCTTTTTTTGACCCGGCTGGGGGGGGTGACCCAATTTTGTTTCAGCATCTCTTT		Animalia		Nemertea		Pilidiophora						Hubrechtella		Hubrechtella dubia				Target						8		-		-		-		-		-		-		-		-		0.12		-		-		-		-		0.19		-		0.05		28.59		1.96		-		44.50		7.70		-		1.65

		IM-4OC6DB		TTTGGCTGGAAATATTGCCCACAGGGGGGGGTCTGTAGATCTTGCTATTTTCTCACTACACCTAGCAGGTGTTTCGTCTATTTTAGGGTCTATTAATTTTATCACCACTGTAATTAATATGCGGTGGGAAGGATATCAGCTTGAGCGGGTTCCTTTATTTGTGTGATCCGTTAAGTTCACAGCAATTTTGTTAGTTTTATCTTTGCCTGTATTGGCCGGGGCGATCACCATACTTTTGACAGATCGTAATTTTAACACCTCTTTCTTCGACCCCGCTGGCGGGGGAGACCCTATCTTGTACCAACACTTATTC		Animalia		Phoronida						Phoronidae		Phoronis		Phoronis muelleri				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.68		-		-		-		-		-		-		-		-

		IM-J55QJV		TTTCTGGCAAAATTACACAATCCTCCGTTTCTTTAGATTTTACTATCTTTTCTCTTCATTTAGCTGGTGCTAGTTCTTTATTAGCTTCTCTAAACTTTATTGTAACCATTTCTAAGAAAAAGCTTGGAATTAGTTGGCAGAATCTTTCACTATTTATTTGGTCTATATTAATTACAACTGTTTTATTGGTTGTAGCTATACCTGTTTTAGCAGGCGGTTTAACTATGCTTTTAACAGATCGAAAATTTAATACTTGTTTTTTTGATCCTGTCGGTGGGGGAGATGCTATCCTATTTCAACATGCTTTT		Animalia		Platyhelminthes				Macrostomorpha		Haplopharyngidae								Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.32		-		-		0.89

		IM-2A00N0		TTTGGCAAGCATACAGGCGCACTCTGGTGGGTCCGTTGATATGGCAATATTTAGTTTGCATTTAGCTGGGATTTCTTCTATATTGGGTGCAATGAATTTTATTACTACAATATTTAATATGAGGGCTCCAGGTATAACAATGGATCGAATGCCATTATTTGTGTGATCAATTTTAATAACTGCTTTCTTATTATTATTATCTTTACCAGTGTTAGCTGGGGCAATTACGATGCTTCTTACAGATAGAAATTTTAATACTGCATTTTTTGACCCTGCAGGTGGAGGGGATCCAATTTTATATCAACATTTATTT		Animalia		Porifera		Demospongiae		Clionaida		Clionaidae		Cliona						Target						2		0.70		-		-		-		0.13		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J6Q449		CCTATCTAGTATACAAACACATTCAGGGGGTTCAGTAGACATGGTGATATTTAGTTTGCATTTAGCAGGGATTTCGTCAATACTAGGTGCAATGAACTTCATTACAACAATTTTCAACATGAGAGCGCCTGGAATTACAATGGATAGAATGCCGTTATTTGTGTGATCTATTTTAATTACCGCTTTCTTACTATTACTATCTTTGCCGGTATTGGCGGGGGCAATAACAATGCTTCTTACAGATAGGAACTTTAATACTACATTTTTTGATCCTGCTGGAGGTGGGGATCCAATTTTATATCAACATTTATTT		Animalia		Porifera		Demospongiae		Polymastiida		Polymastiidae		Polymastia						Target						1		-		-		-		-		-		-		10.41		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-Z81INB		TTTATCAAGTATACAAGCTCATTCAGGGGGATCGGTAGATATGGCAATTTTTAGTCTTCATTTAGCCGGGATATCTTCAATATTGGGAGCTATGAATTTTATTACAACTATTATAAATATGAGAGCGCCAGGAATTACAATGGACCGAATGCCTTTATTTGTGTGATCTGTTTTAGTAACTGCCATTTTGCTATTGTTATCTTTACCGGTATTGGCAGGAGCTATAACAATGCTTTTAACAGATCGAAACTTTAATACTGCGTTCTTTGATCCAGCGGGGGGAGGTGATCCTATTTTATATCAACACCTTTTC		Animalia		Porifera		Demospongiae		Suberitida		Suberitidae								Target						2		-		-		-		-		0.25		-		-		1.79		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-WG74U7		ATTATCAGACGCAATCGCACATTCAGGTCCCTCTGTAGATTTAGCTATTTTCTCCTTACATTTAGCAGGAGTAAGCTCCATCCTCGCATCCTTAAACTTTATTACAACTGTATATAATATACGCGGTAAAGGTTTCTGAATGCTCCGTGTTCCTTTATTTGTTTGAGCTGTAATACTAACAACAATTCTTCTTTTACTAGCTCTCCCTGTCTTAGCTGGAGCTATTACAATACTTTTAACTGACCGTAATTTAAATACCTGTTTTTTTGATCCTACAGGAGGTGGAGACCCAATTTTATTTTCCCATTTATTC		Animalia		Sipuncula		Sipunculidea		Golfingiiformes		Golfingiidae		Nephasoma		Nephasoma rimicola				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.78		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-C1M2G1		AATAAGAGATTTAGTGGGACAGCCGGGGATAAGAGTAGATCTGGCCATTTTTAGATTACATGTAGCTGGAGCTTCTTCAATTGGGGGGTCAATTAATTTCTTATGTACTATAATTAATTTACGAAATCCAAGAATGTCTTGAGAAAAAATTCCTCTTTTCATTTGAAGAATTTTTTTTACTGCAATTTTGCTAGTGTTGTCATTACCAGTTTTCGCCGGGGGGATTACAATATTATTAACAGACCGAAATTTTAATACATCTTTTTTTGATCCTTCAGGGGGGGGAGATCCAATTTTATTTGTTCATTTATTT		Animalia		Xenacoelomorpha				Acoela		Dakuidae		Philactinoposthia		Philactinoposthia rhammifera				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		0.33		-		-		-		-		-		-		-		-		-		-		-

		IM-95O0N8		CATAAGAGATCTATTGGGACAACCAGGCATAAGAGTGGATTTAGCTATTTTTAGACTTCATATTGCTGGAGCTTCCTCTATTGGAGGTTCTATTAATTTTCTTTGCACTATTATCAATCTCCGGAGATTGAGAATATCTTGACAAGAATTACCTCTTTTTGTTTGGAGAGTTTTTTTTACCGCAATTCTTCTAGTACTCTCTCTTCCCGTCTTTGCTGGGGGAATTACTATACTTTTAACGGATCGAAATTTTAATACCAGATTTTTCACACCTGGGGGTGGTGGAGATCCTGTTTTATTTGTTCATTTATTT		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Baltalimania						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.40		-		-		-		-		-		-		-		0.90		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-M6329R		CATAAGAGATCTATTGGGACAACCAGGCATAAGAGTAGATTTAGCTATTTTTAGACTTCATATTGCTGGAGCTTCCTCTATTGGAGGTTCTATTAACTTTCTTTGTACTATTATCAATCTCCGAAGATTAAGAATATCTTGACAAGAATTACCTCTTTTTGTTTGGAGGGTTTTTTTTACCGCAATTCTTTTAGTACTCTCTCTTCCCGTCTTTGCTGGAGGAATTACTATGCTTCTTACAGATCGAAATTTCAATACCAGATTTTTCACACCTGGGGGTGGTGGAGATCCTGTTTTATTTGTTCATTTATTT		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Baltalimania						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		0.51		-		-		-		-		-		-		-		0.23		-		-		-		-		-		-		-		-		-		-		-		-

		IM-J96C04		AATAAGCTCCCTTGTAGGACAACCTGGTTTGAGAGTGGATTTTGCTATTTTTAGTTTGCATATTGCTGGAGCCTCTTCTATTGGAAGATCAATTAATTTTTTATGCACCATCATTAATTTGCGAAATAGAAGCTATTCCTGAGAAAATTTATCTCTATTTGTTTGGTCAGTATTTTTTACAAGTATTTTACTTGTTTTTTCATTACCTGTTTTTGCTGGAGGGATCACAATACTGCTTACTGATCGTAACTTCAATACTTTTTTTTTTGATCCATCAGGAGGTGGGGATCCTATTTTATTTGTTCATCTTTTC		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Faerlea		Faerlea fragilis				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-

		IM-X96SCZ		AATAAGGGATTTAATAGGTCAGCCTGGGTGGAGAATGGATTTAGCTATTTTTAGTTTACATATCGCTGGAGCTTCCTCCATTGGAGGATCGATCAATTTTGTGTGCACAATAATTAATTGCCGTAGTAGGGGGATAACTTGAGATTATCTCCCCCTCATCCTTTGGAGAATTTTTTTTACTGCAATCTTGTTAATTTTATCATTACCAGTTTTTGCAGGAGGATTAACTATACTCCTCACAGATCGAAATTTTAACACTAGATTTTTCCACCCCAATGGGGGGGGGGATCCTGTTTTATTTGTACACCTATTT		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudoposthia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		2.50		-		-		-		-		-		-		-		0.40		-		-		-

		IM-FE421W		AATAAGTGATTTAATGGGGCAACCCGGTTGAAGTATGGATTTGGCCATTTTTAGCTTACATATTGCAGGAGCTTCCTCCATTGGGGGGTCAATTAATTTTGTTTGTACAATAATTAATTGTCGTAGAAGGGGGATAACTTGAGATTATCTCCCCCTCATTCTTTGAAGTATTTTTTTTACCGCTATTTTATTAATTTTATCTCTACCAGTCTTTGCGGGGGGATTAACCATGTTATTAACAGATCGAAATTTTAATACTAGATTTTTCCACCCCAATGGTGGTGGGGACCCCGTATTATTTGTTCATTTATTT		Animalia		Xenacoelomorpha				Acoela		Isodiametridae		Pseudoposthia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-MWB710		TTTAAGAGATATTTTAGGTCAACCTGGAATAAGAGTAGATTTAGCTATTTTTAGATTACATATTGCCGGAGCTTCTTCTATTGGTGGCTCGATTAATTTTTTGTGCACAATTATTAATCTACGAAATCAAAATTTAAAATGAGATAATTTACCACTTTTTATTTGAGCTACTTTTTTTACTGCTATTTTATTAGTTATTTCTTTACCTGTTTTTGCTGGAGGTATTACAATATTATTAACTGATCGTAATTTCAATACTTCTTTTTTTGATCCCAATGGAGGTGGAGATCCTATTTTATTTGTTCATTTATTT		Animalia		Xenacoelomorpha				Acoela		Proporidae		Haploposthia		Haploposthia lactomaculata				Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		-		-		-		-		-

		IM-2M542N		TCTATCTTCTATTCATTTTGAACATTCAGGAATATCTGTTGATTTTTTTCTTTTTAGACTTCATATGGCTGGTGCAGCAAGAATTGCAGGGGGCATTAATATAATAACAACTATACATAATATACGTTTTTCATATCAAAAAATTTTTATAATAAGTCTTTTTTGCTGATCAATTCTAGCAACTTCTTACCTTCTAGTTTTTAGACTTCCTGTTCTTGCAGGAGCAATTACTATACTAATTTTTGACCGTCATTTTGGTTCCTCATTCTTTGTTTTTTTTGGGGGAGGTGATCCAATTCTGTTTCAACACCTGTTT		Animalia		Xenacoelomorpha				Nemertodermatida		Ascopariidae		Ascoparia						Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-71H7S9		GTTAGCTGGAAATCTAGCACACGCTGGAGCATCCGTAGACCTAACAATCTTCTCTCTTCACCTTGCCGGGATTTCATCAATCCTGGGAGCAATCAACTTTATTACCACAATCATCAACATGAAACCTACGGCAGTAACTATATACCAAATTCCACTATTCGTGTGAGCCGTGCTAATTACAGCCGTTCTTCTCCTCCTCTCCCTTCCGGTCTTAGCCGCTGGCATCACAATGCTACTGACAGACCGCAACCTAAACACAACTTTCTTTGACCCTGCCGGAGGGGGTGACCCCATCCTCTATCAACACCTATTC		Animalia		Chordata		Actinopterygii		Pleuronectiformes		Pleuronectidae		Limanda		Limanda limanda		LC		Non-Target						1		-		-		0.22		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-V2145W		GTTGTCAAGTGGTCTTGCTCATTCAGGTCCTGCTGTTGACTGTGCTATTTTTTCTTTACACTTGGCTGGTGTGTCTAGTATTTTAGGTTCTATGAATTTTTTAGTTACTATGATGAATATAAAAGTTAAAGGTTTTGGGATAATAGATTTAACCTTATTTTGTTGGTCTATGGTGTTTACTACTGTTTTGTTAGTTTTGTCTCTTCCTGTGTTGGCTGCTGCTATTACGATGCTTTTGTTAGATCGTAACATTAACACTAGTTTTTTTGACCCTGGGGGTGGGGGTGATCCTATTTTGTTTCAACATTTGTTT		Animalia		Chordata		Ascidiacea		Phlebobranchia		Perophoridae		Perophora						Non-Target						1		-		-		-		0.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-1W1W2N		ATTGTCAAGAAACATTGCGCATGCAGGGGCATCTGTCGATCTAGCTATTTTTTCTTTACACCTAGCAGGTGTGTCGTCAATCTTAGGTGCTATCAATTTTATCACAACTATTCATAATATGCGTGCTAGCATTGAATGGAATCGCGTGCCTCTATTTGTGTGATCAATTTGGGTAACTGCTTATCTATTACTTTTGTCTTTACCTGTTTTGGCGGGAGCCATTACTATATTGTTAACAGATCGTAATATTAATACTACCTTTTTTGATCCCTCAGGTGGTGGGGACCCTATTCTGTATGAGCACTTGTTT		Animalia		Chordata		Leptocardii				Branchiostomatidae		Branchiostoma		Branchiostoma lanceolatum				Non-Target						1		-		-		-		-		-		-		-		0.46		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-8M856Y		TCTAGCAGGGATTCAAGCTCATTCAGGAGGTTCTGTTGATTTAGCAATTTTCTCTCTTCATTTAGCCGGAGTTTCGTCGATTCTTGGTGCAATTAATTTTATTGTAACAATTATGAACATGCGAGCTCCAGGAATGACTGCTCACCGAACTCCTTTATTTGTATGAGCTGTATTTATTACAGCTTTCTTACTTTTATTGTCTTTACCGGTTCTAGCAGGAGCTATTACAATGCTTTTAACAGATCGTAACTTTAATACGTCATTCTTCGACCCTAATGGTGGAGGTGACCCAGTATTATATCAACATTTGTTT		Chromista		Haptophyta		Prymnesiophyceae		Isochrysidales		Noelaerhabdaceae								Non-Target						4		-		-		-		-		-		-		-		-		-		0.29		-		0.19		-		-		-		-		0.27		-		-		0.21		-		-		-

		IM-1W6HR1		ATTATCAACTTCTCTTATGGCTTTATCTCCTATCTCTATTGATCAGATGATTGCAGCCTTAGCTGTTGTTGGTATCTCTAGCTTACTATCTTCTTTAAATTTCTTAACTACAACTTGGTTCTTAGGTTTCTGTATGAACGATAAAGCAAACGCTGTATTCGTTTATGCTATTCTATTTACTGCAGTTATGTTAATTTGCACATTACCTATTTTAACAGCTGGTTTAGTTATGATTGTATTAGATTTACATCTTAATACTCATTTCTACGATCCATTTTTCAATGGAGATCCTGTATTATACCAACATCTGTTC		Chromista		Myzozoa		Conoidasida		Eucoccidiorida		Eimeriidae								Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.05		-		-		-		-		-

		IM-WQ4B28		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAAGTACAGGAAATCTTATCTTTGGATTATTAATCTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACATTAAAGACTATGCCATTATTCCCTTGGGCTCTCTTGATTACAGGAGGAATGCTTTTATTAACATTACCAATCTTATCAGGAGCTTTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae		Gonyaulacales		Ostreopsidaceae								Non-Target						19		0.42		0.22		2.36		-		-		-		-		0.77		0.59		0.63		0.13		0.12		0.26		0.60		0.40		0.10		0.16		0.06		0.43		1.05		0.08		1.78		0.74

		IM-Z5EWW6		ATTAAGCACTTCTTTCATGAGTTTTTCACCTTCAAGTACAGGAATTCTTGTCTTTGGATTATTAATGTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACACTGAAGAATATGCCATTATTCCCTTGGGCTCTCTTGATAACAGGAGGAATGCTTTTATTAACATTACCAATCTTATCAGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATATTTGGAGGAGATCCTATATTCTATCAACACCTATTT		Chromista		Myzozoa		Dinophyceae		Gonyaulacales										Non-Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.23		-		-		-

		IM-1A42HR		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAGGATTTTATTATCTTATCTTTGGATTATTAATCTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTGAATCTGAGATCTTATTATCTGACATTAAAGACTATGCTATTATTCCCTTGAGCTCTCTTGATAACAGGATTCATGCTTTTATTAACATTTCCTATCTTATCTTCTGGTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae		Gonyaulacales										Non-Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.28

		IM-03AP1D		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAACTACAGCTTATCTTATCTTTGGATTATTAATGTCAGGTATATCCTCATGTCTCACATCTATTAACTTTTTTATTACAATTCTTAATCTGAGATCTTATTATCTTACATTAAAGACTATGCCATTATTCCCATGGGCTCTCTTGATAACAGGAGGAATGCTATTATTAACATTACCAATCTTATCAGGTGCATTACTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Brachidiniaceae								Non-Target						4		-		-		-		-		-		-		-		-		-		0.37		-		-		-		-		-		-		-		-		0.16		-		-		0.50		0.18

		IM-AV6D29		ATTAAGCACTTCTTTCATGGGTTTATCACCTTCAAGTACAGCTTTCATGGTCTTTGGATTATTAATGTCAGGTATATCCTCATCTCTCACATCTGTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGTCATTAAAGACTATACCATTATTCCCTTGGGCTCTCTTGATAACAGGAGGAATGCTTTTATTAACATTACCAATCTTATCTGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTTTAATACACTTTTCTTTGATCCAATATTTGGAGGTGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae		Gymnodinium						Non-Target						5		-		0.26		-		-		-		-		-		-		-		1.01		0.09		0.13		-		-		-		-		-		-		-		-		-		0.61		-

		IM-P5XEQ8		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAAGTACAGCTTTCATGGTCTTTGGATTATTAATGTCAGGTATATCCTCATGTCTGACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACATTAAAGACTATCCCATTATTCCCTTGGGCTCTCTTCATAACAGGAGGAATGCTTTTATTAACATTACCAATCTTAACAGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae		Gymnodiniales		Gymnodiniaceae								Non-Target						6		-		-		0.27		-		-		-		-		-		-		-		-		-		-		0.10		0.13		-		0.09		-		0.18		0.57		-		-		-

		IM-X748B3		TCTATCTACTTCTTTCCTATCTCTATCCCCATCTTCTATGTACTTCCTACTATCTGGTCTACTAGTTTCTGGTCTATCTTCTGCTCTAACTTCTCTAAACTTCTTCCTAACAATTCTTAACATGCGTTGTTTCTCTATGAATCTAAAGCTACTACCTCTATTCAACTGGTCTATCCTAATTACTTCTGTCCTACTTCTATTCACTCTACCTGTTCTATCTGGTGCTGTCGTTATGATCCTATCCGATCTATCTGCTAATACACTATTCTATGATCCAATCTTCGGTGGTGATCCTGTTCTTTACCAGCATCTTTTC		Chromista		Myzozoa		Dinophyceae		Peridiniales		Heterocapsaceae		Heterocapsa		Heterocapsa rotundata				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		14		-		0.48		0.27		-		-		-		-		-		-		0.83		11.40		1.07		1.53		0.17		0.87		0.06		0.27		0.23		-		0.44		-		0.85		0.23

		IM-18R06Z		GCTAAGCACTTCTTTTATGAGTTTATCACCCTCAAGTATAGCTCTTATAGTCTTTGGTTTATTAATGTCAGGTATATCCTCCTCTCTCACATCTGTTAACTTTCTAGTAACAATCATAAATATGAGATCTTATTATCTGACATTAAAGACTATGCCATTATTCCCTTGGGCTCTTTTGATAACTTCTGGAATGCTTCTATTAACATTACCTGTCTTGTCAGGGGCTCTTCTAATGATCTTGGCTGATCTCCATTCTAATACTCTTTTCTTTGACCCTGTCTTCGGAGGAGATCCTGTACTCTATCAGCACCTATTC		Chromista		Myzozoa		Dinophyceae						Pellucidodinium						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		0.37		-		-		-		-		-		-		-		1.47		0.11		-		0.17		-		-		-		-		-		-		-		-		0.71		-

		IM-925ZZ0		ATTAAGCACTTCATTCATGAGTTTATCACCTTCTAGTACAGCTTATCTTATCTTTGGATTATTAATGTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACATTAAAGACTATGCCATTATTCCCTTGGGCTCTCTTGCTAACTGGAGGTATGCTTTTATTAACATTACCAATCTTATCAGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae												Non-Target						8		-		0.73		-		-		-		0.13		-		0.65		-		2.08		0.22		-		-		-		-		-		-		-		0.15		-		-		1.56		0.67

		IM-2L2J4D		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAAGTTTTTATTATCTTATCTTTGGATTATTAATGTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACATTAAAGACTATGCCATTATTCCCTTGAGCTCTCTTGATAACAGGAGGAATGCTTTTATTAACATTTCCAATCTTATCAGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTATCAACACTTATTT		Chromista		Myzozoa		Dinophyceae												Non-Target						3		0.94		-		-		-		-		-		-		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		0.24

		IM-LH1NI0		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAAGTACAGGAAATCTTATCTTTGGATTATGGATCTCAGGTATATCCTCATGTCTCACATCTCTTAACTTTTGGACAACAATTCTAAATCTGAGATCTTATTATCTGACATTAAAGACTATGCCATTATTCTCTTGGTCTCTCTTAAATTCTGGAGGAATGCTTTTATTAACATTACCAATCTTATCAGGAGCTCTTCTAATGGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATCTTTGGAGGAGATCCTATATTCTTTCAACACTTATTT		Chromista		Myzozoa		Dinophyceae												Non-Target						1		-		0.31		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-3H56D5		ATTAAGCACTTCTTTCATGAGTTTATCACCTTCAAGTACAGCTTTCATAGTCTTTGGATTATTAATCTCAGGTATATCCTCATCTCTTACATCTCTTAACTTTTGGACAACAATTCTAAATATGAAATCTTATTATCTGACATTAAAGACTATGGCATTATTCCCTTGGGCTCTCTTGATAACAGGAGGAATGCTTTTATTAACATTACCAATCTTATCAGGAGCTCTTTTAATAGTCTTGGCTGATCTTCATTCTAATACACTTTTCTTTGATCCAATTTTTGGTGGAGATCCTATATTCTATCAATACTTATTT		Chromista		Myzozoa		Dinophyceae												Non-Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		0.09		-		-		-		-		-		-		-		-		-

		IM-6A123W		TTTATCAGGTATTATTGCACACTCTGGTGGTGCTGTTGATTTAGCTATTTTCAGTTTACACCTTTCAGGTGCTGCTTCTATTTTAGGTGCGATTAACTTTATTTGTACAATTGTAAACATGAGAACTGAGAGTTTACCATTCCACAAATTACCCTTATTTGTATGGTCAGTGTTTTTAACAGCAATCCTTCTATTATTATCTTTACCTGTACTAGCAGGTGCTATTACAATGTTACTGACTGATAGAAATTTTAATACAACTTTTTTTGATCCAGCAGGTGGTGGTGATCCAGTTCTTTACCAGCATTTGTTT		Chromista		Ochrophyta		Bacillariophyceae		Bacillariales		Bacillariaceae								Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		-		-		-		-		-		-		-		-		-		0.14		-		0.26		-		-		-		-		-		-		-		-		1.41		0.65

		IM-1LH82C		ACTATCTAGCGGTACTTCACATTCTGGAGGAGCTGTTGATTTAGCTATTTTTAGTTTGCACCTTTCTGGAGCTTCTTCTATATTAGGGGCTATTAATTTTATTTGTACAATTTTTAATATGCGAGTTAATAGTTTATCTTTTCATAATTTACCTTTGTTTGTTTGGTCAATTTTAATAACAGCGTTTTTATTATTGTTATCGTTACCTGTTTTAGCGGGTGCTATTACTATGTTATTAACGGATAGAAATTTTAACACTACGTTCTTTGACCCTGCGGGTGGAGGAGATCCTGTATTATATCAACACCTTTTT		Chromista		Ochrophyta		Bacillariophyceae		Biddulphiales		Biddulphiaceae		Biddulphia						Non-Target						8		-		-		-		-		0.10		-		-		2.49		-		0.47		-		-		0.40		-		0.37		0.09		-		-		-		-		-		0.28		0.34

		IM-AMW16Z		TCTATCAAGTGGTGGATCTCATTCTGGTGGCGCTGTTGATTTAGCGATTTTTAGTTTACATTTGTCGGGAGCTTCTTCAATTTTAGGAGCTATTAATTTTATTACAACAATTTTTAATATGCGAGTAAAAAGTTTATATTTTCATAATTTACCTTTATTCGTATGGTCAGTTTTAATTACAGCTTTTTTATTGCTTTTATCTTTACCTGTTTTAGCTGGGGCAATTACCATGCTTTTAACTGATCGAAATTTCAATACTACCTTTTTCGATCCAGCTGGTGGTGGTGATCCTGTATTGTATCAACATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Attheyaceae		Attheya		Attheya longicornis				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		-		0.22		-		-		-		-		-		-		-		1.51		-		-		-		-		-		-		-		-		-		-		-		0.75		0.68

		IM-L2NG9T		TTTATCTAGCGGTACATCACACTCAGGTGGAGCTGTAGATTTAGCTATTTTTAGTTTACACTTATCTGGGGCTTCATCAATTTTAGGAGCTATTAACTTTATTTGTACTATTTTTAATATGAGAGTTAAAAGTTTATCATTTCATAAATTACCTTTATTTGTATGGGCAGTGTTAATTACAGCATTTTTACTTTTATTATCACTACCAGTATTAGCAGGTGCTATTACAATGTTATTAACTGATAGAAATTTCAATACAACCTTTTTTGATCCAGCAGGAGGAGGTGACCCAATTTTATACCAACATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros		Chaetoceros socialis				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		4		1.35		-		-		-		-		-		-		4.22		1.63		0.25		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-17DR9J		ATTATCAAGTGGAACATCACACTCTGGAGGTGCTGTTGATTTAGCGATTTTCAGCTTACACCTGTCAGGTGCGTCTTCAATTTTAGGAGCAATTAACTTTATTTGTACAATTTTTAACATGCGTGTTAAAAGTTTATCATTCCACAAATTACCTTTATTTGTTTGGGCTGTTTTAATTACAGCGTTTTTATTATTGTTATCTTTACCTGTATTAGCAGGAGCAATTACAATGCTGTTAACAGACCGAAACTTTAATACAACATTCTTTGATCCAGCAGGTGGAGGTGACCCTGTGTTATACCAACACTTATTC		Chromista		Ochrophyta		Bacillariophyceae		Chaetocerotales		Chaetocerotaceae		Chaetoceros						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		0.09		-		0.36		-		-		-		-		-		-		-		-		-		-

		IM-V36L1M		TTTATCTAGTGCAAACGCTCATTCAGGACCTTCAGTAGATTTAGCTATCTTTAGTTTACATCTATCGGGAGCAGCTTCAATTTTAGGAGCAATTAATTTCATTTGTACTATTTTTAATATGAGAGTTAAAGGTTTATTTATGCATCGATTACCTCTTTTTGTTTGGTCAGTTTTAATAACAGCTTTTTTATTATTACTTTCTTTACCAGTATTAGCAGGAGCTATTACTATGTTATTAACTGATAGAAATTTTAATACTACATTTTTCGATCCGGCAGGAGGAGGAGATCCTGTTCTTTATCAGCACTTATTC		Chromista		Ochrophyta		Bacillariophyceae		Coscinodiscales		Coscinodiscaceae		Coscinodiscus		Coscinodiscus granii				Non-Target						1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.14

		IM-5FW335		ACTATCAAGTATTACTGCACATTCTGGGGGTTCTGTTGATTTAGCAATCTTTAGTTTACATTTATCGGGTGCTTCATCAATACTGGGTGCTATTAATTTTATCTGTACTATTTTTAACATGCGTGTAAAAAGTTTATCGTTTCATAAATTACCATTATTTGTTTGGTCCGTTTTAATTACAGCGTTTTTATTACTATTATCATTACCTGTTTTAGCTGGAGCAATTACAATGCTATTAACTGATAGAAATTTTAATACTACTTTCTTCGATCCTGCAGGGGGTGGTGATCCTGTTTTATACCAGCATTTATTC		Chromista		Ochrophyta		Bacillariophyceae		Fragilariales		Fragilariaceae		Asterionellopsis		Asterionellopsis lenisilicea				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		8		-		0.56		-		-		-		-		-		1.95		-		4.51		0.13		-		1.09		-		0.50		-		-		-		-		-		-		2.09		0.43

		IM-2IH6VE		TCTTTCAAGTATTACAGCACATTCAGGAGGTTCGGTTGATTTAGCAATTTTCAGCCTTCACTTATCTGGTGCTTCTTCCATTTTAGGAGCGATTAATTTTATTTGTACAATAACTAACATGCGTACAAAAAATCTTGCTTTTCATAGATTACCTCTTTTCGCTTGGGCAATTTTTATTACCGCATTTTTACTTTTACTTTCATTACCGGTATTAGCAGGAGCAATTACGATGCTATTAACTGATCGAAATTTTAATACTACTTTTTTTGATCCTGCTGGAGGTGGAGATCCTGTTCTTTACCAACACTTGTTT		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Naviculaceae		Navicula						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		1.00		0.31

		IM-U24E0D		ATTATCAAGTATTACAGCACACTCTGGAGGATCTGTTGATTTAGCAATTTTTAGTCTTCATTTATCTGGAGCTGCTTCTATTCTTGGAGCAATTAATTTTATTTGTACAATAACTAATATGAGAGCTAAAAGTTTACCATTCCATAGACTACCACTATTTGCTTGGTCAATTTTTATAACAGCTTTCTTATTACTATTATCATTACCAGTATTAGCAGGTGCGATTACTATGTTATTAACAGATCGTAACTTTAATACTACATTTTTTGACCCTGCAGGAGGTGGTGATCCAGTTTTATTTCAGCACCTTTTC		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Pleurosigmataceae		Pleurosigma						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		5		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.17		0.05		-		-		-		-		0.07		0.27		0.21

		IM-4APE8T		ATTATCAAGTATAACAGCACATTCAGGTGGATCTGTTGATTTAGCAATTTTTAGTTTACATTTATCTGGAGCTGCATCTATTCTTGGGGCAATTAACTTTATTTGTACAATAACTAATATGAGAGCTAAAAGTTTACCTTTTCATAGATTACCGTTATTTGCTTGGTCAATTTTTATAACAGCTTTTTTATTATTACTATCATTACCCGTTTTAGCTGGTGCAATTACTATGTTATTAACAGATCGTAATTTCAATACAACATTTTTTGACCCTGCAGGAGGTGGTGATCCTGTATTATTTCAACATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Naviculales		Pleurosigmataceae								Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		7		-		0.73		-		-		-		-		-		2.86		-		1.33		0.73		-		0.24		-		0.26		-		-		-		-		-		-		0.48		-

		IM-2XGYH7		ACTATCTAGTGGTAATTCTCATTCAGGAGCTTCTGTAGATTTAGCAATTTTTAGTTTACATTTATCAGGAGCTGCATCTATTTTAGGTGCAATCAATTTTATTTGTACTATATTAAACATGCGTGTAAAAGGATTGTTTATGCATAGATTACCTTTATTTGTATGGTCTATTTTAATTACTGCAGTATTACTGTTGTTATCTCTACCAGTATTAGCTGGTGCTATTACAATGTTATTAACTGATAGAAATTTTAACACTACATTTTTTGATCCTGCAGGCGGAGGAGACCCTGTTTTATATCAGCATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Rhizosoleniales		Rhizosoleniaceae		Guinardia						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		0.43		-		-		-		-		-		-		-		1.34		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-98X42M		ATTATCAAGTGGTAATTCTCATTCAGGAGCTTCTGTAGATTTAGCTATTTTTAGTTTACATTTATCAGGAGCGGCATCTATTTTAGGTGCTATTAATTTTATTTGTACTATTTTAAATATGCGGGTAAAAGGATTATTTATGCATAGATTACCTCTATTCGTATGGTCTATTTTAATTACAGCTGTATTACTATTATTATCTTTACCTGTATTAGCTGGTGCAATTACTATGCTACTAACTGATAGAAATTTTAATACAACTTTTTTTGATCCTGCTGGAGGAGGAGATCCTGTATTATACCAACATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Rhizosoleniales		Rhizosoleniaceae		Rhizosolenia		Rhizosolenia delicatula				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		0.16		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-W14B54		ACTATCAAGTATAATCGCTCATTCTGGCGGTTCGGTAGATTTAGCAATTTTTAGTTTACATGTTTCTGGAGCAGCTTCAATTTTAGGAGCAATTAATTTTATTTGTACTATTTTTAACATGCGTGTAAAAAGTTTATCATTTCATAAATTACCATTATTTGTTTGGGCTATTTTAATAACTGCCGTTTTACTTCTTTTATCTTTACCTGTTTTAGCAGGGGCAATTACAATGTTATTAACTGATAGAAATTTTAATACAACTTTTTTTGATCCAGCAGGAGGAGGTGATCCGGTGTTATATCAACATTTATTT		Chromista		Ochrophyta		Bacillariophyceae		Thalassionematales		Thalassionemataceae		Thalassionema		Thalassionema nitzschioides				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		0.68		-		-		-		-		-		-		0.15		-		-		-		-		-		-		-		-

		IM-K3G383		TTTGTCAAGTGCAACAGCTCATTCCGGAGGCTCTGTAGATTTAGCAATATTTAGTCTACATTTATCAGGTGCATCTTCTATTCTAGGTGCTATTAACTTCATTTGTACTATTTTCAATATGCGAGTAAAAAGCTTATCTTTTCATAATCTTCCTCTATTTGTATGGTCTGTTCTAATAACAGCGTTTTTATTATTATTATCTTTGCCTGTTTTAGCTGGGGCCATTACAATGTTATTAACAGATAGAAACTTTAACACTACTTTTTTTGACCCCGCTGGTGGAGGTGACCCTGTATTATTTCAGCACCTTTTC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Skeletonemaceae		Skeletonema		Skeletonema dohrnii				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		3		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.53		-		-		-		-		-		-		0.23		0.39

		IM-OU4J7P		TTTGTCAAGTGCAACAGCTCATTCTGGAGGCTCTGTAGATTTAGCAATATTTAGTTTACATTTATCAGGTGCGTCCTCTATTTTAGGTGCTATTAACTTCATTTGTACTATTTTCAACATGCGAGTAAAAAGCTTATCTTTTCATAATCTTCCTCTATTTGTATGGTCTGTTCTAATAACAGCATTTTTATTATTATTATCTTTGCCTGTTTTAGCTGGAGCCATTACAATGTTATTAACAGATAGAAATTTTAATACTACTTTTTTTGACCCAGCTGGTGGAGGTGACCCTGTATTATTTCAGCACCTTTTC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Skeletonemaceae		Skeletonema						Non-Target						11		-		-		-		-		-		-		-		-		-		-		0.19		-		2.58		0.10		11.51		2.16		1.64		-		2.09		5.29		0.23		25.44		35.73

		IM-Y55B18		ACTGTCTAGTGCAACTTCCCACTCAGGAGGTGCTGTTGATTTAGCGATTTTTAGTTTACACCTTTCTGGAGCATCATCAATTTTAGGTGCTATTAACTTCATTTGTACAATTTTCAACATGAGAGTTAAAAGTTTATCATTCCACAATTTACCATTATTTGTTTGGTCAGTTTTAATTACAGCTTTTTTACTGTTGTTATCATTACCTGTACTAGCAGGAGCAATAACAATGTTACTAACTGATCGAAATTTTAACACTACTTTCTTTGATCCAGCCGGAGGAGGAGATCCAGTATTATACCAACATCTTTTC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Thalassiosiraceae		Thalassiosira		Thalassiosira punctigera				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.91		-		-		-

		IM-D8OOI6		TTTATCAAGTGCAACAGCCCATTCAGGGGGATCTGTAGATTTAGCAATCTTTAGTTTGCATTTATCAGGTGCATCGTCTATCTTAGGTGCTATTAATTTTATTTGTACAATTTTTAATATGCGAGTAAAAAGTCTATCTTTTCATAACCTTCCTTTATTTGTGTGGTCTGTTCTGATTACAGCGTTTTTGTTGTTGTTATCTTTACCTGTATTGGCAGGAGCAATTACAATGTTATTAACAGACAGAAATTTTAACACTACCTTTTTTGATCCCGCTGGAGGAGGAGATCCTGTATTATTTCAACACCTTTTC		Chromista		Ochrophyta		Bacillariophyceae		Thalassiosirales		Thalassiosiraceae		Thalassiosira						Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		10		-		0.19		-		-		-		-		-		0.28		-		-		0.19		-		3.80		0.27		4.41		0.11		0.06		-		-		-		-		0.22		0.14

		IM-095E6D		TCTAAGTCATATTACGAGCCACTCTGGTGGTGCAGTTGATTTAGCTATTTTCAGTTTACATTTATCTGGAGCGAGCAGTATTTTAGGGGCGATTAACTTTATTACCACTATCTTTAACATGCGTGGGCCTGGTCTGGGCTTCCATCGCTTACCTTTATTTGTGTGGTCTGTTCTGATTACGGCCTTCTTACTTCTTCTCTCTTTACCGGTTTTAGCGGGAGCGATTACGATGCTGTTAACGGATCGTAACTTCAATACCTCGTTCTTTGATCCGGCGGGCGGAGGTGACCCTATTTTGTTCCAGCACCTTTTT		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Bathycoccaceae		Bathycoccus		Bathycoccus prasinos				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		0.50		0.53		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-QC933R		ACTAAGTCATATTACTAGTCACTCAGGAGGTGCTGTAGATTTAGCTATTTTTAGTTTACACGTTTCAGGTGCAAGTAGTATTTTAGGTGCAATCAACTTTATTACTACCATCTTTAATATGCGTGGACCTGGATTATTAATGCATCGCTTACCTTTATTTGTATGGAGTGTTTTAATTACAGCGTTTTTACTTCTTCTCTCATTACCTGTACTTGCAGGTGCAATTACAATGTTACTAACTGATCGAAACTTTTCAACCAGTTTCTTTGACCCAAGTGGTGGAGGAGACCCTATTTTATATCAACATTTATTC		Plantae		Chlorophyta		Mamiellophyceae		Mamiellales		Mamiellaceae		Micromonas		Micromonas pusilla				Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		1.12		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-677J7A		ACTTTCTAGTATTCTTGCTCATTCTGGGGGGGCGGTTGATCTTGCAATTTTTTCTCTTCACCTTTCTGGAATTTCGTCTATTCTAGGAGCTATTAATTTTATTACAACCGTTTTTAATATGCGCGCTCCTGGTATGGCTATATATCGTCTTCCGCTTTTTGTTTGGTCAATTCTCATTACAGCGTTTCTTCTTCTCCTTAGTCTGCCTGTTCTTGCGGGAGCTATTACTATGCTTCTCACTGACCGAAATTTCAATACAAGCTTTTTTGACCCTGCTGGTGGTGGAGACCCTATTCTGTATCAACACCTTTTT		Plantae		Chlorophyta		Prasinophyceae		Pseudoscourfieldiales		Pycnococcaceae								Non-Target						17		-		0.27		0.21		-		0.08		0.11		-		-		0.49		0.27		0.18		0.18		0.40		0.56		0.34		0.05		0.11		0.09		0.28		1.27		-		0.67		-

		IM-1A93W8		GCTTTCCACAACGGGTCAGCCTGGTCCTGCGATGGATTTTGCAATCCTTGCACTTCACGTTGCTGGTGCGTCATCCATCCTTGGTGCGATCAACTTCATCACGACAATTTTGAACATGCGTGCACCAGGTATGACATTGCATAAAATGCCATTGTTTGCTTGGTCAGTGCTTGTCACAGCGTTCTTGCTTTTATTGTCATTGCCAGTTCTTGCCGGTGCGATCACAATGCTACTAACCGATCGTAACTTCGGTACGGCATTCTTCTCACCAGAAGGTGGCGGCGATCCTATCTTGTTCCAACACTTGTTC		Plantae		Rhodophyta		Bangiophyceae		Bangiales		Bangiaceae								Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		1		-		-		-		-		-		-		-		-		0.10		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		IM-B42OIZ		TTTATCAAGTGTTGTTGCTCATTCTACTCCTTCTGTAGATTTAGCAATTTTTAGTTTACATTTAGCAGGTATTGCTTCTATAGCAGGTTCTATAAATTACATTACTACTATTTTTAATATGAAAGTTGCTAAGTATGATATGTTTAGATTGCCTTTATTTATTTGAGCTATGTTAATTACTGCTTATTTATTAGTTTTTACTTTACCAGTATTAGCAGGTGCTATTACTATGTTATTAACTGATAGAAATTTTAATACATCTTTTTTTGATCCGGCAGGTGGTGGAGATCCTATTTTATATCAACATTTATTT		Protozoa		Amoebozoa		Discosea		Dactylopodida		Vexilliferidae								Non-Target						5		-		-		0.16		-		-		-		-		-		-		-		-		-		-		0.13		0.09		-		-		-		0.45		0.24		-		-		-

		IM-980JKM		TTTATCAAGTGTAGTAGCTCATTCTACTCCGTCAGTAGATTTAGCTATTTTTAGTTTACATTTAGCAGGTATTGCTTCTATAGCAGGTTCTATAAATTATATTACTACAATTTTTAATATGAAAGTTGCTAAGTATGATATGTTTAGATTGCCTTTGTTTATTTGAGCTATGTTAATTACTGCTTATTTATTAGTTTTTACTTTACCAGTATTAGCAGGTGCTATTACTATGTTATTAACTGATAGAAATTTTAATACATCGTTTTTTGATCCAGCAGGTGGTGGAGATCCTATTTTATATCAACATTTATTT		Protozoa		Amoebozoa		Discosea		Dactylopodida		Vexilliferidae								Non-Target						13		0.90		0.36		0.14		-		-		-		-		1.33		0.24		1.21		0.22		0.32		0.70		0.08		-		-		-		-		0.25		-		-		0.43		0.75

		IM-AGE3X1		ATTATCAAGTATTGAAGCACATTCTGGAGCATCAGTTGATTTAGCTATATTTAGCTTACATATTGCGGGTGTGTCATCTATTTTAGGTTCTATTAATATGATTACAACAGTAATGAATATGAGAGCACCTGGTATTTATATGTCAAATTTACCATTATTTGTTTGGGCTATTTATATTACTGCTTGGTTGTTATTACTATCATTACCTGTATTTGCAGGAGGAATTACAATGTTATTGACAGATAGAAATTTCAATACAACATTTTTTGATCCAGCAGGAGGAGGTGATCCAATTTTATATCAGCATTTATTC		Protozoa		Amoebozoa		Discosea		Dactylopodida				Squamamoeba		Squamamoeba japonica				Non-Target						7		-		1.40		-		-		-		-		-		0.83		0.21		5.98		0.10		-		-		-		-		-		-		-		-		-		-		0.67		0.70

		IM-3F2HA5		TTTAGCTAGTATACAAAGTCATTCAGGAGGTTCTGTTGATTTAGCTATTTTTAGTTTACATTTAGCTGGTGTATCTTCTTTATTAGGTGCTATAAATTTTATAACAACTATTTTTAATATGAGAAGTCCTGAAATGGAATGGCATAAATTATCTCTTTTTGTTTGGTCTGTTTTAATTACAGCTTTTTTATTGTTATTATCTTTACCTGTTTTAGCAGGTGCTATTACAATGCTTTTAACAGATAGAAATTTTAATACAACTTTTTTTGATCCTGCAGGTGGTGGTGATCCTATTTTATATCAACATTTATTT		Protozoa		Amoebozoa		Discosea		Vannellida		Vannellidae								Non-Target				There is lower support for this taxonomic identification as it is based on fewer than three matches to sequences in the reference database.		2		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-		0.26		-		0.23		-





image1.png

NATURE
METRICS

DNA-BASED MONITORING







File Attachment
Appendix H.3 Marine sediment invertebrates.xlsx



National Grid 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendix I | Page 0 

 

Appendix I  

 

Appendix I  

Example Seafloor Photographs 

  



National Grid 

269605-REP-02 | National Grid EGL5 Environmental Survey 

Appendix I | Page 1 

Click on icon to open the example seafloor photographs. 

 
Appendix I 

Example Seafloor Photographs 

 




National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 1 


Station ST001 


 


 


 


Photograph:  


269605_ST001_06 


 


 


Sediment Description:  


Sandy mud/muddy sand with shell 


fragments, gravel, pebbles, cobbles 


and boulders 


 


Fauna: 


No fauna observed  


 


 


 


 


 


 


Photograph:  


269605_ST001_28 


 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, gravel, pebbles, cobbles 


and boulders 


 


Fauna: 


A: Bryozoa 


(Alcyonidium cf. diaphanum) 


   


A 
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Station ST002 


 


  


Photograph: 


269605_ST002_05 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  


 


 


  


Photograph: 


269605_ST002_09 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No visible fauna 
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Station ST003 


 


 


 


Photograph:  


269605_ST003_02 


 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, sparse gravel, pebbles, 


cobbles and boulders with small scale 


ripples 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


 


 


 


 


Photograph:  


269605_ST003_12 


 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, sparse gravel, pebbles, 


cobbles and boulders with small scale 


ripples 


 


Fauna: 


A: Brittlestar (Ophiuroidea)  


  


A 


A 
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Station ST004 


 


 


Photograph: 


269605_ST004_02 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and cobbles 


 


Fauna: 


A: Anemone (Sagartiidae) 


B: Sand mason worm 


(Lanice conchilega) 


C: Brittlestar (Ophiura albida) 


 


 


Photograph: 


269605_ST004_09 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and cobbles 


 


Fauna: 


A: Hermit crab (Paguroidea) 


B: Sand mason worm 


(Lanice conchilega) 


C: Anemone (Sagartiidae) 


  


A 


B 


C 


A 


B 


C 
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Station ST005 


 


 


 


Photograph: 


269605_ST005_01 


 


Sediment Description: 


Mixed sediment (sandy mud/muddy 


sand with pebbles, cobbles, sparse 


boulders, consolidated areas and 


patches of exposed clay) 


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST005_23 


 


Sediment Description: 


Mixed sediment (sandy mud/muddy 


sand with pebbles, cobbles, sparse 


boulders, consolidated areas and 


patches of exposed clay) 


 


Fauna: 


A: Weever Fish (Trachinidae) 


B: Sand mason worm 


(Lanice conchilega) 


 


 


A 
B 
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Station ST006a 


 


 


 


 


Photograph: 


269605_ST006a_27 


 


Sediment Description: 


Mixed sediment (sandy mud/muddy 


sand with shell fragments, pebbles, 


cobbles, sparse boulders, 


consolidated areas, and patches of 


raised reef and exposed clay 


 


Fauna: 


A: Brittlestar (Ophiuroidea) 


 


 


Photograph: 


269605_ST006a_45 


 


Sediment Description: 


Mixed sediment (sandy mud/muddy 


sand with shell fragments, pebbles, 


cobbles, sparse boulders, 


consolidated areas, and patches of 


raised reef and exposed clay 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Bryozoan (Flustra foliacea) 


 


B 


A 


A 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 7 


Station ST007 


 


 


Photograph: 


269605_ST007_04 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, sparse cobbles 


and boulders and consolidated areas) 


 


Fauna: 


A: Anemone (Urticina sp.) 


 


 


 


Photograph: 


269605_ST007_12 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, sparse cobbles 


and boulders and consolidated areas) 


 


Fauna: 


A: Brittlestar (Ophiura albida) 


 


A 


A 
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Station ST008 


 


 


 


Photograph: 


269605_ST008_04 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, sparse 


boulders, consolidated areas and 


patches of exposed clay). Low lying 


Sabellaria spinulosa crust present 


 


Fauna: 


A: Mixed faunal turf 


B: Hydrozoa (Plumularioidea) 


 


 


 


Photograph: 


269605_ST008_15 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, sparse 


boulders, consolidated areas and 


patches of exposed clay). Low lying 


Sabellaria spinulosa crust present 


 


Fauna: 


A: Brittlestar (Ophiuroidea)  


B: Sand mason worm 


(Lanice conchilega) 


 


A 


B 


A 


B 
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Station ST009 


 


 


 


Photograph: 


269605_ST009_06 


 


Sediment Description: 


Muddy sand/sandy mud with shell 


fragments and areas of soft rock with 


piddock holes 


 


Fauna:  


No fauna observed  


 


 


 


Photograph: 


269605_ST009_21 


 


Sediment Description: 


Muddy sand/sandy mud with shell 


fragments and areas of soft rock with 


piddock holes 


 


Fauna:  


No fauna observed  
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Station ST010 


 


 


Photograph: 


269605_ST010_12 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Colonial ascidiacea 


(Clavelia lepadiformis) 


B: Bryozoa (Flustra foliacea) 


C: Anemone (Sagartiidae) 


D: Sand mason worm 


(Lanice conchilega) 


 


 


 


Photograph: 


269605_ST010_35 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


B: Ascidiacea (Perophoridae) 


C: Top shell (Trochidae) 


 


 


A 


B 


C 
A 


A 


B 


C 
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Station ST011 


 


 


 


 


Photograph: 


269605_ST011_02 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles and 


patches of exposed clay). Raised 


Sabellaria spinulosa reef 


 


Fauna: 


A: (Sabellaria spinulosa) 


B: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST011_41 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles and 


patches of exposed clay). Raised 


Sabellaria spinulosa reef 


 


Fauna: 


A: Anemone (Urticina sp.) 


 


A 


B 


A 
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Station ST012 


 


 


 


Photograph: 


269605_ST012_02 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Colonial ascidiacea 


(Clavelina lepadiformis) 


 


 


 


 


Photograph: 


269605_ST012_15 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Slipper limpet (Crepidula fornicata) 


B: Sand mason worm 


(Lanice conchilega) 


C: Colonial ascidiacea 


(Clavelina lepadiformis) 


 


A 


A 


B 


C 


C 


B 
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Station ST013 


 


 


 


Photograph: 


269605_ST013_02 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


 


 


 


 


 


 


Photograph: 


269605_ST013_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Faunal Turf 


C: Ascidiacea (Dendrodoa grossularia) 


D: Sand mason worm 


(Lanice conchilega) 


 


 


A 


A 


B 


C 


D 
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Station ST014 


 


 


 


Photograph: 


269605_ST014_03 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Barnacles (Cirripedia) 


B: Ascidiacea (Dendrodoa grossularia) 


C: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST014_11 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Encursting sponge (Myxillidae) 


C: Brown crab (Cancer pagurus) 


D: Bryozoa (Flustra foliacea) 


 


A 


B 


B 


C 


D 


A 
C 
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Station ST015 


 


 


 


Photograph: 


269605_ST015_04 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST015_11 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


A 


A 
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Station ST016 


 


 


 


Photograph: 


269605_ST016_03 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Barnacles (Cirripedia) 


B: Ascidiacea  


C: Encrusting sponge (Myxillidae) 


 


 


 


 


Photograph: 


269605_ST016_13 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna:  


A: Bryozoa (Flustra foliacea) 


B: Barnacles (Cirripedia) 


 


 


 


C 


B 


A 


A 


B 
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Station ST017 


 


 


 


Photograph: 


269605_ST017_04 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna:  


A: Velvet crab (Necora puber) 


B: Colonial ascidiacea 


(Clavelina lepadiformis) 


C: Bryozoa (Vesicularia spinosa) 


 


 


 


 


Photograph: 


269605_ST017_10 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Ascidiacea (Polyclinidae) 


B: Colonial ascidiacea 


(Clavelina lepadiformis) 


C: Mixed faunal turf 


(Hydrozoa/Bryozoa) 


 


 


 


 


A 


B 


C 


A 


B 


C 
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Station ST018a 


 


 


 


Photograph: 


269605_ST018a_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Ross worm (Sabellaria spinulosa)  


C: Ascidiacea (Dendrodoa grossularia) 


 


 


 


 


Photograph: 


269605_ST018a_12 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


B: Hydrozoa (Sertularia sp.) 


C: Sand mason worm 


(Lanice conchilega) 


 


A 


B 


C 


A 


B 


C 
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Station ST019a 


 


 


 


Photograph: 


269605_ST019a_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Ascidiacea (Polyclinidae) 


B: Ascidiacea (Dendrodoa grossularia) 


C: Squat lobster (Galatheoidea) 


 


 


 


 


Photograph: 


269605_ST019a_18 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Sponge (Haliclona sp.) 


B: Ascidiacea (Dendrodoa grossularia) 


 


 


B 


B 


A 


A 


B 
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Station ST020 


 


  


 


Photograph: 


269605_ST020_03 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST020_15 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Bryozoa (Flustra floliacea) 


 


A 


A 


B 
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Station ST021a 


 


 


 


Photograph: 


269605_ST021a_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Mixed faunal turf 


(Hydrozoa/Bryozoa) 


B: Anemone (Urticina sp.) 


 


 


 


Photograph: 


269605_ST021a_14 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Colonial Ascidiacea 


C: Bryozoa (Flustra foliacea) 


 


A 


B 


A 


C 


B 
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Station ST022a 


 


 


 


Photograph: 


269605_ST022a_02 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Barnacles (Cirripedia) 


 


 


 


 


Photograph: 


269605_ST022a_11 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Hydrozoa (Tubulariidae) 


C: Colonial Ascidiacea 


D: Anemone (Urticina sp.) 


 


A 


A 


D 


C 


B 
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Station ST023a 


 


 


 


Photograph: 


269605_ST023a_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Colonial Ascidiacea 


 


 


 


 


Photograph: 


269605_ST023a_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Mixed faunal turf 


(Hydrozoa/Bryozoa) 


C: Anemones (Urticina sp.) 


 


A 


B C 


C 


B 


A 
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Station ST024 


 


 


 


Photograph: 


269605_ST024_04 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Anemone (Urticina sp.) 


 


 


 


Photograph: 


269605_ST024_06 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


B: Echinoderm (Echinus sp.) 


A: Bryozoa (Flustra foliacea) 


 


A 


A 


B 


B 
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Station ST025 


 


 


 


Photograph: 


269605_ST025_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Barnacles (Cirripedia) 


B: Encrusting sponge (Porifera) 


C: Anemone (Urticina sp.)  


 


 


 


Photograph: 


269605_ST025_13 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Encrusting sponge (Porifera) 


C: Anemone (Urticina sp.)  


 


A 


C 


B 
A 


C 


B 
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Station ST026 


 


 


 


Photograph: 


269605_ST026_04 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and cobbles 


 


Fauna: 


No fauna observed  


  


 


 


 


Photograph: 


269605_ST026_06 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and cobbles 


 


Fauna: 


No fauna observed  


 


 


A 
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Station ST027 


 


 


 


Photograph: 


269605_ST027_01 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Faunal turf (Hydrozoa/Bryozoa) 


 


 


 


Photograph: 


269605_ST027_03 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Alcyonidium cf. 


diaphanum) 


B: Bryozoa (Flustra foliacea) 


 


 


A 


A 


B 
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Station ST028 


 


 


 


Photograph: 


269605_ST028_02 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and cobbles 


 


Fauna: 


No fauna observed   


 


 


 


Photograph: 


269605_ST028_05 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and cobbles 


 


Fauna: 


No fauna observed   
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Station ST029 


 


 


Photograph: 


269605_ST029_03 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


No fauna observed  


 


 


Photograph: 


269605_ST029_06 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


No fauna observed   
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Station ST030b 


 


 


 


Photograph: 


269605_ST030b_07 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed   


  


 


 


 


Photograph: 


269605_ST030b_26 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed   


 


 


A 
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Station ST031 


 


 


 


Photograph: 


269605_ST031_05 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST031_25 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed  
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Station ST032 


 


 


 


Photograph: 


269605_ST032_01 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST032_34 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed  


 


 


A 
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Station ST033 


 


 


 


Photograph: 


269605_ST033_01 


 


Sediment Description: 


Gravelly sand with shell fragments, 


sparse pebbles and small scale ripples 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Flustra foliacea) 


 


 


 


 


Photograph: 


269605_ST033_24 


 


Sediment Description: 


Gravelly sand with shell fragments, 


sparse pebbles and small scale ripples 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


A 


A 


B 
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Station ST034 


 


 


 


Photograph: 


269605_ST034_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal Turf (Hydrozoa/Bryozoa) 


B: Colonial Ascidiacea 


 


 


 


 


Photograph: 


269605_ST034_36 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Bryozoa (Flustra foliacea)  


 


A 
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A 
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Station ST035 


 


 


 


Photograph: 


269605_ST035_02 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


No fauna observed    


 


 


 


Photograph: 


269605_ST035_09 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Barnacles (Cirripedia) 


 


A 


B 
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Station ST036 


 


 


 


Photograph: 


269605_ST036_03 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles. Sand waves 


present 


 


Fauna: 


A: Barnacles (Cirripedia) 


 


 


 


 


Photograph: 


269605_ST036_16 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles. Sand waves 


present 


 


Fauna: 


No fauna observed    
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Station ST037 


 


 


 


Photograph: 


269605_ST037_06 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders. Sand waves present 


 


Fauna: 


A: Barnacles (Cirripedia) 


 


 


 


Photograph: 


269605_ST037_15 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders. Sand waves present 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


 


A 


A 
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Station ST038 


 


 


 


Photograph: 


269605_ST038_01 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


B: Anemone (Urticina sp.) 


C: Hydrozoa (Sertularia sp.) 


 


 


 


Photograph: 


269605_ST038_19 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed   
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Station ST039 


 


 


 


Photograph: 


269605_ST039_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Colonial Ascidiacea  


B: Hydrozoa (Sertularia sp.) 


C: Anemone (Urticina sp.) 


D: Starfish (Asterias rubens) 


 


 


 


Photograph: 


269605_ST039_07 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Anemone (Urticina sp.)  


B: Hydrozoa (Plumularoidea) 


C: Hydrozoa (Sertularia sp.) 
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Station ST040 


 


 


Photograph: 


269605_ST040_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles. Sand waves present 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


 


 


 


Photograph: 


269605_ST040_26 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles. Sand waves present 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


A 


A 
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Station ST041 


 


 


 


Photograph: 


269605_ST041_10 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST041_39 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Bryozoa 


(Alcyonidium cf. diaphanum) 


 


A 
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Station ST042 


 


 


 


Photograph: 


269605_ST042_21 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna:  


A: Hydrozoa (Sertularia sp.) 


 


 


 


 


Photograph: 


269605_ST042_32 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


A 


A 
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Station ST043 


 


 


 


Photograph: 


269605_ST043_11 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Anemone (Urticina sp.) 


  


 


 


 


Photograph: 


269605_ST043_43 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


No fauna observed  


 


B A 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 44 


Station ST044 


 


 


 


Photograph: 


269605_ST044_13 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemones (Urticina sp.) 


C: Faunal turf (Hydrozoa/Bryozoa)  


 


 


 


Photograph: 


269605_ST044_18 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Hydrozoa (Rhizocaulus verticillatus) 


B: Velvet crab (Necora puber) 


C: Bryozoa (Flustra foliacea) 


 


 


B 
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B 
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Station ST045 


 


 


 


Photograph: 


269605_ST045_08 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


 


 


Photograph: 


269605_ST045_16 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


C: Urchin (Echinus esculentus) 


 


 


A 


A 


B 


C 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 46 


Station ST046 


 


 


 


Photograph: 


269605_ST046_10 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST046_32 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Barnacles (Cirripedia) 


 


A 


A 


B 
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Station ST047 


 


 


 


Photograph: 


269605_ST047_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


B: Anemones (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST047_20 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


 


 


A 


B 


A 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 48 


Station ST048 


 


 


 


Photograph: 


269605_ST048_15 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST048_23 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna:  


A: Hydrozoa (Rhizocaulus verticillatus) 


B: Barnacles (Cirripedia) 


 


B 


A 


A 
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Station ST049 


 


 


| 


Photograph: 


269605_ST049_05 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


No fauna observed  


  


 


 


 


Photograph: 


269605_ST049_19 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


 


A 
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Station ST050 


 


 


 


Photograph: 


269605_ST050_03 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna:  


A: Barnacle (Cirripedia) 


 


 


 


 


Photograph: 


269605_ST050_17 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


 


A 


A 
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Station ST051 


 


 


 


Photograph: 


269605_ST051_01 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Starfish (Asterias rubens) 


B: Anemones (Urticina sp.) 


  


 


 


 


Photograph: 


269605_ST051_19 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Soft coral (Alcyonidium digitatum) 


B: Bryozoa (Flustra foliacea) 
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Station ST052 


 


 


 


Photograph: 


269605_ST052_13 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Bryozoa (Vesicularia spinosa) 


 


 


 


 


Photograph: 


269605_ST052_25 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


No fauna observed  
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Station ST053 


 


 


 


Photograph: 


269605_ST053_16 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa/Bryozoa 


 


 


 


 


Photograph: 


269605_ST053_24 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  


 


A 
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Station ST054 


 


 


 


Photograph: 


269605_ST054_05 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


No fauna observed   


 


 


 


Photograph: 


269605_ST054_30 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


No fauna observed   
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Station ST055 


 


 


 


Photograph: 


269605_ST055_13 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Sand mason worm 


(Lanice conchilega)  


 


 


 


Photograph: 


269605_ST055_25 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  
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Station ST056 


 


 


 


 


Photograph: 


269605_ST056_17 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


  


 


 


 


 


 


Photograph: 


269605_ST056_27 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  


 


 


A 
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Station ST057 


 


 


Photograph: 


269605_ST057_07 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


 Photograph: 


269605_ST057_16 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


  


 


A 


A 
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Station ST058 


 


 


 


 


Photograph: 


269605_ST058_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  


 


 


 


 


 


Photograph: 


269605_ST058_15 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 59 


Station ST059 


 


 


 


Photograph: 


269605_ST059_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa/Bryozoa  


 


 


 


 


Photograph: 


269605_ST059_25 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Starfish (Asterias rubens)  


 


A 


A 
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Station ST060 


 


 


 


Photograph: 


269605_ST060_23 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Starfish (Asterias rubens) 


 


 


 


Photograph: 


269605_ST060_40 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa/Bryozoa  


 


A 


A 
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Station ST061 


 


 


 


Photograph: 


269605_ST061_03 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Anemone (Urticina sp.) 


 


 


 


Photograph: 


269605_ST061_31 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


A 


A 
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Station ST062 


 


 


 


Photograph: 


269605_ST062_04 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Faunal Turf (Hydrozoa/Bryozoa)  


 


 


 


 


Photograph: 


269605_ST062_23 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna:  


A: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


A 


A 


B 
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Station ST063 


 


 


Photograph: 


269605_ST063_04 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


 


Photograph: 


269605_ST063_29 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


No fauna observed 


 


A 
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Station ST064 


 


 


 


 


Photograph: 


269605_ST064_24 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles 


 


Fauna: 


No fauna observed   


  


 


 


 


 


Photograph: 


269605_ST064_38 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles 


 


Fauna: 


A: Faunal tubes  


B: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


A 


B 
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Station ST065 


 


 


 


Photograph: 


269605_ST065_05 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles 


 


Fauna: 


No fauna observed   


 


 


 


 


Photograph: 


269605_ST065_30 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles 


 


Fauna: 


No fauna observed  
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Station ST066 


 


 


 


 


Photograph: 


269605_ST066_29 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Crab (Polybiidae) 


  


 


 


 


Photograph: 


269605_ST066_78 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Faunal Turf (Hydrozoa/Bryozoa) 


  


 


A 


B 


A 
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Station ST067 


 


 


 


Photograph: 


269605_ST067_24 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


No fauna observed   


  


 


 


 


Photograph: 


269605_ST067_62 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


No fauna observed  


 


 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 68 


Station ST068 


 


 


 


Photograph: 


269605_ST068_13 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


Hydrozoa (Sertularia sp.) 


 


 


 


 


Photograph: 


269605_ST068_33 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Starfish (Asterias rubens) 


 


A 


A 
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Station ST069 


 


 


 


Photograph: 


269605_ST069_06 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Anemone (Urticina sp.) 


 


 


 


 


 


Photograph: 


269605_ST069_31 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna:  


A: Dragonet (Callionymidae) 


B: Hydrozoa (Sertularia sp.) 


 


 


C 


A 


B 


A 


B 
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Station ST070 


 


 


 


Photograph: 


269605_ST070_03 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa 


(Alcyonidium cf. diaphanum) 


 


 


 


Photograph: 


269605_ST070_14 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa 


(Alcyonidium cf. diaphanum) 


B: Encrusting sponge (Porifera) 


C: Hydrozoa (Plumularoidea) 


D: Sand mason worm 


(Lanice conchilega)  


 


A 


A 


C 


D 


B 
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Station ST071 


 


 


 


 


Photograph: 


269605_ST071_25 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


  


 


 


 


Photograph: 


269605_ST071_33 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed   


 


A 
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Station ST072 


 


 


 


Photograph: 


269605_ST072_06 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Bryozoa (Flustra foliacea) 


C: Hydrozoa (Plumularioidea) 


D: Sand mason worm 


(Lanice conchilega) 


 


 


 


 


Photograph: 


269605_ST072_21 


 


Sediment Description: 


Mixed sediment (sandy 


gravel/gravelly sand with shell 


fragments, pebbles, cobbles, boulders 


and patches of exposed clay) 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Hydrozoa (Plumularioidea) 


 


A 
B 


A 


B 


C 


D 
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Station ST073 


 


 


 


Photograph: 


269605_ST073_18 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Starfish (Asterias rubens)  


 


 


 


Photograph: 


269605_ST073_28 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Flatfish (Pleuronectiformes) 


 


A 


A 
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Station ST074 


 


 


 


Photograph: 


269605_ST074_10 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Hydrozoa 


(Rhizocaulus verticillataus) 


B: Colonial ascidiacea 


C: Soft coral (Alcyonium digitatum) 


D: Hydrozoa (Tubulariidae) 


 


 


 


Photograph: 


269605_ST074_28 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna:  


A: Starfish (Asterias rubens) 


B: Colonial ascidiacea 


C: Soft coral (Alcyonium digitatum) 


D: Hydrozoa (Tubulariidae) 


E: Anemone (Urticina sp.) 


F: Velvet crab (Necora puber) 


 


A 


B 


C 


D 


A 


B 
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D 
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E 
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Station ST078 


 


 


 


Photograph: 


269605_ST078_11 


 


Sediment Description: 


Gravelly sand with shell fragments. 


Sand waves present 


 


Fauna: 


No fauna observed  


 


 


 


 


 


Photograph: 


269605_ST078_17 


 


Sediment Description: 


Gravelly sand with shell fragments. 


Sand waves present 


 


Fauna: 


No fauna observed   
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Station ST079 


 


 


 


 


Photograph: 


269605_ST079_03 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, gravel, pebbles and sparse 


cobbles and boulders. Consolidated 


hard ground in appearance 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Hydrozoa 


(Rhizocaulus verticillataus) 


D: Hydrozoa (Tubulariidae) 


 


 


 


 


Photograph: 


269605_ST079_18 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, gravel, pebbles and sparse 


cobbles and boulders. Consolidated 


hard ground in appearance 


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Hydrozoa 


(Rhizocaulus verticillataus) 


 


 


 


C 


D 


B A 


C 
A 
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Station ST081 


 


 


 


Photograph: 


269605_ST081_04 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Sand mason worm 


(Lanice conchilega) 


C: Hydrozoa (Nemertesia sp.) 


D: Bryozoa (Flustra foliacea) 


E: Anemone (Urticina sp.) 


F: Soft coral (Alcyonium digitatum) 


 


 


  


 


Photograph: 


269605_ST081_14 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


C: Hydrozoa 


(Rhizocaulus verticillataus) 


 


 


A 
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Station ST082 


 


 


 


Photograph: 


269605_ST082_05 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


No fauna observed   


 


 


 


Photograph: 


269605_ST082_28 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Sand mason worm 


(Lanice conchilega) 


 


A B 
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Station ST084 


 


 


 


Photograph: 


269605_ST084_09 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Anemone (Urticina sp.) 


 


 


 


 


 


Photograph: 


269605_ST084_13 


 


Sediment Description: 


Gravelly sandy mud/muddy sand with 


shell fragments, pebbles and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Anemone (Urticina sp.) 


C: Soft coral (Alcyonium digitatum) 


D: Hydrozoa 


(Rhizocaulus verticillataus) 


E: Starfish (Asterias rubens) 


 


A 


B 


A 


C 


E 


B 
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Station ST085 


 


 


 


Photograph: 


269605_ST085_04 


 


Sediment Description: 


Gravelly sand with shell fragments 


 


Fauna: 


No fauna observed   


 


 


 


 


Photograph: 


269605_ST085_07 


 


Sediment Description: 


Gravelly sand with shell fragments 


 


Fauna: 


A: Flatfish (Pleuronectiformes) 
A 
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Station ST087 


 


 


 


Photograph: 


269605_ST087_05 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Flustra foliacea) 


C: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST087_13 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna: 


No fauna observed   


A 


C 


B 
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Station ST088 


 


 


 


 


Photograph: 


269605_ST088_02 


 


Sediment Description: 


Gravelly sand with shell fragments 


and small scale ripples. Sand waves 


present 


 


Fauna: 


No fauna observed  


  


 


 


 


 


Photograph: 


269605_ST088_07 


 


Sediment Description: 


Gravelly sand with shell fragments 


and small scale ripples. Sand waves 


present 


 


Fauna: 


No fauna observed   


A 


B 
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Station ST089 


 


 


 


Photograph: 


269605_ST089_03 


 


Sediment Description: 


Gravelly sand with shell fragments 


and small scale ripples. Sand waves 


present 


 


Fauna: 


No fauna observed  


  


 


 


 


 


Photograph: 


269605_ST089_09 


 


Sediment Description: 


Gravelly sand with shell fragments 


and small scale ripples. Sand waves 


present 


 


Fauna: 


No fauna observed  
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Station ST090 


 


 


 


 


Photograph: 


269605_ST090_06 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  


  


 


 


 


 


Photograph: 


269605_ST090_08 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  
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Station ST091 


 


 


 


Photograph: 


269605_ST091_02 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


No fauna observed   


 


 


 


 


 


Photograph: 


269605_ST091_05 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


No fauna observed  
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Station ST092 


 


 


 


 


Photograph: 


269605_ST092_03 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Anemone (Urticina sp.) 


  


 


 


 


Photograph: 


269605_ST092_08 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Anemone (Urticina sp.) 


B: Hydrozoa (Tubulariidae) 


A 


A 


B 
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Station ST093 


 


 


 


Photograph: 


269605_ST093_07 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Barnacles (Cirripedia)  


 


 


 


Photograph: 


269605_ST093_15 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


C: Anemone (Urticina sp.) 


 


A 


C 


A 


B 
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Station ST094 


 


 


 


 


 


Photograph: 


269605_ST094_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


C: Bryozoa (Flustra foliacea) 


 


 


 


 


Photograph: 


269605_ST094_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Hydrozoa (Nemertesia sp.) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


C: Bryozoa (Flustra foliacea) 


D: Bivalve siphon 


E: Solitary ascidiacea 


 


B A C 


B 


A 


C 


E 
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Station ST095 


 


 


 


Photograph: 


269605_ST095_01 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa)  


  


 


 


 


Photograph: 


269605_ST095_05 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


No fauna observed   


  


A 
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Station ST096 


 


 


 


Photograph: 


269605_ST096_02 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed   


   


 


 


 


Photograph: 


269605_ST096_08 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna:  


A: Faunal turf (Hydrozoa/Bryozoa) 


A 
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Station ST097 


 


 


 


Photograph: 


269605_ST097_02 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Bryozoa (Alcyonidium cf. 


diaphanum) 


 


 


 


 


 


Photograph: 


269605_ST097_25 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


No fauna observed   


A 
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Station ST098 


 


 


 


Photograph: 


269605_ST098_09 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Hydrozoa (Plumularoidea) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


 


 


 


 


Photograph: 


269605_ST098_14 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Hermit crab (Paguroidea) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


 


B 


A 


A 


B 
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Station ST099 


 


 


 


Photograph: 


269605_ST099_02 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


C: Bryozoa (Flustra foliacea) 


 


 


 


 


Photograph: 


269605_ST099_18 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Encrusting fauna  


A 


B 


C 


A 
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Station ST100 


 


 


Photograph: 


269605_ST100_12 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Faunal Turf (Hydrozoa/Bryozoa) 


B: Hydrozoa (Sertularia sp.) 


 


 


Photograph: 


269605_ST100_35 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


sparse boulders 


 


Fauna: 


A: Scorpionfish (Cottidae) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


A 


B 


B 


A 







National Grid 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 95 


 


Station ST101 


 


 


 


Photograph: 


269605_ST101_03 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Brittlestar (Ophiura albida) 


B: Hermit crab (Paguroidea) 


 


 


Photograph: 


269605_ST101_24 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Swimming crab (Portunidae)  


 A 


B 


A 
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Station ST102 


 


 


Photograph: 


269605_ST102_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Common sunstar (Crossaster 


papposus) 


C: Bryozoa (Alcyonidium cf. 


diaphanum) 


D: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


 


Photograph: 


269605_ST102_23 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: King scallop (Pecten maximus) 


C: Bryozoa (Alcyonidium cf. 


diaphanum) 


D: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


B 


A 


C 


D 


B 
A D 
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Station ST103 


 


 


Photograph: 


269605_ST103_01 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


C: Bryozoa (Alcyonidium cf. 


diaphanum) 


 


 


Photograph: 


269605_ST103_23 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Alcyonidium cf. 


diaphanum) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


C: Bryozoa (Flustra foliacea) 


 


C 


A 


B 
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B 


A 
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Station ST104 


 


 


 


Photograph: 


269605_ST104_10 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Bryozoa (Alcyonidium cf. 


diaphanum) 


 


 


 


 


Photograph: 


269605_ST104_20 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Hydrozoa (Nemertesia antenina)  


C: Anemone (Urticina sp.) 


D: Red Algae (Corallinaceae) 


C 
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B 
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A 
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Station ST105 


 


 


Photograph: 


269605_ST105_05 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Faunal Turf (Hydrozoa/Bryozoa) 


B: Bryozoa (Alcyonidium cf. 


diaphanum)  


C: Hydrozoa (Sertularia sp.) 


 


 


Photograph: 


269605_ST105_19 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Common sunstar (Crossaster 


papposus) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


C: Bryozoa (Flustra foliacea) 


  


A 


B 


A 


C 


B 


C 
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Station ST106 


 


 


Photograph: 


269605_ST106_06 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


 


 


Photograph: 


269605_ST106_17 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles, cobbles and sparse boulders 


 


Fauna: 


No fauna observed  


A 


B 
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Station ST107 


 


 


 


Photograph: 


269605_ST107_08 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST107_11 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Bryozoa (Flustra foliacea) 


 
B 


A 
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Station ST108 


 


 


 


Photograph: 


269605_ST108_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST108_13 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


A 


A 
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Station ST109 


 


 


 


Photograph: 


269605_ST109_07 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


 


 


 


 


 


Photograph: 


269605_ST109_16 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles 


 


Fauna: 


A: Hydrozoa 


(Rhizocaulus verticillataus) 


B: Hydrozoa (Sertularia sp.) 


C: Sand mason worm 


(Lanice conchilega) 


 


A 


A 


B 


C 
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Station ST110 


 


 


 


Photograph: 


269605_ST110_05 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles. Sand waves 


present 


 


Fauna: 


No fauna observed   


 


 


 


Photograph: 


269605_ST110_10 


 


Sediment Description: 


Gravelly sand with shell fragments 


and sparse pebbles. Sand waves 


present 


 


Fauna: 


No fauna observed  
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Station ST111 


 


 


 


 


Photograph: 


269605_ST111_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Starfish (Asterias rubens)  


 


 


 


 


Photograph: 


269605_ST111_14 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, cobbles and 


boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


C: Anemone (Urticina sp.) 


 


  


A 


A B 


C 
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Station ST112 


 


 


 


Photograph: 


269605_ST112_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


  


 


 


 


Photograph: 


269605_ST112_08 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Anemone (Urticina sp.) 


A 


A 


B 
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Station ST113 


 


 


 


 


Photograph: 


269605_ST113_02 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders. Sand waves present 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


C: Faunal Turf (Hydrozoa/Bryozoa) 


  


 


 


 


 


Photograph: 


269605_ST113_10 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, and sparse cobbles and 


boulders. Sand waves present 


 


Fauna: 


No fauna observed  


A 


B 


C 
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Station ST114 


 


 


 


Photograph: 


269605_ST114_12 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


B: Anemone (Urticina sp.) 


  


 


 


 


Photograph: 


269605_ST114_21 


 


Sediment Description: 


Sandy gravel with shell fragments, 


pebbles and sparse cobbles and 


boulders 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


 


B 


A 


A 
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Station ST115a 


 


 


 


Photograph: 


269605_ST115a_10 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Hydrozoa (Sertularia sp.) 


 


 


 


Photograph: 


269605_ST115a_30 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles, and sparse 


cobbles and boulders 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


C: Anemone (Urticina sp.) 


D: Bryozoa 


(Alcyonidium cf. diaphanum) 


E: Plaice (Pleuronectes platessa) 


A 


B 


A 


E 


D 


C 
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Station ST117 


 


 


 


 


Photograph: 


269605_ST117_02 


 


Sediment Description: 


Gravelly sand with shell fragments. 


Sand waves present 


 


Fauna: 


No fauna observed  


  


 


 


 


 


Photograph: 


269605_ST117_09 


 


Sediment Description: 


Gravelly sand with shell fragments. 


Sand waves present 


 


Fauna: 


No fauna observed  
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Station ST118 


 


 


Photograph: 


269605_ST118_01 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST118_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


A 
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Station ST119 


 


 


Photograph: 


269605_ST119_06 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


B: Soft coral (Alcyonacea) 


  


 


 


Photograph: 


269605_ST119_18 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Dragonet (Callionymidae) 


B: Hydrozoa (Rhizocaulus verticillatus) 


C: Faunal turf (Hydrozoa/Bryozoa) 


D: Starfish (Asterias rubens) 


 


A 


A 


B 


D 


B 
C 
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Station ST121 


 


 


Photograph: 


269605_ST121_01 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Faunal turf (Hydrozoa/Bryozoa) 


C: Dragonet (Callionymidae) 


  


 


 


Photograph: 


269605_ST121_04 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Faunal turf (Hydrozoa/Bryozoa) 


A 


A 


C 


B 


B 
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Station ST122 


 


 


 


 


Photograph: 


269605_ST122_04 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


C: Faunal turf (Hydrozoa/Bryozoa)  


 


 


 


 


Photograph: 


269605_ST122_07 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


 


A 


A 
C 


B 


B


A 
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Station ST123 


 


 


Photograph: 


269605_ST123_02 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Faunal turf (Hydrozoa/Bryozoa) 


 


 


 


Photograph: 


269605_ST123_08 


 


Sediment Description: 


Gravelly sand/sandy gravel with shell 


fragments, pebbles and sparse 


cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


A 
B 


A 
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Station ST124 


 


 


 


 


Photograph: 


269605_ST124_02 


 


Sediment Description: 


Gravelly sand with shell fragments, 


sparse pebbles and small scale ripples 


 


Fauna: 


No fauna observed   


 


 


 


 


Photograph: 


269605_ST124_06 


 


Sediment Description: 


Gravelly sand with shell fragments, 


sparse pebbles and small scale ripples 


 


Fauna: 


No fauna observed    
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Station ST125 


 


 


Photograph: 


269605_ST125_36 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Flatfish (Pleuronectiformes) 


 


 


 


Photograph: 


269605_ST125_52 


 


Sediment Description: 


Gravelly sand with shell fragments, 


pebbles, sparse cobbles and boulders 


with small scale ripples 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


  


A 


A 
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Station ST126 


 


 


Photograph: 


269605_ST126_06 


 


Sediment Description: 


Sand with shell fragments, pebbles, 


sporadic cobbles and small scale 


ripples 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


B: Nudibranch (Nudibranchia) 


C: Burrowing anemone (Ceriantharia) 


D: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST126_22 


 


Sediment Description: 


Sand with shell fragments, pebbles, 


sporadic cobbles and small scale 


ripples 


 


Fauna: 


A: Burrowing anemone (Ceriantharia) 


B: Dragonet (Callionymidae) 


C: Bryozoa (Flustra foliacea) 


D: Soft coral (Alcyonium digitatum) 


E: Faunal turf (Hydrozoa/Bryozoa) 


 


A 


A 


B 


C 


D 


B 


C 


D 


E 
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Station ST127 


 


 


Photograph: 


269605_ST127_07 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


A: Fish (Osteichthyes) 


B: Flying crab (Polybius holsatus)  


 


 


 


Photograph: 


269605_ST127_17 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed 


B 


A 
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Station ST128 


 


 


Photograph: 


269605_ST128_03 


 


Sediment Description: 


Sand with shell fragments, sporadic 


pebbles and cobbles with small scale 


ripples 


 


Fauna: 


No fauna observed 


 


 


Photograph: 


269605_ST128_15 


 


Sediment Description: 


Sand with shell fragments, sporadic 


pebbles and cobbles with small scale 


ripples 


 


Fauna: 


No fauna observed 
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Station ST129 


 


 


Photograph: 


269605_ST129_08 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed   


 


 


Photograph: 


269605_ST129_16 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed   
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Station ST130 


 


 


 


 


Photograph: 


269605_ST130_03 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


No fauna observed  


 


 


 


 


 


Photograph: 


269605_ST130_08 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Sand mason worm 


(Lanice conchilega) 


 


A 
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Station ST132 


 


 


 


Photograph: 


269605_ST132_02 


 


Sediment Description: 


Sand with shell fragments, sparse 


cobbles and boulders and small scale 


ripples 


 


Fauna: 


Anemones (Metridium sp.) 


 


 


 


Photograph: 


269605_ST132_06 


 


Sediment Description: 


Sand with shell fragments, sparse 


cobbles and boulders and small scale 


ripples 


 


Fauna: 


A: Crab (Cancer pagurus) 


B: Bryozoa 


(Alcyonidium cf. diaphanum) 


C: Bryozoa (Flustra foliacea) 


D: Soft coral (Alcyonium digitatum) 


E: Weever fish (Trachinidae) 


 


E 


A 


B 


A 


C D 
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Station ST133 


 


 


 


Photograph: 


269605_ST133_05 


 


Sediment Description: 


Sand with shell fragments, sparse 


cobbles and boulders and small scale 


ripples 


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST133_12 


 


Sediment Description: 


Sand with shell fragments, sparse 


cobbles and boulders and small scale 


ripples 


 


Fauna: 


No fauna observed   
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Station ST136 


 


 


 


 


Photograph: 


269605_ST136_06 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Sand mason worm 


(Lanice conchilega) 


 


 


 


 


 


Photograph: 


269605_ST136_05 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Flatfish (Pleuronectiformes) 


A 


A 
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Station ST138 


 


  


 


Photograph: 


269605_ST138_01 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST138_04 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


A: Crab (Polybiidae) 


 


A 
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Station ST139 


 


 


 


Photograph: 


269605_ST139_01 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Anthozoa 


 


 


 


 


Photograph: 


269605_ST139_03 


 


Sediment Description: 


Sand with sparse cobbles, shell 


fragments and small scale ripples 


 


Fauna: 


A: Starfish (Asterias rubens) 


 


A 


A 
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Station ST140 


 


 


 


 


Photograph: 


269605_ST140_02 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST140_03 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


A: Sand mason worm 


(Lanice conchilega) 


 


A 


A 
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Station ST143 


 


  


 


Photograph: 


269605_ST143_02 


 


Sediment Description: 


Gravelly sand with shell fragments 


 


Fauna: 


A: Pogge (Agonus cataphractus) 


 


 


 


 


Photograph: 


269605_ST143_07 


 


Sediment Description: 


Gravelly sand with shell fragments 


 


Fauna: 


No fauna observed  


A 
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Station ST146 


 


 


 


 


Photograph: 


269605_ST146_03 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


A: Dragonets (Callionymidae) 


 


 


 


 


Photograph: 


269605_ST146_08 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed   


A 
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Station ST147 


 


 


 


 


Photograph: 


269605_ST147_02 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, sparse cobbles and small 


scale ripples 


 


Fauna: 


A: Anemone (Metridium sp.) 


 


 


 


 


Photograph: 


269605_ST147_08 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments, sparse cobbles and small 


scale ripples 


 


Fauna: 


No fauna observed  


 


A 
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Station ST148 


 


 


 


 


Photograph: 


269605_ST148_04 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed   


 


 


 


 


 


 


Photograph: 


269605_ST148_12 


 


Sediment Description: 


Sand with shell fragments and small 


scale ripples 


 


Fauna: 


No fauna observed  
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Station ST149 


 


 


 


 


Photograph: 


269605_ST149_02 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST149_07 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


A: Weever fish (Trachinidae) 


 A 
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Station ST150a 


 


 


 


Photograph: 


269605_ST150a_17 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


A: Flatfish (Pleuronectiformes) 


 


 


 


 


 


Photograph: 


269605_ST150a_27 


 


Sediment Description: 


Sandy mud/muddy sand with shell 


fragments and small scale ripples 


 


Fauna: 


No fauna observed    


A 
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Station ST151 


 


 


 


Photograph: 


269605_ST151_06 


 


Sediment Description: 


Small scale rippled slightly gravelly  


sand with shell fragments  


 


Fauna: 


No fauna  


 


 


 


Photograph: 


269605_ST151_10 


 


Sediment Description: 


Small scale rippled slightly gravelly  


sand with shell fragments  


 


Fauna: 


A: Starfish (Asterias rubens) 


 


 


A 
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Station ST152 


 


 


 


Photograph: 


269605_ST152_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Dragonet (Callionymidae) 


 


  


 


Photograph: 


269605_ST152_13 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna:  


No fauna 


 


 


A 
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Station ST154 


 


 


 


Photograph: 


269605_ST154_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna:  


No fauna 


 


 


 


 


Photograph: 


269605_ST154_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Masked crab 


(Corystes cassivelaunus) 


A 
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Station ST156 


 


 


 


Photograph: 


269605_ST156_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa/Bryozoa 


 


 


 


 


Photograph: 


269605_ST156_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna 


 


A 
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Station ST157 


 


 


 


Photograph: 


269605_ST157_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST157_18 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


A 
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Station ST158 


 


 


 


Photograph: 


269605_ST158_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Swimming crabs (Polybiidae) 


 


 


 


Photograph: 


269605_ST158_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna  


A 
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Station ST159 


 


 


 


Photograph: 


269605_ST159_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna 


 


 


 


Photograph: 


269605_ST159_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna 
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Station ST160 


 


 


 


Photograph: 


269605_ST160_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna 


 


 


 


Photograph: 


269605_ST160_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna 
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Station ST161 


 


 


 


 


Photograph: 


269605_ST161_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Starfish (Asteroidea) 


 


 


 


 


 


Photograph: 


269605_ST161_04 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


No fauna 


 


A 
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Station ST162 


 


 


 


Photograph: 


269605_ST162_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Soft coral (Alcyonium digitatum) 


 


 


 


 


Photograph: 


269605_ST162_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


 


A 


A 


B 
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Station ST163 


 


 


 
 


Photograph: 


269605_ST163_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


 


 


 


 


 


Photograph: 


269605_ST163_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


 


 


A 


A 
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Station ST164 


 


 


 


Photograph: 


269605_ST164_05 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Starfish (Asteroidea) 


 


 


 


Photograph: 


269605_ST164_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Anemone (Urticina sp.) 


 


 


A 


B 


A 
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Station ST165a 


 


 


 


Photograph: 


269605_ST165a_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST165a_13 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


 


 


A 


A 
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Station ST166 


 


 
 


Photograph: 


269605_ST166_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna:  


No fauna 


 


 


 


 


Photograph: 


269605_ST166_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Anemone (Urticina sp.) 


 


A 
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Station ST167 


 


 


 


Photograph: 


269605_ST167_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Dragonet (Callionymidae) 


C: Soft coral (Alcyonium digitatum) 


D: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST167_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Bryozoa (Flustra foliacea) 


C: Soft coral (Alcyonium digitatum) 


D: Anemone (Urticina sp.) 
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Station ST168 


 


 


 


Photograph: 


269605_ST168_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST168_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed  
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Station ST169 


 


 


 


Photograph: 


269605_ST169_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: King scallop (Pecten maximus) 


 


 


 


Photograph: 


269605_ST169_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST170 


 


  


 


Photograph: 


269605_ST170_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Sole (Solea solea) 


B: Soft coral (Alcyonium digitatum) 


C: Hydrozoa (Tubulariidae) 


D: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST170_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST171 


 


 


 


 


Photograph: 


269605_ST171_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Sole (Solea solea) 


 


 


 


 


 


Photograph: 


269605_ST171_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


A 
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Station ST172 


 


 


 


 


Photograph: 


269605_ST172_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST172_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


B: Anemone (Urticina sp.) 


 


 


A 


B 


A 
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Station ST173 


 


 


 


Photograph: 


269605_ST173_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Bryozoa 


(Alcyonidium cf. diaphanum) 


 


 


 


Photograph: 


269605_ST173_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Hydrozoa (Tubulariidae) 


 


A 


A 
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Station ST174a 


 


 


 


Photograph: 


269605_ST174a_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST174a_24 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 


 


A 
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Station ST175a 


 


 


 


 


Photograph: 


269605_ST175a_04 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


 


 


 


 


 


Photograph: 


269605_ST175a_10 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 
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A 


B 
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Station ST176 


 


 


 


 


Photograph: 


269605_ST176_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


 


 


 


 


Photograph: 


269605_ST176_19 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 


B: Anemone (Urticina sp.) 


C: Hydrozoa (Tubulariidae) 
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A B 


C 
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Station ST177 


 


 


 


Photograph: 


269605_ST177_11 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna:  


No fauna observed 


 


 


 


 


Photograph: 


269605_ST177_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


C: Faunal turf (Hydrozoa/Bryozoa) 
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Station ST178 


 


 


 


Photograph: 


269605_ST178_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST178_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


A 
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Station ST179 


 


 


 


Photograph: 


269605_ST179_03 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


 


 


Photograph: 


269605_ST179_11 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


A 


A 
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Station ST180 


 


 


 


 


Photograph: 


269605_ST180_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna  


 


 


 


 


 


Photograph: 


269605_ST180_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


A 
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Station ST181 


 


 


 


 


Photograph: 


269605_ST181_05 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Bryozoa (Flustra foliacea) 


B: Soft coral (Alcyonium digitatum) 


 


 


 


 


 


Photograph: 


269605_ST181_10 


 


Sediment Description: 


Small scale rippled gravelly sand with 


shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


A 


A 


B 
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Station ST182 


 


 


 


Photograph: 


269605_ST182_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna  


 


 


 


 


Photograph: 


269605_ST182_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST183 


 


 


 


Photograph: 


269605_ST183_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


  


 


Photograph: 


269605_ST183_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST184 


 


 


 


Photograph: 


269605_ST184_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST184_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST185 


 


 


 


Photograph: 


269605_ST185_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST185_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST186 


 


 


 


Photograph: 


269605_ST186_10 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST186_25 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 
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Station ST187 


 


 


 


 


Photograph: 


269605_ST187_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST187_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 


 


 


A 
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Station ST188 


 


 


 


 


Photograph: 


269605_ST188_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft corals (Alcyonium digitatum) 


B: Bryozoa (Flustra foliacea) 


 


 


 


Photograph: 


269605_ST188_13 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed  
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B 
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Station ST189 


 


 


 


Photograph: 


269605_ST189_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST189_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST190 


 


 


 


Photograph: 


269605_ST190_06 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST190_07 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 
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Station ST191 


 


 


 


 


Photograph: 


269605_ST191_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Osteichthyes 


 


 


 


 


Photograph: 


269605_ST191_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna  


 


A 
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Station ST192 


 


 


 


Photograph: 


269605_ST192_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST192_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


A 
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Station ST193a 


 


 


 


Photograph: 


269605_ST193a_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


 


Photograph: 


269605_ST193a_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Gurnard (Triglidae) 


 


A 


B 


A 
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Station ST194 


 


 


 


Photograph: 


269605_ST194_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST194_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST195 


 


 


 


Photograph: 


269605_ST195_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST195_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Starfish (Asteroidea) 


 


 


A 
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Station ST196 


 


 


 


Photograph: 


269605_ST196_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


 


 


Photograph: 


269605_ST196_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


A 


A 
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Station ST197 


 


 


 


Photograph: 


269605_ST197_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed  


 


 


 


 


Photograph: 


269605_ST197_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST198 


 


 


 


Photograph: 


269605_ST198_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


B: Faunal Turf (Hydrozoa/Bryozoa) 


C: Hydrozoa (Tubulariidae) 


D: Brittlestar (Ophiuroidea) 


 


 


 


 


Photograph: 


269605_ST198_16 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


D 


A 


B 


C 







National Grid 


 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 181 


Station ST199 


 


 


 


Photograph: 


269605_ST199_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST199_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Dab (Limanda limanda) 


 


A 
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Station ST200 


 


 


 


Photograph: 


269605_ST200_02 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST200_11 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments 


 


Fauna: 


A: Dragonet (Callionymidae) 


 


A 
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Station ST201 


 


 


 


Photograph: 


269605_ST201_03 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST201_09 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


A 
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Station ST202 


 


 


 


Photograph: 


269605_ST202_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST202_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


A 


A 
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Station ST203 


 


 


 


Photograph: 


269605_ST203_04 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna:  


No fauna  


 


 


 


Photograph: 


269605_ST203_10 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


A 
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Station ST204 


 


 


 


Photograph: 


269605_ST204_032 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST204_07 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


A 


A 
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Station ST205 


 


 


 


Photograph: 


269605_ST205_02 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


A: Sea penn (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST205_09 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


A 


A 
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Station ST206 


 


  


 


 


Photograph: 


269605_ST206_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST206_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


A 


A 
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Station ST207 


 


 


 


Photograph: 


269605_ST207_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST207_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


B: Faunal tube 
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A 


B


A 
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Station ST208 


 


 


 


Photograph: 


269605_ST208_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


B: Starfish (Asteroidea) 


 


 


 


Photograph: 


269605_ST208_16 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Starfish (Astropecten irregularis) 
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A 


B 
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Station ST209 


 


 


 


Photograph: 


269605_ST209_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST209_12 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sand eel (Ammodytidae) 


B: Sea mouse (Afroditiformia) 


C: Hermit crab (Paguroidea with 


Epizoanthus sp.) 


D: Faunal tube 
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Station ST210 


 


 


 


Photograph: 


269605_ST210_12 


 


Sediment Description: 


Slightly gravelly muddy sand with 


shell fragments 


  


Fauna: 


A: Hermit crab (Paguroidea with 


Epizoanthus sp.) 


 


 


 


 


 


Photograph: 


269605_ST210_32 


 


Sediment Description: 


Slightly gravelly muddy sand with 


shell fragments with cobbles 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


B: Hydrozoa (Nemertesia ramosa) 


C: Brittlestars (Ophiuroidea) 


D: Hermit crab (Paguroidea) 
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Station ST211 


 


 


 


Photograph: 


269605_ST211_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST211_11 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 
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Station ST212 


 


 


 


Photograph: 


269605_ST212_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST212_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 
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Station ST213 


 


 


 


Photograph: 


269605_ST213_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed  


 


 


 


Photograph: 


269605_ST213_12 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments, 


cobbles and a boulder 


 


Fauna: 


A: Hydrozoa (Nemertesia ramosa) 


 


A 
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Station ST214 


 


 


 


 


Photograph: 


269605_ST214_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST214_13 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 
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Station ST215 


 


 


 


 


Photograph: 


269605_ST215_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Starfish (Asteroidea) 


B: Faunal tube 


C: Sea pen (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST215_20 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 
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Station ST217 


 


 


 


Photograph: 


269605_ST217_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST217_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 
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Station ST218 


 


 


 


 


Photograph: 


269605_ST218_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments and 


cobbles 


 


Fauna: 


No fauna observed 


 


 


 


 


 


Photograph: 


269605_ST218_23 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Dab (Limanda limanda) 


B: Faunal tubes 


C: Brittlestar (Ophiuroidea) 
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Station ST219 


 


 


 


 


Photograph: 


269605_ST219_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST219_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Faunal tube 
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Station ST221 


 


 


 


Photograph: 


269605_ST221_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


No fauna observed 


 


 


 


Photograph: 


269605_ST221_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pens (Pennatula phosphorea) 


B: Burrow 
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Station ST223 


 


 


 


Photograph: 


269605_ST223_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST223_12 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


B: Faunal tube 
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Station ST225 


 


 


 


Photograph: 


269605_ST225_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pens (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST225_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pens (Pennatula phosphorea) 
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A 
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Station ST227 


 


 


 


Photograph: 


269605_ST227_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 


 


 


  


 


 


Photograph: 


269605_ST227_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 
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Station ST228 


 


 


 


Photograph: 


269605_ST228_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST228_22 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pens (Pennatula phosphorea) 
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Station ST229 


 


 


 


Photograph: 


269605_ST229_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pens (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST229_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Zooid (Epizoanthus sp.) 
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Station ST231 


 


 


 


Photograph: 


269605_ST231_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 


B: Faunal tube  


 


 


 


 


Photograph: 


269605_ST231_13 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments and 


burrows  


 


Fauna: 


No fauna observed 
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Station ST233 


 


 


 


Photograph: 


269605_ST233_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Starfish (Astropecten irregularis) 


 


 


 


Photograph: 


269605_ST233_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Starfish (Astropecten irregularis) 
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Station ST235 


 


 


 


Photograph: 


269605_ST235_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST235_22 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


 


Fauna: 


No fauna observed 
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Station ST236 


 


 


 


Photograph: 


269605_ST236_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST236_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST237 


 


 


 


Photograph: 


269605_ST237_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST237_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST238 


 


 


 


Photograph: 


269605_ST238_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST238_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST239 


 


 


 


Photograph: 


269605_ST239_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST239_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST240 


 


 


 


Photograph: 


269605_ST240_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST240_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


B: Flatfish (Pleuronectiformes) 
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Station ST241 


 


 


 


Photograph: 


269605_ST241_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


  


 


Photograph: 


269605_ST234_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


  


A 
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Station ST242 


 


 


 


Photograph: 


269605_ST242_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST242_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST243 


 


 


 


Photograph: 


269605_ST243_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


  


 


Photograph: 


269605_ST243_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST244 


 


 


 


Photograph: 


269605_ST244_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST244_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna:  


A: Sea pen (Pennatula phosphorea) 
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Station ST234 


 


 


 


Photograph: 


269605_ST245_12 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST245_24 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


  


A 
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Station ST246a 


 


 


 


Photograph: 


269605_ST246a_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST246a_16 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 
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A 
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Station ST247 


 


 


 


Photograph: 


269605_ST247_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Virgularia sp.) 


 


 


 


 


Photograph: 


269605_ST247_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 
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A 
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Station ST248 


 


 


 


Photograph: 


269605_ST248_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST248_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST249 


 


 


 


Photograph: 


269605_ST249_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Hermit crab (Paguroidea) 


 


 


 


 


Photograph: 


269605_ST249_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Hermit crab (Paguroidea) 
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A 
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Station ST250 


 


 


 


Photograph: 


269605_ST250_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST250_14 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 
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A 
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Station ST251 


 


 


 


Photograph: 


269605_ST251_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST251_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST252 


 


 


 


Photograph: 


269605_ST252_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST252_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Starfish (Hippasteria sp.) 


  


A 
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Station ST253 


 


 


 


Photograph: 


269605_ST253_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST253_10 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Hermit crab (Paguroidea) 


  


A 
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Station ST254 


 


 


 


Photograph: 


269605_ST254_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST254_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST255 


 


 


 


Photograph: 


269605_ST255_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST255_14 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST256a 


 


 


 


Photograph: 


269605_ST256a_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


 


 


 


Photograph: 


269605_ST256a_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST257 


 


 


 


Photograph: 


269605_ST257_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST257_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


  


A 
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Station ST258 


 


 


 


Photograph: 


269605_ST258_09 


 


Sediment Description: 


Sand with shell fragments and intact 


shells 


 


Fauna: 


A: Faunal turf (Hydrozoa/Bryozoa) 


 


 


 


 


Photograph: 


269605_ST258_29 


 


Sediment Description: 


Sand with shell fragments and intact 


shells, pebbles and cobbles 


 


Fauna: 


A: Starfish (Hippasteria sp.) 


B: Faunal turf  (Hydrozoa/Bryozoa) 


  


A 


A 


B 
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Station ST259 


 


 


 


Photograph: 


269605_ST259_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


Photograph: 


269605_ST259_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


  


A 
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Station ST260 


 


 


 


Photograph: 


269605_ST260_02 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Faunal tube 


 


 


 


Photograph: 


269605_ST260_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


Fauna: 


No fauna observed 


  


A 
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Station ST261 


 


 


 


Photograph: 


269605_ST261_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST261_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Hermit crab with associated 


sponge (Paguroidea with Suberitidae)  


  


A 
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Station ST262 


 


 


 


Photograph: 


269605_ST262_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST262_11 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


A: Snail (Gastropoda) 


  


A 
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Station ST263 


 


 


 


Photograph: 


269605_ST263_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


  


 


Photograph: 


269605_ST263_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST264 


 


 


 


Photograph: 


269605_ST264_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST264_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


  


A 
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Station ST265 


 


 


 


Photograph: 


269605_ST265_03 


 


Sediment Description: 


Small scale rippled gravelly muddy 


sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST265_09 


 


Sediment Description: 


Small scale rippled gravelly muddy 


sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


  


A 
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Station ST267 


 


 


 


Photograph: 


269605_ST267_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST267_07 


 


Sediment Description: 


Small scale rippled slightly gravelly 


muddy sand with shell fragments 


 


Fauna: 


No fauna observed 
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Station ST269 


 


 


 


Photograph: 


269605_ST269_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST269_05 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments 


 


Fauna: 


A: Brittlestar (Ophiuroidea) 


  


A 


A 
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Station ST270a 


 


 


 


Photograph: 


269605_ST270a_08 


 


Sediment Description: 


Slightly muddy sand with shell 


fragments, pebbles and cobbles  


 


Fauna: 


A: Hydrozoa (Nemertesia ramosa) 


 


 


 


 


Photograph: 


269605_ST270a_21 


 


Sediment Description: 


Slightly muddy sand with shell 


fragments, pebbles and cobbles  


 


Fauna: 


No fauna observed 


  


A 
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Station ST271 


 


 


 


Photograph: 


269605_ST271_03 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST271_08 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 
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Station ST273 


 


 


 


Photograph: 


269605_ST273_04 


 


Sediment Description: 


Slightly gravelly sand with shell 


fragments, pebbles and cobbles 


 


Fauna: 


A: Soft coral (Alcyonium digitatum) 


 


 


 


 


Photograph: 


269605_ST273_09 


 


Sediment Description: 


Slightly gravelly sand with shell 


fragments 


 


Fauna: 


No fauna observed 


  


A 
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Station ST275 


 


 


 


Photograph: 


269605_ST275_02 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST275_13 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 
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Station ST277a 


 


 


 


Photograph: 


269605_ST277a_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


 


Photograph: 


269605_ST277a_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Cnidarian (Octocorallia) 


  


A 
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Station ST279 


 


 


 


Photograph: 


269605_ST279_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Sea pens (Pennatula phosphorea) 


 


 


 


Photograph: 


269605_ST279_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


  


A 
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Station ST280 


 


 


 


Photograph: 


269605_ST280_05 


 


Sediment Description: 


Small scale rippled sand muddy with 


shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST280_16 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


A: Bryozoa (Flustridae) 


B: Sea pen (Pennatula phosphorea) 


 


  


A 


B 
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Station ST281 


 


 


 


Photograph: 


269605_ST281_03 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST281_07 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 
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Station ST283 


 


 


 


Photograph: 


269605_ST283_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST283_06 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST285 


 


 


 


Photograph: 


269605_ST285_01 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST285_13 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 
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Station ST287 


 


  


 


Photograph: 


269605_ST287_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST287_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST289 


 


 


 


Photograph: 


269605_ST289_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST289_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


  


A 
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Station ST290 


 


 


 


Photograph: 


269605_ST290_09 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST290_23 


 


Sediment Description: 


Small scale rippled muddy sand with 


shell fragments  


 


Fauna: 


No fauna observed 
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Station ST291 


 


 


 


Photograph: 


269605_ST291_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST291_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST293 


 


 


 


Photograph: 


269605_ST293_03 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST293_06 


 


Sediment Description: 


Small scale rippled sand with shell 


fragments  


 


Fauna: 


No fauna observed 


  







National Grid 


 


269605-REP-02 | National Grid EGL5 Environmental Survey 


Appendix I | Page 257 


Station ST295a 


 


 


 


Photograph: 


269605_ST295a_03 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST295a_08 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


A: Sea pen (Pennatula phosphorea) 


  


A 
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Station ST297 


 


 


 


Photograph: 


269605_ST297_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST297_09 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST299 


 


 


 


Photograph: 


269605_ST299_01 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 


 


 


 


 


Photograph: 


269605_ST299_04 


 


Sediment Description: 


Small scale rippled slightly gravelly 


sand with shell fragments  


 


Fauna: 


No fauna observed 
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Station ST301 


 


 


 


Photograph: 


269605_ST301_14 


 


Sediment Description: 


Muddy sand with shell fragments, 


intact shells and cobbles 


 


Fauna: 


A: Hydrozoa (Nemertesia ramosa) 


B: Hydrozoa (Plumularoidea) 


 


 


 


Photograph: 


269605_ST301_28 


 


Sediment Description: 


Muddy sand with shell fragments, 


intact shells and cobbles 


 


Fauna: 


No fauna observed 


 


A 


B 
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J.1 Habitats 

J.1.1 Habitats and SACFOR Counts 

Click on icon to open habitats and SACFOR percentage cover. 

 
Appendix J.1.1 Habitats and SACFOR 

Counts 

J.1.2 Habitats and SACFOR Percentage Cover 

Click on icon to open habitats and SACFOR percentage cover. 

 
Appendix J.1.2 Habitats and SACFOR 

Percentage Cover 

J.2 Stony Reef Assessment 

Click on icon to open stony reef assessment. 

 
Appendix J.2 Stony Reef Assessment 

J.3 Sabellaria spinulosa Reef Assessment 

Click on icon to open Sabellaria spinulosa reef assessment. 

 
Appendix J.3 Sabellaria spinulosa Reef 

Assessment 

 


Key

		Characteristic		Resemblance to a ‘Stony reef’

				Not a reef		Low		Medium		High										Golding et al, 2020

		Composition
(Diameter of cobbles/boulders being greater than 64 mm. Percentage cover relates to a minimum area of 25 m2.)		< 10 %		10 % – 40 %		40 % – 95 %		> 95 %





		Elevation 
Minimum height (64 mm) relates to minimum size constituent cobbles. Note that two units (mm and m) are used.		Flat seabed		< 64 mm		64 mm – 5 m		> 5 m







		Extent		< 25 m2		> 25 m2

		Biota 
(Epibiota % cover)		Dominated by infaunal species						> 80 % of species present composed of epifaunal species











		Reef Structure		Composition (% of seabed comprised of cobbles/boulders)								Biota

		Elevation		< 10		10 – 40		40 – 95		> 95

		Flat seabed		Not a reef		Not a reef		Not a reef		Not a reef		Infauna dominated

		< 64 mm		Not a reef		Low		Low		Low		–

		64 mm – 5 m		Not a reef		Low		Medium		Medium		–

		> 5 m		Not a reef		Low		Medium		High		> 80 %

		Notes

		Full reef assessment not applicable of areas of cobble and/or boulders with an extent of < 25 m², which would be classified as ‘Not a Reef’

		Validation Data

		Composition		Elevation

		< 10		Flat seabed

		10 – 40		< 64 mm

		40 – 95		64 mm – 5 m

		> 95		> 5 m





Stony Reef Assessment

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Date		Transect		Time 
[UTC]		Video Coordinates				Length
[m]		Area Observed [m²]		Still Nos.		Sediment Description		Stony Reef Characteristic						Basic Assessment 
(Irving, 2009)		Epifaunal Community		Reef Species		Overall Assessment 
(with consideration of Golding et al., 2020)

								Easting 
[m]		Northing
[m]										Composition
[%]		Elevation		Biota 
[Epibiota % cover] 

		6/21/25		ST001		4:13:53 PM		723 046.62		5 908598.82 		209		131		269605_ST001_01 to 269605_ST001_46		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						4:25:32 PM		723 197.97		5 908454.83 																								*

		6/21/25		ST004		1:48:11 PM		727 084.62		5 912678.02 		56		33		269605_ST004_01 to 269605_ST004_16		Gravelly sandy mud/muddy sand with shell fragments, pebbles and cobbles		< 10		< 64 mm		NA		Not a Reef		Consolidated sediment with dense, diverse epifaunal low-lying turf and infaunal community evident		Vesicularia spinosa		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:51:15 PM		727 099.92		5 912731.78 																								*

		6/21/25		ST012		11:01:43 PM		722 040.75		5 926867.22 		53		35		269605_ST012_01 to 269605_ST012_15		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						11:04:03 PM		722 090.57		5 926849.88 																								*

		6/22/25		ST013		12:48:01 AM		722 832.16		5 928622.91 		54		54		269605_ST013_01 to  269605_ST013_14		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						12:50:37 AM		722 836.72		5 928676.94 																								*

		6/22/25		ST014		1:14:49 AM		724 631.19		5 929507.49 		53		47		269605_ST014_01 to 269605_ST014_15		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:17:13 AM		724 607.19		5 929554.54 																								*

		6/22/25		ST015		1:50:09 AM		726 302.78		5 930406.27 		51		46		269605_ST015_01 to 269605_ST015_14		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:52:10 AM		726 299.88		5 930456.94 																								*

		6/22/25		ST016		2:49:50 AM		728 236.00		5 930854.01 		214		229		269605_ST016_01 to 269605_ST016_35		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						2:57:59 AM		728 231.50		5 931067.80 																								*

		6/22/25		ST017		3:25:50 AM		730 156.17		5 931480.13 		64		58		269605_ST017_01 to 269605_ST017_12		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:28:12 AM		730 153.09		5 931543.70 																								*

		6/22/25		ST018a		5:05:21 AM		731 960.28		5 932419.16 		51		38		269605_ST018a_01 to 269605_ST018a_35		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:08:04 AM		731 918.13		5 932390.26 																								*

		6/22/25		ST019a		4:31:17 AM		733 456.53		5 933582.72 		55		50		 269605_ST019a_01 to 269605_ST019a_18		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						4:33:35 AM		733 415.30		5 933619.81 																								*

		5/30/25		ST020		10:35:24 PM		732 674.33		5 935466.31 		198		162		269605_ST020_01 to 269605_ST020_27		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						10:40:10 PM		732 574.89		5 935637.30 																								*

		6/3/25		ST021a		5:21:32 PM		734 438.08		5 937125.48 		53		80		269 605_ST21a_01 to 269605_ST21a_15		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						5:26:37 PM		734 417.12		5 937077.29 																								*

		6/3/25		ST022a		5:45:57 PM		735 702.01		5 938674.67 		3		5		269605__ST022a_01 to 269605__ST022a_17		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						5:46:06 PM		735 701.19		5 938671.73 																								*

						5:46:06 PM		735 701.19		5 938671.73 		5		7						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:46:38 PM		735 699.96		5 938667.39 																								*

						5:46:38 PM		735 699.96		5 938667.39 		8		12						40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						5:48:55 PM		735 693.03		5 938663.18 																								*

						5:48:55 PM		735 693.03		5 938663.18 		17		26						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:50:04 PM		735 694.92		5 938646.25 																								*

						5:50:04 PM		735 694.92		5 938646.25 		21		33						40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						5:52:34 PM		735 697.94		5 938625.03 																								*

		6/3/25		ST023a		8:02:16 PM		737 169.05		5 940169.15 		52		54		269605_ST023a_01 to 269605_ST023a_15		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						8:04:31 PM		737 119.99		5 940152.72 																								*

		5/30/25		ST024		7:54:20 PM		738 088.19		5 941813.42 		51		44		269605_ST024_01 to  269605_ST024_11		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						7:56:10 PM		738 097.40		5 941863.10 																								*

		5/30/25		ST025		6:40:12 PM		739 439.61		5 943198.91 		225		259		269605_ST025_01 to  269605_ST025_42		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:48:54 PM		739 377.66		5 943415.55 																								*

		6/1/25		ST044		11:53:53 PM		746 786.00		5 958378.59 		54		49		 269605_ST044_01 to 269605_ST044_53		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:55:56 PM		746 743.36		5 958411.89 																								*

						11:55:56 PM		746 743.36		5 958411.89 		9		8						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Alcyonium digitatum		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:56:14 PM		746 737.14		5 958417.78 																								*

						11:56:14 PM		746 737.14		5 958417.78 		51		46						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:58:05 PM		746 691.91		5 958441.37 																								*

						11:58:05 PM		746 691.91		5 958441.37 		11		10						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Alcyonium digitatum, Porifera		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:58:33 PM		746 681.68		5 958445.61 																								*

						11:58:33 PM		746 681.68		5 958445.61 		18		16						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:59:19 PM		746 666.24		5 958453.93 																								*

						11:59:19 PM		746 666.24		5 958453.93 		8		7						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						11:59:44 PM		746 659.04		5 958457.71 																								*

						11:59:44 PM		746 659.04		5 958457.71 		6		5						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Alcyonium digitatum		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						12:00:02 AM		746 654.41		5 958460.84 																								*

						12:00:02 AM		746 654.41		5 958460.84 		4		4						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						12:00:16 AM		746 650.94		5 958463.56 																								*

						12:00:16 AM		746 650.94		5 958463.56 		31		28						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Alcyonium digitatum		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						12:02:21 AM		746 640.28		5 958492.70 																								*

		6/1/25		ST046		12:32:52 AM		747 024.10		5 959456.36 		4		3		269605_ST046_01 to 269605_ST046_35		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						12:32:59 AM		747 020.59		5 959454.42 																								*

						12:32:59 AM		747 020.59		5 959454.42 		177		153						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						12:40:32 AM		746 844.63		5 959438.35 																								*

						12:40:32 AM		746 844.63		5 959438.35 		4		4						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						12:40:39 AM		746 840.49		5 959437.79 																								*

						12:40:39 AM		746 840.49		5 959437.79 		16		14						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						12:41:12 AM		746 824.70		5 959437.80 																								*

		6/21/25		ST070		10:12:59 PM		722 491.14		5 924947.69 		43		34		269605_ST070_01 to 269605_ST070_14		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Consolidated sediment with dense, diverse generally low-lying epifaunal turf and infaunal community evident		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						10:14:28 PM		722 503.66		5 924906.55 																								*

		6/21/25		ST072		11:32:15 PM		722 238.58		5 927723.49 		81		81		 269605_ST072_01 to 269605_ST072_32		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						11:35:41 PM		722 265.02		5 927800.45 																								*

						11:35:41 PM		722 265.02		5 927800.45 		125		124						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						11:41:18 PM		722 313.60		5 927916.13 																								*

		6/2/25		ST074		2:29:24 AM		745 523.14		5 971621.75 		213		270		269605_ST074_01 to 269605_ST074_57		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Alcyonium digitatum		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:40:26 AM		745 354.40		5 971492.32 																								*

		6/3/25		ST087		11:15:46 PM		746 741.66		5 950077.29 		18		20		 269605_ST087_01 to 269605_ST087_22		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:16:47 PM		746 741.80		5 950095.56 																								*

						11:16:47 PM		746 741.80		5 950095.56 		4		4						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						11:16:55 PM		746 741.85		5 950099.16 																								*

						11:16:55 PM		746 741.85		5 950099.16 		25		28						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:18:23 PM		746 753.63		5 950121.55 																								*

						11:18:23 PM		746 753.63		5 950121.55 		6		6						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						11:18:32 PM		746 755.77		5 950126.88 																								*

						11:18:32 PM		746 755.77		5 950126.88 		17		19						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						11:19:14 PM		746 758.73		5 950143.26 																								*

		6/2/25		ST093		8:47:54 AM		743 326.23		5 950185.12 		9		14		269605_ST093_01 to 269605_ST093_15		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						8:48:37 AM		743 323.39		5 950193.69 																								*

						8:48:37 AM		743 323.39		5 950193.69 		17		27						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						8:50:07 AM		743 320.39		5 950210.57 																								*

						8:50:07 AM		743 320.39		5 950210.57 		4		6						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						8:50:20 AM		743 320.28		5 950214.41 																								*

						8:50:20 AM		743 320.28		5 950214.41 		24		37						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						8:52:13 AM		743 328.60		5 950236.74 																								*

		6/2/25		ST094		9:53:45 AM		745 725.90		5 950031.63 		2		4		269605_ST094_01 to 269605_ST094_12		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						9:53:51 AM		745 724.41		5 950033.14 																								*

						9:53:51 AM		745 724.41		5 950033.14 		12		20						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						9:54:21 AM		745 716.79		5 950042.34 																								*

						9:54:21 AM		745 716.79		5 950042.34 		23		39						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						9:55:47 AM		745 727.73		5 950063.00 																								*

						9:55:47 AM		745 727.73		5 950063.00 		3		4						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						9:56:01 AM		745 728.37		5 950065.58 																								*

						9:56:01 AM		745 728.37		5 950065.58 		26		42						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						9:58:19 AM		745 707.12		5 950079.77 																								*

		6/2/25		ST095		10:42:39 AM		747 209.44		5 950157.46 		38		44		269605_ST095_01 to 269605_ST095_10		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						10:44:31 AM		747 225.59		5 950191.56 																								*

						10:44:31 AM		747 225.59		5 950191.56 		21		24						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						10:45:32 AM		747 204.87		5 950193.32 																								*

						10:45:32 AM		747 204.87		5 950193.32 		16		19						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						10:46:41 AM		747 201.89		5 950209.12 																								*

		6/2/25		ST098		1:05:13 PM		751 057.36		5 950880.76 		8		11		269605_ST098_01 to 269605_ST098_37		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:05:32 PM		751 064.55		5 950885.22 																								*

						1:05:32 PM		751 064.55		5 950885.22 		10		13						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:05:57 PM		751 073.04		5 950890.58 																								*

						1:05:57 PM		751 073.04		5 950890.58 		30		41						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Nemertesia sp.		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:07:12 PM		751 101.18		5 950901.51 																								*

						1:07:12 PM		751 101.18		5 950901.51 		21		28						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:07:59 PM		751 118.09		5 950913.54 																								*

						1:07:59 PM		751 118.09		5 950913.54 		36		48						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Nemertesia sp., Alcyonium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:09:41 PM		751 132.77		5 950946.21 																								*

						1:09:41 PM		751 132.77		5 950946.21 		7		9						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:09:57 PM		751 134.50		5 950952.58 																								*

						1:09:57 PM		751 134.50		5 950952.58 		7		10						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:10:17 PM		751 136.20		5 950959.62 																								*

						1:10:17 PM		751 136.20		5 950959.62 		7		9						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:10:41 PM		751 138.05		5 950966.44 																								*

						1:10:41 PM		751 138.05		5 950966.44 		8		11						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:11:11 PM		751 141.36		5 950974.02 																								*

						1:11:11 PM		751 141.36		5 950974.02 		17		22						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:12:12 PM		751 146.02		5 950989.99 																								*

						1:12:12 PM		751 146.02		5 950989.99 		15		20						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:12:59 PM		751 148.82		5 951004.72 																								*

						1:12:59 PM		751 148.82		5 951004.72 		2		3						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:13:06 PM		751 149.41		5 951006.71 																								*

						1:13:06 PM		751 149.41		5 951006.71 		52		70						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:15:37 PM		751 147.72		5 951058.65 																								*

						1:15:37 PM		751 147.72		5 951058.65 		6		8						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:15:51 PM		751 146.57		5 951064.30 																								*

		6/2/25		ST099		1:22:31 PM		751 498.95		5 951284.85 		99		164		269605_ST099_01 to 269605_ST099_36		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Infrequent low-lying epifaunal turf 		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:25:52 PM		751 569.44		5 951214.79 																								*

						1:25:52 PM		751 569.44		5 951214.79 		45		74				Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:27:39 PM		751 569.38		5 951169.98 																								*

						1:27:39 PM		751 569.38		5 951169.98 		41		67				Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Infrequent low-lying epifaunal turf 		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:30:07 PM		751 573.61		5 951129.60 																								*

						1:30:07 PM		751 573.61		5 951129.60 		36		59				Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:31:55 PM		751 575.76		5 951093.78 																								*

		6/2/25		ST100		1:41:20 PM		751 969.18		5 951551.52 		34		48		 269605_ST100_01 to 269605_ST100_39		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Infrequent low-lying epifaunal turf 		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:42:31 PM		751 985.55		5 951522.19 																								*

						1:42:31 PM		751 985.55		5 951522.19 		13		19						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:43:08 PM		751 994.23		5 951512.13 																								*

						1:43:08 PM		751 994.23		5 951512.13 		7		11						< 10		< 64 mm		NA		Not a Reef		Infrequent low-lying epifaunal turf 		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:43:33 PM		751 996.91		5 951505.25 																								*

						1:43:33 PM		751 996.91		5 951505.25 		130		186						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:49:32 PM		751 957.82		5 951381.79 																								*

						1:49:32 PM		751 957.82		5 951381.79 		30		43						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Ascidians, Porifera, Nemertesia sp.		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						1:50:55 PM		751 941.24		5 951356.61 																								*

						1:50:55 PM		751 941.24		5 951356.61 		4		6						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						1:51:05 PM		751 939.00		5 951353.31 																								*

		6/2/25		ST101		5:28:48 PM		752 414.62		5 951723.56 		29		38		269605_ST101_01 to 269605_ST101_40		Sandy gravel with pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:30:26 PM		752 406.34		5 951695.78 																								*

						5:30:26 PM		752 406.34		5 951695.78 		9		12						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:31:15 PM		752 412.80		5 951689.17 																								*

						5:31:15 PM		752 412.80		5 951689.17 		12		16						< 10		< 64 mm		NA		Not a Reef		-		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:31:55 PM		752 424.11		5 951685.51 																								*

						5:31:55 PM		752 424.11		5 951685.51 		153		202						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:42:02 PM		752 380.76		5 951538.37 																								*

		6/2/25		ST102		5:52:35 PM		752 829.30		5 952009.64 		30		52		269605_ST102_01 to 269605_ST102_34		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Ascidians, Porifera, Nemertesia sp.		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:54:07 PM		752 846.54		5 951985.15 																								*

						5:54:07 PM		752 846.54		5 951985.15 		4		7						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:54:18 PM		752 847.88		5 951981.40 																								*

						5:54:18 PM		752 847.88		5 951981.40 		5		9						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:54:37 PM		752 848.34		5 951976.49 																								*

						5:54:37 PM		752 848.34		5 951976.49 		99		173						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:00:02 PM		752 853.29		5 951877.27 																								*

						6:00:02 PM		752 853.29		5 951877.27 		5		9						40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						6:00:21 PM		752 850.41		5 951873.11 																								*

						6:00:21 PM		752 850.41		5 951873.11 		15		27						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:01:14 PM		752 843.97		5 951859.13 																								*

						6:01:14 PM		752 843.97		5 951859.13 		41		72						40 – 95		64 mm – 5 m		NA		Medium						Medium		FALSE		FALSE		FALSE		FALSE		Medium		FALSE

						6:02:41 PM		752 811.54		5 951833.31 																								*

		6/2/25		ST103		7:24:02 PM		753 258.33		5 952235.28 		17		20		269605_ST103_01 to 269605_ST103_31		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera, Nemertesia sp.		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						7:24:44 PM		753 263.93		5 952219.61 																								*

						7:24:44 PM		753 263.93		5 952219.61 		11		14						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						7:25:06 PM		753 266.61		5 952208.69 																								*

						7:25:06 PM		753 266.61		5 952208.69 		38		45						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera, Nemertesia sp.		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						7:26:17 PM		753 289.35		5 952178.71 																								*

						7:26:17 PM		753 289.35		5 952178.71 		10		12						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						7:26:33 PM		753 298.23		5 952173.56 																								*

						7:26:33 PM		753 298.23		5 952173.56 		134		161						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera, Nemertesia sp., Alcyonidium digitatum		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						7:31:55 PM		753 405.10		5 952092.98 																								*

		6/2/25		ST104		7:09:08 PM		753 679.25		5 952467.74 		201		232		269605_ST104_01 to  269605_ST104_28		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						7:16:44 PM		753 714.18		5 952269.84 																								*

		6/2/25		ST105		6:52:17 PM		754 152.63		5 952728.57 		58		66		269605_ST105_01 to 269605_ST105_35		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera, Alcyonium digitatum, Nemertesia sp., Bugulina flabellata		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:54:26 PM		754 164.06		5 952671.28 																								*

						6:54:26 PM		754 164.06		5 952671.28 		15		17						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:54:59 PM		754 169.59		5 952656.83 																								*

						6:54:59 PM		754 169.59		5 952656.83 		12		13						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Nemertesia sp.		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:55:19 PM		754 172.64		5 952645.45 																								*

						6:55:19 PM		754 172.64		5 952645.45 		5		6						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:55:30 PM		754 173.17		5 952640.36 																								*

						6:55:30 PM		754 173.17		5 952640.36 		92		103						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Nemertesia sp.		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:59:27 PM		754 208.17		5 952555.56 																								*

						6:59:27 PM		754 208.17		5 952555.56 		5		6						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:59:35 PM		754 212.86		5 952552.94 																								*

						6:59:35 PM		754 212.86		5 952552.94 		35		40						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present		Ascidians, Porifera, Nemertesia sp.		Possible reef with veneer 		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						7:01:07 PM		754 246.55		5 952543.05 																								*

		6/2/25		ST106		6:33:50 PM		754 578.31		5 952970.49 		12		12		269605_ST106_01 to 269605_ST106_54		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:34:14 PM		754 580.30		5 952959.02 																								*

						6:34:14 PM		754 580.30		5 952959.02 		3		3						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:24:22 PM		754 580.13		5 952956.40 																								*

						6:24:22 PM		754 580.13		5 952956.40 		13		14						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:36:17 PM		754 586.53		5 952944.65 																								*

						6:36:17 PM		754 586.53		5 952944.65 		4		5						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:35:28 PM		754 590.68		5 952942.97 																								*

						6:35:28 PM		754 590.68		5 952942.97 		15		16						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:36:16 PM		754 604.26		5 952937.07 																								*

						6:36:16 PM		754 604.26		5 952937.07 		3		3						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:36:25 PM		754 606.94		5 952936.24 																								*

						6:36:25 PM		754 606.94		5 952936.24 		24		25						< 10		< 64 mm		NA		Not a Reef		-		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:37:53 PM		754 616.65		5 952914.24 																								*

						6:37:53 PM		754 616.65		5 952914.24 		50		53						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Suberites sp., Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:40:32 PM		754 648.05		5 952875.53 																								*

						6:40:32 PM		754 648.05		5 952875.53 		3		3						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:40:41 PM		754 648.41		5 952872.86 																								*

						6:40:41 PM		754 648.41		5 952872.86 		50		52						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:42:30 PM		754 655.28		5 952823.77 																								*

						6:42:30 PM		754 655.28		5 952823.77 		5		5						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:42:43 PM		754 656.76		5 952818.86 																								*

						6:42:43 PM		754 656.76		5 952818.86 		7		7						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:43:00 PM		754 658.77		5 952812.31 																								*

						6:43:00 PM		754 658.77		5 952812.31 		23		25						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						6:44:10 PM		754 667.87		5 952790.68 																								*

						6:44:10 PM		754 667.87		5 952790.68 		22		23						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (sparse and low diversity)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						6:44:43 PM		754 688.94		5 952785.60 																								*

		6/20/25		ST157		10:05:01 PM		714 206.52		6 021448.47 		214		319		269605_ST157_01 to 269605_ST157_28		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						10:10:35 PM		714 393.65		6 021344.97 																								*

		6/11/25		ST198		3:46:51 AM		710 531.19		6 065580.47 		9		15		269605_ST198_01 to 269605_ST198_31		Sandy mud/muddy sand with shell fragments, cobbles, boulders, and small scale ripples		< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:47:06 AM		710 527.55		6 065588.95 																								*

						3:47:06 AM		710 527.55		6 065588.95 		89		146						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonidium digitatum, Tubularia sp.		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:49:21 AM		710 510.46		6 065676.24 																								*

						3:49:21 AM		710 510.46		6 065676.24 		3		6						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:49:29 AM		710 509.03		6 065679.40 																								*

						3:49:29 AM		710 509.03		6 065679.40 		4		7						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:49:37 AM		710 506.69		6 065682.98 																								*

						3:49:37 AM		710 506.69		6 065682.98 		7		11						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:49:48 AM		710 501.82		6 065687.74 																								*

						3:49:48 AM		710 501.82		6 065687.74 		29		47						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:50:42 AM		710 480.94		6 065707.43 																								*

						3:50:42 AM		710 480.94		6 065707.43 		5		8						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:50:53 AM		710 477.95		6 065711.30 																								*

						3:50:53 AM		710 477.95		6 065711.30 		14		23						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:51:20 AM		710 469.71		6 065722.23 																								*

						3:51:20 AM		710 469.71		6 065722.23 		49		81						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		Alcyonidium digitatum		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:52:42 AM		710 442.87		6 065763.20 																								*

		6/14/25		ST210		2:04:16 AM		701 404.31		6 088772.00 		40		53		269605_ST210_01 to 269605_ST210_38		Sandy mud/muddy sand with shell fragments and gravel		< 10		Flat seabed		NA		Not a Reef		Sparse epifauna		-		Not a Reef		Not a Reef		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:05:19 AM		701 430.26		6 088741.38 																								*

						2:05:19 AM		701 430.26		6 088741.38 		82		108				Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:08:19 AM		701 512.19		6 088748.42 																								*

						2:08:19 AM		701 512.19		6 088748.42 		18		24				Sandy mud/muddy sand with shell fragments and gravel		< 10		Flat seabed		NA		Not a Reef		Sparse epifauna		-		Not a Reef		Not a Reef		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:09:07 AM		701 530.34		6 088748.72 																								*

						2:09:07 AM		701 530.34		6 088748.72 		34		45				Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						2:10:24 AM		701 564.55		6 088750.01 																								*

						2:10:24 AM		701 564.55		6 088750.01 		23		30						< 10		< 64 mm		NA		Not a Reef		Emergent epifaunal community present (not diverse)		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:11:11 AM		701 587.23		6 088747.23 																								*

						2:11:11 AM		701 587.23		6 088747.23 		9		11						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						2:11:28 AM		701 595.90		6 088746.90 																								*

						2:11:28 AM		701 595.90		6 088746.90 		7		10						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:11:44 AM		701 603.12		6 088746.89 																								*

						2:11:44 AM		701 603.12		6 088746.89 		21		27				Sandy mud/muddy sand with shell fragments and gravel		< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						2:12:39 AM		701 623.26		6 088743.04 																								*

		6/19/25		ST270a		3:18:46 PM		670 507.34		6 201920.40 		16		25		269605_ST270a_01 to 269605_ST270a_57		Gravelly sandy mud/muddy sand with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:19:27 PM		670 504.38		6 201904.74 																								*

						3:19:27 PM		670 504.38		6 201904.74 		4		7						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:19:37 PM		670 502.69		6 201900.75 																								*

						3:19:37 PM		670 502.69		6 201900.75 		23		36						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:20:43 PM		670 495.79		6 201878.71 																								*

						3:20:43 PM		670 495.79		6 201878.71 		30		47						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:22:13 PM		670 496.29		6 201848.60 																								*

						3:22:13 PM		670 496.29		6 201848.60 		5		8						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:22:27 PM		670 496.68		6 201843.21 																								*

						3:22:27 PM		670 496.68		6 201843.21 		6		10						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:22:41 PM		670 499.03		6 201837.54 																								*

						3:22:41 PM		670 499.03		6 201837.54 		3		4						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:22:48 PM		670 500.36		6 201834.98 																								*

						3:22:48 PM		670 500.36		6 201834.98 		12		18						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:23:23 PM		670 507.85		6 201825.91 																								*

						3:23:23 PM		670 507.85		6 201825.91 		32		49						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:24:50 PM		670 524.52		6 201799.01 																								*

						3:24:50 PM		670 524.52		6 201799.01 		7		11						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:25:09 PM		670 526.75		6 201792.27 																								*

						3:25:09 PM		670 526.75		6 201792.27 		5		8						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:25:20 PM		670 528.61		6 201787.78 																								*

						3:25:20 PM		670 528.61		6 201787.78 		22		34						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:26:15 PM		670 537.06		6 201767.26 																								*

						3:26:15 PM		670 537.06		6 201767.26 		44		68						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:28:06 PM		670 536.46		6 201723.63 																								*

						3:28:06 PM		670 536.46		6 201723.63 		7		10						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:28:26 PM		670 533.67		6 201717.53 																								*

						3:28:26 PM		670 533.67		6 201717.53 		11		18						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:28:48 PM		670 527.51		6 201707.96 																								*

						3:28:48 PM		670 527.51		6 201707.96 		5		7						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:28:59 PM		670 524.55		6 201704.55 																								*

						3:28:59 PM		670 524.55		6 201704.55 		13		20						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:29:33 PM		670 513.30		6 201698.52 																								*

						3:29:33 PM		670 513.30		6 201698.52 		35		54						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:31:08 PM		670 483.93		6 201679.42 																								*

						3:31:08 PM		670 483.93		6 201679.42 		19		30						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						3:31:56 PM		670 469.75		6 201666.48 																								*

						3:31:56 PM		670 469.75		6 201666.48 		78		120						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						3:35:24 PM		670 444.55		6 201593.11 																								*

		6/20/25		ST301		5:32:17 AM		678 570.58		6 156213.02 		31		43		269605_ST301_01 to 269605_ST301_34		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:33:28 AM		678 574.78		6 156182.27 																								*

						5:33:28 AM		678 574.78		6 156182.27 		15		20						10 – 40		64 mm – 5 m		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:34:00 AM		678 579.62		6 156168.36 																								*

						5:34:00 AM		678 579.62		6 156168.36 		62		86						10 – 40		< 64 mm		NA		Low						Low		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

						5:34:00 AM		678 586.70		6 156106.92 																								*

						5:34:00 AM		678 586.70		6 156106.92 		97		134						< 10		< 64 mm		NA		Not a Reef		Sparse epifauna		-		Not a Reef		FALSE		Not a Reef		FALSE		FALSE		FALSE		FALSE

						5:39:40 AM		678 557.10		6 156014.98 																								*
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																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

																																		*

																																		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE





FoV CalcCOPY

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		100		10		10		0:00		10		10.0		1.0		1.0		1.0

								0:00		10		10.0		1.0		1.0		1.0

								0:00		10		10.0		1.0		1.0		1.0

								0:00		10		10.0		1.0		1.0		1.0

								0:00		10		10.0		1.0		1.0		1.0

												Average		1.0		1.0		1.0

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST001

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		33		18		0:00		5		2.0		0.7		0.4		0.2

								0:02		5		2.0		0.7		0.4		0.2

								0:04		6.8		1.5		0.5		0.3		0.1

								0:06		4.2		2.4		0.8		0.4		0.3

								0:09		6		1.7		0.6		0.3		0.2

												Average		0.6		0.3		0.2

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





		I read this as hours, mins, secs - which is different to online Biigle video which is hours, mins, secs, 100ths sec - 100ths - will not work on this sheet

		0:00

		SO

		0:00		5		so at start - is 5cm laser points

		0:02				this 0 hours, 2 mins and 15 seconds - have to ignore 100ths on biigle

		0:04		6.8		At 4mins and 34 secs from start, lasers are 6.8 cm

		0:06				At 6mins and 42 secs from start, lasers are 4.2 cm

		0:09		6		At 9mins and 1 secs from start, lasers are 6 cm





FoV CalcST004

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22		0:00		4.8		2.1		0.8		0.5		0.4

								0:00		9		1.1		0.4		0.2		0.1

								0:01		7.5		1.3		0.5		0.3		0.2

								0:01		6.2		1.6		0.6		0.4		0.2

								0:02		8		1.3		0.5		0.3		0.1

												Average		0.6		0.3		0.2

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST012

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		11.5		0.9		0.5		0.3		0.1

								0:00		12.5		0.8		0.4		0.2		0.1

								0:00		5.5		1.8		1.0		0.5		0.5

								0:00		5.4		1.9		1.0		0.5		0.5

								0:01		10.8		0.9		0.5		0.3		0.1

												Average		0.7		0.4		0.3

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST013

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		4.5		2.2		1.2		0.7		0.8

								0:00		7		1.4		0.8		0.4		0.3

								0:01		4.2		2.4		1.3		0.7		0.9

								0:01		7.8		1.3		0.7		0.4		0.3

								0:02		4.8		2.1		1.1		0.6		0.7

												Average		1.0		0.6		0.6

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST014

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		5.6		1.8		0.9		0.5		0.5

								0:00		9		1.1		0.6		0.3		0.2

								0:00		4.3		2.3		1.2		0.7		0.8

								0:01		8		1.3		0.7		0.4		0.2

								0:01		5		2.0		1.1		0.6		0.6

												Average		0.9		0.5		0.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST015

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		7		1.4		0.8		0.4		0.3

								0:00		3.7		2.7		1.4		0.8		1.1

								0:00		5.2		1.9		1.0		0.6		0.6

								0:00		9.2		1.1		0.6		0.3		0.2

								0:00		7		1.4		0.8		0.4		0.3

												Average		0.9		0.5		0.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST016

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		6		1.7		0.9		0.5		0.4

								0:01		4		2.5		1.3		0.7		1.0

								0:02		5.3		1.9		1.0		0.6		0.6

								0:03		3.5		2.9		1.5		0.8		1.3

								0:05		8.5		1.2		0.6		0.3		0.2

												Average		1.1		0.6		0.7

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST017

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		8.5		1.2		0.6		0.3		0.2

								0:00		7		1.4		0.8		0.4		0.3

								0:00		9.1		1.1		0.6		0.3		0.2

								0:01		3.4		2.9		1.6		0.9		1.4

								0:01		5		2.0		1.1		0.6		0.6

												Average		0.9		0.5		0.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST018a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		12.5		0.8		0.4		0.2		0.1

								0:00		5.2		1.9		1.0		0.6		0.6

								0:00		6		1.7		0.9		0.5		0.4

								0:01		11.8		0.8		0.4		0.3		0.1

								0:02		5.5		1.8		1.0		0.5		0.5

												Average		0.7		0.4		0.3

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST019a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		10.5		1.0		0.5		0.3		0.1

								0:00		3.5		2.9		1.5		0.8		1.3

								0:00		10.6		0.9		0.5		0.3		0.1

								0:01		3.4		2.9		1.6		0.9		1.4

								0:01		12		0.8		0.4		0.2		0.1

												Average		0.9		0.5		0.6

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST020

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		6.2		1.6		0.9		0.5		0.4

								0:00		7		1.4		0.8		0.4		0.3

								0:01		6		1.7		0.9		0.5		0.4

								0:02		7.5		1.3		0.7		0.4		0.3

								0:03		6		1.7		0.9		0.5		0.4

												Average		0.8		0.5		0.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST021a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		6.8		1.5		0.8		0.4		0.3

								0:01		2		5.0		2.7		1.5		3.9

								0:02		3.2		3.1		1.7		0.9		1.5

								0:03		3.5		2.9		1.5		0.8		1.3

								0:04		5		2.0		1.1		0.6		0.6

												Average		1.5		0.9		1.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust

		AMB NOTE - NO LASERS ON VIDEO USED LASER ENTRIES FROM 22A AS THE STATION AT 21A WAS FLOWN AND STOPPED AT SIMILAR HIEGHTS AND IN A SIMILAR WAY - BROADLY COMPARABLE. 





FoV CalcST022a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		6.8		1.5		0.8		0.4		0.3

								0:01		2		5.0		2.7		1.5		3.9

								0:02		3.2		3.1		1.7		0.9		1.5

								0:03		3.5		2.9		1.5		0.8		1.3

								0:04		5		2.0		1.1		0.6		0.6

												Average		1.5		0.9		1.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST023a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		5		2.0		1.1		0.6		0.6

								0:00		8.5		1.2		0.6		0.3		0.2

								0:00		3.5		2.9		1.5		0.8		1.3

								0:01		7.5		1.3		0.7		0.4		0.3

								0:01		4		2.5		1.3		0.7		1.0

												Average		1.0		0.6		0.7

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST024

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		6.4		1.6		0.8		0.5		0.4

								0:00		6		1.7		0.9		0.5		0.4

								0:00		6		1.7		0.9		0.5		0.4

								0:01		6		1.7		0.9		0.5		0.4

								0:01		5.8		1.7		0.9		0.5		0.5

												Average		0.9		0.5		0.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST025

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		7		1.4		0.8		0.4		0.3

								0:01		4.5		2.2		1.2		0.7		0.8

								0:02		6.5		1.5		0.8		0.5		0.4

								0:03		2.5		4.0		2.1		1.2		2.5

								0:05		6		1.7		0.9		0.5		0.4

												Average		1.2		0.6		0.9

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST044

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		6.2		1.6		0.6		0.4		0.2

								0:02		4		2.5		1.0		0.6		0.6

								0:03		6		1.7		0.7		0.4		0.3

								0:05		6		1.7		0.7		0.4		0.3

								0:06		2.6		3.8		1.5		0.9		1.3

												Average		0.9		0.5		0.5

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST046

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:01		6.8		1.5		0.6		0.3		0.2

								0:02		5		2.0		0.8		0.5		0.4

								0:04		4		2.5		1.0		0.6		0.6

								0:06		3.5		2.9		1.1		0.6		0.7

								0:07		5		2.0		0.8		0.5		0.4

												Average		0.9		0.5		0.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST070

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		9		1.1		0.6		0.3		0.2

								0:00		4.8		2.1		1.1		0.6		0.7

								0:26		7.5		1.3		0.7		0.4		0.3

								0:53		8.5		1.2		0.6		0.3		0.2

								0:01		5.5		1.8		1.0		0.5		0.5

												Average		0.8		0.4		0.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST072

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		8.5		1.2		0.6		0.3		0.2

								0:01		9.6		1.0		0.6		0.3		0.2

								0:02		4.8		2.1		1.1		0.6		0.7

								0:03		3.2		3.1		1.7		0.9		1.5

								0:05		5.2		1.9		1.0		0.6		0.6

												Average		1.0		0.6		0.6

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST074

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:01		6		1.7		0.9		0.5		0.4

								0:02		7.2		1.4		0.7		0.4		0.3

								0:03		3		3.3		1.8		1.0		1.7

								0:05		5		2.0		1.1		0.6		0.6

								0:06		2.8		3.6		1.9		1.1		2.0

												Average		1.3		0.7		1.0

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST087

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		4		2.5		1.3		0.7		1.0

								0:00		7		1.4		0.8		0.4		0.3

								0:01		8.5		1.2		0.6		0.3		0.2

								0:02		3.6		2.8		1.5		0.8		1.2

								0:02		3.8		2.6		1.4		0.8		1.1

												Average		1.1		0.6		0.8

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST093

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		2.8		3.6		1.4		0.8		1.1

								0:01		6		1.7		0.7		0.4		0.3

								0:01		1.5		6.7		2.7		1.5		4.0

								0:02		2.2		4.5		1.8		1.0		1.9

								0:02		3.2		3.1		1.3		0.7		0.9

												Average		1.6		0.9		1.6

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST094

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		2.5		4.0		1.6		0.9		1.4

								0:01		5		2.0		0.8		0.5		0.4

								0:01		1.8		5.6		2.2		1.3		2.8

								0:02		2		5.0		2.0		1.1		2.3

								0:03		2.4		4.2		1.7		0.9		1.6

												Average		1.7		0.9		1.7

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust







FoV CalcST095

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		23		0:00		6.5		1.5		0.6		0.4		0.2

								0:00		3.4		2.9		1.2		0.7		0.8

								0:01		3		3.3		1.3		0.8		1.0

								0:01		3.5		2.9		1.1		0.7		0.8

								0:02		2.5		4.0		1.6		0.9		1.5

												Average		1.2		0.7		0.9

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST098

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		23		0:00		3.2		3.1		1.3		0.7		0.9

								0:02		5		2.0		0.8		0.5		0.4

								0:03		6		1.7		0.7		0.4		0.3

								0:04		2		5.0		2.0		1.2		2.3

								0:06		2		5.0		2.0		1.2		2.3

												Average		1.3		0.8		1.2

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST099

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		23		0:00		6.5		1.5		0.6		0.4		0.2

								0:01		2.2		4.5		1.8		1.0		1.9

								0:03		2		5.0		2.0		1.2		2.3

								0:05		1.7		5.9		2.4		1.4		3.2

								0:07		2.7		3.7		1.5		0.9		1.3

												Average		1.7		1.0		1.8

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST100

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		23		0:01		2.5		4.0		1.6		0.9		1.5

								0:03		2		5.0		2.0		1.2		2.3

								0:03		4.8		2.1		0.8		0.5		0.4

								0:05		2.8		3.6		1.4		0.8		1.2

								0:07		3		3.3		1.3		0.8		1.0

												Average		1.4		0.8		1.3

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST101

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22		0:00		5.5		1.8		0.7		0.4		0.3

								0:04		2.5		4.0		1.6		0.9		1.4

								0:05		2.5		4.0		1.6		0.9		1.4

								0:07		3		3.3		1.3		0.7		1.0

								0:09		3		3.3		1.3		0.7		1.0

												Average		1.3		0.7		1.0

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST102

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22		0:01		6.5		1.5		0.6		0.3		0.2

								0:02		2		5.0		2.0		1.1		2.2

								0:04		2		5.0		2.0		1.1		2.2

								0:05		1.6		6.3		2.5		1.4		3.4

								0:07		2.5		4.0		1.6		0.9		1.4

												Average		1.7		1.0		1.9

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





		I read this as hours, mins, secs - which is different to online Biigle video which is hours, mins, secs, 100ths sec - 100ths - will not work on this sheet

		0:00

		SO

		0:00		5		so at start - is 5cm laser points

		0:02				this 0 hours, 2 mins and 15 seconds - have to ignore 100ths on biigle

		0:04		6.8		At 4mins and 34 secs from start, lasers are 6.8 cm

		0:06				At 6mins and 42 secs from start, lasers are 4.2 cm

		0:09		6		At 9mins and 1 secs from start, lasers are 6 cm





FoV CalcST103

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:01		2.8		3.6		1.4		0.8		1.1

								0:02		5.5		1.8		0.7		0.4		0.3

								0:03		6		1.7		0.7		0.4		0.3

								0:04		2.5		4.0		1.6		0.9		1.4

								0:05		2.5		4.0		1.6		0.9		1.4

												Average		1.2		0.7		0.9

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST104

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:01		3		3.3		1.3		0.8		1.0

								0:02		6.2		1.6		0.6		0.4		0.2

								0:03		3.4		2.9		1.2		0.7		0.8

								0:04		5		2.0		0.8		0.5		0.4

								0:05		2.2		4.5		1.8		1.0		1.9

												Average		1.2		0.6		0.8

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST105

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		6		1.7		0.7		0.4		0.3

								0:00		2		5.0		2.0		1.1		2.3

								0:02		3		3.3		1.3		0.8		1.0

								0:03		4.8		2.1		0.8		0.5		0.4

								0:06		5		2.0		0.8		0.5		0.4

												Average		1.1		0.6		0.9

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST106

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		5		2.0		0.8		0.5		0.4

								0:03		3.2		3.1		1.3		0.7		0.9

								0:04		7		1.4		0.6		0.3		0.2

								0:06		3.8		2.6		1.1		0.6		0.6

								0:07		2.5		4.0		1.6		0.9		1.4

												Average		1.1		0.6		0.7

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





		I read this as hours, mins, secs - which is different to online Biigle video which is hours, mins, secs, 100ths sec - 100ths - will not work on this sheet

		0:00

		SO

		0:00		5		so at start - is 5cm laser points

		0:02				this 0 hours, 2 mins and 15 seconds - have to ignore 100ths on biigle

		0:04		6.8		At 4mins and 34 secs from start, lasers are 6.8 cm

		0:06				At 6mins and 42 secs from start, lasers are 4.2 cm

		0:09		6		At 9mins and 1 secs from start, lasers are 6 cm





FoV CalcST157

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		5		2.0		0.8		0.5		0.4

								0:01		2		5.0		2.0		1.1		2.3

								0:02		3.8		2.6		1.1		0.6		0.6

								0:03		2		5.0		2.0		1.1		2.3

								0:04		2.5		4.0		1.6		0.9		1.4

												Average		1.5		0.8		1.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST198

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		1.7		5.9		2.4		1.3		3.1

								0:01		2.6		3.8		1.5		0.9		1.3

								0:02		4		2.5		1.0		0.6		0.6

								0:03		3		3.3		1.3		0.8		1.0

								0:04		2		5.0		2.0		1.1		2.3

												Average		1.6		0.9		1.7

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST210

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		53		29.5		0:00		9		1.1		0.6		0.3		0.2

								0:01		2.7		3.7		2.0		1.1		2.1

								0:03		10		1.0		0.5		0.3		0.2

								0:05		2.8		3.6		1.9		1.1		2.0

								0:05		3.3		3.0		1.6		0.9		1.4

												Average		1.3		0.7		1.2

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST270a

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:01		2		5.0		2.0		1.1		2.3

								0:01		3		3.3		1.3		0.8		1.0

								0:04		2.5		4.0		1.6		0.9		1.4

								0:07		2.2		4.5		1.8		1.0		1.9

								0:09		4		2.5		1.0		0.6		0.6

												Average		1.6		0.9		1.4

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





FoV CalcST301

		Field of View Calculator



		Actual Laser Scale [cm]		Image width on screen [cm]		Image height on screen [cm]		Time from start of video		Laser width on screen [cm]		Calculated coefficient		Width observed in field
[m]		Height observed in field 
[m]		Area observed in field
[m2]

		10		40		22.5		0:00		6		1.7		0.7		0.4		0.3

								0:02		2.2		4.5		1.8		1.0		1.9

								0:02		2.8		3.6		1.4		0.8		1.1

								0:03		5		2.0		0.8		0.5		0.4

								0:04		1.8		5.6		2.2		1.3		2.8

												Average		1.4		0.8		1.3

						Fill in the Green										Red text is example text

						Leave the Red

						Results box										Amend name on Tab to FoV station/transect name

																Assessment formula will automatically adjust





image1.png

Annex D (draft) Flow diagram for defining the Reef feature
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File Attachment
Appendix J.2 Stony Reef Assessment.xlsx


Info



		Drop-down information - do not delete



		Quality 						Cover
[%]		Elevation
[cm]						Assessment Criteria

		0		Completely unusable segment (low viz or where camera did not move during 5 secs				*		*										Elevation (m)

		1		Low quality image i.e low confidence in one or more criteria recorded. 				0		<2										<2		2-5		5-10		>10

		2		Good quality - high confidence in criteria recorded. 				<10		2-5						Cover (%)		<10		Not a Reef		Not a Reef		Not a Reef		Not a Reef

								10-20		5-10								10-20		Not a Reef		Low		Low		Low

								20-30		>10								20-30		Not a Reef		Low		Medium 		Medium 

								>30										>30		Not a Reef		Low		Medium 		High



















Summary Table - Report

		Length of transect summary



		Transect		Total Transect Length
[m]		Proportion of Transect

						Unusable [%]		No reef
[%]		Not a reef
[%]		Low reef
[%]		Medium reef
[%]		High reef
[%]



		TR01		2		0.0		5.1		38.2		29.8		26.9		0.0				Guidance: Link each row to transect specific data. Select row, columns B to H and find and replace 'Template' for Tab Name

		TR02		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR03		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR04		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR05		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR06		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR07		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR08		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR09		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR10		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR11		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR12		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR13		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR14		2		0.0		5.1		38.2		29.8		26.9		0.0

		TR15		2		0.0		5.1		38.2		29.8		26.9		0.0







Appendix Table

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Transect		Section		Start of Section				End of Section				Length 
[m]		Cover
[%]		Elevation
[cm]		Reefiness

						Easting		Northing		Easting		Northing

		ST011		1		727 381.6		5 913 403.5		727 371.7		5 913 502.8		99.8		>30		5-10		Medium reef

				2		727 371.7		5 913 502.8		727 372.4		5 913 507.5		4.7		10-20		2-5		Low reef

				3		727 372.4		5 913 507.5		727 365.2		5 913 550.6		43.7		>30		5-10		Medium reef

				4		727 365.2		5 913 550.6		727 365.7		5 913 555.3		4.7		10-20		2-5		Low reef

				5		727 365.7		5 913 555.3		727 370.9		5 913 566.5		12.4		>30		5-10		Medium reef

				6		727 370.9		5 913 566.5		727 372.1		5 913 572.3		5.9		10-20		2-5		Low reef

				7		727 372.1		5 913 572.3		727 380.8		5 913 590.6		20.3		<10		>2		Not a reef

				8		727 380.8		5 913 590.6		727 383.8		5 913 600.2		10.0		10-20		2-5		Low reef

				9		727 383.8		5 913 600.2		727 386.3		5 913 641.2		41.1		>30		5-10		Medium reef

				10		727 386.3		5 913 641.2		727 387.5		5 913 647.2		6.1		<10		5-10		Not a reef

		ST008		1		724 521.3		5 920 388.3		724 535.0		5 920 341.1		49.1		>30		<2		Not a reef





Example

		Fill in one of these sheets for each transect

		From start of video		From video overlay												Automated - drag formula down		To assess from video - Format as example						Automated - drag formulas down				WORKINGS OF FORMULA IN COLUMN E
IF INSERT ANY ROWS, ENSURE COPY FORMULAE INTO THEM OR YOUR REEFINESS WILL BE ERRONEOUS																		Automated - Based on column H and L																For GIS:
Note down time and coordinates every time there is a change in the reefiness classification for each section. For example if a section has been classified as 'Not a Reef' and the following one is 'Low Reef', write down the time and the coordinates at the end of the 'Not a Reef' section as EOL/SOL and so on.  Keep note of the unusable sections as well.

		Geodetic Parameters: copy from QCed report

		Video Segment 
[sec]		Positional Fix Log Time [SOL]		SOL_Easting		SOL_Northing		Positional Fix Log Time [EOL]		EOL_Easting		EOL_Northing		Length 
[m]		Quality 		Cover
[%]		Elevation
[cm]		Reefiness				No reef		Not a reef		Low reef		Low reef		Medium reef		Medium reef		High reef		Unusable				Length of sections [m]																Classification		Time				SOL				EOL						Drop-down tabs

		00:00-00:32		6:36:35		638 641.6		5 885630.4 		6:37:07		638 641.6		5 885630.3 		0.1		2						No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE				Total Transect Length [m]		Unusable		No reef		Not a reef		Low reef		Medium reef		High reef				Type of Reef		SOL		EOL		Eastings		Northings		Eastings		Northings				Quality		Cover
[%]		Elevation
[cm]

		00:32-00:39		6:37:07		638 641.6		5 885630.3 		6:37:14		638 641.7		5 885630.4 		0.1		2		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE				1.6		0.00		0.08		0.60		0.47		0.42		0.00				No reef		6:36:35		6:37:07		638 641.6		5 885630.4 		638 641.6		5 885630.3 				0		*		*

		00:39-00:52		6:37:14		638 641.7		5 885630.4 		6:37:26		638 641.8		5 885630.5 		0.1		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE						Proportion of Transect by Length [%]														Low reef		6:37:07		6:37:14		638 641.6		5 885630.3 		638 641.7		5 885630.4 				1		0		<2

		00:52-01:01		6:37:26		638 641.8		5 885630.5 		6:37:35		638 641.8		5 885630.4 		0.1		2		<10		2-5		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE						0.00		5.13		38.20		29.76		26.91		0.00				Medium reef		6:37:14		6:37:26		638 641.7		5 885630.4 		638 641.8		5 885630.5 				2		<10		2-5

		01:01-01:29		6:37:35		638 641.8		5 885630.4 		6:38:03		638 641.6		5 885630.2 		0.3		2		20-30		2-5		Low reef				FALSE		FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE																				Not a reef 		6:37:26		6:37:35		638 641.8		5 885630.5 		638 641.8		5 885630.4 						10-20		5-10

		01:29-01:38		6:38:03		638 641.6		5 885630.2 		6:38:12		638 641.3		5 885630.1 		0.3		2		<10		<2		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE						These formulas will calculate the length in meters of each reef classification based on their coordinates. There is a Sumif formula so it is very important to check the spelling of each classification value you input (i.e. no gap after the word reef). If you have more data than the number of lines (line 5999) remember to adjust the formulas in these tables to the new range of cells.														Low reef		6:37:35		6:38:03		638 641.8		5 885630.4 		638 641.6		5 885630.2 						20-30		>10

		01:38-02:17		6:38:12		638 641.3		5 885630.1 		6:39:51		638 641.2		5 885630.2 		0.2		2		20-30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE		FALSE																				Not a reef 		6:38:03		6:38:12		638 641.6		5 885630.2 		638 641.3		5 885630.1 						>30

		02:17-02:46		6:39:51		638 641.2		5 885630.2 		6:40:20		638 641.4		5 885630.2 		0.2		2		<10		2-5		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

		02:46-4:26		6:40:20		638 641.4		5 885630.2 		6:41:14		638 641.5		5 885630.2 		0.1		2		10-20		5-10		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE

		04:26-5:00		6:41:14		638 641.5		5 885630.2 		6:41:48		638 641.6		5 885630.1 		0.1		2		20-30		>10		Medium reef				FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE		FALSE

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable
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																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable





Template

		Fill in one of these sheets for each transect

		From start of video		From video overlay												Automated - drag formula down		To assess from video - Format as example						Automated - drag formulas down				WORKINGS OF FORMULA IN COLUMN E
IF INSERT ANY ROWS, ENSURE COPY FORMULAE INTO THEM OR YOUR REEFINESS WILL BE ERRONEOUS																		Automated - Based on column H and L																For GIS:
Note down time and coordinates every time there is a change in the reefiness classification for each section. For example if a section has been classified as 'Not a Reef' and the following one is 'Low Reef', write down the time and the coordinates at the end of the 'Not a Reef' section as EOL/SOL and so on.  Keep note of the unusable sections as well.

		Geodetic Parameters: copy from QCed report

		Video Segment 
[sec]		Positional Fix Log Time [SOL]		SOL_Easting		SOL_Northing		Positional Fix Log Time [EOL]		EOL_Easting		EOL_Northing		Length 
[m]		Quality 		Cover
[%]		Elevation
[cm]		Reefiness				No reef		Not a reef		Low reef		Low reef		Medium reef		Medium reef		High reef		Unusable				Length of sections [m]																Classification		Time				SOL				EOL						Drop-down tabs

		00:00-00:32		6:36:35		638 641.6		5 885630.4 		6:37:07		638 641.6		5 885630.3 		0.1		2						No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE				Total Transect Length [m]		Unusable		No reef		Not a reef		Low reef		Medium reef		High reef				Type of Reef		SOL		EOL		Eastings		Northings		Eastings		Northings				Quality		Cover
[%]		Elevation
[cm]

		00:32-00:39		6:37:07		638 641.6		5 885630.3 		6:37:14		638 641.7		5 885630.4 		0.1		2		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE				1.6		0.00		0.08		0.60		0.47		0.42		0.00				No reef		6:36:35		6:37:07		638 641.6		5 885630.4 		638 641.6		5 885630.3 				0		*		*

		00:39-00:52		6:37:14		638 641.7		5 885630.4 		6:37:26		638 641.8		5 885630.5 		0.1		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE						Proportion of Transect by Length [%]														Low reef		6:37:07		6:37:14		638 641.6		5 885630.3 		638 641.7		5 885630.4 				1		0		<2

		00:52-01:01		6:37:26		638 641.8		5 885630.5 		6:37:35		638 641.8		5 885630.4 		0.1		2		<10		2-5		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE						0.00		5.13		38.20		29.76		26.91		0.00				Medium reef		6:37:14		6:37:26		638 641.7		5 885630.4 		638 641.8		5 885630.5 				2		<10		2-5

		01:01-01:29		6:37:35		638 641.8		5 885630.4 		6:38:03		638 641.6		5 885630.2 		0.3		2		20-30		2-5		Low reef				FALSE		FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE																				Not a reef 		6:37:26		6:37:35		638 641.8		5 885630.5 		638 641.8		5 885630.4 						10-20		5-10

		01:29-01:38		6:38:03		638 641.6		5 885630.2 		6:38:12		638 641.3		5 885630.1 		0.3		2		<10		<2		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE						These formulas will calculate the length in meters of each reef classification based on their coordinates. There is a Sumif formula so it is very important to check the spelling of each classification value you input (i.e. no gap after the word reef). If you have more data than the number of lines (line 5999) remember to adjust the formulas in these tables to the new range of cells.														Low reef		6:37:35		6:38:03		638 641.8		5 885630.4 		638 641.6		5 885630.2 						20-30		>10

		01:38-02:17		6:38:12		638 641.3		5 885630.1 		6:39:51		638 641.2		5 885630.2 		0.2		2		20-30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE		FALSE																				Not a reef 		6:38:03		6:38:12		638 641.6		5 885630.2 		638 641.3		5 885630.1 						>30

		02:17-02:46		6:39:51		638 641.2		5 885630.2 		6:40:20		638 641.4		5 885630.2 		0.2		2		<10		2-5		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE

		02:46-4:26		6:40:20		638 641.4		5 885630.2 		6:41:14		638 641.5		5 885630.2 		0.1		2		10-20		5-10		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE

		04:26-5:00		6:41:14		638 641.5		5 885630.2 		6:41:48		638 641.6		5 885630.1 		0.1		2		20-30		>10		Medium reef				FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE		FALSE

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable
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																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable





ST011

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Video Segment 
[sec]		Positional Fix Log Time [SOL]		SOL_Easting		SOL_Northing		Positional Fix Log Time [EOL]		EOL_Easting		EOL_Northing		Length 
[m]		Quality 		Cover
[%]		Elevation
[cm]		Reefiness				No reef		Not a reef		Low reef		Low reef		Medium reef		Medium reef		High reef		Unusable				Length of sections [m]																Classification		Time				SOL				EOL						Drop-down tabs

		00:00-05:24		13:15:06		727 381.6		5 913403.5 		13:20:31		727 371.7		5 913502.8 		99.8		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE				Total Transect Length [m]		Unusable		No reef		Not a reef		Low reef		Medium reef		High reef				Type of Reef		SOL		EOL		Eastings		Northings		Eastings		Northings				Quality		Cover
[%]		Elevation
[cm]

		05:24-05:42		13:20:31		727 371.7		5 913502.8 		13:20:50		727 372.4		5 913507.5 		4.7		2		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE				248.8		0.00		0.00		26.47		25.36		196.93		0.00				Medium reef		13:15:06		13:20:31		727 381.6		5 913403.5 		727 371.7		5 913502.8 				0		*		*

		05:42-07:52		13:20:50		727 372.4		5 913507.5 		13:23:00		727 365.2		5 913550.6 		43.7		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE						Proportion of Transect by Length [%]														Low reef		13:20:31		13:20:50		727 371.7		5 913502.8 		727 372.4		5 913507.5 				1		0		<2

		07:52-08:09		13:23:00		727 365.2		5 913550.6 		13:23:16		727 365.7		5 913555.3 		4.7		2		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE						0.00		0.00		10.64		10.19		79.17		0.00				Medium reef		13:20:50		13:23:00		727 372.4		5 913507.5 		727 365.2		5 913550.6 				2		<10		2-5

		08:09-08:47		13:23:16		727 365.7		5 913555.3 		13:23:54		727 370.9		5 913566.5 		12.4		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE																				Low reef		13:23:00		13:23:16		727 365.2		5 913550.6 		727 365.7		5 913555.3 						10-20		5-10

		08:47-09:07		13:23:54		727 370.9		5 913566.5 		13:24:14		727 372.1		5 913572.3 		5.9		1		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE						These formulas will calculate the length in meters of each reef classification based on their coordinates. There is a Sumif formula so it is very important to check the spelling of each classification value you input (i.e. no gap after the word reef). If you have more data than the number of lines (line 5999) remember to adjust the formulas in these tables to the new range of cells.														Medium reef		13:23:16		13:23:54		727 365.7		5 913555.3 		727 370.9		5 913566.5 						20-30		>10

		09:07-10:06		13:24:14		727 372.1		5 913572.3 		13:25:13		727 380.8		5 913590.6 		20.3		1		<10		>2		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE																				Low reef		13:23:54		13:24:14		727 370.9		5 913566.5 		727 372.1		5 913572.3 						>30

		10:06-10:35		13:25:13		727 380.8		5 913590.6 		13:25:43		727 383.8		5 913600.2 		10.0		2		10-20		2-5		Low reef				FALSE		FALSE		Low reef		FALSE		FALSE		FALSE		FALSE		FALSE																				Not a reef 		13:24:14		13:25:13		727 372.1		5 913572.3 		727 380.8		5 913590.6 

		10:35-12:56		13:25:43		727 383.8		5 913600.2 		13:28:03		727 386.3		5 913641.2 		41.1		2		>30		5-10		Medium reef				FALSE		FALSE		FALSE		FALSE		FALSE		Medium reef		FALSE		FALSE																				Low reef		13:25:13		13:25:43		727 380.8		5 913590.6 		727 383.8		5 913600.2 

		12:56-13:17		13:28:03		727 386.3		5 913641.2 		13:28:24		727 387.5		5 913647.2 		6.1		2		<10		5-10		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE																				Medium reef		13:25:43		13:28:03		727 383.8		5 913600.2 		727 386.3		5 913641.2 





ST008

		Fill in one of these sheets for each transect

		From start of video		From video overlay												Automated - drag formula down		To assess from video - Format as example						Automated - drag formulas down				WORKINGS OF FORMULA IN COLUMN E
IF INSERT ANY ROWS, ENSURE COPY FORMULAE INTO THEM OR YOUR REEFINESS WILL BE ERRONEOUS																		Automated - Based on column H and L																For GIS:
Note down time and coordinates every time there is a change in the reefiness classification for each section. For example if a section has been classified as 'Not a Reef' and the following one is 'Low Reef', write down the time and the coordinates at the end of the 'Not a Reef' section as EOL/SOL and so on.  Keep note of the unusable sections as well.

		Geodetic Parameters: copy from QCed report

		Video Segment 
[sec]		Positional Fix Log Time [SOL]		SOL_Easting		SOL_Northing		Positional Fix Log Time [EOL]		EOL_Easting		EOL_Northing		Length 
[m]		Quality 		Cover
[%]		Elevation
[cm]		Reefiness				No reef		Not a reef		Low reef		Low reef		Medium reef		Medium reef		High reef		Unusable				Length of sections [m]																Classification		Time				SOL				EOL						Drop-down tabs

		00:00-02:13		19:47:52		724 521.3		5 920388.3 		19:50:06		724 535.0		5 920341.1 		49.1		1		>30		<2		Not a reef				FALSE		Not a reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE				Total Transect Length [m]		Unusable		No reef		Not a reef		Low reef		Medium reef		High reef				Type of Reef		SOL		EOL		Eastings		Northings		Eastings		Northings				Quality		Cover
[%]		Elevation
[cm]

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable				49.1		0.00		0.00		49.13		0.00		0.00		0.00				Not a reef 		19:47:52		19:50:06		724 521.3		5 920388.3 		724 535.0		5 920341.1 				0		*		*

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable						Proportion of Transect by Length [%]																														1		0		<2

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable						0.00		0.00		100.00		0.00		0.00		0.00																				2		<10		2-5

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable																																						10-20		5-10

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable						These formulas will calculate the length in meters of each reef classification based on their coordinates. There is a Sumif formula so it is very important to check the spelling of each classification value you input (i.e. no gap after the word reef). If you have more data than the number of lines (line 5999) remember to adjust the formulas in these tables to the new range of cells.																																20-30		>10

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable																																						>30

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																								No reef				No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable
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																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable
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																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable

																												No reef		FALSE		FALSE		FALSE		FALSE		FALSE		FALSE		Unusable






File Attachment
Appendix J.3 Sabellaria spinulosa Reef Assessment.xlsx


Density SACFOR

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Stations		Start of Line/Section						End of Line/Section						Folk (1954) Sediment Description		EUNIS Habitat Type		Section Length 
[m]		Taxon		Pennatula phosphorea						Virgularia						Anthozoa						Actiniaria						Urticina						Ceriantharia						Sagartiidae						Halcampoididae						Hormathiidae						Asteroidea						Astropecten irregularis						Asterias rubens						Crossaster papposus						Luidia						Luidia ciliaris						Echinoidea						Echinus esculentus						Goniasteridae						Henricia						Hippasteria phrygiana						Ophiura albida						Ophiura ophiura						Ophiuroidea						Spatangoida						Stichastrella rosea						Atelecyclus rotundatus						Cancer pagurus						Corystes cassivelaunus						Majoidea						Galatheoidea						Decapoda						Homarus gammarus						Munididae						Necora puber						Paguroidea						Polybiidae						Ebalia						Inachidae						Agonus cataphractus						Ammodytidae						Anguilliformes						Callionymidae						Melanogrammus aeglefinus						Elasmobranchii						Gadidae						Gadus morhua						Gobiidae						Myxine glutinosa						Sebastidae						Soleidae						Pleuronectes platessa						Pleuronectiformes						Osteichthyes						Triglidae						Trisopterus						Trachinidae						Pholis gunnellus						Buccinidae						Calliostomatidae						Aequipecten opercularis						Gastropoda						Nudibranchia						Pecten maximus						Pectinidae						Bivalvia						Trochida						Pharidae						Aphrodita aculeata						Aphroditiformia						Onuphidae						Sabellida						Solitary Ascidiacea						Mounds						Nephrops Burrows (> 15 cm)						Burrows
(3 cm to 15 cm)						Caridea

																						Size Category [cm]		3-15						3-15						3-15						3-15						3-15						3-15						3-15						3-15						3-15						>15						3-15						>15						>15						>15						>15						3-15						>15						3-15						3-15						3-15						3-15						3-15						3-15						>15						3-15						3-15						3-15						3-15						3-15						3-15						3-15						>15						3-15						3-15						3-15						3-15						1-3						3-15						3-15						3-15						>15						3-15						>15						>15						>15						>15						3-15						3-15						>15						>15						>15						>15						3-15						>15						>15						>15						3-15						3-15						1-3						3-15						1-3						1-3						3-15						3-15						3-15						1-3						3-15						3-15						3-15						1-3						3-15						3-15						3-15						>15						3-15						3-15

				Time from Start of Video		Easting
[m]		Northing
[m]		Time from Start of Video		Easting
[m]		Northing
[m]								Approximate Area Observed [m2]		Count		Density 
[No/m2]		SACFOR		Count		Density 
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[No/m2]		SACFOR		Count		Density 
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[No/m2]		SACFOR		Count		Density 
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[No/m2]		SACFOR		Count		Density 
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[No/m2]		SACFOR		Count		Density 
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[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		ST231 and ST250		Density 
[No/m2]		SACFOR

		ST001		12:00:00 AM		723 046.6		5 908598.8 		12:11:38 AM		723 198.0		5 908454.8 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		208.9		131.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		18		0.14		Frequent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST002		12:00:00 AM		724 770.1		5 909631.9 		12:03:39 AM		724 802.0		5 909583.5 		Sand with shell fragments and small scale ripples		MB523 - Faunal communities of full salinity Atlantic infralittoral sand		58.0		38.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		12		0.31		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.10		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST003		12:00:00 AM		726 552.8		5 911198.5 		12:01:18 AM		726 551.0		5 911226.7 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		28.2		16.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		38		2.27		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:18 AM		726 551.0		5 911226.7 		12:01:30 AM		726 548.2		5 911231.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		5.2		3.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.32		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.32		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:30 AM		726 548.2		5 911231.1 		12:01:54 AM		726 543.9		5 911240.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		9.9		5.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.17		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.17		Frequent		25		4.26		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:54 AM		726 543.9		5 911240.0 		12:02:16 AM		726 540.7		5 911246.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		7.0		4.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		2.18		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:02:16 AM		726 540.7		5 911246.2 		12:02:45 AM		726 534.4		5 911253.4 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		9.6		5.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		12		2.11		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST004		12:00:00 AM		727 084.6		5 912678.0 		12:03:03 AM		727 099.9		5 912731.8 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and cobbles		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		55.9		31.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.19		Frequent		0		0.00		Absent		23		0.73		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		43		1.36		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.22		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.22		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST005		12:00:00 AM		727 200.1		5 914554.9 		12:12:14 AM		727 153.7		5 914765.4 		Mixed sediment (sandy mud/muddy sand with pebbles,  cobbles, sparse boulders, consolidated areas and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		215.6		234.2		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		69		0.29		Frequent		0		0.00		Absent		27		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		18		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		7		0.03		Occasional		1		0.00		Present		0		0.00		Absent		1		0.00		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST006a		12:00:00 AM		726 188.0		5 916382.2 		12:11:36 AM		726 328.9		5 916545.0 		Mixed sediment (sandy mud/muddy sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas, and patches of raised reef and exposed clay		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		215.3		168.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		164		0.97		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		0		0.00		Absent		17		0.10		Common		3		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		540		3.21		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Occasional		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		33		0.20		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.08		Occasional		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST007		12:00:00 AM		724 891.0		5 918076.0 		12:02:31 AM		724 887.1		5 918024.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders and consolidated areas)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		51.6		33.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		40		1.21		Common		0		0.00		Absent		166		5.01		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.09		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.12		Frequent		0		0.00		Absent		1		0.03		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST008		12:00:00 AM		724 521.3		5 920388.3 		12:02:13 AM		724 535.0		5 920341.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas and patches of exposed clay). Low lying Sabellaria spinulosa crust present		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		49.1		37.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.21		Frequent		0		0.00		Absent		179		4.78		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.21		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST009		12:00:00 AM		725 917.4		5 910179.4 		12:10:01 AM		725 802.1		5 910353.6 		Muddy sand/sandy mud with shell fragments and areas of soft rock with piddock holes		MC621 - Faunal communities of Atlantic circalittoral mud		208.8		142.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST010		0:00:00		723 217.6		5 923176.7 		12:09:45 AM		723 294.8		5 922982.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		208.6		149.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.05		Occasional		0		0.00		Absent		111		0.74		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		21		0.14		Common		5		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.03		Occasional		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST011		0:00:00		727 381.6		5 913403.5 		12:09:47 AM		727 379.1		5 913584.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles and patches of exposed clay). Raised Sabellaria spinulosa reef		MC2211 - Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment		181.1		168.1		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		133		0.79		Frequent		0		0.00		Absent		125		0.74		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.04		Frequent		2		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		107		0.64		Frequent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		90		0.54		Frequent		1		0.01		Present		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:09:47		727 379.1		5 913584.6 		12:13:16 AM		727 387.5		5 913647.2 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with patches of soft sediment deposits). Raised Sabellaria spinulosa reef		MC2211 - Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment		63.2		58.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		60		1.02		Common		0		0.00		Absent		37		0.63		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		18		0.31		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		5		0.09		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST012		0:00:00		722 040.7		5 926867.2 		0:02:18		722 090.6		5 926849.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.8		42.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.17		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST013		0:00:00		722 832.2		5 928622.9 		0:02:34		722 836.7		5 928676.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.2		40.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		19		0.47		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.10		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST014		0:00:00		724 631.2		5 929507.5 		0:02:22		724 607.2		5 929554.5 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		52.8		51.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		31		0.61		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST015		0:00:00		726 302.8		5 930406.3 		0:01:58		726 299.9		5 930456.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.8		50.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		17		0.34		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		3		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST016		0:00:00		728 236.0		5 930854.0 		0:08:06		728 231.5		5 931067.8 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		213.8		169.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		144		0.85		Frequent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.05		Frequent		7		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		5		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST017		0:00:00		730 156.2		5 931480.1 		0:02:20		730 153.1		5 931543.7 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		63.6		53.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		91		1.72		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		4		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST018a		0:00:00		731 960.3		5 932419.2 		0:02:43		731 918.1		5 932390.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.1		29.2		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		25		0.86		Frequent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		128		4.38		Abundant		2		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.24		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		1		0.03		Occasional		2		0.07		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0.01		0.00		Present

		ST019a		0:00:00		733 456.5		5 933582.7 		0:02:12		733 415.3		5 933619.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		55.4		56.4		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		40		0.71		Frequent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.19		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST020		0:00:00		732 674.3		5 935466.3 		0:04:45		732 574.9		5 935637.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC521 - Faunal communities of Atlantic circalittoral sand		197.8		204.2		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		145		0.71		Frequent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST021a		0:00:00		734 438.1		5 937125.5 		0:03:27		734 417.1		5 937077.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.5		54.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		81		1.49		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST022a		0:00:00		735 702.0		5 938674.7 		0:06:37		735 697.9		5 938625.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		49.8		47.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		76		1.60		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST023a		0:00:00		737 169.0		5 940169.2 		0:02:15		737 120.0		5 940152.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		55.7		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		34		0.61		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		6		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Rare		0		0.00		Absent		0		0.00		Absent		1		0.02		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		21		0.38		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST024		0:00:00		738 088.2		5 941813.4 		0:01:49		738 097.4		5 941863.1 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.5		46.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		100		2.15		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST025		0:00:00		739 439.6		5 943198.9 		0:08:41		739 377.7		5 943415.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		225.3		222.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		178		0.80		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		6		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST026		0:00:00		740 512.7		5 945034.2 		0:02:41		740 540.8		5 944942.2 		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		96.2		142.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST027		0:00:00		741 433.2		5 946427.6 		0:03:04		741 424.6		5 946375.7 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.7		60.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST028		0:00:00		742 526.2		5 948911.7 		0:03:47		742 546.0		5 948851.5 		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		63.3		72.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.15		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST029		0:00:00		743 754.8		5 951345.2 		0:02:41		743 778.6		5 951282.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		66.7		68.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST030b		0:00:00		744 319.6		5 952431.9 		0:08:25		744 097.6		5 952463.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		224.2		332.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST031		0:00:00		744 415.0		5 952744.1 		0:09:49		744 387.8		5 952966.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		223.7		257.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST032		0:00:00		744 528.0		5 953252.8 		0:08:17		744 531.7		5 953453.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.1		198.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST033		12:00:00 AM		744 782.0		5 954117.9 		12:12:08 AM		744 756.6		5 954329.4 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.0		216.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST034		12:00:00 AM		744 624.8		5 953712.8 		12:11:28 AM		744 605.6		5 953930.7 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		218.8		246.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		19		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST035		0:00:00		745 125.1		5 954568.6 		0:15:44		745 084.5		5 954780.5 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		215.7		229.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		33		0.14		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST036		0:00:00		745 065.2		5 955182.9 		0:38:28		745 152.0		5 955003.5 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		199.3		220.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST037		0:00:00		745 071.6		5 955433.9 		0:30:43		745 056.5		5 955233.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.7		206.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		63		0.31		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST038		0:00:00		745 380.0		5 955726.7 		0:22:05		745 461.8		5 955549.6 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		195.1		171.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		68		0.40		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST039		0:00:00		745 561.3		5 956210.4 		0:17:37		745 530.1		5 955995.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		217.0		226.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		31		0.14		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST040		0:00:00		745 685.5		5 956452.3 		0:07:48		745 731.2		5 956640.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		193.5		218.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST041		0:00:00		745 885.3		5 956898.2 		0:07:32		745 923.3		5 957098.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		203.4		187.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		21		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST042		0:00:00		746 256.2		5 957367.3 		0:07:26		746 235.6		5 957595.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		228.6		256.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		24		0.09		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST043		0:00:00		746 319.4		5 957852.7 		0:07:05		746 351.9		5 958059.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.8		212.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		99		0.47		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST044		0:00:00		746 786.0		5 958378.6 		0:08:28		746 640.3		5 958492.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		185.1		180.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		160		0.89		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		12		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST045		0:00:00		746 913.2		5 958926.6 		0:07:54		746 702.5		5 958895.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.0		249.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		148		0.59		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST046		0:00:00		747 024.1		5 959456.4 		0:08:20		746 824.7		5 959437.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.3		170.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		177		1.04		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		20		0.12		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST047		0:00:00		747 060.3		5 960007.2 		0:10:02		746 941.8		5 959866.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		183.9		209.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		169		0.81		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		24		0.11		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST048		0:00:00		747 127.5		5 960501.3 		0:09:43		747 197.2		5 960282.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		229.5		192.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		40		0.21		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		22		0.11		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST049		0:00:00		747 240.1		5 960962.3 		0:07:57		747 300.0		5 960758.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.3		185.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		34		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		24		0.13		Common		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST050		0:00:00		747 367.6		5 961496.1 		0:09:32		747 394.8		5 961261.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		236.6		205.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		30		0.15		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST051		0:00:00		747 443.0		5 961948.6 		0:08:10		747 488.0		5 961744.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.0		211.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		131		0.62		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		22		0.10		Common		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST052		0:00:00		747 471.0		5 962221.0 		0:11:38		747 450.9		5 962427.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.5		199.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		21		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST053		0:00:00		746 740.2		5 962655.6 		0:15:26		746 725.6		5 962856.1 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		209.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST054		0:00:00		746 789.9		5 963186.7 		0:13:48		746 758.3		5 963391.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.0		205.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST055		0:00:00		747 175.6		5 963690.5 		0:12:31		747 089.3		5 963882.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		210.8		216.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		28		0.13		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST056		0:00:00		747 150.9		5 964186.4 		0:12:36		747 125.0		5 964396.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.0		241.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		26		0.11		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST057		0:00:00		747 120.7		5 964688.8 		0:09:01		747 134.3		5 964883.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		195.2		209.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.04		Frequent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST058		0:00:00		747 045.4		5 965179.4 		0:09:07		747 069.0		5 965390.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.8		253.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST059		0:00:00		746 984.2		5 965673.3 		0:09:10		746 985.0		5 965886.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.5		240.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST060		0:00:00		746 836.3		5 966374.0 		0:17:00		746 831.5		5 966167.2 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		206.9		221.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		22		0.10		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		16		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST061		0:00:00		746 708.1		5 966857.7 		0:17:38		746 634.4		5 966695.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		177.9		201.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST062		0:00:00		746 588.0		5 967342.2 		0:17:45		746 595.5		5 967133.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.4		258.7		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		28		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.04		Frequent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST063		0:00:00		746 468.6		5 967826.0 		0:02:00		746 459.5		5 967799.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		27.7		28.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:02:00		746 459.5		5 967799.8 		0:15:00		746 535.4		5 967649.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		168.3		175.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST064		0:00:00		746 354.0		5 968104.2 		0:08:57		746 257.3		5 968244.5 		Gravelly sand with shell fragments and sparse pebbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		170.5		154.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST065		0:00:00		746 195.1		5 968492.6 		0:07:08		746 106.1		5 968635.6 		Gravelly sand with shell fragments and sparse pebbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		168.4		258.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST066		0:00:00		746 119.2		5 969071.1 		0:10:09		746 035.4		5 969264.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		210.9		228.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST067		0:00:00		746 040.4		5 969352.7 		0:08:00		745 940.3		5 969447.6 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		138.0		157.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST067		0:08:00		745 940.3		5 969447.6 		0:10:53		745 886.3		5 969488.7 		Gravelly sand with shell fragments		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		67.9		77.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST068		0:00:00		746 008.4		5 969578.8 		0:09:44		745 906.8		5 969752.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		234.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		15		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		14		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST069		0:00:00		745 801.6		5 970232.2 		0:08:49		745 790.6		5 970031.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.9		220.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		47		0.21		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		10		0.05		Frequent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		1		0.00		Rare		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST070		0:00:00		722 491.1		5 924947.7 		0:01:28		722 503.7		5 924906.5 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		43.0		37.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.11		Frequent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.08		Frequent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST071		0:00:00		745 691.2		5 970720.6 		0:07:08		745 682.6		5 970507.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.4		230.6		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		18		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		18		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.05		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST072		0:00:00		722 238.6		5 927723.5 		0:09:00		722 313.6		5 927916.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		206.7		166.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		76		0.46		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		3		0.02		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		20		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0.01		0.00		Present

		ST073		0:00:00		745 574.2		5 971201.2 		0:07:23		745 540.1		5 970991.1 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.8		179.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		0		0.00		Absent		24		0.13		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		1		0.01		Rare		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.03		Frequent		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST074		0:00:00		745 523.1		5 971621.8 		0:11:02		745 354.4		5 971492.3 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.7		242.1		0		0.00		Absent		0		0.00		Absent		6		0.02		Occasional		0		0.00		Absent		61		0.25		Frequent		8		0.03		Occasional		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		19		0.08		Frequent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		13		0.05		Occasional		7		0.03		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST078		0:00:00		744 868.8		5 973321.3 		  00:05:45		744 895.3		5 973266.3 		Gravelly sand with shell fragments. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		61.1		55.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST079		0:00:00		744 407.2		5 973834.9 		  00:05:45		744 415.8		5 973796.7 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders. Consolidated hard ground in appearance		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		39.2		38.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		37		0.97		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.08		Frequent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.16		Frequent		2		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0.01		0.00		Present

		ST081		0:00:00		742 714.2		5 974845.9 		0:02:14		742 712.6		5 974782.6 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		63.3		72.0		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		21		0.29		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST082		0:00:00		742 141.6		5 976841.4 		0:09:28		742 094.5		5 976669.0 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		178.7		175.4		0		0.00		Absent		0		0.00		Absent		5		0.03		Occasional		0		0.00		Absent		374		2.13		Common		1		0.01		Rare		1		0.01		Rare		5		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		1		0.01		Rare		6		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0.01		0.00		Present

		ST084		0:00:00		741 719.3		5 978657.5 		0:02:59		741 674.1		5 978689.1 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles and boulders		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		55.1		59.5		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		59		0.99		Frequent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		2		0.03		Occasional		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST085		0:00:00		741 555.5		5 979312.3 		0:02:35		741 522.6		5 979353.8 		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		52.9		57.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.07		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.09		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST087		0:00:00		746 741.7		5 950077.3 		0:03:27		746 758.7		5 950143.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		68.1		76.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		28		0.37		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST088		0:00:00		741 059.7		5 981353.4 		0:02:51		741 002.8		5 981382.4 		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		63.9		95.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST089		0:00:00		740 821.8		5 982075.9 		0:03:08		740 781.6		5 982115.8 		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		56.6		65.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST090		0:00:00		740 666.5		5 982521.0 		0:02:35		740 602.6		5 982523.4 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		63.9		71.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST091		0:00:00		740 340.8		5 983449.4 		0:02:14		740 281.1		5 983439.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.5		93.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST092		0:00:00		739 467.5		5 985744.5 		0:02:42		739 455.7		5 985801.9 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.6		63.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		18		0.28		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST093		12:00:00 AM		743 326.2		5 950185.1 		12:04:18 AM		743 328.6		5 950236.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		98.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST094		12:00:00 AM		745 725.9		5 950031.6 		12:04:34 AM		745 707.1		5 950079.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		86.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		15		0.17		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		75		0.87		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST095		12:00:00 AM		747 209.4		5 950157.5 		12:04:01 AM		747 201.9		5 950209.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.2		61.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		13		0.21		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST096		0:00:00		749 066.1		5 950261.0 		0:03:16		749 070.4		5 950315.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.1		57.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST097		0:00:00		750 708.8		5 950664.9 		0:07:36		750 667.1		5 950790.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		131.8		168.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		2		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:07:36		750 667.1		5 950790.0 		0:10:19		750 661.7		5 950841.6 		Gravelly sand with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.9		66.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:10:19		750 661.7		5 950841.6 		0:11:35		750 666.7		5 950868.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		26.9		34.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST098		12:00:00 AM		751 057.4		5 950880.8 		12:10:38 AM		751 146.6		5 951064.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		204.1		274.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		6		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		4		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0.01		0.00		Present

		ST099		12:00:00 AM		751 499.0		5 951284.8 		12:03:21 AM		751 569.4		5 951214.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		99.4		164.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		2		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:03:21 AM		751 569.4		5 951214.8 		12:06:18 AM		751 571.1		5 951151.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		63.7		105.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:06:18 AM		751 571.1		5 951151.1 		12:07:36 AM		751 573.6		5 951129.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		21.6		35.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:07:36 AM		751 573.6		5 951129.6 		12:09:24 AM		751 575.8		5 951093.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		35.9		59.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST100		12:00:00 AM		751 969.2		5 951551.5 		12:09:44 AM		751 939.0		5 951353.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.5		288.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		17		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		11		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST101		12:00:00 AM		752 414.6		5 951723.6 		12:13:13 AM		752 380.8		5 951538.4 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		188.3		248.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST102		12:00:00 AM		752 829.3		5 952009.6 		12:10:05 AM		752 811.5		5 951833.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		177.2		308.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		20		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		18		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		99		0.32		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST103		12:00:00 AM		753 258.3		5 952235.3 		12:07:53 AM		753 405.1		5 952093.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		204.4		246.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		48		0.19		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		4		0.02		Frequent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		1		0.00		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Present		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		224		0.91		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST104		12:00:00 AM		753 679.3		5 952467.7 		12:07:36 AM		753 714.2		5 952269.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		232.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		42		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		6		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST105		12:00:00 AM		754 152.6		5 952728.6 		12:08:49 AM		754 246.5		5 952543.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.9		234.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		182		0.78		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		18		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST106		0:00:00		754 578.3		5 952970.5 		0:10:53		754 688.9		5 952785.6 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		215.5		179.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		145		0.81		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Frequent		9		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.04		Frequent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		22		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST107		0:00:00		756 163.7		5 954063.3 		0:03:32		756 102.2		5 954081.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		64.2		76.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		35		0.46		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST108		0:00:00		756 288.4		5 956067.0 		0:02:16		756 273.5		5 956016.2 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.9		81.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		12		0.15		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST109		0:00:00		756 407.2		5 958059.6 		0:02:05		756 379.8		5 958012.5 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.5		61.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		14		0.23		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST110		0:00:00		756 506.6		5 960066.2 		0:02:24		756 491.8		5 960014.4 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment		53.9		63.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST111		0:00:00		756 510.4		5 961848.5 		0:03:22		756 520.0		5 961791.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		58.1		59.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.13		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.18		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:03:22		756 520.0		5 961791.2 		0:04:29		756 514.5		5 961773.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		18.3		18.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		32		1.71		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:04:29		756 514.5		5 961773.8 		0:13:03		756 467.8		5 961626.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		154.8		158.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		22		0.14		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST112		0:00:00		756 745.1		5 964047.4 		0:04:05		756 711.5		5 964016.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		45.6		57.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		86		1.49		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.17		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST113		0:00:00		756 440.5		5 966013.3 		0:03:02		756 459.6		5 966060.4 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.9		63.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		17		0.27		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST114		0:00:00		755 706.7		5 967831.7 		0:06:51		755 717.1		5 967916.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		85.1		120.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST115a		0:00:00		756 513.9		5 958864.6 		0:06:46		756 394.0		5 959051.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		221.6		229.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST117		0:00:00		755 725.3		5 969666.6 		0:03:00		755 717.6		5 969730.9 		Gravelly sand with shell fragments. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		64.8		82.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST118		0:00:00		755 713.9		5 969833.8 		0:03:03		755 717.9		5 969898.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		65.2		76.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST119		0:00:00		755 597.6		5 971748.0 		0:09:21		755 623.3		5 971954.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		208.1		263.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		14		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		7		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST121		0:00:00		754 590.6		5 973402.8 		0:03:06		754 583.8		5 973470.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		67.5		61.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.07		Occasional		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		14		0.23		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST122		0:00:00		753 026.3		5 974716.7 		0:02:52		753 023.5		5 974662.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.7		61.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST123		0:00:00		751 452.4		5 975974.9 		0:03:10		751 466.8		5 975918.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		58.7		83.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST124		0:00:00		749 897.5		5 977222.8 		030:03:19		749 940.5		5 977210.9 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		44.6		50.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST125		0:00:00		748 334.8		5 978558.3 		0:08:51		748 400.3		5 978378.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		191.8		186.0		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		35		0.19		Frequent		0		0.00		Absent		5		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		1		0.01		Rare		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Present		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST126		0:00:00		746 828.9		5 979731.4 		0:04:02		746 758.7		5 979702.3 		Sand with shell fragments, pebbles, sporadic cobbles and small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		76.0		90.0		0		0.00		Absent		0		0.00		Absent		58		0.64		Frequent		0		0.00		Absent		30		0.33		Frequent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST127		0:00:00		746 275.0		5 980131.8 		0:03:06		746 221.3		5 980144.1 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		55.1		47.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST128		0:00:00		745 263.0		5 980961.6 		0:03:07		745 215.4		5 981001.0 		Sand with shell fragments, sporadic pebbles and cobbles with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.8		66.1		0		0.00		Absent		0		0.00		Absent		4		0.06		Occasional		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.06		Frequent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST129		0:00:00		744 908.1		5 981276.9 		0:02:31		744 865.3		5 981262.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		45.0		53.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST130		0:00:00		744 288.6		5 981783.8 		0:02:18		744 322.4		5 981729.4 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		64.1		74.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST132		0:00:00		742 968.8		5 982918.1 		0:02:34		742 956.6		5 982860.3 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.0		63.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST133		0:00:00		742 136.6		5 983426.2 		0:07:38		742 180.6		5 983637.6 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		215.9		230.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		111		0.48		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST136		0:00:00		740 626.0		5 984774.8 		0:02:53		740 599.1		5 984829.0 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.5		65.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.06		Frequent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST138		0:00:00		740 142.7		5 985167.3 		0:03:06		740 144.3		5 985234.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		67.7		70.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST139		0:00:00		739 152.4		5 986111.8 		0:02:32		739 134.4		5 986170.7 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.6		67.3		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		3		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST140		0:00:00		738 943.3		5 986351.6 		0:02:21		738 950.6		5 986416.3 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.1		80.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST143		0:00:00		737 642.9		5 988027.3 		0:03:16		737 633.0		5 987978.1 		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		50.2		63.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST146		0:00:00		736 964.1		5 988885.8 		0:03:08		736 945.2		5 988838.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.6		44.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.07		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		4		0.09		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST147		0:00:00		736 622.0		5 989287.2 		0:02:14		736 670.6		5 989271.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.0		59.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST148		0:00:00		736 362.2		5 989611.6 		0:02:15		736 405.8		5 989591.4 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		48.1		49.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST149		0:00:00		735 166.0		5 991204.8 		0:02:13		735 168.5		5 991164.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		40.0		50.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		4		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST150a		0:00:00		734 986.1		5 993108.0 		0:08:54		735140.423		5 992956.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		215.9		247.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST151		0:00:00		734 929.5		5 993707.5 		0:03:22		734 911.8		5 993759.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		54.5		64.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		4		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST152		0:00:00		734 347.9		5 994521.4 		0:03:34		734 317.5		5 994571.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.3		56.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST154		0:00:00		732 709.9		5 995662.7 		0:02:27		732 703.5		5 995715.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		53.5		68.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST156		0:00:00		731 030.4		5 996742.5 		0:02:10		730 995.8		5 996781.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		52.4		60.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST157		0:00:00		714 206.5		6 021448.5 		0:05:32		714 393.6		6 021345.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		213.8		318.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		14		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST158		0:00:00		729 178.4		5 997938.7 		0:02:07		729 138.2		5 997965.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		48.2		49.0		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST159		0:00:00		728 481.9		5 998406.3 		0:02:01		728 475.3		5 998347.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.6		95.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST160		0:00:00		727 635.7		5 998942.6 		0:02:03		727 625.4		5 998884.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.7		68.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST161		0:00:00		725 909.8		5 999938.1 		0:02:04		725 911.8		5 999877.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.6		69.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST162		0:00:00		724 024.8		6 000614.2 		0:02:05		724 035.8		6 000558.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.3		60.6		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		13		0.21		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST163		0:00:00		722 525.2		6 001665.0 		0:02:03		722 522.6		6 001603.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.7		70.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.07		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		7		0.10		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST164		0:00:00		722 598.0		6 003893.7 		0:01:45		722 599.7		6 003843.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.6		71.2		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.10		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.07		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST165a		0:00:00		721 880.2		6 005274.3 		0:07:41		721 856.3		6 005487.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		214.8		294.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		8		0.03		Frequent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST166		0:00:00		719 326.7		6 007981.6 		0:02:15		719 296.3		6 008035.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.8		61.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST167		0:00:00		719 272.9		6 008064.8 		0:02:20		719 275.8		6 008056.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		9.0		12.7		0		0.00		Absent		1		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		13		1.02		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.16		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.08		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST168		0:00:00		717 946.8		6 009627.0 		0:02:48		717 967.0		6 009580.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.4		56.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST169		0:00:00		716 651.7		6 011152.7 		0:02:26		716 670.6		6 011099.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		56.6		79.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST170		0:00:00		716 008.0		6 012946.6 		0:04:42		715 978.6		6 012997.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.6		95.7		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		10		0.10		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		3		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST171		0:00:00		715 489.8		6 014883.9 		0:02:18		715 478.1		6 014930.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		47.9		74.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST172		0:00:00		714 879.1		6 017300.7 		0:02:40		714 846.9		6 017359.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		67.2		86.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST173		0:00:00		714 494.9		6 018753.1 		0:02:19		714 463.3		6 018803.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.8		101.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST174a		0:00:00		714 303.8		6 020 410.3		0:01:41		714 302.3		6 020368.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		41.8		50.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:01:41		714 302.3		6 020368.5 		0:02:35		714 299.9		6 020348.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		20.7		29.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.10		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.10		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST175a		0:00:00		714 089.5		6 022 782.2		0:02:42		714 124.5		6 022731.8 		Gravelly sandy mud/muddy sand with shell fragments, pebbles, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.4		88.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST176		0:00:00		714 249.7		6 024 615.3		0:07:33		714 306.7		6 024824.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples		MC52 - Atlantic circalittoral sand overlay MC12 Atlantic circalittorla rock		217.0		284.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		26		0.09		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST177		0:00:00		714 656.4		6 026 662.5		0:07:33		714 675.3		6 026 713.5		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		54.4		69.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST178		0:00:00		715 066.7		6 028625.3 		0:02:05		715 076.6		6 028672.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		47.9		92.6		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST179		0:00:00		715 427.9		6 030571.4 		0:02:44		715 485.5		6 030631.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		83.3		119.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST180		0:00:00		716 034.2		6 032520.7 		0:01:41		715 995.7		6 032563.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.6		64.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST181		0:00:00		715 911.4		6 034527.4 		0:08:08		715 802.7		6 034348.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		209.4		235.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST182		0:00:00		714 960.0		6 036274.6 		0:02:52		714 974.8		6 036210.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.6		66.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST183		0:00:00		713 897.4		6 038496.4 		0:02:15		713 913.3		6 038439.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.5		65.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST184		0:00:00		712 891.8		6 040560.8 		0:02:02		712 902.3		6 040501.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.3		89.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST185		0:00:00		712 762.9		6 041687.5 		0:03:29		712 722.0		6 041767.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		89.9		119.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST186		12:00:00 AM		713 641.4		6 043353.0 		12:10:11 AM		713 556.3		6 043685.4 		Sandy mud/muddy sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		343.1		378.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST187		12:00:00 AM		714 485.5		6 045296.6 		12:02:33 AM		714 463.4		6 045351.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.3		63.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST188		12:00:00 AM		715 372.5		6 047011.0 		12:07:05 AM		715 346.3		6 047264.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		254.8		396.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST189		12:00:00 AM		715 958.1		6 049007.9 		12:01:45 AM		715 943.4		6 048961.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		49.0		65.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST190		0:00:00		715 212.6		6 050868.6 		1:41:28 AM		715 166.4		6 050838.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		55.3		40.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST191		0:00:00		714 375.0		6 052695.2 		2:41:17 AM		714 352.3		6 052649.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.0		56.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST192		0:00:00		713 516.3		6 054504.6 		2:18:20		713 573.3		6 054477.2 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		63.3		58.9		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST193a		0:00:00		713 050.5		6 056151.0 		5:42:52		712 957.1		6 055965.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		207.4		221.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		4		0.02		Occasional		3		0.01		Frequent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST194		0:00:00		712 825.0		6 058360.4 		0:02:10		712 848.6		6 058316.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		49.8		55.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST195		0:00:00		712 290.7		6 060299.0 		0:01:45		712 328.7		6 060255.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.2		59.5		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST196		0:00:00		711 769.3		6 062172.0 		0:02:02		711 747.3		6 062218.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.1		57.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST197		0:00:00		711 166.5		6 064072.1 		0:01:58		711 139.2		6 064125.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.3		79.3		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		4		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST198		0:00:00		710 531.2		6 065580.5 		0:05:51		710 442.9		6 065763.2 		Sandy mud/muddy sand with shell fragments, cobbles, boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		203.0		333.9		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		11		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		3		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST199		0:00:00		709 713.3		6 067800.6 		0:02:06		709 669.6		6 067842.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.6		87.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST200		0:00:00		709 031.3		6 069560.9 		0:01:56		708 982.5		6 069595.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		59.9		69.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST201		0:00:00		708 000.8		6 072195.0 		0:02:03		707 994.7		6 072251.6 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.0		75.2		40		0.53		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST202		0:00:00		707 511.0		6 073441.0 		0:01:54		707 486.5		6 073390.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.9		58.7		51		0.87		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST203		0:00:00		706 793.4		6 075381.8 		0:08:54		706 757.2		6 075178.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		206.3		240.3		375		1.56		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST204		12:00:00 AM		706 054.1		6 077169.3 		12:03:09 AM		706 056.6		6 077114.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.6		78.2		149		1.91		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST205		12:00:00 AM		705 315.9		6 079029.8 		12:03:39 AM		705 322.1		6 078976.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.8		68.2		128		1.88		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST206		12:00:00 AM		704 586.8		6 080884.5 		12:02:14 AM		704 638.9		6 080877.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.6		65.4		84		1.28		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST207		12:00:00 AM		703 852.4		6 082740.3 		12:02:21 AM		703 892.3		6 082761.1 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		45.0		58.1		61		1.05		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST208		12:00:00 AM		703 023.5		6 084605.2 		12:06:18 AM		703 189.3		6 084546.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		175.9		233.4		166		0.71		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Frequent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST209		12:00:00 AM		702 394.4		6 086471.7 		12:02:12 AM		702 428.5		6 086428.4 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.2		91.0		49		0.54		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST210		12:00:00 AM		701 404.3		6 088772.0 		12:01:02 AM		701 430.3		6 088741.4 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		40.1		60.0		7		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:02 AM		701 430.3		6 088741.4 		12:04:02 AM		701 512.2		6 088748.4 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		82.2		123.0		5		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Frequent		0		0.00		Absent		0		0.00		Absent

				12:04:02 AM		701 512.2		6 088748.4 		12:04:50 AM		701 530.3		6 088748.7 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		18.1		27.1		1		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.15		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.04		Frequent		0		0.00		Absent		0		0.00		Absent

				12:04:50 AM		701 530.3		6 088748.7 		12:07:27 AM		701 603.1		6 088746.9 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		72.8		108.9		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		5		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.04		Occasional		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:07:27 AM		701 603.1		6 088746.9 		12:08:22 AM		701 623.3		6 088743.0 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		20.5		30.7		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST211		12:00:00 AM		700 937.7		6 090166.1 		12:02:28 AM		700 974.7		6 090207.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.5		75.8		46		0.61		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST212		12:00:00 AM		700 224.2		6 092023.9 		12:02:03 AM		700 258.7		6 092073.7 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.6		96.9		63		0.65		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST213		12:00:00 AM		699 521.0		6 093889.9 		12:01:25 AM		699 511.2		6 093920.1 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		31.8		47.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:25 AM		699 511.2		6 093920.1 		12:01:37 AM		699 510.7		6 093925.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		4.9		7.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:37 AM		699 510.7		6 093925.0 		12:02:11 AM		699 508.1		6 093938.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		14.2		21.1		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST214		12:00:00 AM		698 799.2		6 096054.4 		12:02:27 AM		698 691.6		6 096081.2 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		111.0		114.8		21		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST215		12:00:00 AM		697 993.0		6 097685.0 		12:10:31 AM		697 954.6		6 097933.7 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		251.6		297.4		114		0.38		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST217		12:00:00 AM		696 610.9		6 101397.8 		12:03:53 AM		696 603.4		6 101336.4 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.8		90.9		46		0.51		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST218		12:00:00 AM		696 144.3		6 102667.9 		12:00:29 AM		696 142.9		6 102657.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		11.0		16.6		3		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:00:29 AM		696 142.9		6 102657.0 		12:00:59 AM		696 139.8		6 102643.6 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		13.8		20.8		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.10		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:00:59 AM		696 139.8		6 102643.6 		12:01:57 AM		696 134.5		6 102624.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		19.7		29.7		4		0.13		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:01:57 AM		696 134.5		6 102624.6 		12:03:51 AM		696 120.8		6 102593.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		33.7		50.8		6		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:03:51 AM		696 120.8		6 102593.9 		12:07:59 AM		696 137.7		6 102510.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		84.9		128.1		7		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:07:59 AM		696 137.7		6 102510.6 		12:09:15 AM		696 144.0		6 102488.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		23.6		35.5		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:09:15 AM		696 144.0		6 102488.0 		12:10:42 AM		696 152.7		6 102467.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		21.9		33.0		6		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				12:10:42 AM		696 152.7		6 102467.9 		12:11:26 AM		696 158.8		6 102458.5 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		11.2		16.9		1		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST219		12:00:00 AM		695 141.2		6 105117.4 		12:04:05 AM		695 145.9		6 105062.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.8		81.4		22		0.27		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST221		12:00:00 AM		693 677.9		6 108841.9 		12:03:28 AM		693 701.4		6 108787.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		59.3		92.6		91		0.98		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST223		12:00:00 AM		692 204.6		6 112646.3 		12:09:38 AM		692 181.2		6 112462.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		185.6		207.8		346		1.67		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST225		12:00:00 AM		690 765.0		6 116292.8 		12:03:02 AM		690 819.7		6 116266.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.9		110.0		129		1.17		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST227		12:00:00 AM		689 048.0		6 120295.7 		12:02:39 AM		689 049.7		6 120363.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		67.7		94.9		97		1.02		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST228		12:00:00 AM		688 492.7		6 121637.2 		0:10:00		688 350.0		6 121851.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		257.3		293.9		276		0.94		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST229		12:00:00 AM		687 692.0		6 123617.0 		0:01:45		687 660.1		6 123650.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		46.2		61.4		35		0.57		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST231		12:00:00 AM		686 184.3		6 127366.9 		0:02:15		686 186.2		6 127315.1 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.9		48.9		63		1.29		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		14		0.29		Common		39		0.80		Frequent		0		0.00		Absent

		ST233		12:00:00 AM		684 709.8		6 131089.1 		0:02:02		684 725.8		6 131034.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.0		52.4		31		0.59		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST235		12:00:00 AM		683 321.5		6 134832.5 		0:07:19		683 160.2		6 134703.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		206.7		267.3		38		0.14		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.03		Frequent		1		0.00		Rare		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		3		0.01		Frequent		26		0.10		Occasional		0		0.00		Absent

		ST236		12:00:00 AM		682 506.2		6 136657.1 		0:02:01		682 465.0		6 136645.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		42.8		51.8		6		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.10		Occasional		0		0.00		Absent

		ST237		12:00:00 AM		681 757.4		6 138528.5 		0:03:10		681 750.7		6 138465.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		63.6		92.0		15		0.16		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST238		12:00:00 AM		681 533.5		6 140507.6 		0:02:55		681 539.1		6 140452.6 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.3		65.7		8		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST239		12:00:00 AM		681 356.0		6 142576.7 		0:08:50		681 305.0		6 142371.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		211.2		296.9		33		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		3		0.01		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST240		12:00:00 AM		681 150.4		6 144419.5 		0:03:00		681 141.7		6 144486.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		67.5		89.5		55		0.61		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST241		12:00:00 AM		680 938.8		6 146423.2 		0:02:06		680 951.6		6 146478.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		56.8		76.0		15		0.20		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST242		12:00:00 AM		680 729.8		6 148407.1 		0:03:00		680 718.4		6 148464.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		58.3		104.7		29		0.28		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST243		12:00:00 AM		679 357.9		6 149812.1 		0:02:10		679 341.7		6 149862.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.1		57.6		9		0.16		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST244		12:00:00 AM		679 023.5		6 151760.5 		0:02:23		678 994.2		6 151813.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.9		80.0		26		0.32		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST245		12:00:00 AM		678 723.6		6 153791.9 		0:05:40		678 919.0		6 153708.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		212.5		268.8		303		1.13		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST246a		12:00:00 AM		678 550.5		6 155740.6 		0:02:36		678 531.6		6 155788.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.8		45.0		168		3.74		Common		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST247		12:00:00 AM		678 288.8		6 157775.1 		0:02:39		678 273.2		6 157723.5 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles and cobbles		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.0		59.0		44		0.75		Frequent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST248		12:00:00 AM		678 045.1		6 159757.7 		0:02:43		678 038.6		6 159709.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		48.6		63.4		5		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.08		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST249		12:00:00 AM		677 809.3		6 161744.8 		0:02:31		677 796.3		6 161694.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.8		57.0		8		0.14		Frequent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent

		ST250		12:00:00 AM		677 596.1		6 163624.5 		0:07:44		677 546.2		6 163820.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		201.9		284.8		287		1.01		Common		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		14		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		17		0.06		Occasional		0		0.00		Absent		39		0.14		Frequent		0		0.00		Absent

		ST251		12:00:00 AM		677 351.4		6 165679.4 		0:01:51		677 311.6		6 165709.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		49.6		52.7		3		0.06		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.06		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST252		12:00:00 AM		677 101.5		6 167649.0 		0:01:42		677 098.4		6 167707.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		58.7		70.4		58		0.82		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST253		12:00:00 AM		676 861.3		6 169687.9 		0:02:30		676 833.8		6 169637.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.8		54.2		28		0.52		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.11		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST254		12:00:00 AM		676 628.1		6 171656.8 		0:02:10		676 615.8		6 171617.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		41.0		61.8		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST255		12:00:00 AM		676 309.4		6 173711.7 		0:06:53		676 412.8		6 173535.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		204.1		233.7		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		5		0.02		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST256a		12:00:00 AM		676 126.6		6 175595.3 		0:01:25		676 103.6		6 175630.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		42.1		47.1		33		0.70		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST257		12:00:00 AM		675 866.5		6 177617.7 		0:02:05		675 914.6		6 177591.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.6		71.3		65		0.91		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST258		12:00:00 AM		675 684.1		6 179724.4 		0:08:36		675 757.9		6 179535.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		202.4		250.5		45		0.18		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		12		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST259 		12:00:00 AM		675 463.8		6 181600.5 		0:02:14		675 438.8		6 181553.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.9		64.6		44		0.68		Frequent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST260		12:00:00 AM		676 033.4		6 183493.4 		0:06:24		675 834.5		6 183543.5 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		205.0		228.4		68		0.30		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.03		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST261		12:00:00 AM		676 196.9		6 185477.5 		0:02:12		676 149.4		6 185501.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.3		58.1		32		0.55		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST262		0:00:00		675 191.8		6 187117.2 		0:02:14		675 139.2		6 187113.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.8		54.4		17		0.31		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.04		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST263		0:00:00		674 098.0		6 188780.1 		0:02:31		674 046.3		6 188798.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.0		48.4		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST264		0:00:00		673 422.1		6 190642.6 		0:02:04		673 380.7		6 190678.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.0		57.9		16		0.28		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST265		0:00:00		672 788.1		6 192656.9 		0:02:45		672 712.0		6 192664.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		76.5		112.1		32		0.29		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

				0:02:45		672 712.0		6 192664.6 		0:09:20		672 563.0		6 192667.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		149.0		218.3		78		0.36		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST267		0:00:00		671 848.7		6 196477.9 		0:02:43		671 874.8		6 196431.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.4		72.4		29		0.40		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST269		0:00:00		670 962.4		6 200376.3 		0:02:16		670 929.5		6 200335.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.0		53.6		31		0.58		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST270a		12:00:00 AM		670 507.3		6 201920.4 		12:16:36 AM		670 444.6		6 201593.1 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		333.3		516.7		25		0.05		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		7		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		6		0.01		Occasional		0		0.00		Absent		9		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		4		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		73		0.14		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST271		12:00:00 AM		670 084.4		6 204274.5 		12:04:38 AM		670 039.8		6 204240.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		56.0		58.8		5		0.09		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST273		12:00:00 AM		669 206.4		6 208162.8 		12:04:08 AM		669 153.5		6 208128.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		63.2		79.2		15		0.19		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST275		12:00:00 AM		668 261.7		6 212158.9 		12:13:51 AM		668 290.1		6 211950.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		210.1		214.8		102		0.47		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		9		0.04		Frequent		3		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST277a		12:00:00 AM		667 501.9		6 215938.9 		0:03:13		667 491.2		6 215994.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.0		82.0		85		1.04		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		4		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST279		12:00:00 AM		666 822.8		6 219883.0 		0:02:39		666 817.9		6 219936.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.8		54.9		57		1.04		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST280		12:00:00 AM		666 467.8		6 221805.6 		0:09:07		666 477.9		6 221997.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		192.2		250.1		147		0.59		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST281		12:00:00 AM		666 158.5		6 223823.6 		0:02:56		666 173.8		6 223883.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.9		72.6		49		0.67		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		Present		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST283		12:00:00 AM		665 505.6		6 227779.2 		0:01:53		665 513.4		6 227831.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.1		62.4		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		16		0.26		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST285		12:00:00 AM		664 860.5		6 231834.5 		0:05:53		664 819.2		6 231634.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		204.7		259.6		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST287		12:00:00 AM		664 185.1		6 235721.1 		0:02:03		664 181.7		6 235665.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.4		64.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST289		0:00:00		663 529.7		6 239663.3 		0:01:51		663 498.8		6 239615.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.3		73.7		15		0.20		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST290		0:00:00		663 253.5		6 241689.5 		0:05:20		663 122.8		6 241536.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		201.4		254.3		53		0.21		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST291		0:00:00		662 881.2		6 243568.4 		0:01:17		662 861.3		6 243611.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		47.0		48.0		15		0.31		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST293		0:00:00		662 211.5		6 247499.4 		0:01:47		662 186.5		6 247547.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		53.8		58.0		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.05		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST295a		0:00:00		661 533.2		6 251376.8 		0:07:30		661 545.7		6 251576.5 		Sandy mud/muddy sand with pebbles, sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		200.0		239.6		38		0.16		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		3		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST297		0:00:00		660 913.6		6 255425.9 		0:03:14		660 853.9		6 255452.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.5		93.6		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST299		0:00:00		660 247.8		6 259389.9 		0:02:49		660 202.0		6 259334.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		71.8		83.8		2		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		20		0.24		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.07		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		ST301		0:00:00		678 570.6		6 156213.0 		0:07:22		678 557.1		6 156015.0 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		198.5		275.3		5		0.02		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		10		0.04		Frequent		0		0.00		Absent		0		0.00		Absent		2		0.01		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		6		0.02		Frequent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		2		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		8		0.03		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		1		0.00		Occasional		3		0.01		Occasional		1		0.00		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

		Notes

		EUNIS = European Nature Information Service (European Environment Agency, 2022a) 

		SACFOR = Superabundant, abundant, common, frequent, occasional and rare (semi quantitative abundance scale)

		a/b = Stations suffixed with 'a' or 'b' have been repeated due to poor video data quality or technical issues with the first recording(s)























































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































Present_Absent

		Transect/ Section		Start of Line/Section						End of Line/Section						ALLOCATED BIIGLE Sediment Description		EUNIS Sediment Description		Transect/ Section length 
[m]						Presence/Absence		AMB MANUALLY ADDED IN RED TEXT also entered in Tab 1 can delete this column		AMB - See main % cover sheet for Cirripedia as where notable % have tried to give approx idea of % - can ignore this column or delete

																						Size category (cm)						Caridea 		Cirripedia		Gastropoda egg case		Faunal tubes		Polychaete tubes		Serpulidae tubes		Tracks

				Time from start of video		Easting		Northing		Time from start of video		Easting		Northing								Approximate area observed [m2]

		ST001		12:00:00 AM		723 046.6		5 908598.8 		12:11:38 AM		723 198.0		5 908454.8 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		AMB - THIS IS BEING DONE IN % COVER SACFOR TAB ALONG WITH FOLK DESCRIPTION		208.9		131.2						-		P		-		-		-		-		-

		ST002		12:00:00 AM		724 770.1		5 909631.9 		12:03:39 AM		724 802.0		5 909583.5 		Sand with shell fragments and small scale ripples				58.0		38.2						-		-		-		-		-		-		-

		ST003		12:00:00 AM		726 552.8		5 911198.5 		12:01:18 AM		726 551.0		5 911226.7 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples				28.2		16.7						-		-		-		-		-		-		-

				12:01:18 AM		726 551.0		5 911226.7 		12:01:30 AM		726 548.2		5 911231.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				5.2		3.1						-		-		-		-		-		-		-

				12:01:30 AM		726 548.2		5 911231.1 		12:01:54 AM		726 543.9		5 911240.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples				9.9		5.9						-		-		-		-		-		-		-

				12:01:54 AM		726 543.9		5 911240.0 		12:02:16 AM		726 540.7		5 911246.2 		Sandy mud/muddy sand with shell fragments and small scale ripples				7.0		4.1						-		-		-		-		-		-		-

				12:02:16 AM		726 540.7		5 911246.2 		12:02:45 AM		726 534.4		5 911253.4 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples				9.6		5.7						-		P		-		-		-		-		-

		ST004		12:00:00 AM		727 084.6		5 912678.0 		12:03:03 AM		727 099.9		5 912731.8 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and cobbles				55.9		31.5						-		-		-		-		-		P		-

		ST005		12:00:00 AM		727 200.1		5 914554.9 		12:12:14 AM		727 153.7		5 914765.4 		Mixed sediment (sandy mud/muddy sand with pebbles,  cobbles, sparse boulders, consolidated areas and patches of exposed clay)				215.6		234.2						-		-		P		-		-		P		-

		ST006a		12:00:00 AM		726 188.0		5 916382.2 		12:11:36 AM		726 328.9		5 916545.0 		Mixed sediment (sandy mud/muddy sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas, and patches of raised reef and exposed clay				215.3		168.5						-		-		-		-		-		-		-

		ST007		12:00:00 AM		724 891.0		5 918076.0 		12:02:31 AM		724 887.1		5 918024.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders and consolidated areas)				51.6		33.2						-		-		-		-		-		-		-

		ST008		12:00:00 AM		724 521.3		5 920388.3 		12:02:13 AM		724 535.0		5 920341.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas and patches of exposed clay). Low lying Sabellaria spinulosa crust present				49.1		37.5						-		-		-		-		-		-		-

		ST009		12:00:00 AM		725 917.4		5 910179.4 		12:10:01 AM		725 802.1		5 910353.6 		Muddy sand/sandy mud with shell fragments and areas of soft rock with piddock holes				208.8		142.1						-		-		-		P		-		-		-

		ST010		0:00:00		723 217.6		5 923176.7 		12:09:45 AM		723 294.8		5 922982.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				208.6		149.7						-		-		-		P		-		P		-

		ST011		0:00:00		727 381.6		5 913403.5 		12:09:47 AM		727 379.1		5 913584.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles and patches of exposed clay). Raised Sabellaria spinulosa reef				181.1		168.1						-		-		-		P		-		-		-

				0:09:47		727 379.1		5 913584.6 		12:13:16 AM		727 387.5		5 913647.2 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with patches of soft sediment deposits). Raised Sabellaria spinulosa reef				63.2		58.7						-		-		-		P		-		P		-

		ST012		0:00:00		722 040.7		5 926867.2 		12:02:18 AM		722 090.6		5 926849.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				52.8		42.3						-		P		-		-		-		P		-

		ST013		0:00:00		722 832.2		5 928622.9 		12:02:34 AM		722 836.7		5 928676.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				54.2		40.5						-		P		-		-		-		P		-

		ST014		0:00:00		724 631.2		5 929507.5 		0:02:22		724 607.2		5 929554.5 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)				52.8		51.0						-		P		-		-		-		P		-

		ST015		0:00:00		726 302.8		5 930406.3 		0:01:58		726 299.9		5 930456.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				50.8		50.1						-		P		-		-		-		P		-

		ST016		0:00:00		728 236.0		5 930854.0 		0:08:06		728 231.5		5 931067.8 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)				213.8		169.4						-		P		-		-		-		P		-

		ST017		0:00:00		730 156.2		5 931480.1 		0:02:20		730 153.1		5 931543.7 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)				63.6		53.0						-		P		-		-		-		-		-

		ST018a		0:00:00		731 960.3		5 932419.2 		0:02:43		731 918.1		5 932390.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				51.1		29.2						P		P		-		-		-		P		-

		ST019a		0:00:00		733 456.5		5 933582.7 		0:02:12		733 415.3		5 933619.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				55.4		56.4						-		P		-		-		-		P		-

		ST020		0:00:00		732 674.3		5 935466.3 		0:04:45		732 574.9		5 935637.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				197.8		204.2						-		P		-		-		-		P		-

		ST021a		0:00:00		734 438.1		5 937125.5 		0:03:27		734 417.1		5 937077.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				52.5		54.2						-		P		-		-		-		-		-

		ST022a		0:00:00		735 702.0		5 938674.7 		0:06:37		735 697.9		5 938625.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				49.8		47.6						-		P		-		-		-		-		-

		ST023a		0:00:00		737 169.0		5 940169.2 		0:02:15		737 120.0		5 940152.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				51.7		55.7						-		P		-		-		-		-		-

		ST024		0:00:00		738 088.2		5 941813.4 		0:01:49		738 097.4		5 941863.1 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				50.5		46.5						-		P		-		-		-		-		-

		ST025		0:00:00		739 439.6		5 943198.9 		0:08:41		739 377.7		5 943415.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				225.3		222.1						-		P		-		-		-		-		-

		ST026		0:00:00		740 512.7		5 945034.2 		0:02:41		740 540.8		5 944942.2 		Sandy gravel with shell fragments, pebbles and cobbles				96.2		142.8						-		-		-		-		-		-		-

		ST027		0:00:00		741 433.2		5 946427.6 		0:03:04		741 424.6		5 946375.7 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				52.7		60.7						-		P		-		-		-		P		-

		ST028		0:00:00		742 526.2		5 948911.7 		0:03:47		742 546.0		5 948851.5 		Sandy gravel with shell fragments, pebbles and cobbles				63.3		72.9						-		-		-		-		-		-		-

		ST029		0:00:00		743 754.8		5 951345.2 		0:02:41		743 778.6		5 951282.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				66.7		68.0						-		-		-		-		-		-		-

		ST030b		0:00:00		744 319.6		5 952431.9 		0:08:25		744 097.6		5 952463.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders				224.2		332.8						-		P		-		-		-		-		-

		ST031		0:00:00		744 415.0		5 952744.1 		0:09:49		744 387.8		5 952966.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders				223.7		257.6						-		-		-		-		-		-		-

		ST032		0:00:00		744 528.0		5 953252.8 		0:08:17		744 531.7		5 953453.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders				201.1		198.0						-		-		-		-		-		-		-

		ST033		12:00:00 AM		744 782.0		5 954117.9 		12:12:08 AM		744 756.6		5 954329.4 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples				213.0		216.3						-		-		-		-		-		-		-

		ST034		12:00:00 AM		744 624.8		5 953712.8 		12:11:28 AM		744 605.6		5 953930.7 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				218.8		246.5						-		P		-		P		-		P		-

		ST035		0:00:00		745 125.1		5 954568.6 		0:15:44		745 084.5		5 954780.5 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples				215.7		229.5						-		P		-		-		-		P		-

		ST036		0:00:00		745 065.2		5 955182.9 		0:38:28		745 152.0		5 955003.5 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present				199.3		220.3						-		P		-		-		-		P		-

		ST037		0:00:00		745 071.6		5 955433.9 		0:30:43		745 056.5		5 955233.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present				200.7		206.5						-		P		-		P		-		P		-

		ST038		0:00:00		745 380.0		5 955726.7 		0:22:05		745 461.8		5 955549.6 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders				195.1		171.8						-		P		-		P		-		P		-

		ST039		0:00:00		745 561.3		5 956210.4 		0:17:37		745 530.1		5 955995.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				217.0		226.2						-		P		-		P		-		-		-

		ST040		0:00:00		745 685.5		5 956452.3 		0:07:48		745 731.2		5 956640.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles. Sand waves present				193.5		218.4						-		-		-		P		-		-		-

		ST041		0:00:00		745 885.3		5 956898.2 		0:07:32		745 923.3		5 957098.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				203.4		187.6						-		-		-		-		-		P		-

		ST042		0:00:00		746 256.2		5 957367.3 		0:07:26		746 235.6		5 957595.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				228.6		256.2						-		P		-		-		-		-		-

		ST043		0:00:00		746 319.4		5 957852.7 		0:07:05		746 351.9		5 958059.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				209.8		212.3						-		-		-		-		-		-		-

		ST044		0:00:00		746 786.0		5 958378.6 		0:08:28		746 640.3		5 958492.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				185.1		180.7						-		-		-		P		-		-		-

		ST045		0:00:00		746 913.2		5 958926.6 		0:07:54		746 702.5		5 958895.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				213.0		249.0						-		-		-		-		-		-		-

		ST046		0:00:00		747 024.1		5 959456.4 		0:08:20		746 824.7		5 959437.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				200.3		170.1						-		P		-		-		-		P		-

		ST047		0:00:00		747 060.3		5 960007.2 		0:10:02		746 941.8		5 959866.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				183.9		209.0						-		P		-		-		-		P		-

		ST048		0:00:00		747 127.5		5 960501.3 		0:09:43		747 197.2		5 960282.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				229.5		192.1						-		P		-		P		-		-		-

		ST049		0:00:00		747 240.1		5 960962.3 		0:07:57		747 300.0		5 960758.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				212.3		185.8						-		P		-		-		-		-		-

		ST050		0:00:00		747 367.6		5 961496.1 		0:09:32		747 394.8		5 961261.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				236.6		205.9						-		-		-		-		-		P		-

		ST051		0:00:00		747 443.0		5 961948.6 		0:08:10		747 488.0		5 961744.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				209.0		211.7						-		P		-		-		-		-		-

		ST052		0:00:00		747 471.0		5 962221.0 		0:11:38		747 450.9		5 962427.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				207.5		199.8						-		P		-		-		-		P		-

		ST053		0:00:00		746 740.2		5 962655.6 		0:15:26		746 725.6		5 962856.1 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				201.0		209.0						-		P		P		-		-		P		-

		ST054		0:00:00		746 789.9		5 963186.7 		0:13:48		746 758.3		5 963391.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				207.0		205.7						-		P		-		-		-		-		-

		ST055		0:00:00		747 175.6		5 963690.5 		0:12:31		747 089.3		5 963882.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				210.8		216.1						-		P		-		-		-		9		-

		ST056		0:00:00		747 150.9		5 964186.4 		0:12:36		747 125.0		5 964396.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				212.0		241.7						-		-		-		-		-		P		-

		ST057		0:00:00		747 120.7		5 964688.8 		0:09:01		747 134.3		5 964883.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				195.2		209.3						-		P		-		P		-		P		-

		ST058		0:00:00		747 045.4		5 965179.4 		0:09:07		747 069.0		5 965390.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				212.8		253.1						-		P		-		-		-		P		-

		ST059		0:00:00		746 984.2		5 965673.3 		0:09:10		746 985.0		5 965886.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				213.5		240.5						-		P		-		P		-		P		-

		ST060		0:00:00		746 836.3		5 966374.0 		0:17:00		746 831.5		5 966167.2 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				206.9		221.2						-		P		-		-		-		P		-

		ST061		0:00:00		746 708.1		5 966857.7 		0:17:38		746 634.4		5 966695.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles				177.9		201.8						-		P		-		-		-		-		-

		ST062		0:00:00		746 588.0		5 967342.2 		0:17:45		746 595.5		5 967133.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles				209.4		258.7						-		P		-		P		-		P		-

		ST063		0:00:00		746 468.6		5 967826.0 		0:02:00		746 459.5		5 967799.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles				27.7		28.9						-		P		-		P		-		-		-

				0:02:00		746 459.5		5 967799.8 		0:15:00		746 535.4		5 967649.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				168.3		175.3						-		-		-		P		-		-		-

		ST064		0:00:00		746 354.0		5 968104.2 		0:08:57		746 257.3		5 968244.5 		Gravelly sand with shell fragments and sparse pebbles				170.5		154.3						-		-		-		P		-		-		-

		ST065		0:00:00		746 195.1		5 968492.6 		0:07:08		746 106.1		5 968635.6 		Gravelly sand with shell fragments and sparse pebbles				168.4		258.2						-		P		-		-		-		-		-

		ST066		0:00:00		746 119.2		5 969071.1 		0:10:09		746 035.4		5 969264.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles				210.9		228.1						-		-		-		-		-		-		-

		ST067		0:00:00		746 040.4		5 969352.7 		0:08:00		745 940.3		5 969447.6 		Sandy gravel with shell fragments, pebbles and sparse cobbles				138.0		157.4						-		-		-		-		-		-		-

		ST067		0:08:00		745 940.3		5 969447.6 		0:10:53		745 886.3		5 969488.7 		Gravelly sand with shell fragments				67.9		77.5						-		-		-		-		-		-		-

		ST068		0:00:00		746 008.4		5 969578.8 		0:09:44		745 906.8		5 969752.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles				201.0		234.2						-		-		-		-		-		-		-

		ST069		0:00:00		745 801.6		5 970232.2 		0:08:49		745 790.6		5 970031.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders				200.9		220.2						-		-		-		-		-		-		-

		ST070		0:00:00		722 491.1		5 924947.7 		0:01:28		722 503.7		5 924906.5 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				43.0		37.2						-		-		-		-		-		P		-

		ST071		0:00:00		745 691.2		5 970720.6 		0:07:08		745 682.6		5 970507.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				213.4		230.6						-		-		-		P		-		-		-

		ST072		0:00:00		722 238.6		5 927723.5 		0:09:00		722 313.6		5 927916.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)				206.7		166.3						P		6		-		-		-		P		-

		ST073		0:00:00		745 574.2		5 971201.2 		0:07:23		745 540.1		5 970991.1 		Sandy gravel with shell fragments, pebbles and sparse cobbles				212.8		179.6						-		-		-		P		-		-		-

		ST074		0:00:00		745 523.1		5 971621.8 		0:11:02		745 354.4		5 971492.3 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				212.7		242.1						-		P		-		P		-		-		-

		ST078		0:00:00		744 868.8		5 973321.3 		  00:05:45		744 895.3		5 973266.3 		Gravelly sand with shell fragments. Sand waves present				61.1		55.7						-		-		-		-		-		-		-

		ST079		0:00:00		744 407.2		5 973834.9 		  00:05:45		744 415.8		5 973796.7 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders. Consolidated hard ground in appearance				39.2		38.1						P		-		-		P		-		-		-

		ST081		0:00:00		742 714.2		5 974845.9 		0:02:14		742 712.6		5 974782.6 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles				63.3		72.0						-		-		-		P		-		-		-

		ST082		0:00:00		742 141.6		5 976841.4 		0:09:28		742 094.5		5 976669.0 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples				178.7		175.4						P		-		-		7		-		-		-

		ST084		0:00:00		741 719.3		5 978657.5 		0:02:59		741 674.1		5 978689.1 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles and boulders				55.1		59.5						-		-		-		P		-		-		-

		ST085		0:00:00		741 555.5		5 979312.3 		0:02:35		741 522.6		5 979353.8 		Gravelly sand with shell fragments				52.9		57.5						-		-		-		P		-		-		-

		ST087		0:00:00		746 741.7		5 950077.3 		0:03:27		746 758.7		5 950143.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders				68.1		76.6						-		P		-		-		-		-		-

		ST088		0:00:00		741 059.7		5 981353.4 		0:02:51		741 002.8		5 981382.4 		Gravelly sand with shell fragments and small scale ripples. Sand waves present				63.9		95.5						-		-		-		P		-		-		-

		ST089		0:00:00		740 821.8		5 982075.9 		0:03:08		740 781.6		5 982115.8 		Gravelly sand with shell fragments and small scale ripples. Sand waves present				56.6		65.2						-		-		-		P		-		-		-

		ST090		0:00:00		740 666.5		5 982521.0 		0:02:35		740 602.6		5 982523.4 		Sand with shell fragments and small scale ripples				63.9		71.4						-		-		-		P		-		-		-

		ST091		0:00:00		740 340.8		5 983449.4 		0:02:14		740 281.1		5 983439.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.5		93.5						-		-		-		P		-		-		-

		ST092		0:00:00		739 467.5		5 985744.5 		0:02:42		739 455.7		5 985801.9 		Sand with sparse cobbles, shell fragments and small scale ripples				58.6		63.3						-		-		-		P		-		-		-

		ST093		12:00:00 AM		743 326.2		5 950185.1 		12:04:18 AM		743 328.6		5 950236.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				51.7		98.5						-		-		-		-		-		-		-

		ST094		12:00:00 AM		745 725.9		5 950031.6 		12:04:34 AM		745 707.1		5 950079.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				51.7		86.4						-		P		-		-		-		-		-

		ST095		12:00:00 AM		747 209.4		5 950157.5 		12:04:01 AM		747 201.9		5 950209.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				52.2		61.3						-		-		-		-		-		-		-

		ST096		0:00:00		749 066.1		5 950261.0 		0:03:16		749 070.4		5 950315.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				54.1		57.7						-		P		-		-		-		-		-

		ST097		0:00:00		750 708.8		5 950664.9 		0:07:36		750 667.1		5 950790.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles				131.8		168.3						-		P		-		P		-		-		-

				0:07:36		750 667.1		5 950790.0 		0:10:19		750 661.7		5 950841.6 		Gravelly sand with shell fragments, pebbles and sparse cobbles				51.9		66.2						-		-		-		-		-		-		-

				0:10:19		750 661.7		5 950841.6 		0:11:35		750 666.7		5 950868.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles				26.9		34.3						-		P		-		-		-		-		-

		ST098		12:00:00 AM		751 057.4		5 950880.8 		12:10:38 AM		751 146.6		5 951064.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				204.1		274.1						P		P		-		-		-		-		-

		ST099		12:00:00 AM		751 499.0		5 951284.8 		12:03:21 AM		751 569.4		5 951214.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				99.4		164.3						-		P		-		-		-		P		-

				12:03:21 AM		751 569.4		5 951214.8 		12:06:18 AM		751 571.1		5 951151.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				63.7		105.4						-		-		-		-		-		-		-

				12:06:18 AM		751 571.1		5 951151.1 		12:07:36 AM		751 573.6		5 951129.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				21.6		35.8						-		-		-		-		-		-		-

				12:07:36 AM		751 573.6		5 951129.6 		12:09:24 AM		751 575.8		5 951093.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				35.9		59.3						-		-		-		-		-		-		-

		ST100		12:00:00 AM		751 969.2		5 951551.5 		12:09:44 AM		751 939.0		5 951353.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				200.5		288.5						-		6		-		P		-		-		-

		ST101		12:00:00 AM		752 414.6		5 951723.6 		12:13:13 AM		752 380.8		5 951538.4 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				188.3		248.3						-		P		-		P		-		-		-

		ST102		12:00:00 AM		752 829.3		5 952009.6 		12:10:05 AM		752 811.5		5 951833.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				177.2		308.9						-		P		-		P		-		-		-

		ST103		12:00:00 AM		753 258.3		5 952235.3 		12:07:53 AM		753 405.1		5 952093.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				204.4		246.2						-		-		-		P		-		-		-

		ST104		12:00:00 AM		753 679.3		5 952467.7 		12:07:36 AM		753 714.2		5 952269.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				201.0		232.0						-		P		-		P		-		-		-

		ST105		12:00:00 AM		754 152.6		5 952728.6 		12:08:49 AM		754 246.5		5 952543.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				207.9		234.3						-		P		-		-		-		-		-

		ST106		0:00:00		754 578.3		5 952970.5 		0:10:53		754 688.9		5 952785.6 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders				215.5		179.8						-		P		-		P		-		-		-

		ST107		0:00:00		756 163.7		5 954063.3 		0:03:32		756 102.2		5 954081.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				64.2		76.1						-		P		-		P		-		-		-

		ST108		0:00:00		756 288.4		5 956067.0 		0:02:16		756 273.5		5 956016.2 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				52.9		81.6						-		P		-		P		-		-		-

		ST109		0:00:00		756 407.2		5 958059.6 		0:02:05		756 379.8		5 958012.5 		Sandy gravel with shell fragments, pebbles and sparse cobbles				54.5		61.5						-		P		-		P		-		-		-

		ST110		0:00:00		756 506.6		5 960066.2 		0:02:24		756 491.8		5 960014.4 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present				53.9		63.9						-		-		-		-		-		-		-

		ST111		0:00:00		756 510.4		5 961848.5 		0:03:22		756 520.0		5 961791.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles				58.1		59.5						-		P		-		P		-		P		-

				0:03:22		756 520.0		5 961791.2 		0:04:29		756 514.5		5 961773.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders				18.3		18.7						-		P		-		-		-		-		-

				0:04:29		756 514.5		5 961773.8 		0:13:03		756 467.8		5 961626.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles				154.8		158.5						-		P		-		P		-		-		-

		ST112		0:00:00		756 745.1		5 964047.4 		0:04:05		756 711.5		5 964016.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				45.6		57.6						-		-		-		P		-		-		-

		ST113		0:00:00		756 440.5		5 966013.3 		0:03:02		756 459.6		5 966060.4 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present				50.9		63.3						-		-		-		P		-		-		-

		ST114		0:00:00		755 706.7		5 967831.7 		0:06:51		755 717.1		5 967916.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders				85.1		120.4						-		-		-		-		-		-		-

		ST115a		0:00:00		756 513.9		5 958864.6 		0:06:46		756 394.0		5 959051.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders				221.6		229.7						-		-		-		-		-		-		-

		ST117		0:00:00		755 725.3		5 969666.6 		0:03:00		755 717.6		5 969730.9 		Gravelly sand with shell fragments. Sand waves present				64.8		82.2						-		-		-		-		-		-		-

		ST118		0:00:00		755 713.9		5 969833.8 		0:03:03		755 717.9		5 969898.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				65.2		76.4						-		-		-		-		-		-		-

		ST119		0:00:00		755 597.6		5 971748.0 		0:09:21		755 623.3		5 971954.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				208.1		263.4						-		-		-		P		-		-		-

		ST121		0:00:00		754 590.6		5 973402.8 		0:03:06		754 583.8		5 973470.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				67.5		61.4						-		-		-		P		-		-		-

		ST122		0:00:00		753 026.3		5 974716.7 		0:02:52		753 023.5		5 974662.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples				54.7		61.8						-		P		-		-		-		-		-

		ST123		0:00:00		751 452.4		5 975974.9 		0:03:10		751 466.8		5 975918.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles				58.7		83.1						-		-		-		-		-		-		-

		ST124		0:00:00		749 897.5		5 977222.8 		030:03:19		749 940.5		5 977210.9 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples				44.6		50.5						-		-		-		-		-		-		-

		ST125		0:00:00		748 334.8		5 978558.3 		0:08:51		748 400.3		5 978378.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples				191.8		186.0						-		-		-		P		-		-		-

		ST126		0:00:00		746 828.9		5 979731.4 		0:04:02		746 758.7		5 979702.3 		Sand with shell fragments, pebbles, sporadic cobbles and small scale ripples				76.0		90.0						-		-		-		P		-		-		-

		ST127		0:00:00		746 275.0		5 980131.8 		0:03:06		746 221.3		5 980144.1 		Sand with shell fragments and small scale ripples				55.1		47.0						-		-		-		-		-		-		-

		ST128		0:00:00		745 263.0		5 980961.6 		0:03:07		745 215.4		5 981001.0 		Sand with shell fragments, sporadic pebbles and cobbles with small scale ripples				61.8		66.1						-		-		-		-		-		-		-

		ST129		0:00:00		744 908.1		5 981276.9 		0:02:31		744 865.3		5 981262.9 		Sand with shell fragments and small scale ripples				45.0		53.0						-		-		-		-		-		-		-

		ST130		0:00:00		744 288.6		5 981783.8 		0:02:18		744 322.4		5 981729.4 		Sand with sparse cobbles, shell fragments and small scale ripples				64.1		74.5						-		-		-		-		-		-		-

		ST132		0:00:00		742 968.8		5 982918.1 		0:02:34		742 956.6		5 982860.3 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples				59.0		63.6						-		-		-		P		-		-		-

		ST133		0:00:00		742 136.6		5 983426.2 		0:07:38		742 180.6		5 983637.6 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples				215.9		230.1						-		-		-		P		-		-		-

		ST136		0:00:00		740 626.0		5 984774.8 		0:02:53		740 599.1		5 984829.0 		Sand with sparse cobbles, shell fragments and small scale ripples				60.5		65.7						-		-		-		P		-		-		-

		ST138		0:00:00		740 142.7		5 985167.3 		0:03:06		740 144.3		5 985234.9 		Sand with shell fragments and small scale ripples				67.7		70.9						-		-		-		P		-		-		-

		ST139		0:00:00		739 152.4		5 986111.8 		0:02:32		739 134.4		5 986170.7 		Sand with sparse cobbles, shell fragments and small scale ripples				61.6		67.3						-		-		-		-		-		-		-

		ST140		0:00:00		738 943.3		5 986351.6 		0:02:21		738 950.6		5 986416.3 		Sand with shell fragments and small scale ripples				65.1		80.0						-		-		-		-		-		-		-

		ST143		0:00:00		737 642.9		5 988027.3 		0:03:16		737 633.0		5 987978.1 		Gravelly sand with shell fragments				50.2		63.3						-		-		-		-		-		-		-

		ST146		0:00:00		736 964.1		5 988885.8 		0:03:08		736 945.2		5 988838.9 		Sand with shell fragments and small scale ripples				50.6		44.7						-		-		-		P		-		-		-

		ST147		0:00:00		736 622.0		5 989287.2 		0:02:14		736 670.6		5 989271.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				51.0		59.3						-		-		-		P		-		-		-

		ST148		0:00:00		736 362.2		5 989611.6 		0:02:15		736 405.8		5 989591.4 		Sand with shell fragments and small scale ripples				48.1		49.5						-		-		-		-		-		-		-

		ST149		0:00:00		735 166.0		5 991204.8 		0:02:13		735 168.5		5 991164.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				40.0		50.5						-		-		-		-		-		-		-

		ST150a		0:00:00		734 986.1		5 993108.0 		0:08:54		735140.423		5 992956.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				215.9		247.7						-		-		-		P		-		-		-

		ST151		0:00:00		734 929.5		5 993707.5 		0:03:22		734 911.8		5 993759.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				54.5		64.7						-		-		-		-		-		-		-

		ST152		0:00:00		734 347.9		5 994521.4 		0:03:34		734 317.5		5 994571.2 		Sandy mud/muddy sand with shell fragments and small scale ripples				58.3		56.8						-		-		-		-		-		-		-

		ST154		0:00:00		732 709.9		5 995662.7 		0:02:27		732 703.5		5 995715.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.5		68.2						-		-		-		-		-		-		-

		ST156		0:00:00		731 030.4		5 996742.5 		0:02:10		730 995.8		5 996781.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				52.4		60.2						-		-		-		-		-		-		-

		ST157		0:00:00		714 206.5		6 021448.5 		0:05:32		714 393.6		6 021345.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples				213.8		318.7						-		-		-		-		-		-		-

		ST158		0:00:00		729 178.4		5 997938.7 		0:02:07		729 138.2		5 997965.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				48.2		49.0						-		-		-		-		-		-		-

		ST159		0:00:00		728 481.9		5 998406.3 		0:02:01		728 475.3		5 998347.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				59.6		95.9						-		-		-		-		-		-		-

		ST160		0:00:00		727 635.7		5 998942.6 		0:02:03		727 625.4		5 998884.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				58.7		68.2						-		-		-		-		-		-		-

		ST161		0:00:00		725 909.8		5 999938.1 		0:02:04		725 911.8		5 999877.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.6		69.6						-		-		-		-		-		-		-

		ST162		0:00:00		724 024.8		6 000614.2 		0:02:05		724 035.8		6 000558.0 		Sandy mud/muddy sand with shell fragments and small scale ripples				57.3		60.6						-		-		-		-		-		-		-

		ST163		0:00:00		722 525.2		6 001665.0 		0:02:03		722 522.6		6 001603.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				61.7		70.6						-		-		-		-		-		-		-

		ST164		0:00:00		722 598.0		6 003893.7 		0:01:45		722 599.7		6 003843.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				50.6		71.2						-		-		-		-		-		-		-

		ST165a		0:00:00		721 880.2		6 005274.3 		0:07:41		721 856.3		6 005487.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				214.8		294.8						-		-		-		-		-		-		-

		ST166		0:00:00		719 326.7		6 007981.6 		0:02:15		719 296.3		6 008035.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				61.8		61.7						-		-		-		-		-		-		-

		ST167		0:00:00		719 272.9		6 008064.8 		0:02:20		719 275.8		6 008056.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples				9.0		12.7						-		-		-		P		-		-		-

		ST168		0:00:00		717 946.8		6 009627.0 		0:02:48		717 967.0		6 009580.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				50.4		56.9						-		-		-		-		-		-		-

		ST169		0:00:00		716 651.7		6 011152.7 		0:02:26		716 670.6		6 011099.4 		Sandy mud/muddy sand with shell fragments and small scale ripples				56.6		79.4						-		-		-		-		-		-		-

		ST170		0:00:00		716 008.0		6 012946.6 		0:04:42		715 978.6		6 012997.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				58.6		95.7						-		-		-		-		-		-		-

		ST171		0:00:00		715 489.8		6 014883.9 		0:02:18		715 478.1		6 014930.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				47.9		74.8						-		-		-		-		-		-		-

		ST172		0:00:00		714 879.1		6 017300.7 		0:02:40		714 846.9		6 017359.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				67.2		86.6						-		-		-		P		-		-		-

		ST173		0:00:00		714 494.9		6 018753.1 		0:02:19		714 463.3		6 018803.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				59.8		101.4						-		-		-		-		-		-		-

		ST174a		0:00:00		714 303.8		6 020 410.3		0:01:41		714 302.3		6 020368.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				41.8		50.7						-		-		-		-		-		-		-

		ST174a		0:01:41		714 302.3		6 020368.5 		0:02:35		714 299.9		6 020348.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				20.7		29.9						-		-		-		-		-		-		-

		ST175a		0:00:00		714 089.5		6 022 782.2		0:02:42		714 124.5		6 022731.8 		Gravelly sandy mud/muddy sand with shell fragments, pebbles, sparse cobbles and boulders and small scale ripples				61.4		88.3						-		-		-		P		-		-		-

		ST176		0:00:00		714 249.7		6 024 615.3		0:07:33		714 306.7		6 024824.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples				217.0		284.4						-		-		-		P		-		-		-

		ST177		0:00:00		714 656.4		6 026 662.5		0:07:33		714 675.3		6 026 713.5		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				54.4		69.4						-		-		-		-		-		-		-

		ST178		0:00:00		715 066.7		6 028625.3 		0:02:05		715 076.6		6 028672.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				47.9		92.6						-		-		-		P		-		-		-

		ST179		0:00:00		715 427.9		6 030571.4 		0:02:44		715 485.5		6 030631.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				83.3		119.4						-		-		-		P		-		-		-

		ST180		0:00:00		716 034.2		6 032520.7 		0:01:41		715 995.7		6 032563.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				57.6		64.8						-		P		-		-		-		-		-

		ST181		0:00:00		715 911.4		6 034527.4 		0:08:08		715 802.7		6 034348.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				209.4		235.0						-		-		-		-		-		-		-

		ST182		0:00:00		714 960.0		6 036274.6 		0:02:52		714 974.8		6 036210.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				65.6		66.4						-		-		-		P		-		-		-

		ST183		0:00:00		713 897.4		6 038496.4 		0:02:15		713 913.3		6 038439.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				59.5		65.5						-		-		-		-		-		-		-

		ST184		0:00:00		712 891.8		6 040560.8 		0:02:02		712 902.3		6 040501.4 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.3		89.7						-		-		-		-		-		-		-

		ST185		0:00:00		712 762.9		6 041687.5 		0:03:29		712 722.0		6 041767.5 		Sandy mud/muddy sand with shell fragments and small scale ripples				89.9		119.1						-		-		-		-		-		-		-

		ST186		12:00:00 AM		713 641.4		6 043353.0 		12:10:11 AM		713 556.3		6 043685.4 		Sandy mud/muddy sand with shell fragments				343.1		378.9						-		-		-		-		-		-		-

		ST187		12:00:00 AM		714 485.5		6 045296.6 		12:02:33 AM		714 463.4		6 045351.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				59.3		63.9						-		-		-		P		-		-		-

		ST188		12:00:00 AM		715 372.5		6 047011.0 		12:07:05 AM		715 346.3		6 047264.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				254.8		396.7						-		-		-		-		-		-		-

		ST189		12:00:00 AM		715 958.1		6 049007.9 		12:01:45 AM		715 943.4		6 048961.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				49.0		65.5						-		-		-		-		-		-		-

		ST190		0:00:00		715 212.6		6 050868.6 		1:41:28 AM		715 166.4		6 050838.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				55.3		40.7						-		-		-		-		-		-		-

		ST191		0:00:00		714 375.0		6 052695.2 		2:41:17 AM		714 352.3		6 052649.5 		Sandy mud/muddy sand with shell fragments and small scale ripples				51.0		56.9						-		-		-		-		-		-		-

		ST192		0:00:00		713 516.3		6 054504.6 		2:18:20		713 573.3		6 054477.2 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				63.3		58.9						-		-		-		-		-		-		-

		ST193a		0:00:00		713 050.5		6 056151.0 		5:42:52		712 957.1		6 055965.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				207.4		221.5						-		-		-		-		-		-		-

		ST194		0:00:00		712 825.0		6 058360.4 		0:02:10		712 848.6		6 058316.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				49.8		55.0						-		-		-		-		-		-		-

		ST195		0:00:00		712 290.7		6 060299.0 		0:01:45		712 328.7		6 060255.0 		Sandy mud/muddy sand with shell fragments and small scale ripples				58.2		59.5						-		-		-		-		-		-		-

		ST196		0:00:00		711 769.3		6 062172.0 		0:02:02		711 747.3		6 062218.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				51.1		57.3						-		-		-		-		-		-		-

		ST197		0:00:00		711 166.5		6 064072.1 		0:01:58		711 139.2		6 064125.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				60.3		79.3						-		-		-		-		-		-		-

		ST198		0:00:00		710 531.2		6 065580.5 		0:05:51		710 442.9		6 065763.2 		Sandy mud/muddy sand with shell fragments, cobbles, boulders, and small scale ripples				203.0		333.9						-		-		-		P		-		P		-

		ST199		0:00:00		709 713.3		6 067800.6 		0:02:06		709 669.6		6 067842.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.6		87.1						-		-		-		P		-		-		-

		ST200		0:00:00		709 031.3		6 069560.9 		0:01:56		708 982.5		6 069595.7 		Sandy mud/muddy sand with small scale ripples				59.9		69.4						-		-		-		-		-		-		-

		ST201		0:00:00		708 000.8		6 072195.0 		0:02:03		707 994.7		6 072251.6 		Sandy mud/muddy sand with small scale ripples				57.0		75.2						-		-		-		-		-		-		P

		ST202		0:00:00		707 511.0		6 073441.0 		0:01:54		707 486.5		6 073390.7 		Sandy mud/muddy sand with small scale ripples				55.9		58.7						-		-		-		-		-		-		-

		ST203		0:00:00		706 793.4		6 075381.8 		0:08:54		706 757.2		6 075178.7 		Sandy mud/muddy sand with small scale ripples				206.3		240.3						-		-		-		P		-		-		-

		ST204		12:00:00 AM		706 054.1		6 077169.3 		12:03:09 AM		706 056.6		6 077114.7 		Sandy mud/muddy sand with small scale ripples				54.6		78.2						-		-		-		P		-		-		-

		ST205		12:00:00 AM		705 315.9		6 079029.8 		12:03:39 AM		705 322.1		6 078976.3 		Sandy mud/muddy sand with small scale ripples				53.8		68.2						-		-		-		P		-		-		-

		ST206		12:00:00 AM		704 586.8		6 080884.5 		12:02:14 AM		704 638.9		6 080877.3 		Sandy mud/muddy sand with small scale ripples				52.6		65.4						-		-		-		P		-		-		-

		ST207		12:00:00 AM		703 852.4		6 082740.3 		12:02:21 AM		703 892.3		6 082761.1 		Sandy mud/muddy sand with small scale ripples				45.0		58.1						-		-		-		P		-		-		-

		ST208		12:00:00 AM		703 023.5		6 084605.2 		12:06:18 AM		703 189.3		6 084546.3 		Sandy mud/muddy sand with small scale ripples				175.9		233.4						-		-		-		6		-		-		-

		ST209		12:00:00 AM		702 394.4		6 086471.7 		12:02:12 AM		702 428.5		6 086428.4 		Sandy mud/muddy sand with small scale ripples				55.2		91.0						-		-		-		P		-		-		-

		ST210		12:00:00 AM		701 404.3		6 088772.0 		12:01:02 AM		701 430.3		6 088741.4 		Sandy mud/muddy sand with shell fragments and gravel				40.1		60.0						-		-		-		P		P		-		-

		ST210		12:01:02 AM		701 430.3		6 088741.4 		12:04:02 AM		701 512.2		6 088748.4 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders				82.2		123.0						-		-		-		-		P		-		-

		ST210		12:04:02 AM		701 512.2		6 088748.4 		12:04:50 AM		701 530.3		6 088748.7 		Sandy mud/muddy sand with shell fragments and gravel				18.1		27.1						-		-		-		-		P		-		-

		ST210		12:04:50 AM		701 530.3		6 088748.7 		12:07:27 AM		701 603.1		6 088746.9 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders				72.8		108.9						-		-		-		-		-		P		-

		ST210		12:07:27 AM		701 603.1		6 088746.9 		12:08:22 AM		701 623.3		6 088743.0 		Sandy mud/muddy sand with shell fragments and gravel				20.5		30.7						-		-		-		-		-		-		-

		ST211		12:00:00 AM		700 937.7		6 090166.1 		12:02:28 AM		700 974.7		6 090207.5 		Sandy mud/muddy sand with small scale ripples				55.5		75.8						-		-		-		P		-		-		-

		ST212		12:00:00 AM		700 224.2		6 092023.9 		12:02:03 AM		700 258.7		6 092073.7 		Sandy mud/muddy sand with shell fragments				60.6		96.9						-		-		-		P		-		-		-

		ST213		12:00:00 AM		699 521.0		6 093889.9 		12:01:25 AM		699 511.2		6 093920.1 		Sandy mud/muddy sand with shell fragments				31.8		47.4						-		-		-		-		-		-		-

				12:01:25 AM		699 511.2		6 093920.1 		12:01:37 AM		699 510.7		6 093925.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders				4.9		7.4						-		-		-		-		-		-		-

				12:01:37 AM		699 510.7		6 093925.0 		12:02:11 AM		699 508.1		6 093938.9 		Sandy mud/muddy sand with shell fragments				14.2		21.1						-		-		-		-		-		-		-

		ST214		12:00:00 AM		698 799.2		6 096054.4 		12:02:27 AM		698 691.6		6 096081.2 		Sandy mud/muddy sand with shell fragments				111.0		114.8						-		-		-		-		-		-		-

		ST215		12:00:00 AM		697 993.0		6 097685.0 		12:10:31 AM		697 954.6		6 097933.7 		Sandy mud/muddy sand with shell fragments				251.6		297.4						-		-		-		P		-		-		-

		ST217		12:00:00 AM		696 610.9		6 101397.8 		12:03:53 AM		696 603.4		6 101336.4 		Sandy mud/muddy sand with shell fragments				61.8		90.9						-		-		-		P		-		-		-

		ST218		12:00:00 AM		696 144.3		6 102667.9 		12:00:29 AM		696 142.9		6 102657.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				11.0		16.6						-		-		-		-		-		-		-

				12:00:29 AM		696 142.9		6 102657.0 		12:00:59 AM		696 139.8		6 102643.6 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders				13.8		20.8						-		-		-		-		-		-		-

				12:00:59 AM		696 139.8		6 102643.6 		12:01:57 AM		696 134.5		6 102624.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				19.7		29.7						-		-		-		-		-		-		-

				12:01:57 AM		696 134.5		6 102624.6 		12:03:51 AM		696 120.8		6 102593.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				33.7		50.8						-		-		-		P		-		-		-

				12:03:51 AM		696 120.8		6 102593.9 		12:07:59 AM		696 137.7		6 102510.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				84.9		128.1						-		-		-		P		-		-		-

				12:07:59 AM		696 137.7		6 102510.6 		12:09:15 AM		696 144.0		6 102488.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples				23.6		35.5						-		-		-		-		-		-		-

				12:09:15 AM		696 144.0		6 102488.0 		12:10:42 AM		696 152.7		6 102467.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				21.9		33.0						-		-		-		P		-		-		-

				12:10:42 AM		696 152.7		6 102467.9 		12:11:26 AM		696 158.8		6 102458.5 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders				11.2		16.9						-		-		-		-		-		-		-

		ST219		12:00:00 AM		695 141.2		6 105117.4 		12:04:05 AM		695 145.9		6 105062.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				54.8		81.4						-		-		-		P		-		-		-

		ST221		12:00:00 AM		693 677.9		6 108841.9 		12:03:28 AM		693 701.4		6 108787.5 		Sandy mud/muddy sand with shell fragments and small scale ripples				59.3		92.6						-		-		-		P		-		-		-

		ST223		12:00:00 AM		692 204.6		6 112646.3 		12:09:38 AM		692 181.2		6 112462.2 		Sandy mud/muddy sand with shell fragments and small scale ripples				185.6		207.8						-		-		-		P		-		-		-

		ST225		12:00:00 AM		690 765.0		6 116292.8 		12:03:02 AM		690 819.7		6 116266.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.9		110.0						-		-		-		-		-		-		-

		ST227		12:00:00 AM		689 048.0		6 120295.7 		12:02:39 AM		689 049.7		6 120363.4 		Sandy mud/muddy sand with shell fragments and small scale ripples				67.7		94.9						-		-		-		P		-		-		-

		ST228		12:00:00 AM		688 492.7		6 121637.2 		0:10:00		688 350.0		6 121851.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				257.3		293.9						-		-		-		7		-		-		-

		ST229		12:00:00 AM		687 692.0		6 123617.0 		0:01:45		687 660.1		6 123650.4 		Sandy mud/muddy sand with shell fragments and small scale ripples				46.2		61.4						-		-		-		P		-		-		-

		ST231		12:00:00 AM		686 184.3		6 127366.9 		0:02:15		686 186.2		6 127315.1 		Sandy mud/muddy sand with small scale ripples				51.9		48.9						-		-		-		P		-		-		-

		ST233		12:00:00 AM		684 709.8		6 131089.1 		0:02:02		684 725.8		6 131034.5 		Sandy mud/muddy sand with small scale ripples				57.0		52.4						-		-		-		P		-		-		-

		ST235		12:00:00 AM		683 321.5		6 134832.5 		0:07:19		683 160.2		6 134703.3 		Sandy mud/muddy sand with small scale ripples				206.7		267.3						-		-		-		P		-		-		-

		ST236		12:00:00 AM		682 506.2		6 136657.1 		0:02:01		682 465.0		6 136645.3 		Sandy mud/muddy sand with small scale ripples				42.8		51.8						-		-		-		P		-		-		-

		ST237		12:00:00 AM		681 757.4		6 138528.5 		0:03:10		681 750.7		6 138465.3 		Sandy mud/muddy sand with small scale ripples				63.6		92.0						-		-		-		P		-		-		-

		ST238		12:00:00 AM		681 533.5		6 140507.6 		0:02:55		681 539.1		6 140452.6 		Sandy mud/muddy sand with small scale ripples				55.3		65.7						-		-		-		-		-		-		-

		ST239		12:00:00 AM		681 356.0		6 142576.7 		0:08:50		681 305.0		6 142371.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				211.2		296.9						-		-		-		-		-		-		-

		ST240		12:00:00 AM		681 150.4		6 144419.5 		0:03:00		681 141.7		6 144486.4 		Sandy mud/muddy sand with shell fragments and small scale ripples				67.5		89.5						-		-		-		-		-		-		-

		ST241		12:00:00 AM		680 938.8		6 146423.2 		0:02:06		680 951.6		6 146478.5 		Sandy mud/muddy sand with small scale ripples				56.8		76.0						-		-		-		P		-		-		-

		ST242		12:00:00 AM		680 729.8		6 148407.1 		0:03:00		680 718.4		6 148464.3 		Sandy mud/muddy sand with small scale ripples				58.3		104.7						-		-		-		-		-		-		-

		ST243		12:00:00 AM		679 357.9		6 149812.1 		0:02:10		679 341.7		6 149862.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.1		57.6						-		-		-		-		-		-		-

		ST244		12:00:00 AM		679 023.5		6 151760.5 		0:02:23		678 994.2		6 151813.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				60.9		80.0						-		-		-		-		-		-		-

		ST245		12:00:00 AM		678 723.6		6 153791.9 		0:05:40		678 919.0		6 153708.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				212.5		268.8						-		-		-		P		-		-		-

		ST246a		12:00:00 AM		678 550.5		6 155740.6 		0:02:36		678 531.6		6 155788.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				51.8		45.0						-		-		-		P		-		-		-

		ST247		12:00:00 AM		678 288.8		6 157775.1 		0:02:39		678 273.2		6 157723.5 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles and cobbles				54.0		59.0						-		-		-		-		-		-		-

		ST248		12:00:00 AM		678 045.1		6 159757.7 		0:02:43		678 038.6		6 159709.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				48.6		63.4						-		-		-		-		-		-		-

		ST249		12:00:00 AM		677 809.3		6 161744.8 		0:02:31		677 796.3		6 161694.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				51.8		57.0						-		-		-		P		P		-		-

		ST250		12:00:00 AM		677 596.1		6 163624.5 		0:07:44		677 546.2		6 163820.2 		Sandy mud/muddy sand with shell fragments and small scale ripples				201.9		284.8						-		-		-		5		-		-		-

		ST251		12:00:00 AM		677 351.4		6 165679.4 		0:01:51		677 311.6		6 165709.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				49.6		52.7						-		-		-		-		-		-		-

		ST252		12:00:00 AM		677 101.5		6 167649.0 		0:01:42		677 098.4		6 167707.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				58.7		70.4						-		-		-		-		-		-		-

		ST253		12:00:00 AM		676 861.3		6 169687.9 		0:02:30		676 833.8		6 169637.0 		Sandy mud/muddy sand with shell fragments and small scale ripples				57.8		54.2						-		-		-		P		-		-		-

		ST254		12:00:00 AM		676 628.1		6 171656.8 		0:02:10		676 615.8		6 171617.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				41.0		61.8						-		-		-		-		P		-		P

		ST255		12:00:00 AM		676 309.4		6 173711.7 		0:06:53		676 412.8		6 173535.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				204.1		233.7						-		-		-		P		-		-		P

		ST256a		12:00:00 AM		676 126.6		6 175595.3 		0:01:25		676 103.6		6 175630.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				42.1		47.1						-		-		-		P		-		-		P

		ST257		12:00:00 AM		675 866.5		6 177617.7 		0:02:05		675 914.6		6 177591.8 		Sandy mud/muddy sand with shell fragments				54.6		71.3						-		-		-		-		-		-		P

		ST258		12:00:00 AM		675 684.1		6 179724.4 		0:08:36		675 757.9		6 179535.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				202.4		250.5						-		-		-		-		-		-		P

		ST259 		12:00:00 AM		675 463.8		6 181600.5 		0:02:14		675 438.8		6 181553.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				52.9		64.6						-		-		-		-		P		-		P

		ST260		12:00:00 AM		676 033.4		6 183493.4 		0:06:24		675 834.5		6 183543.5 		Sandy mud/muddy sand with shell fragments				205.0		228.4						-		-		-		P		P		-		P

		ST261		12:00:00 AM		676 196.9		6 185477.5 		0:02:12		676 149.4		6 185501.9 		Sandy mud/muddy sand with shell fragments				53.3		58.1						-		-		-		-		P		-		P

		ST262		0:00:00		675 191.8		6 187117.2 		0:02:14		675 139.2		6 187113.8 		Sandy mud/muddy sand with shell fragments				52.8		54.4						-		-		-		-		P		-		-

		ST263		0:00:00		674 098.0		6 188780.1 		0:02:31		674 046.3		6 188798.9 		Sandy mud/muddy sand with shell fragments				55.0		48.4						-		-		-		-		-		-		P

		ST264		0:00:00		673 422.1		6 190642.6 		0:02:04		673 380.7		6 190678.8 		Sandy mud/muddy sand with shell fragments				55.0		57.9						-		-		-		-		-		-		P

		ST265		0:00:00		672 788.1		6 192656.9 		0:02:45		672 712.0		6 192664.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				76.5		112.1						-		-		-		P		-		-		-

		ST265		0:02:45		672 712.0		6 192664.6 		0:09:20		672 563.0		6 192667.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples				149.0		218.3						-		-		-		-		-		-		-

		ST267 		0:00:00		671 848.7		6 196477.9 		0:02:43		671 874.8		6 196431.3 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.4		72.4						-		-		-		P		-		-		P

		ST269		0:00:00		670 962.4		6 200376.3 		0:02:16		670 929.5		6 200335.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				52.0		53.6						-		-		-		-		-		-		-

		ST270a		12:00:00 AM		670 507.3		6 201920.4 		12:16:36 AM		670 444.6		6 201593.1 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders				333.3		516.7						-		-		-		-		-		P		-

		ST271		12:00:00 AM		670 084.4		6 204274.5 		12:04:38 AM		670 039.8		6 204240.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				56.0		58.8						-		-		-		-		-		-		-

		ST273		12:00:00 AM		669 206.4		6 208162.8 		12:04:08 AM		669 153.5		6 208128.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders				63.2		79.2						-		-		-		-		-		-		-

		ST275		12:00:00 AM		668 261.7		6 212158.9 		12:13:51 AM		668 290.1		6 211950.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				210.1		214.8						-		-		-		-		-		-		P

		ST277a		12:00:00 AM		667 501.9		6 215938.9 		0:03:13		667 491.2		6 215994.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				57.0		82.0						-		-		-		P		-		-		-

		ST279		12:00:00 AM		666 822.8		6 219883.0 		0:02:39		666 817.9		6 219936.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.8		54.9						-		-		-		-		-		-		-

		ST280		12:00:00 AM		666 467.8		6 221805.6 		0:09:07		666 477.9		6 221997.5 		Sandy mud/muddy sand with shell fragments and small scale ripples				192.2		250.1						-		-		-		P		-		-		P

		ST281		12:00:00 AM		666 158.5		6 223823.6 		0:02:56		666 173.8		6 223883.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				61.9		72.6						-		-		-		P		-		-		P

		ST283		12:00:00 AM		665 505.6		6 227779.2 		0:01:53		665 513.4		6 227831.7 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.1		62.4						-		-		-		-		-		-		P

		ST285		12:00:00 AM		664 860.5		6 231834.5 		0:05:53		664 819.2		6 231634.0 		Sandy mud/muddy sand with shell fragments and small scale ripples				204.7		259.6						-		-		-		-		-		-		P

		ST287		12:00:00 AM		664 185.1		6 235721.1 		0:02:03		664 181.7		6 235665.8 		Sandy mud/muddy sand with shell fragments and small scale ripples				55.4		64.0						-		-		-		-		-		-		P

		ST289		0:00:00		663 529.7		6 239663.3 		0:01:51		663 498.8		6 239615.0 		Sandy mud/muddy sand with shell fragments and small scale ripples				57.3		73.7						-		-		-		-		-		-		-

		ST290		0:00:00		663 253.5		6 241689.5 		0:05:20		663 122.8		6 241536.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				201.4		254.3						-		-		-		-		-		-		-

		ST291		0:00:00		662 881.2		6 243568.4 		0:01:17		662 861.3		6 243611.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				47.0		48.0						-		-		-		-		-		-		-

		ST293		0:00:00		662 211.5		6 247499.4 		0:01:47		662 186.5		6 247547.1 		Sandy mud/muddy sand with shell fragments and small scale ripples				53.8		58.0						-		-		-		-		-		-		P

		ST295a		0:00:00		661 533.2		6 251376.8 		0:07:30		661 545.7		6 251576.5 		Sandy mud/muddy sand with pebbles, sparse cobbles, shell fragments and small scale ripples				200.0		239.6						-		-		-		-		-		-		-

		ST297		0:00:00		660 913.6		6 255425.9 		0:03:14		660 853.9		6 255452.9 		Sandy mud/muddy sand with shell fragments and small scale ripples				65.5		93.6						-		-		-		-		-		-		P

		ST299		0:00:00		660 247.8		6 259389.9 		0:02:49		660 202.0		6 259334.6 		Sandy mud/muddy sand with shell fragments and small scale ripples				71.8		83.8						-		-		-		-		-		-		P

		ST301		0:00:00		678 570.6		6 156213.0 		0:07:22		678 557.1		6 156015.0 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders				198.5		275.3						-		-		-		P		-		P		-































































































































Anthropogenic

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Transect		Still		Easting		Northing		Photo		Comments

		ST028		269605_ST028_02		742 531.5		5 948883.8 		ERROR:#VALUE!		Debris:
?Creel pot 

		ST060		269605_ST060_36		746822.6 		5 966184.9 		ERROR:#VALUE!		Cable

		ST067		Screen grab		746 032.8		5 969 415.1		ERROR:#VALUE!		Rope

		ST084		Screen grab		741 695.7		5 978 674.7		ERROR:#VALUE!		Rope

		ST143		Screen grab		737 654.4		5 988 009.8		ERROR:#VALUE!		Rope

		ST164		Screen grab		722 596.8		6 003 886.2		ERROR:#VALUE!		Debris:
Unidentified ?plastic object 

		ST265		Screen grab		672 686.9		6 192 668.8		ERROR:#VALUE!		Debris:
?Hammer 






File Attachment
Appendix J.1.1 Habitats and SACFOR Counts.xlsx


Info

		https://www.nmbaqcs.org/media/teblpook/nmbaqc_epibiota_interpretation_guidelines_final.pdf																														Note that have created a Tab for Density and a Tab for percentage cover.

		Annex 4 - page 42 of 49 in pdf																														You will consider all together within the report

																																Fill in yellow squares

																						Conversions (as in Density column to right)										The rest should calculate by themselves and there is conditional formatting in the examples columns that can be copied based on size class to colur-code your SACFOR (in density anyway)





																						>1/0.0001 m2		=		>10 000/m2

																						1-9/0.001 m2		=		1000 - 9999/m2

																						1-9/0.01 m2		=		100 - 999/m2

																						1-9/0.1 m2		=		10 - 99/m2

																						1-9/m2		=		1 - 9/m2

																						1-9/10 m2		=		0.1 - 0.9/m2

																						1-9/100 m2		=		0.01 - 0.09/m2

																						1-9/1000 m2		=		0.001 - 0.009/m2

																						<1/10000 m2		=		<0.001/m2































https://www.nmbaqcs.org/media/teblpook/nmbaqc_epibiota_interpretation_guidelines_final.pdf

Density calc

		AMB - Density - ie COUNTS - are on a separate sheet  - nothing filled in here - IGNORE																																The key to SACFOR count data is size of adult (not of specimen)
Select appropriate example column here and copy with formulas to columns to the left as add taxa.


																Column has calcs, drag down, do not overwrite								These two columns have calcs, do not overwrite										Enter count here		Columns have calcs and conditional formatting, drag down, do not overwrite				Enter count here		Columns have calcs and conditional formatting, drag down, do not overwrite				Enter count here		Columns have calcs and conditional formatting, drag down, do not overwrite				Enter count here		Columns have calcs and conditional formatting, drag down, do not overwrite										Check tracker to see if multiplication needed						Check tracker to see if multiplication needed						Check tracker to see if multiplication needed						Check tracker to see if multiplication needed

		Transect/ Section		Start of Line/Section								End of Line/Section				Transect/ Section length 
[m]		Laser width on screen
[cm]		Actual laser width
[cm]		On screen
width of view
[cm]		Actual 
width of View
[m]		Approximate area observed [m2]		Folk Sediment Description		EUNIS Sediment Desciption		Transect/ Section length 		Example Taxon
(< 1 cm)						Example Taxon
(1 cm - 3 cm)						Example Taxon
(3 cm - 15 cm)						Example Taxon
(> 15 cm)						Pennatula phophorea
(3 cm - 15 cm)						Ophiuroidea
(3 cm - 15 cm)						Urticina
(3 cm - 15 cm)						Actiniaria
(3 cm - 15 cm)						Solitary Ascidiacea
(1 cm - 3 cm)						Polychaeta tubes
(< 1 cm)						Faunal tubes
(1 cm - 3 cm)

				Time from start of video		Easting		Northing		Time from start of video		Easting		Northing																				Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR		Count		Density 
[No/m2]		SACFOR

		TR00 DO NOT DELETE THIS ROW		0:00:00		395 256.4		5 892035.5 		0:10:53		395 219.1		5 891990.4 		58.6		7.1		18.5		28.5		0.7		36.9		Gravelly sand with pebbles and shell fragments		Coarse sediment		XXXXXX_TR01_00X		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		7.5						0.7

																		8.4						0.6

																		9.3						0.6

																		10.3						0.5

		ST001		12:00:00 AM		723 046.6		5 908598.8 		12:11:38 AM		723 198.0		5 908454.8 		208.9		5		10		33		0.7		131.2		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment		208.9				0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		6.8						0.5

																		4.2						0.8

																		6						0.6

		ST002		12:00:00 AM		724 770.1		5 909631.9 		12:03:39 AM		724 802.0		5 909583.5 		58.0		6.2		10		33		0.5		38.2		Sand with shell fragments and small scale ripples		MB32 - Atlantic infralittoral coarse sediment		58.0				0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		5.2						0.6

																		4.5						0.7

																		4.5						0.7

		ST003		12:00:00 AM		726 552.8		5 911198.5 		12:01:18 AM		726 551.0		5 911226.7 		28.2		8		10		36		0.5		16.7		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment		28.2				0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		5.2						0.7

																		5.5						0.7

																		7						0.5

				12:01:18 AM		726 551.0		5 911226.7 		12:01:30 AM		726 548.2		5 911231.1 		5.2		8		10		36		0.5		3.1		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		5.2						0.7

																		5.5						0.7

																		7						0.5

				12:01:30 AM		726 548.2		5 911231.1 		12:01:54 AM		726 543.9		5 911240.0 		9.9		8		10		36		0.5		5.9		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		5.2						0.7

																		5.5						0.7

																		7						0.5

				12:01:54 AM		726 543.9		5 911240.0 		12:02:16 AM		726 540.7		5 911246.2 		7.0		8		10		36		0.5		4.1		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		5.2						0.7

																		5.5						0.7

																		7						0.5

				12:02:16 AM		726 540.7		5 911246.2 		12:02:45 AM		726 534.4		5 911253.4 		9.6		8		10		36		0.5		5.7		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		5.2						0.7

																		5.5						0.7

																		7						0.5

		ST004		12:00:00 AM		727 084.6		5 912678.0 		12:03:03 AM		727 099.9		5 912731.8 		55.9		7.5		10		36		0.5		31.5		Gravelly sandy mud/muddy sand with shell fragments, pebbles and cobbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		8						0.5

																		5						0.7

																		5						0.7

																		8						0.5

		ST005		12:00:00 AM		727 200.1		5 914554.9 		12:12:14 AM		727 153.7		5 914765.4 		215.6		4		10		40		1.0		234.2		Mixed sediment (sandy mud/muddy sand with pebbles,  cobbles, sparse boulders, consolidated areas and patches of exposed clay)		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.9

																		5						0.8

																		2.5						1.6

																		3.5						1.1

		ST006a		12:00:00 AM		726 188.0		5 916382.2 		12:11:36 AM		726 328.9		5 916545.0 		215.3		5		10		33		0.7		168.5		Mixed sediment (sandy mud/muddy sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas, and patches of raised reef and exposed clay		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		4						0.8

																		3.5						0.9

																		4						0.8

		ST007		12:00:00 AM		724 891.0		5 918076.0 		12:02:31 AM		724 887.1		5 918024.6 		51.6		6		10		33		0.6		33.2		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders and consolidated areas)		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6.5						0.5

																		4						0.8

																		4.5						0.7

																		5.5						0.6

		ST008		12:00:00 AM		724 521.3		5 920388.3 		0.0015393519		724 535.0		5 920341.1 		49.1		3		10		30		1.0		37.5		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas and patches of exposed clay). Low lying Sabellaria spinulosa crust present		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment 						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.8

																		7.6						0.4

																		3.7						0.8

																		3.5						0.9

		ST009		12:00:00 AM		725 917.4		5 910179.4 		0.0069560185		725 802.1		5 910353.6 		208.8		5.5		10		35		0.6		142.1		Muddy sand/sandy mud with shell fragments and areas of soft rock with piddock holes		MC621 - Faunal communities of Atlantic circalittoral mud						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.3						0.7

																		6.8						0.5

																		4.5						0.8

																		4.3						0.8

		ST010		0:00:00		723 217.6		5 923176.7 		0:09:45		723 294.8		5 922982.9 		208.6		3		10		28		0.9		149.7		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						0.8

																		3.7						0.8

																		5.2						0.5

																		5						0.6

		ST011		0:00:00		727 381.6		5 913403.5 		0:09:47		727 379.1		5 913584.6 		181.1		3		10		34.5		1.2		168.1		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles and patches of exposed clay). Raised Sabellaria spinulosa reef		MC2211 Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		3.5						1.0

																		6.5						0.5

																		3.1						1.1

				0:09:47		727 379.1		5 913584.6 		0:13:16		727 387.5		5 913647.2 		63.2		3		10		34.5		1.2		58.7		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with patches of soft sediment deposits). Raised Sabellaria spinulosa reef		MC2211 Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		3.5						1.0

																		6.5						0.5

																		3.1						1.1

		ST012		0:00:00		722 040.7		5 926867.2 		0:02:18		722 090.6		5 926849.9 		52.8		4		10		35.5		0.9		42.3		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3						1.2

																		7						0.5

																		4.5						0.8

		ST013		0:00:00		722 832.2		5 928622.9 		0:02:34		722 836.7		5 928676.9 		54.2		3.5		10		34.5		1.0		40.5		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.8

																		4.8						0.7

																		6						0.6

																		5						0.7

		ST014		0:00:00		724 631.2		5 929507.5 		0:02:22		724 607.2		5 929554.5 		52.8		4.5		10		33.5		0.7		51.0		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		3						1.1

																		5						0.7

																		2.5						1.3

		ST015		0:00:00		726 302.8		5 930406.3 		0:01:58		726 299.9		5 930456.9 		50.8		4.5		10		34.5		0.8		50.1		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		4						0.9

																		5						0.7

																		2.8						1.2

		ST016		0:00:00		728 236.0		5 930854.0 		0:08:06		728 231.5		5 931067.8 		213.8		4.5		10		30		0.7		169.4		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.0

																		4						0.8

																		5.5						0.5

																		3						1.0

		ST017		0:00:00		730 156.2		5 931480.1 		0:02:20		730 153.1		5 931543.7 		63.6		5		10		34.5		0.7		53.0		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		3						1.2

																		4.5						0.8

																		3.5						1.0

		ST018a		0:00:00		731 960.3		5 932419.2 		0:02:43		731 918.1		5 932390.3 		51.1		5.5		10		34.5		0.6		29.2		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		8						0.4

																		6						0.6

																		4.5						0.8

																		7.5						0.5

		ST019a		0:00:00		733 456.5		5 933582.7 		0:02:12		733 415.3		5 933619.8 		55.4		5		10		34.5		0.7		56.4		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		1.8						1.9

																		10						0.3

																		3.5						1.0

		ST020		0:00:00		732 674.3		5 935466.3 		0:04:45		732 574.9		5 935637.3 		197.8		4.2		10		34.5		0.8		204.2		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		4.5						0.8

																		2						1.7

																		4						0.9

		ST021a		0:00:00		734 438.1		5 937125.5 		0:03:27		734 417.1		5 937077.3 		52.5		4.2		10		34.5		0.8		54.2		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		4.5						0.8

																		2						1.7

																		4						0.9

		ST022a		0:00:00		735 702.0		5 938674.7 		0:06:37		735 697.9		5 938625.0 		49.8		5		10		31		0.6		47.6		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.6

																		4.5						0.7

																		3						1.0

																		3.5						0.9

		ST023a		0:00:00		737 169.0		5 940169.2 		0:02:15		737 120.0		5 940152.7 		51.7		5		10		32.5		0.7		55.7		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.6

																		4.5						0.7

																		3						1.1

																		2.5						1.3

		ST024		0:00:00		738 088.2		5 941813.4 		0:01:49		738 097.4		5 941863.1 		50.5		3		10		35		1.2		46.5		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		4.5						0.8

																		3.5						1.0

																		4.5						0.8

		ST025		0:00:00		739 439.6		5 943198.9 		0:08:41		739 377.7		5 943415.6 		225.3		5		10		41.5		0.8		222.1		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.4

																		4.5						0.9

																		5.5						0.8

																		4						1.0

		ST026		0:00:00		740 512.7		5 945034.2 		0:02:41		740 540.8		5 944942.2 		96.2		5.5		10		33		0.6		142.8		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		1.7						1.9

																		3.2						1.0

																		2						1.7

		ST027		0:00:00		741 433.2		5 946427.6 		0:03:04		741 424.6		5 946375.7 		52.7		2.5		10		33.5		1.3		60.7		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5						0.7

																		3						1.1

																		3.5						1.0

		ST028		0:00:00		742 526.2		5 948911.7 		0:03:47		742 546.0		5 948851.5 		63.3		2.5		10		33.5		1.3		72.9		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5						0.7

																		3						1.1

																		3.5						1.0

		ST029		0:00:00		743 754.8		5 951345.2 		0:02:41		743 778.6		5 951282.9 		66.7		2.6		10		37		1.4		68.0		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.8

																		3						1.2

																		5						0.7

																		4.2						0.9

		ST030b		0:00:00		744 319.6		5 952431.9 		0:08:25		744 097.6		5 952463.1 		224.2		5.5		10		33		0.6		332.8		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		1.7						1.9

																		3.2						1.0

																		2						1.7

		ST031		0:00:00		744 415.0		5 952744.1 		0:09:49		744 387.8		5 952966.1 		223.7		2.5		10		33.5		1.3		257.6		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5						0.7

																		3						1.1

																		3.5						1.0

		ST032		0:00:00		744 528.0		5 953252.8 		0:08:17		744 531.7		5 953453.8 		201.1		3		10		33		1.1		198.0		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.8

																		2.6						1.3

																		4.2						0.8

																		3.5						0.9

		ST033		12:00:00 AM		744 782.0		5 954117.9 		12:12:08 AM		744 756.6		5 954329.4 		213.0		8		10		40		0.5		216.3		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		3.5						1.1

																		4						1.0

																		6.5						0.6

		ST034		12:00:00 AM		744 624.8		5 953712.8 		12:11:28 AM		744 605.6		5 953930.7 		218.8		5.8		10		40		0.7		246.5		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.6

																		2.5						1.6

																		5.8						0.7

																		3.8						1.1

		ST035		0:00:00		745 125.1		5 954568.6 		0:15:44		745 084.5		5 954780.5 		215.7		5		10		34.5		0.7		229.5		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		3.4						1.0

																		4.2						0.8

																		7						0.5

		ST036		0:00:00		745 065.2		5 955182.9 		0:38:28		745 152.0		5 955003.5 		199.3		5.7		10		34.5		0.6		220.3		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		2						1.7

																		5						0.7

																		2.1						1.6

		ST037		0:00:00		745 071.6		5 955433.9 		0:30:43		745 056.5		5 955233.8 		200.7		2		10		34.5		1.7		206.5		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.8						1.2

																		3.5						1.0

																		5.5						0.6

																		6						0.6

		ST038		0:00:00		745 380.0		5 955726.7 		0:22:05		745 461.8		5 955549.6 		195.1		3		10		34.5		1.2		171.8		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.8						0.7

																		3.2						1.1

																		4.5						0.8

																		5						0.7

		ST039		0:00:00		745 561.3		5 956210.4 		0:17:37		745 530.1		5 955995.6 		217.0		5		10		35		0.7		226.2		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		2.5						1.4

																		4.5						0.8

																		3						1.2

		ST040		0:00:00		745 685.5		5 956452.3 		0:07:48		745 731.2		5 956640.3 		193.5		2.5		10		34.5		1.4		218.4		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles. Sand waves present		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		4						0.9

																		5						0.7

																		2						1.7

		ST041		0:00:00		745 885.3		5 956898.2 		0:07:32		745 923.3		5 957098.0 		203.4		3.2		10		34.5		1.1		187.6		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3.5						1.0

																		5.5						0.6

																		2.8						1.2

		ST042		0:00:00		746 256.2		5 957367.3 		0:07:26		746 235.6		5 957595.0 		228.6		5		10		34.5		0.7		256.2		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		4.5						0.8

																		3.5						1.0

																		4						0.9

		ST043		0:00:00		746 319.4		5 957852.7 		0:07:05		746 351.9		5 958059.9 		209.8		3.4		10		34.5		1.0		212.3		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		4						0.9

																		4.5						0.8

																		5						0.7

		ST044		0:00:00		746 786.0		5 958378.6 		0:08:28		746 640.3		5 958492.7 		185.1		3		10		31		1.0		180.7		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.2

																		4.5						0.7

																		3.5						0.9

																		3						1.0

		ST045		0:00:00		746 913.2		5 958926.6 		0:07:54		746 702.5		5 958895.6 		213.0		2.5		10		31		1.2		249.0		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.6

																		3.5						0.9

																		5						0.6

																		2						1.6

		ST046		0:00:00		747 024.1		5 959456.4 		0:08:20		746 824.7		5 959437.8 		200.3		4		10		31		0.8		170.1		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.7						0.8

																		4						0.8

																		2.5						1.2

																		5						0.6

		ST047		0:00:00		747 060.3		5 960007.2 		0:10:02		746 941.8		5 959866.6 		183.9		3		10		31		1.0		209.0		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.2

																		5						0.6

																		2						1.6

																		2.5						1.2

		ST048		0:00:00		747 127.5		5 960501.3 		0:09:43		747 197.2		5 960282.6 		229.5		5.5		10		41		0.7		192.1		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.7

																		4.5						0.9

																		4						1.0

																		5						0.8

		ST049		0:00:00		747 240.1		5 960962.3 		0:07:57		747 300.0		5 960758.7 		212.3		5.2		10		40		0.8		185.8		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.8

																		4						1.0

																		5.5						0.7

																		3.7						1.1

		ST050		0:00:00		747 367.6		5 961496.1 		0:09:32		747 394.8		5 961261.0 		236.6		5.5		10		42		0.8		205.9		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.9

																		5.5						0.8

																		5						0.8

																		4						1.1

		ST051		0:00:00		747 443.0		5 961948.6 		0:08:10		747 488.0		5 961744.5 		209.0		4.5		10		30		0.7		211.7		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.0

																		2.5						1.2

																		2						1.5

																		4.3						0.7

		ST052		0:00:00		747 471.0		5 962221.0 		0:11:38		747 450.9		5 962427.5 		207.5		3		10		31.5		1.1		199.8		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.3						0.6

																		2.5						1.3

																		3.4						0.9

																		3.2						1.0

		ST053		0:00:00		746 740.2		5 962655.6 		0:15:26		746 725.6		5 962856.1 		201.0		3		10		33.5		1.1		209.0		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.4						0.6

																		2.7						1.2

																		2.5						1.3

																		3.8						0.9

		ST054		0:00:00		746 789.9		5 963186.7 		0:13:48		746 758.3		5 963391.3 		207.0		4		10		34.5		0.9		205.7		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.8

																		2.6						1.3

																		3						1.2

																		4						0.9

		ST055		0:00:00		747 175.6		5 963690.5 		0:12:31		747 089.3		5 963882.8 		210.8		5.8		10		42		0.7		216.1		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.8

																		3.2						1.3

																		4						1.1

																		3.5						1.2

		ST056		0:00:00		747 150.9		5 964186.4 		0:12:36		747 125.0		5 964396.8 		212.0		4.8		10		45		0.9		241.7		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.2						1.1

																		3						1.5

																		6.5						0.7

																		3						1.5

		ST057		0:00:00		747 120.7		5 964688.8 		0:09:01		747 134.3		5 964883.6 		195.2		4		10		44		1.1		209.3		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.2						1.4

																		3.6						1.2

																		5.9						0.7

																		4.8						0.9

		ST058		0:00:00		747 045.4		5 965179.4 		0:09:07		747 069.0		5 965390.9 		212.8		5.2		10		42.5		0.8		253.1		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.2

																		4.1						1.0

																		3.6						1.2

																		2.5						1.7

		ST059		0:00:00		746 984.2		5 965673.3 		0:09:10		746 985.0		5 965886.8 		213.5		1.7		10		33.5		2.0		240.5		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3.9						0.9

																		3.3						1.0

																		3						1.1

		ST060		0:00:00		746 836.3		5 966374.0 		0:17:00		746 831.5		5 966167.2 		206.9		3.1		10		33		1.1		221.2		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.3

																		4.4						0.8

																		3.5						0.9

																		2.5						1.3

		ST061		0:00:00		746 708.1		5 966857.7 		0:17:38		746 634.4		5 966695.8 		177.9		5		10		34.5		0.7		201.8		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		3.4						1.0

																		2.5						1.4

																		4						0.9

		ST062		0:00:00		746 588.0		5 967342.2 		0:17:45		746 595.5		5 967133.0 		209.4		5		10		34.5		0.7		258.7		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		2						1.7

																		2.8						1.2

																		3						1.2

		ST063		0:00:00		746 468.6		5 967826.0 		0:02:00		746 459.5		5 967799.8 		27.7		6.5		10		34.5		0.5		28.9		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3.5						1.0

																		4.5						0.8

																		1.5						2.3

				0:02:00		746 459.5		5 967799.8 		0:15:00		746 535.4		5 967649.6 		168.3		6.5		10		34.5		0.5		175.3		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3.5						1.0

																		4.5						0.8

																		1.5						2.3

		ST064		0:00:00		746 354.0		5 968104.2 		0:08:57		746 257.3		5 968244.5 		170.5		3.2		10		34.5		1.1		154.3		Gravelly sand with shell fragments and sparse pebbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		2.8						1.2

																		3.4						1.0

																		6						0.6

		ST065		0:00:00		746 195.1		5 968492.6 		0:07:08		746 106.1		5 968635.6 		168.4		1.8		10		34.5		1.9		258.2		Gravelly sand with shell fragments and sparse pebbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		1.5						2.3

																		6						0.6

																		2						1.7

		ST066		0:00:00		746 119.2		5 969071.1 		0:10:09		746 035.4		5 969264.7 		210.9		1.8		10		34.5		1.9		228.1		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3						1.2

																		3.9						0.9

																		4.5						0.8

		ST067		0:00:00		746 040.4		5 969352.7 		0:08:00		745 940.3		5 969447.6 		138.0		2.5		10		34.5		1.4		157.4		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3						1.2

																		2.3						1.5

																		3.5						1.0

				0:08:00		745 940.3		5 969447.6 		0:10:53		745 886.3		5 969488.7 		67.9		2.5		10		34.5		1.4		77.5		Gravelly sand with shell fragments		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3						1.2

																		2.3						1.5

																		3.5						1.0

		ST068		0:00:00		746 008.4		5 969578.8 		0:09:44		745 906.8		5 969752.3 		201.0		5.5		10		34.5		0.6		234.2		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		4						0.9

																		2.8						1.2

																		2						1.7

		ST069		0:00:00		745 801.6		5 970232.2 		0:08:49		745 790.6		5 970031.7 		200.9		2.2		10		34.5		1.6		220.2		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		2						1.7

																		5.5						0.6

																		6						0.6

		ST070		0:00:00		722 491.1		5 924947.7 		0:01:28		722 503.7		5 924906.5 		43.0		5		10		30		0.6		37.2		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.0

																		4.5						0.7

																		3.5						0.9

																		2.5						1.2

		ST071		0:00:00		745 691.2		5 970720.6 		0:07:08		745 682.6		5 970507.3 		213.4		3.5		10		34.5		1.0		230.6		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		4.5						0.8

																		2.5						1.4

																		2.1						1.6

		ST072		0:00:00		722 238.6		5 927723.5 		0:09:00		722 313.6		5 927916.1 		206.7		3		10		30.5		1.0		166.3		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						0.9

																		6						0.5

																		5						0.6

																		3						1.0

		ST073		0:00:00		745 574.2		5 971201.2 		0:07:23		745 540.1		5 970991.1 		212.8		5.8		10		34.5		0.6		179.6		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		3						1.2

																		5.5						0.6

																		4						0.9

		ST074		0:00:00		745 523.1		5 971621.8 		0:11:02		745 354.4		5 971492.3 		212.7		3		10		34.5		1.2		242.1		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		2.5						1.4

																		4						0.9

																		2						1.7

		ST078		0:00:00		744 868.8		5 973321.3 		  00:05:45		744 895.3		5 973266.3 		61.1		4.5		10		32		0.7		55.7		Gravelly sand with shell fragments. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.8						1.1

																		3.2						1.0

																		3						1.1

																		5						0.6

		ST079		0:00:00		744 407.2		5 973834.9 		  00:05:45		744 415.8		5 973796.7 		39.2		3.2		10		30		0.9		38.1		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders. Consolidated hard ground in appearance		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.2

																		3						1.0

																		2.7						1.1

																		5						0.6

		ST081		0:00:00		742 714.2		5 974845.9 		0:02:14		742 712.6		5 974782.6 		63.3		2		10		31		1.6		72.0		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.2

																		3.5						0.9

																		4						0.8

																		2.5						1.2

		ST082		0:00:00		742 141.6		5 976841.4 		0:09:28		742 094.5		5 976669.0 		178.7		4		10		34.5		0.9		175.4		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		2						1.7

																		3						1.2

																		5.8						0.6

		ST084		0:00:00		741 719.3		5 978657.5 		0:02:59		741 674.1		5 978689.1 		55.1		2.5		10		31		1.2		59.5		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.0

																		4.5						0.7

																		3.5						0.9

																		2						1.6

		ST085		0:00:00		741 555.5		5 979312.3 		0:02:35		741 522.6		5 979353.8 		52.9		2.5		10		34.5		1.4		57.5		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.7						0.9

																		5.5						0.6

																		2						1.7

																		4.5						0.8

		ST087		0:00:00		746 741.7		5 950077.3 		0:03:27		746 758.7		5 950143.3 		68.1		2.5		10		33		1.3		76.6		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.5

																		5.2						0.6

																		3.5						0.9

																		2.7						1.2

		ST088		0:00:00		741 059.7		5 981353.4 		0:02:51		741 002.8		5 981382.4 		63.9		3		10		34.5		1.2		95.5		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		2.5						1.4

																		5.5						0.6

																		1						3.5

		ST089		0:00:00		740 821.8		5 982075.9 		0:03:08		740 781.6		5 982115.8 		56.6		3		10		34.5		1.2		65.2		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.3

																		3.5						1.0

																		5.5						0.6

		ST090		0:00:00		740 666.5		5 982521.0 		0:02:35		740 602.6		5 982523.4 		63.9		2.5		10		34.5		1.4		71.4		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		3.5						1.0

																		5.5						0.6

																		2						1.7

		ST091		0:00:00		740 340.8		5 983449.4 		0:02:14		740 281.1		5 983439.6 		60.5		1		10		34.5		3.5		93.5		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5.3						0.7

																		2.5						1.4

																		4						0.9

		ST092		0:00:00		739 467.5		5 985744.5 		0:02:42		739 455.7		5 985801.9 		58.6		2.5		10		34.5		1.4		63.3		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		5.5						0.6

																		3						1.2

																		2.5						1.4

		ST093		12:00:00 AM		743 326.2		5 950185.1 		12:04:18 AM		743 328.6		5 950236.7 		51.7		5		10		32.5		0.7		98.5		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		1						3.3

																		1.5						2.2

																		2.5						1.3

		ST094		12:00:00 AM		745 725.9		5 950031.6 		12:04:34 AM		745 707.1		5 950079.8 		51.7		1		10		33		3.3		86.4		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		3						1.1

																		5						0.7

																		3						1.1

		ST095		12:00:00 AM		747 209.4		5 950157.5 		12:04:01 AM		747 201.9		5 950209.1 		52.2		6.5		10		40		0.6		61.3		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.4						1.2

																		3						1.3

																		3.5						1.1

																		2.5						1.6

		ST096		0:00:00		749 066.1		5 950261.0 		0:03:16		749 070.4		5 950315.0 		54.1		6.5		10		34.5		0.5		57.7		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.4						1.4

																		4						0.9

																		2.2						1.6

																		3.7						0.9

		ST097		0:00:00		750 708.8		5 950664.9 		0:07:36		750 667.1		5 950790.0 		131.8		2.5		10		34.5		1.4		168.3		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3						1.2

																		2						1.7

																		2.3						1.5

				0:07:36		750 667.1		5 950790.0 		0:10:19		750 661.7		5 950841.6 		51.9		2.5		10		34.5		1.4		66.2		Gravelly sand with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3						1.2

																		2						1.7

																		2.3						1.5

				0:10:19		750 661.7		5 950841.6 		0:11:35		750 666.7		5 950868.0 		26.9		2.5		10		34.5		1.4		34.3		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3						1.2

																		2						1.7

																		2.3						1.5

		ST098		12:00:00 AM		751 057.4		5 950880.8 		12:10:38 AM		751 146.6		5 951064.3 		204.1		3.2		10		40		1.3		274.1		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.8

																		6						0.7

																		2						2.0

																		2						2.0

		ST099		12:00:00 AM		751 499.0		5 951284.8 		12:03:21 AM		751 569.4		5 951214.8 		99.4		6.5		10		40		0.6		164.3		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		2						2.0

																		1.7						2.4

																		2.7						1.5

				12:03:21 AM		751 569.4		5 951214.8 		12:06:18 AM		751 571.1		5 951151.1 		63.7		6.5		10		40		0.6		105.4		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		2						2.0

																		1.7						2.4

																		2.7						1.5

				12:06:18 AM		751 571.1		5 951151.1 		12:07:36 AM		751 573.6		5 951129.6 		21.6		6.5		10		40		0.6		35.8		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		2						2.0

																		1.7						2.4

																		2.7						1.5

				12:07:36 AM		751 573.6		5 951129.6 		12:09:24 AM		751 575.8		5 951093.8 		35.9		6.5		10		40		0.6		59.3		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		2						2.0

																		1.7						2.4

																		2.7						1.5

		ST100		12:00:00 AM		751 969.2		5 951551.5 		12:09:44 AM		751 939.0		5 951353.3 		200.5		2.5		10		40		1.6		288.5		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		4.8						0.8

																		2.8						1.4

																		3						1.3

		ST101		12:00:00 AM		752 414.6		5 951723.6 		12:13:13 AM		752 380.8		5 951538.4 		188.3		5.5		10		40		0.7		248.3		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.6

																		2.5						1.6

																		3						1.3

																		3						1.3

		ST102		12:00:00 AM		752 829.3		5 952009.6 		12:10:05 AM		752 811.5		5 951833.3 		177.2		6.5		10		40		0.6		308.9		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		2						2.0

																		1.6						2.5

																		2.5						1.6

		ST103		12:00:00 AM		753 258.3		5 952235.3 		12:07:53 AM		753 405.1		5 952093.0 		204.4		2.8		10		40		1.4		246.2		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		6						0.7

																		2.5						1.6

																		2.5						1.6

		ST104		12:00:00 AM		753 679.3		5 952467.7 		12:07:36 AM		753 714.2		5 952269.8 		201.0		3		10		40		1.3		232.0		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6.2						0.6

																		3.4						1.2

																		5						0.8

																		2.2						1.8

		ST105		12:00:00 AM		754 152.6		5 952728.6 		12:08:49 AM		754 246.5		5 952543.1 		207.9		6		10		40		0.7		234.3		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		3						1.3

																		4.8						0.8

																		5						0.8

		ST106		0:00:00		754 578.3		5 952970.5 		0:10:53		754 688.9		5 952785.6 		215.5		4.5		10		34.5		0.8		179.8		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		5.5						0.6

																		4.5						0.8

																		3						1.2

		ST107		0:00:00		756 163.7		5 954063.3 		0:03:32		756 102.2		5 954081.5 		64.2		5		10		34.5		0.7		76.1		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		3.5						1.0

																		2						1.7

																		3						1.2

		ST108		0:00:00		756 288.4		5 956067.0 		0:02:16		756 273.5		5 956016.2 		52.9		5		10		34.5		0.7		81.6		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1						3.5

																		2						1.7

																		4						0.9

																		3.5						1.0

		ST109		0:00:00		756 407.2		5 958059.6 		0:02:05		756 379.8		5 958012.5 		54.5		4.5		10		34.5		0.8		61.5		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		2						1.7

																		2.5						1.4

																		5.5						0.6

		ST110		0:00:00		756 506.6		5 960066.2 		0:02:24		756 491.8		5 960014.4 		53.9		6		10		34.5		0.6		63.9		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		7						0.5

																		1.5						2.3

																		2.2						1.6

		ST111		0:00:00		756 510.4		5 961848.5 		0:03:22		756 520.0		5 961791.2 		58.1		2.4		10		34.5		1.4		59.5		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.8						0.9

																		2.5						1.4

																		4.5						0.8

																		5.5						0.6

				0:03:22		756 520.0		5 961791.2 		0:04:29		756 514.5		5 961773.8 		18.3		2.4		10		34.5		1.4		18.7		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.8						0.9

																		2.5						1.4

																		4.5						0.8

																		5.5						0.6

				0:04:29		756 514.5		5 961773.8 		0:13:03		756 467.8		5 961626.2 		154.8		2.4		10		34.5		1.4		158.5		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.8						0.9

																		2.5						1.4

																		4.5						0.8

																		5.5						0.6

		ST112		0:00:00		756 745.1		5 964047.4 		0:04:05		756 711.5		5 964016.5 		45.6		1.3		10		34.5		2.7		57.6		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		2.9						1.2

																		5.5						0.6

																		3.5						1.0

		ST113		0:00:00		756 440.5		5 966013.3 		0:03:02		756 459.6		5 966060.4 		50.9		4.5		10		34.5		0.8		63.3		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		1.5						2.3

																		5.5						0.6

																		3						1.2

		ST114		0:00:00		755 706.7		5 967831.7 		0:06:51		755 717.1		5 967916.2 		85.1		5		10		38.5		0.8		120.4		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		2.5						1.5

																		1.8						2.1

																		2						1.9

		ST115a		0:00:00		756 513.9		5 958864.6 		0:06:46		756 394.0		5 959051.0 		221.6		3.2		10		40		1.3		229.7		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		3						1.3

																		3.5						1.1

																		5.5						0.7

		ST117		0:00:00		755 725.3		5 969666.6 		0:03:00		755 717.6		5 969730.9 		64.8		5.5		10		34.5		0.6		82.2		Gravelly sand with shell fragments. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		2						1.7

																		3.3						1.0

																		2.2						1.6

		ST118		0:00:00		755 713.9		5 969833.8 		0:03:03		755 717.9		5 969898.9 		65.2		5		10		34.5		0.7		76.4		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.4						1.4

																		2						1.7

																		2.8						1.2

																		4.5						0.8

		ST119		0:00:00		755 597.6		5 971748.0 		0:09:21		755 623.3		5 971954.6 		208.1		2		10		34.5		1.7		263.4		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		3.5						1.0

																		5.5						0.6

																		5						0.7

		ST121		0:00:00		754 590.6		5 973402.8 		0:03:06		754 583.8		5 973470.0 		67.5		3.5		10		34.5		1.0		61.4		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5						0.7

																		5.5						0.6

																		4						0.9

		ST122		0:00:00		753 026.3		5 974716.7 		0:02:52		753 023.5		5 974662.1 		54.7		3.5		10		34.5		1.0		61.8		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		2.6						1.3

																		2						1.7

																		3.5						1.0

		ST123		0:00:00		751 452.4		5 975974.9 		0:03:10		751 466.8		5 975918.0 		58.7		2		10		34.5		1.7		83.1		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		1.5						2.3

																		3.3						1.0

																		2.5						1.4

		ST124		0:00:00		749 897.5		5 977222.8 		030:03:19		749 940.5		5 977210.9 		44.6		4		10		34.5		0.9		50.5		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		5						0.7

																		2.8						1.2

																		2						1.7

		ST125		0:00:00		748 334.8		5 978558.3 		0:08:51		748 400.3		5 978378.1 		191.8		4.5		10		34.5		0.8		186.0		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		3						1.2

																		5						0.7

																		2.5						1.4

		ST126		0:00:00		746 828.9		5 979731.4 		0:04:02		746 758.7		5 979702.3 		76.0		2.4		10		34.5		1.4		90.0		Sand with shell fragments, pebbles, sporadic cobbles and small scale ripples		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.6						0.6

																		1.9						1.8

																		2.9						1.2

																		4						0.9

		ST127		0:00:00		746 275.0		5 980131.8 		0:03:06		746 221.3		5 980144.1 		55.1		3.5		10		34.5		1.0		47.0		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		6						0.6

																		5						0.7

																		3						1.2

		ST128		0:00:00		745 263.0		5 980961.6 		0:03:07		745 215.4		5 981001.0 		61.8		2.6		10		34.5		1.3		66.1		Sand with shell fragments, sporadic pebbles and cobbles with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.4						0.6

																		3.3						1.0

																		5						0.7

																		2.1						1.6

		ST129		0:00:00		744 908.1		5 981276.9 		0:02:31		744 865.3		5 981262.9 		45.0		4.5		10		34.5		0.8		53.0		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		3						1.2

																		2.5						1.4

																		2						1.7

		ST130		0:00:00		744 288.6		5 981783.8 		0:02:18		744 322.4		5 981729.4 		64.1		5		10		34.5		0.7		74.5		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		1.5						2.3

																		4						0.9

																		6						0.6

		ST132		0:00:00		742 968.8		5 982918.1 		0:02:34		742 956.6		5 982860.3 		59.0		5		10		34.5		0.7		63.6		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.3

																		3.4						1.0

																		5.5						0.6

																		2						1.7

		ST133		0:00:00		742 136.6		5 983426.2 		0:07:38		742 180.6		5 983637.6 		215.9		1.8		10		34.5		1.9		230.1		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MC321 - Faunal communitites of Atlantic circalittoral coarse sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		2.5						1.4

																		5						0.7

																		4.5						0.8

		ST136		0:00:00		740 626.0		5 984774.8 		0:02:53		740 599.1		5 984829.0 		60.5		2.1		10		34.5		1.6		65.7		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5.5						0.6

																		6						0.6

																		4						0.9

		ST138		0:00:00		740 142.7		5 985167.3 		0:03:06		740 144.3		5 985234.9 		67.7		5		10		34.5		0.7		70.9		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		5.5						0.6

																		2						1.7

																		3.3						1.0

		ST139		0:00:00		739 152.4		5 986111.8 		0:02:32		739 134.4		5 986170.7 		61.6		3		10		34.5		1.2		67.3		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		2						1.7

																		5						0.7

																		3.8						0.9

		ST140		0:00:00		738 943.3		5 986351.6 		0:02:21		738 950.6		5 986416.3 		65.1		1.5		10		34.5		2.3		80.0		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5.3						0.7

																		2.8						1.2

																		6						0.6

		ST143		0:00:00		737 642.9		5 988027.3 		0:03:16		737 633.0		5 987978.1 		50.2		5.7		10		34.5		0.6		63.3		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.8						1.9

																		3.8						0.9

																		3						1.2

																		2						1.7

		ST146		0:00:00		736 964.1		5 988885.8 		0:03:08		736 945.2		5 988838.9 		50.6		2.5		10		34.5		1.4		44.7		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		6						0.6

																		5						0.7

																		3						1.2

		ST147		0:00:00		736 622.0		5 989287.2 		0:02:14		736 670.6		5 989271.7 		51.0		2.5		10		34.5		1.4		59.3		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		6						0.6

																		2						1.7

																		3						1.2

		ST148		0:00:00		736 362.2		5 989611.6 		0:02:15		736 405.8		5 989591.4 		48.1		2		10		34.5		1.7		49.5		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		5.2						0.7

																		3						1.2

																		5.5						0.6

		ST149		0:00:00		735 166.0		5 991204.8 		0:02:13		735 168.5		5 991164.9 		40.0		2.1		10		34.5		1.6		50.5		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.8						1.9

																		5						0.7

																		3.8						0.9

																		3						1.2

		ST150a		0:00:00		734 986.1		5 993108.0 		0:08:54		735140.423		5 992956.9 		215.9		5		10		34.5		0.7		247.7		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		2						1.7

																		3.2						1.1

																		4						0.9

		ST151		0:00:00		734 929.5		5 993707.5 		0:03:22		734 911.8		5 993759.1 		54.5		5		10		34.5		0.7		64.7		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		3						1.2

																		2.5						1.4

																		2						1.7

		ST152		0:00:00		734 347.9		5 994521.4 		0:03:34		734 317.5		5 994571.2 		58.3		5.5		10		34.5		0.6		56.8		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.8						1.2

																		2.5						1.4

																		4.5						0.8

																		4						0.9

		ST154		0:00:00		732 709.9		5 995662.7 		0:02:27		732 703.5		5 995715.8 		53.5		2.5		10		34.5		1.4		68.2		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		1.5						2.3

																		5						0.7

																		4						0.9

		ST156		0:00:00		731 030.4		5 996742.5 		0:02:10		730 995.8		5 996781.9 		52.4		2.5		10		34.5		1.4		60.2		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5.5						0.6

																		4						0.9

																		3						1.2

		ST157		0:00:00		714 206.5		6 021448.5 		0:05:32		714 393.6		6 021345.0 		213.8		5		10		40		0.8		318.7		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		3.8						1.1

																		2						2.0

																		2.5						1.6

		ST158		0:00:00		729 178.4		5 997938.7 		0:02:07		729 138.2		5 997965.3 		48.2		2.8		10		34.5		1.2		49.0		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		2.5						1.4

																		5						0.7

																		5.5						0.6

		ST159		0:00:00		728 481.9		5 998406.3 		0:02:01		728 475.3		5 998347.1 		59.6		2		10		34.5		1.7		95.9		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1						3.5

																		2.5						1.4

																		5.5						0.6

																		4						0.9

		ST160		0:00:00		727 635.7		5 998942.6 		0:02:03		727 625.4		5 998884.8 		58.7		4		10		34.5		0.9		68.2		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		5						0.7

																		2.5						1.4

																		2						1.7

		ST161		0:00:00		725 909.8		5 999938.1 		0:02:04		725 911.8		5 999877.6 		60.6		2		10		34.5		1.7		69.6		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		2.5						1.4

																		5.5						0.6

																		3						1.2

		ST162		0:00:00		724 024.8		6 000614.2 		0:02:05		724 035.8		6 000558.0 		57.3		3.9		10		34.5		0.9		60.6		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3						1.2

																		2.9						1.2

																		2.5						1.4

		ST163		0:00:00		722 525.2		6 001665.0 		0:02:03		722 522.6		6 001603.3 		61.7		2.8		10		34.5		1.2		70.6		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		3.5						1.0

																		3						1.2

																		5.5						0.6

		ST164		0:00:00		722 598.0		6 003893.7 		0:01:45		722 599.7		6 003843.1 		50.6		2.5		10		34.5		1.4		71.2		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.8						1.9

																		2						1.7

																		2.6						1.3

		ST165a		0:00:00		721 880.2		6 005274.3 		0:07:41		721 856.3		6 005487.8 		214.8		4.5		10		34.5		0.8		294.8		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5						0.7

																		1.5						2.3

																		2						1.7

		ST166		0:00:00		719 326.7		6 007981.6 		0:02:15		719 296.3		6 008035.4 		61.8		4.5		10		34.5		0.8		61.7		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.4						1.4

																		5						0.7

																		2.5						1.4

																		4.8						0.7

		ST167		0:00:00		719 272.9		6 008064.8 		0:02:20		719 275.8		6 008056.3 		9.0		3.5		10		34.5		1.0		12.7		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		2.5						1.4

																		2						1.7

																		5						0.7

		ST168		0:00:00		717 946.8		6 009627.0 		0:02:48		717 967.0		6 009580.8 		50.4		2		10		34.5		1.7		56.9		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3.5						1.0

																		2.5						1.4

																		4						0.9

		ST169		0:00:00		716 651.7		6 011152.7 		0:02:26		716 670.6		6 011099.4 		56.6		2		10		34.5		1.7		79.4		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		2.5						1.4

																		3.5						1.0

																		1.5						2.3

		ST170		0:00:00		716 008.0		6 012946.6 		0:04:42		715 978.6		6 012997.3 		58.6		5		10		34.5		0.7		95.7		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		1.5						2.3

																		1						3.5

																		3						1.2

		ST171		0:00:00		715 489.8		6 014883.9 		0:02:18		715 478.1		6 014930.3 		47.9		1		10		34.5		3.5		74.8		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5						0.7

																		3						1.2

																		3						1.2

		ST172		0:00:00		714 879.1		6 017300.7 		0:02:40		714 846.9		6 017359.7 		67.2		3		10		34.5		1.2		86.6		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		2.4						1.4

																		5						0.7

																		1.5						2.3

		ST173		0:00:00		714 494.9		6 018753.1 		0:02:19		714 463.3		6 018803.9 		59.8		1.8		10		34.5		1.9		101.4		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		2.4						1.4

																		1						3.5

																		3.5						1.0

		ST174a		0:00:00		714 303.8		6 020 410.3		0:01:41		714 302.3		6 020368.5 		41.8		4		10		28		0.7		50.7		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						1.9

																		1.5						1.9

																		4						0.7

																		3						0.9

				0:01:41		714 302.3		6 020368.5 		0:02:35		714 299.9		6 020348.0 		20.7		1.2		10		28		2.3		29.9		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC421 - Faunal communitites of Atlantic circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.7

																		2						1.4

																		1.5						1.9

																		3						0.9

		ST175a		0:00:00		714 089.5		6 022 782.2		0:02:42		714 124.5		6 022731.8 		61.4		4.5		10		35		0.8		88.3		Gravelly sandy mud/muddy sand with shell fragments, pebbles, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.8

																		1.5						2.3

																		3						1.2

																		3						1.2

		ST176		0:00:00		714 249.7		6 024 615.3		0:07:33		714 306.7		6 024824.6 		217.0		2		10		35		1.8		284.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		4.5						0.8

																		2						1.8

																		4						0.9

		ST177		0:00:00		714 656.4		6 026 662.5		0:07:33		714 675.3		6 026 713.5		54.4		5.5		10		33.5		0.6		69.4				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		3						1.1

																		4.5						0.7

																		1.5						2.2

		ST178		0:00:00		715 066.7		6 028625.3 		0:02:05		715 076.6		6 028672.1 		47.9		2.3		10		34.5		1.5		92.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		5						0.7

																		2						1.7

																		1						3.5

		ST179		0:00:00		715 427.9		6 030571.4 		0:02:44		715 485.5		6 030631.6 		83.3		1.5		10		28		1.9		119.4				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.8						1.6

																		3.7						0.8

																		2.5						1.1

																		1.5						1.9

		ST180		0:00:00		716 034.2		6 032520.7 		0:01:41		715 995.7		6 032563.5 		57.6		3.5		10		34.5		1.0		64.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.8						0.7

																		2.5						1.4

																		5.5						0.6

																		1.8						1.9

		ST181		0:00:00		715 911.4		6 034527.4 		0:08:08		715 802.7		6 034348.4 		209.4		4.7		10		34.5		0.7		235.0				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.8						1.9

																		2.5						1.4

																		4.8						0.7

																		4						0.9

		ST182		0:00:00		714 960.0		6 036274.6 		0:02:52		714 974.8		6 036210.8 		65.6		4.4		10		34.5		0.8		66.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		2						1.7

																		4.8						0.7

																		3						1.2

		ST183		0:00:00		713 897.4		6 038496.4 		0:02:15		713 913.3		6 038439.0 		59.5		1.8		10		34.5		1.9		65.5				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		4.5						0.8

																		3						1.2

																		5						0.7

		ST184		0:00:00		712 891.8		6 040560.8 		0:02:02		712 902.3		6 040501.4 		60.3		5		10		34.5		0.7		89.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.2

																		2.5						1.4

																		2.2						1.6

																		1.3						2.7

		ST185		0:00:00		712 762.9		6 041687.5 		0:03:29		712 722.0		6 041767.5 		89.9		3		10		34.5		1.2		119.1				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		5						0.7

																		3.5						1.0

																		2.3						1.5

		ST186		12:00:00 AM		713 641.4		6 043353.0 		12:10:11 AM		713 556.3		6 043685.4 		343.1		5		10		32.8		0.7		378.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.3

																		2						1.6

																		4						0.8

																		3						1.1

		ST187		12:00:00 AM		714 485.5		6 045296.6 		12:02:33 AM		714 463.4		6 045351.6 		59.3		4.8		10		32.8		0.7		63.9				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.6

																		2.5						1.3

																		5.6						0.6

																		2.8						1.2

		ST188		12:00:00 AM		715 372.5		6 047011.0 		12:07:05 AM		715 346.3		6 047264.4 		254.8		2.6		10		40.5		1.6		396.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.8						0.8

																		2.8						1.4

																		1.8						2.3

																		2.4						1.7

		ST189		12:00:00 AM		715 958.1		6 049007.9 		12:01:45 AM		715 943.4		6 048961.1 		49.0		2.2		10		33		1.5		65.5				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		3.5						0.9

																		2.6						1.3

																		2.5						1.3

		ST190		0:00:00		715 212.6		6 050868.6 		1:41:28 AM		715 166.4		6 050838.3 		55.3		4.3		10		29.4		0.7		40.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.6

																		4.7						0.6

																		3.2						0.9

																		3.4						0.9

		ST191		0:00:00		714 375.0		6 052695.2 		2:41:17 AM		714 352.3		6 052649.5 		51.0		2.2		10		27.2		1.2		56.9				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.7						1.6

																		3.7						0.7

																		3.3						0.8

																		2.3						1.2

		ST192		0:00:00		713 516.3		6 054504.6 		2:18:20		713 573.3		6 054477.2 		63.3		2.8		10		28.2		1.0		58.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6.5						0.4

																		2.7						1.0

																		3.7						0.8

																		2						1.4

		ST193a		0:00:00		713 050.5		6 056151.0 		5:42:52		712 957.1		6 055965.8 		207.4		2		10		28		1.4		221.5				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.7						0.6

																		1.5						1.9

																		3.6						0.8

																		4						0.7

		ST194		0:00:00		712 825.0		6 058360.4 		0:02:10		712 848.6		6 058316.6 		49.8		3.6		10		31.5		0.9		55.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.3

																		4.3						0.7

																		1.6						2.0

																		4.6						0.7

		ST195		0:00:00		712 290.7		6 060299.0 		0:01:45		712 328.7		6 060255.0 		58.2		2.6		10		30.5		1.2		59.5				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.2						1.0

																		4.3						0.7

																		3.2						1.0

																		2.3						1.3

		ST196		0:00:00		711 769.3		6 062172.0 		0:02:02		711 747.3		6 062218.1 		51.1		4.2		10		32		0.8		57.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						0.9

																		1.7						1.9

																		3.4						0.9

																		2.9						1.1

		ST197		0:00:00		711 166.5		6 064072.1 		0:01:58		711 139.2		6 064125.8 		60.3		2.6		10		32		1.2		79.3				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.7						1.9

																		3.7						0.9

																		3.2						1.0

																		2						1.6

		ST198		0:00:00		710 531.2		6 065580.5 		0:05:51		710 442.9		6 065763.2 		203.0		1.7		10		40		2.4		333.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		1		0.00		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.5

																		4						1.0

																		3						1.3

																		2						2.0

		ST199		0:00:00		709 713.3		6 067800.6 		0:02:06		709 669.6		6 067842.6 		60.6		2.1		10		31.5		1.5		87.1				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.3

																		1.5						2.1

																		4.2						0.8

																		2						1.6

		ST200		0:00:00		709 031.3		6 069560.9 		0:01:56		708 982.5		6 069595.7 		59.9		2		10		32		1.6		69.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.2

																		3.7						0.9

																		2.7						1.2

																		3.5						0.9

		ST201		0:00:00		708 000.8		6 072195.0 		0:02:03		707 994.7		6 072251.6 		57.0		2.4		10		32		1.3		75.2				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		40		0.53		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.6						0.9

																		2.5						1.3

																		3.3						1.0

																		1.5						2.1

		ST202		0:00:00		707 511.0		6 073441.0 		0:01:54		707 486.5		6 073390.7 		55.9		4.5		10		31.5		0.7		58.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		51		0.87		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.2

																		3.3						1.0

																		2.3						1.4

																		3.1						1.0

		ST203		0:00:00		706 793.4		6 075381.8 		0:08:54		706 757.2		6 075178.7 		206.3		4.2		10		31.5		0.8		240.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		375		1.56		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.2						1.0

																		2						1.6

																		2.1						1.5

																		3.1						1.0

		ST204		12:00:00 AM		706 054.1		6 077169.3 		12:03:09 AM		706 056.6		6 077114.7 		54.6		1.5		10		39		2.6		78.2				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		149		1.91		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P

																		5						0.8

																		3.5						1.1

																		5.5						0.7

																		2						2.0

		ST205		12:00:00 AM		705 315.9		6 079029.8 		12:03:39 AM		705 322.1		6 078976.3 		53.8		2.7		10		39		1.4		68.2				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		128		1.88		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P

																		5						0.8

																		1.8						2.2

																		6						0.7

																		3						1.3

		ST206		12:00:00 AM		704 586.8		6 080884.5 		12:02:14 AM		704 638.9		6 080877.3 		52.6		3.5		10		33		0.9		65.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		84		1.28		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P

																		5.5						0.6

																		2						1.7

																		4						0.8

																		1.5						2.2

		ST207		12:00:00 AM		703 852.4		6 082740.3 		12:02:21 AM		703 892.3		6 082761.1 		45.0		6		10		33		0.6		58.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		61		1.05		Common		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P

																		3						1.1

																		1.5						2.2

																		2.2						1.5

																		3						1.1

		ST208		12:00:00 AM		703 023.5		6 084605.2 		12:06:18 AM		703 189.3		6 084546.3 		175.9		1.5		10		33		2.2		233.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		166		0.71		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		5						0.7

																		2						1.7

																		2.8						1.2

																		3.5						0.9

		ST209		12:00:00 AM		702 394.4		6 086471.7 		12:02:12 AM		702 428.5		6 086428.4 		55.2		2.5		10		33		1.3		91.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		49		0.54		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		5.5						0.6

																		1						3.3

																		4						0.8

		ST210		12:00:00 AM		701 404.3		6 088772.0 		12:01:02 AM		701 430.3		6 088741.4 		40.1		5		10		33		0.7		60.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		7		0.12		Frequent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		3						1.1

																		1.5						2.2

																		2.5						1.3

				12:01:02 AM		701 430.3		6 088741.4 		12:04:02 AM		701 512.2		6 088748.4 		82.2		5		10		33		0.7		123.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		5		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		3						1.1

																		1.5						2.2

																		2.5						1.3

				12:04:02 AM		701 512.2		6 088748.4 		12:04:50 AM		701 530.3		6 088748.7 		18.1		5		10		33		0.7		27.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		1		0.04		Occasional		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		3						1.1

																		1.5						2.2

																		2.5						1.3

				12:04:50 AM		701 530.3		6 088748.7 		12:07:27 AM		701 603.1		6 088746.9 		72.8		5		10		33		0.7		108.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		1		0.01		Rare		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		3						1.1

																		1.5						2.2

																		2.5						1.3

				12:07:27 AM		701 603.1		6 088746.9 		12:08:22 AM		701 623.3		6 088743.0 		20.5		5		10		33		0.7		30.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		P		P		P		P		P		P

																		1.5						2.2

																		3						1.1

																		1.5						2.2

																		2.5						1.3

		ST211		12:00:00 AM		700 937.7		6 090166.1 		12:02:28 AM		700 974.7		6 090207.5 		55.5		5.2		10		33		0.6		75.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.3						2.5

																		2.8						1.2

																		2.4						1.4

																		3						1.1

		ST212		12:00:00 AM		700 224.2		6 092023.9 		12:02:03 AM		700 258.7		6 092073.7 		60.6		5		10		33		0.7		96.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.1

																		4.5						0.7

																		1.5						2.2

																		1						3.3

		ST213		12:00:00 AM		699 521.0		6 093889.9 		12:01:25 AM		699 511.2		6 093920.1 		31.8		5		10		33		0.7		47.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		2.2						1.5

																		1.8						1.8

																		2.6						1.3

				12:01:25 AM		699 511.2		6 093920.1 		12:01:37 AM		699 510.7		6 093925.0 		4.9		5		10		33		0.7		7.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		2.2						1.5

																		1.8						1.8

																		2.6						1.3

				12:01:37 AM		699 510.7		6 093925.0 		12:02:11 AM		699 508.1		6 093938.9 		14.2		5		10		33		0.7		21.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		2.2						1.5

																		1.8						1.8

																		2.6						1.3

		ST214		12:00:00 AM		698 799.2		6 096054.4 		12:02:27 AM		698 691.6		6 096081.2 		111.0		5		10		33		0.7		114.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.1

																		2						1.7

																		3.2						1.0

																		4.5						0.7

		ST215		12:00:00 AM		697 993.0		6 097685.0 		12:10:31 AM		697 954.6		6 097933.7 		251.6		3.8		10		33		0.9		297.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.7

																		1.8						1.8

																		3						1.1

																		2.4						1.4

		ST217		12:00:00 AM		696 610.9		6 101397.8 		12:03:53 AM		696 603.4		6 101336.4 		61.8		1		10		33		3.3		90.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.1

																		2.2						1.5

																		5						0.7

																		4.2						0.8

		ST218		12:00:00 AM		696 144.3		6 102667.9 		12:00:29 AM		696 142.9		6 102657.0 		11.0		1.3		10		33		2.5		16.6				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:00:29 AM		696 142.9		6 102657.0 		12:00:59 AM		696 139.8		6 102643.6 		13.8		1.3		10		33		2.5		20.8				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:00:59 AM		696 139.8		6 102643.6 		12:01:57 AM		696 134.5		6 102624.6 		19.7		1.3		10		33		2.5		29.7				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:01:57 AM		696 134.5		6 102624.6 		12:03:51 AM		696 120.8		6 102593.9 		33.7		1.3		10		33		2.5		50.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:03:51 AM		696 120.8		6 102593.9 		12:07:59 AM		696 137.7		6 102510.6 		84.9		1.3		10		33		2.5		128.1				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:07:59 AM		696 137.7		6 102510.6 		12:09:15 AM		696 144.0		6 102488.0 		23.6		1.3		10		33		2.5		35.5				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:09:15 AM		696 144.0		6 102488.0 		12:10:42 AM		696 152.7		6 102467.9 		21.9		1.3		10		33		2.5		33.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

				12:10:42 AM		696 152.7		6 102467.9 		12:11:26 AM		696 158.8		6 102458.5 		11.2		1.3		10		33		2.5		16.9				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.2

																		4						0.8

																		2.5						1.3

		ST219		12:00:00 AM		695 141.2		6 105117.4 		12:04:05 AM		695 145.9		6 105062.7 		54.8		5.5		10		33		0.6		81.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		2.5						1.3

																		1.5						2.2

																		2						1.7

		ST221		12:00:00 AM		693 677.9		6 108841.9 		12:03:28 AM		693 701.4		6 108787.5 		59.3		1.5		10		33		2.2		92.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.2

																		2						1.7

																		5						0.7

																		3						1.1

		ST223		12:00:00 AM		692 204.6		6 112646.3 		12:09:38 AM		692 181.2		6 112462.2 		185.6		2.5		10		33		1.3		207.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		2						1.7

																		3						1.1

																		3.8						0.9

		ST225		12:00:00 AM		690 765.0		6 116292.8 		12:03:02 AM		690 819.7		6 116266.1 		60.9		3		10		34.5		1.2		110.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.6

																		1.2						2.9

																		3.5						1.0

																		1						3.5

		ST227		12:00:00 AM		689 048.0		6 120295.7 		12:02:39 AM		689 049.7		6 120363.4 		67.7		3		10		33		1.1		94.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.7

																		2.5						1.3

																		1.5						2.2

																		2						1.7

		ST228		12:00:00 AM		688 492.7		6 121637.2 		0:10:00		688 350.0		6 121851.3 		257.3		4.5		10		34.5		0.8		293.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.4

																		5						0.7

																		3						1.2

																		2						1.7

		ST229		12:00:00 AM		687 692.0		6 123617.0 		0:01:45		687 660.1		6 123650.4 		46.2		3		10		34.5		1.2		61.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.7						0.6

																		1.5						2.3

																		2						1.7

																		4						0.9

		ST231		12:00:00 AM		686 184.3		6 127366.9 		0:02:15		686 186.2		6 127315.1 		51.9		9		10		34.5		0.4		48.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		2						1.7

																		4.5						0.8

																		3						1.2

		ST233		12:00:00 AM		684 709.8		6 131089.1 		0:02:02		684 725.8		6 131034.5 		57.0		2		10		34.5		1.7		52.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		9						0.4

																		2.8						1.2

																		4.5						0.8

																		7						0.5

		ST235		12:00:00 AM		683 321.5		6 134832.5 		0:07:19		683 160.2		6 134703.3 		206.7		2.3		10		34.5		1.5		267.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						0.9

																		5						0.7

																		3.1						1.1

																		1.5						2.3

		ST236		12:00:00 AM		682 506.2		6 136657.1 		0:02:01		682 465.0		6 136645.3 		42.8		3		10		34.5		1.2		51.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		2.7						1.3

																		1.5						2.3

																		5.5						0.6

		ST237		12:00:00 AM		681 757.4		6 138528.5 		0:03:10		681 750.7		6 138465.3 		63.6		5.5		10		34.5		0.6		92.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		3						1.2

																		2.4						1.4

																		2						1.7

		ST238		12:00:00 AM		681 533.5		6 140507.6 		0:02:55		681 539.1		6 140452.6 		55.3		2.1		10		34.5		1.6		65.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		3.5						1.0

																		5.8						0.6

																		1.7						2.0

		ST239		12:00:00 AM		681 356.0		6 142576.7 		0:08:50		681 305.0		6 142371.8 		211.2		2		10		34.5		1.7		296.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		3.5						1.0

																		5.4						0.6

																		2.5						1.4

		ST240		12:00:00 AM		681 150.4		6 144419.5 		0:03:00		681 141.7		6 144486.4 		67.5		2		10		34.5		1.7		89.5				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.5						0.8

																		1.5						2.3

																		2.8						1.2

																		5.7						0.6

		ST241		12:00:00 AM		680 938.8		6 146423.2 		0:02:06		680 951.6		6 146478.5 		56.8		5		10		34.5		0.7		76.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.3

																		2						1.7

																		3.3						1.0

																		3.7						0.9

		ST242		12:00:00 AM		680 729.8		6 148407.1 		0:03:00		680 718.4		6 148464.3 		58.3		3		10		34.5		1.2		104.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.7

																		1.5						2.3

																		2.5						1.4

																		1						3.5

		ST243		12:00:00 AM		679 357.9		6 149812.1 		0:02:10		679 341.7		6 149862.7 		53.1		3		10		34.5		1.2		57.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		5.5						0.6

																		5						0.7

																		2.8						1.2

		ST244		12:00:00 AM		679 023.5		6 151760.5 		0:02:23		678 994.2		6 151813.9 		60.9		2		10		34.5		1.7		80.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.6

																		3						1.2

																		1.5						2.3

																		4.5						0.8

		ST245		12:00:00 AM		678 723.6		6 153791.9 		0:05:40		678 919.0		6 153708.3 		212.5		6.5		10		34.5		0.5		268.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						1.7

																		1.5						2.3

																		4						0.9

																		3.8						0.9

		ST246a		12:00:00 AM		678 550.5		6 155740.6 		0:02:36		678 531.6		6 155788.8 		51.8		3		10		34.5		1.2		45.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		9						0.4

																		6.4						0.5

																		2.3						1.5

																		4.5						0.8

		ST247		12:00:00 AM		678 288.8		6 157775.1 		0:02:39		678 273.2		6 157723.5 		54.0		5		10		34.5		0.7		59.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.0

																		2.4						1.4

																		2						1.7

																		5.5						0.6

		ST248		12:00:00 AM		678 045.1		6 159757.7 		0:02:43		678 038.6		6 159709.6 		48.6		2.5		10		39		1.6		63.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.8						0.7

																		1.7						2.3

																		3.8						1.0

																		4						1.0

		ST249		12:00:00 AM		677 809.3		6 161744.8 		0:02:31		677 796.3		6 161694.6 		51.8		2		10		39		2.0		57.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.7

																		5.4						0.7

																		2.8						1.4

																		5						0.8

		ST250		12:00:00 AM		677 596.1		6 163624.5 		0:07:44		677 546.2		6 163820.2 		201.9		6.5		10		39		0.6		284.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		4.3						0.9

																		1.7						2.3

																		3						1.3

		ST251		12:00:00 AM		677 351.4		6 165679.4 		0:01:51		677 311.6		6 165709.1 		49.6		4.5		10		39		0.9		52.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.8						0.7

																		3.5						1.1

																		5.5						0.7

																		2						2.0

		ST252		12:00:00 AM		677 101.5		6 167649.0 		0:01:42		677 098.4		6 167707.6 		58.7		3.5		10		39		1.1		70.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		1.5						2.6

																		4						1.0

																		5.5						0.7

																		6.5						0.6

		ST253		12:00:00 AM		676 861.3		6 169687.9 		0:02:30		676 833.8		6 169637.0 		57.8		3.5		10		39		1.1		54.2				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6.5						0.6

																		2.8						1.4

																		4.5						0.9

																		5.5						0.7

		ST254		12:00:00 AM		676 628.1		6 171656.8 		0:02:10		676 615.8		6 171617.8 		41.0		6		10		39		0.7		61.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		1.5						2.6

																		2.5						1.6

																		5						0.8

		ST255		12:00:00 AM		676 309.4		6 173711.7 		0:06:53		676 412.8		6 173535.7 		204.1		5.5		10		39		0.7		233.7				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2						2.0

																		3.5						1.1

																		3						1.3

																		6						0.7

		ST256a		12:00:00 AM		676 126.6		6 175595.3 		0:01:25		676 103.6		6 175630.6 		42.1		6		10		39		0.7		47.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.5						1.1

																		3						1.3

																		2.5						1.6

																		4						1.0

		ST257		12:00:00 AM		675 866.5		6 177617.7 		0:02:05		675 914.6		6 177591.8 		54.6		3		10		39		1.3		71.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6.5						0.6

																		2.5						1.6

																		2						2.0

																		3.5						1.1

		ST258		12:00:00 AM		675 684.1		6 179724.4 		0:08:36		675 757.9		6 179535.9 		202.4		2.4		10		40		1.7		250.5				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.5

																		5.6						0.7

																		2.5						1.6

																		6						0.7

		ST259 		12:00:00 AM		675 463.8		6 181600.5 		0:02:14		675 438.8		6 181553.9 		52.9		3.1		10		40		1.3		64.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		6						0.7

																		4						1.0

																		3						1.3

		ST260		12:00:00 AM		676 033.4		6 183493.4 		0:06:24		675 834.5		6 183543.5 		205.0		4.2		10		40		1.0		228.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.7

																		2						2.0

																		4.2						1.0

																		4						1.0

		ST261		12:00:00 AM		676 196.9		6 185477.5 		0:02:12		676 149.4		6 185501.9 		53.3		2.2		10		40		1.8		58.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5.5						0.7

																		4.2						1.0

																		5.2						0.8

																		3.4						1.2

		ST262		0:00:00		675 191.8		6 187117.2 		0:02:14		675 139.2		6 187113.8 		52.8		2.5		10		34.5		1.4		54.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.8						0.7

																		4.8						0.7

																		3						1.2

																		2.9						1.2

		ST263		0:00:00		674 098.0		6 188780.1 		0:02:31		674 046.3		6 188798.9 		55.0		5		10		40		0.8		48.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.7

																		3						1.3

																		6.2						0.6

																		4.2						1.0

		ST264		0:00:00		673 422.1		6 190642.6 		0:02:04		673 380.7		6 190678.8 		55.0		2.5		10		40		1.6		57.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		5						0.8

																		5.9						0.7

																		6.8						0.6

																		2.5						1.6

		ST265		0:00:00		672 788.1		6 192656.9 		0:02:45		672 712.0		6 192664.6 		76.5		1.8		10		40		2.2		112.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.6

																		6.3						0.6

																		3.8						1.1

																		2.2						1.8

				0:02:45		672 712.0		6 192664.6 		0:09:20		672 563.0		6 192667.7 		149.0		1.8		10		40		2.2		218.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.5						1.6

																		6.3						0.6

																		3.8						1.1

																		2.2						1.8

		ST267 		0:00:00		671 848.7		6 196477.9 		0:02:43		671 874.8		6 196431.3 		53.4		2.6		10		40		1.5		72.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		6						0.7

																		2.1						1.9

																		3						1.3

																		3						1.3

		ST269		0:00:00		670 962.4		6 200376.3 		0:02:16		670 929.5		6 200335.9 		52.0		6		10		40		0.7		53.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.2						1.3

																		4						1.0

																		2.8						1.4

																		5						0.8

		ST270a		12:00:00 AM		670 507.3		6 201920.4 		12:16:36 AM		670 444.6		6 201593.1 		333.3		2		10		40		2.0		516.7				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.3

																		2.5						1.6

																		2.2						1.8

																		4						1.0

		ST271		12:00:00 AM		670 084.4		6 204274.5 		12:04:38 AM		670 039.8		6 204240.7 		56.0		2.3		10		30		1.3		58.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.2

																		4.2						0.7

																		3.1						1.0

																		2.7						1.1

		ST273		12:00:00 AM		669 206.4		6 208162.8 		12:04:08 AM		669 153.5		6 208128.4 		63.2		2.4		10		40		1.7		79.2				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						1.0

																		3.2						1.3

																		2.6						1.5

																		4.9						0.8

		ST275		12:00:00 AM		668 261.7		6 212158.9 		12:13:51 AM		668 290.1		6 211950.7 		210.1		5.1		10		41		0.8		214.8				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						1.0

																		3.1						1.3

																		5.7						0.7

																		3.3						1.2

		ST277a		12:00:00 AM		667 501.9		6 215938.9 		0:03:13		667 491.2		6 215994.9 		57.0		3.6		10		39		1.1		82.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.4						1.6

																		2.9						1.3

																		1.7						2.3

																		4.6						0.8

		ST279		12:00:00 AM		666 822.8		6 219883.0 		0:02:39		666 817.9		6 219936.6 		53.8		5.6		10		41		0.7		54.9				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.3						1.2

																		5.4						0.8

																		2.6						1.6

																		5.2						0.8

		ST280		12:00:00 AM		666 467.8		6 221805.6 		0:09:07		666 477.9		6 221997.5 		192.2		4.6		10		38.5		0.8		250.1				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3.1						1.2

																		2.5						1.5

																		2.4						1.6

																		3						1.3

		ST281		12:00:00 AM		666 158.5		6 223823.6 		0:02:56		666 173.8		6 223883.6 		61.9		4		10		40		1.0		72.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						1.0

																		2.5						1.6

																		2.5						1.6

																		6						0.7

		ST283		12:00:00 AM		665 505.6		6 227779.2 		0:01:53		665 513.4		6 227831.7 		53.1		3.2		10		30.5		1.0		62.4				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.4

																		2						1.5

																		3.3						0.9

																		2.8						1.1

		ST285		12:00:00 AM		664 860.5		6 231834.5 		0:05:53		664 819.2		6 231634.0 		204.7		2.6		10		38		1.5		259.6				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						1.0

																		2.1						1.8

																		2.9						1.3

																		4.7						0.8

		ST287		12:00:00 AM		664 185.1		6 235721.1 		0:02:03		664 181.7		6 235665.8 		55.4		3.5		10		32.5		0.9		64.0				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		3						1.1

																		2.1						1.5

																		3.2						1.0

																		2.7						1.2

		ST289		0:00:00		663 529.7		6 239663.3 		0:01:51		663 498.8		6 239615.0 		57.3		2.4		10		31.5		1.3		73.7				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.2

																		1.7						1.9

																		4						0.8

																		2.5						1.3

		ST290		0:00:00		663 253.5		6 241689.5 		0:05:20		663 122.8		6 241536.1 		201.4		1.9		10		39		2.1		254.3				MD521 - Faunal communities in Atlantic offshore circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4						1.0

																		2.5						1.6

																		4.9						0.8

																		4.2						0.9

		ST291		0:00:00		662 881.2		6 243568.4 		0:01:17		662 861.3		6 243611.1 		47.0		3.8		10		31		0.8		48.0				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.1						1.5

																		2.7						1.1

																		3.4						0.9

																		4.1						0.8

		ST293		0:00:00		662 211.5		6 247499.4 		0:01:47		662 186.5		6 247547.1 		53.8		4.2		10		32		0.8		58.0				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.1						1.5

																		4						0.8

																		2.6						1.2

																		3						1.1

		ST295a		0:00:00		661 533.2		6 251376.8 		0:07:30		661 545.7		6 251576.5 		200.0		2.2		10		31		1.4		239.6				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.1						0.8

																		1.9						1.6

																		2.6						1.2

																		3.1						1.0

		ST297		0:00:00		660 913.6		6 255425.9 		0:03:14		660 853.9		6 255452.9 		65.5		2.4		10		28		1.2		93.6				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.6						1.1

																		1.2						2.3

																		4						0.7

																		1.5						1.9

		ST299		0:00:00		660 247.8		6 259389.9 		0:02:49		660 202.0		6 259334.6 		71.8		2.2		10		30		1.4		83.8				MC521 - Faunal communities of Atlantic circalittoral sand						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		4.4						0.7

																		2.1						1.4

																		2.7						1.1

																		2.4						1.3

		ST301		0:00:00		678 570.6		6 156213.0 		0:07:22		678 557.1		6 156015.0 		198.5		6		10		40		0.7		275.3				MD421 - Faunal communitites in Atlantic offshore circalittoral mixed sediment						0.00		Absent				0.00		Absent				0.00		Absent				0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent		0		0.00		Absent

																		2.2						1.8

																		2.8						1.4

																		5						0.8

																		1.8						2.2

















































































































































Percentage cover

		Geodetic Parameters: ETRS89, UTM Zone 30N, CM 3° W [m]

		Station		Start of Line/Section						End of Line/Section						Folk (1954) Sediment Description		EUNIS Habitat Type		Section Length 
[m]		Approximate Area Observed 
[m2]		Hydrozoa/Bryozoa
(Massive/Turf)				Mixed Faunal Turf
(Crust/Meadow)				Flustra foliacea
(Massive/Turf)				Securiflustra securifrons
(Massive/Turf)				Alcyonium digitatum
(Massive/Turf)				Lanice conchilega
(Crust/Meadow)				Cirripedia
(Crust/Meadow)				Encrusting Fauna
(Crust/Meadow)				Porifera
(Massive/Turf)				Metridium
(Massive/Turf)				Octocorallia
(Massive/Turf)				Colonial Ascidiacea
(Crust/Meadow)				Corallinaceae
(Crust/Meadow)				Crepidula fornicata
(Crust/Meadow)				Rhodophyta
(Massive/Turf)				Sabellaria spinulosa
(Crust/Meadow)				Dendrodoa grossularia
(Crust/Meadow)

				Time from Start of Video		Easting
[m]		Northing
[m]		Time from Start of Video		Easting
[m]		Northing
[m]										Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR		Cover
[%]		SACFOR

		ST001		12:00:00 AM		723 046.6		5 908598.8 		12:11:38 AM		723 198.0		5 908454.8 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		208.9		131.2		20 - 39 %		Abundant		5 - 9 %		Occasional		1 - < 5 %		Occasional		< 1 %		Rare		0		Absent		10 - 19 %		Frequent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST002 		12:00:00 AM		724 770.1		5 909631.9 		12:03:39 AM		724 802.0		5 909583.5 		Sand with shell fragments and small scale ripples		MB523 - Faunal communities of full salinity Atlantic infralittoral sand		58.0		38.2		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST003		12:00:00 AM		726 552.8		5 911198.5 		12:01:18 AM		726 551.0		5 911226.7 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		28.2		16.7		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:18 AM		726 551.0		5 911226.7 		12:01:30 AM		726 548.2		5 911231.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		5.2		3.1		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:30 AM		726 548.2		5 911231.1 		12:01:54 AM		726 543.9		5 911240.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		9.9		5.9		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:54 AM		726 543.9		5 911240.0 		12:02:16 AM		726 540.7		5 911246.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		7.0		4.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:02:16 AM		726 540.7		5 911246.2 		12:02:45 AM		726 534.4		5 911253.4 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		9.6		5.7		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST004		12:00:00 AM		727 084.6		5 912678.0 		12:03:03 AM		727 099.9		5 912731.8 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		55.9		31.5		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		20 - 39 %		Common		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST005		12:00:00 AM		727 200.1		5 914554.9 		12:12:14 AM		727 153.7		5 914765.4 		Mixed sediment (sandy mud/muddy sand with pebbles,  cobbles, sparse boulders, consolidated areas and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		215.6		234.2		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		40 - 79 %		Abundant		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST006a		12:00:00 AM		726 188.0		5 916382.2 		12:11:36 AM		726 328.9		5 916545.0 		Mixed sediment (sandy mud/muddy sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas, and patches of raised reef and exposed clay		MC521 - Faunal communities of Atlantic circalittoral sand		215.3		168.5		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		40 - 79 %		Abundant		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST007		12:00:00 AM		724 891.0		5 918076.0 		12:02:31 AM		724 887.1		5 918024.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders and consolidated areas)		MC521 - Faunal communities of Atlantic circalittoral sand		51.6		33.2		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		20 - 39 %		Common		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST008		12:00:00 AM		724 521.3		5 920388.3 		0.0015393519		724 535.0		5 920341.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, sparse boulders, consolidated areas and patches of exposed clay). Low lying Sabellaria spinulosa crust present		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		49.1		37.5		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		10 - 19 %		Frequent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		P		Present		0		Absent









		ST009		12:00:00 AM		725 917.4		5 910179.4 		0.0069560185		725 802.1		5 910353.6 		Muddy sand/sandy mud with shell fragments and areas of soft rock with piddock holes		MC621 - Faunal communities of Atlantic circalittoral mud		208.8		142.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST010		0:00:00		723 217.6		5 923176.7 		0:09:45		723 294.8		5 922982.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC521 - Faunal communities of Atlantic circalittoral sand		208.6		149.7		20 - 39 %		Abundant		20 - 39 %		Common		1 - < 5 %		Occasional		0		Absent		0		Absent		20 - 39 %		Common		P		Present		P		Present		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent









		ST011		0:00:00		727 381.6		5 913403.5 		0:09:47		727 379.1		5 913584.6 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles and patches of exposed clay). Raised Sabellaria spinulosa reef		MC2211 - Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment		181.1		168.1		10 - 19 %		Common		0		Absent		< 1 %		Rare		0		Absent		0		Absent		10 - 19 %		Frequent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		40 - 79 %		Abundant		0		Absent









				0:09:47		727 379.1		5 913584.6 		0:13:16		727 387.5		5 913647.2 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with patches of soft sediment deposits). Raised Sabellaria spinulosa reef		MC2211 - Sabellaria spinulosa on stable Atlantic circalittoral mixed sediment		63.2		58.7		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		5 - 9 %		Occasional		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		10 - 19 %		Frequent		0		Absent









		ST012		0:00:00		722 040.7		5 926867.2 		0:02:18		722 090.6		5 926849.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.8		42.3		10 - 19 %		Common		20 - 39 %		Common		5 - 9 %		Frequent		0		Absent		0		Absent		5 - 9 %		Occasional		P		Present		10 - 19 %		Frequent		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent		0		Absent		P		Present









		ST013		0:00:00		722 832.2		5 928622.9 		0:02:34		722 836.7		5 928676.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.2		40.5		5 - 9 %		Frequent		20 - 39 %		Common		5 - 9 %		Frequent		0		Absent		0		Absent		1 - < 5 %		Rare		20 - 39 %		Common		20 - 39 %		Common		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		< 1 %		Present		< 1 %		Present		< 1 %		Rare		0		Absent		P		Present









		ST014		0:00:00		724 631.2		5 929507.5 		0:02:22		724 607.2		5 929554.5 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		52.8		51.0		1 - < 5 %		Occasional		10 - 19 %		Frequent		5 - 9 %		Frequent		0		Absent		0		Absent		< 1 %		Present		20 - 39 %		Common		5 - 9 %		Occasional		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent









		ST015		0:00:00		726 302.8		5 930406.3 		0:01:58		726 299.9		5 930456.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.8		50.1		1 - < 5 %		Occasional		20 - 39 %		Common		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		10 - 19 %		Frequent		5 - 9 %		Occasional		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		< 1 %		Present		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent









		ST016		0:00:00		728 236.0		5 930854.0 		0:08:06		728 231.5		5 931067.8 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		213.8		169.4		5 - 9 %		Frequent		10 - 19 %		Frequent		5 - 9 %		Frequent		< 1 %		Rare		0		Absent		< 1 %		Present		10 - 19 %		Frequent		20 - 39 %		Common		1 - < 5 %		Occasional		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent









		ST017		0:00:00		730 156.2		5 931480.1 		0:02:20		730 153.1		5 931543.7 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		63.6		53.0		5 - 9 %		Frequent		20 - 39 %		Common		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		10 - 19 %		Frequent		5 - 9 %		Occasional		0		Absent		0		Absent		0		Absent		5 - 9 %		Occasional		0		Absent		< 1 %		Present		0		Absent		0		Absent		P		Present









		ST018a		0:00:00		731 960.3		5 932419.2 		0:02:43		731 918.1		5 932390.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.1		29.2		20 - 39 %		Abundant		10 - 19 %		Frequent		1 - < 5 %		Occasional		< 1 %		Rare		0		Absent		1 - < 5 %		Rare		20 - 39 %		Common		10 - 19 %		Frequent		< 1 %		Rare		0		Absent		0		Absent		5 - 9 %		Occasional		< 1 %		Present		1 - < 5 %		Rare		0		Absent		< 1 %		Present		P		Present









		ST019a		0:00:00		733 456.5		5 933582.7 		0:02:12		733 415.3		5 933619.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		55.4		56.4		10 - 19 %		Common		5 - 9 %		Occasional		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		20 - 39 %		Common		10 - 19 %		Frequent		< 1 %		Rare		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		1 - < 5 %		Rare		0		Absent		< 1 %		Present		P		Present









		ST020		0:00:00		732 674.3		5 935466.3 		0:04:45		732 574.9		5 935637.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC521 - Faunal communities of Atlantic circalittoral sand		197.8		204.2		5 - 9 %		Frequent		P		Present		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		< 1 %		Rare		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent









		ST021a		0:00:00		734 438.1		5 937125.5 		0:03:27		734 417.1		5 937077.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.5		54.2		10 - 19 %		Common		40 - 79 %		Abundant		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		40 - 79 %		Abundant		5 - 9 %		Occasional		1 - < 5 %		Occasional		0		Absent		0		Absent		10 - 19 %		Frequent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent









		ST022a		0:00:00		735 702.0		5 938674.7 		0:06:37		735 697.9		5 938625.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		49.8		47.6		10 - 19 %		Common		10 - 19 %		Frequent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		20 - 39 %		Common		P		Present		P		Present		0		Absent		0		Absent		P		Present		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent









		ST023a		0:00:00		737 169.0		5 940169.2 		0:02:15		737 120.0		5 940152.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		55.7		20 - 39 %		Abundant		20 - 39 %		Common		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		20 - 39 %		Common		P		Present		P		Present		0		Absent		0		Absent		P		Present		0		Absent		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent









		ST024		0:00:00		738 088.2		5 941813.4 		0:01:49		738 097.4		5 941863.1 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.5		46.5		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST025		0:00:00		739 439.6		5 943198.9 		0:08:41		739 377.7		5 943415.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		225.3		222.1		5 - 9 %		Frequent		P		Present		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		P		Present		P		Present		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST026		0:00:00		740 512.7		5 945034.2 		0:02:41		740 540.8		5 944942.2 		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		96.2		142.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST027		0:00:00		741 433.2		5 946427.6 		0:03:04		741 424.6		5 946375.7 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.7		60.7		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST028		0:00:00		742 526.2		5 948911.7 		0:03:47		742 546.0		5 948851.5 		Sandy gravel with shell fragments, pebbles and cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		63.3		72.9		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST029		0:00:00		743 754.8		5 951345.2 		0:02:41		743 778.6		5 951282.9 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		66.7		68.0		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST030b		0:00:00		744 319.6		5 952431.9 		0:08:25		744 097.6		5 952463.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		224.2		332.8		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST031		0:00:00		744 415.0		5 952744.1 		0:09:49		744 387.8		5 952966.1 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		223.7		257.6		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST032		0:00:00		744 528.0		5 953252.8 		0:08:17		744 531.7		5 953453.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.1		198.0		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST033		12:00:00 AM		744 782.0		5 954117.9 		12:12:08 AM		744 756.6		5 954329.4 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.0		216.3		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST034		12:00:00 AM		744 624.8		5 953712.8 		12:11:28 AM		744 605.6		5 953930.7 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		218.8		246.5		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		P		Present		P		Present		0		Absent		0		Absent		0		Absent		< 1 %		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST035		0:00:00		745 125.1		5 954568.6 		0:15:44		745 084.5		5 954780.5 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		215.7		229.5		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST036		0:00:00		745 065.2		5 955182.9 		0:38:28		745 152.0		5 955003.5 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		199.3		220.3		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST037		0:00:00		745 071.6		5 955433.9 		0:30:43		745 056.5		5 955233.8 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.7		206.5		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST038		0:00:00		745 380.0		5 955726.7 		0:22:05		745 461.8		5 955549.6 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		195.1		171.8		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		< 1 %		Present		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST039		0:00:00		745 561.3		5 956210.4 		0:17:37		745 530.1		5 955995.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		217.0		226.2		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		1 - < 5 %		Rare		P		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST040		0:00:00		745 685.5		5 956452.3 		0:07:48		745 731.2		5 956640.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		193.5		218.4		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST041		0:00:00		745 885.3		5 956898.2 		0:07:32		745 923.3		5 957098.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		203.4		187.6		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST042		0:00:00		746 256.2		5 957367.3 		0:07:26		746 235.6		5 957595.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		228.6		256.2		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		< 1 %		Rare		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST043		0:00:00		746 319.4		5 957852.7 		0:07:05		746 351.9		5 958059.9 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.8		212.3		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST044		0:00:00		746 786.0		5 958378.6 		0:08:28		746 640.3		5 958492.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		185.1		180.7		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		0		Absent		P		Present		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST045		0:00:00		746 913.2		5 958926.6 		0:07:54		746 702.5		5 958895.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.0		249.0		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST046		0:00:00		747 024.1		5 959456.4 		0:08:20		746 824.7		5 959437.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.3		170.1		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST047		0:00:00		747 060.3		5 960007.2 		0:10:02		746 941.8		5 959866.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		183.9		209.0		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST048		0:00:00		747 127.5		5 960501.3 		0:09:43		747 197.2		5 960282.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		229.5		192.1		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST049		0:00:00		747 240.1		5 960962.3 		0:07:57		747 300.0		5 960758.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.3		185.8		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST050		0:00:00		747 367.6		5 961496.1 		0:09:32		747 394.8		5 961261.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		236.6		205.9		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST051		0:00:00		747 443.0		5 961948.6 		0:08:10		747 488.0		5 961744.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.0		211.7		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST052		0:00:00		747 471.0		5 962221.0 		0:11:38		747 450.9		5 962427.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.5		199.8		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		P		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST053		0:00:00		746 740.2		5 962655.6 		0:15:26		746 725.6		5 962856.1 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		209.0		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST054		0:00:00		746 789.9		5 963186.7 		0:13:48		746 758.3		5 963391.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.0		205.7		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST055		0:00:00		747 175.6		5 963690.5 		0:12:31		747 089.3		5 963882.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		210.8		216.1		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST056		0:00:00		747 150.9		5 964186.4 		0:12:36		747 125.0		5 964396.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.0		241.7		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST057		0:00:00		747 120.7		5 964688.8 		0:09:01		747 134.3		5 964883.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		195.2		209.3		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST058		0:00:00		747 045.4		5 965179.4 		0:09:07		747 069.0		5 965390.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.8		253.1		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST059		0:00:00		746 984.2		5 965673.3 		0:09:10		746 985.0		5 965886.8 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.5		240.5		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST060		0:00:00		746 836.3		5 966374.0 		0:17:00		746 831.5		5 966167.2 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		206.9		221.2		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST061		0:00:00		746 708.1		5 966857.7 		0:17:38		746 634.4		5 966695.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		177.9		201.8		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST062		0:00:00		746 588.0		5 967342.2 		0:17:45		746 595.5		5 967133.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		209.4		258.7		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST063		0:00:00		746 468.6		5 967826.0 		0:02:00		746 459.5		5 967799.8 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		27.7		28.9		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:02:00		746 459.5		5 967799.8 		0:15:00		746 535.4		5 967649.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		168.3		175.3		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST064		0:00:00		746 354.0		5 968104.2 		0:08:57		746 257.3		5 968244.5 		Gravelly sand with shell fragments and sparse pebbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		170.5		154.3		10 - 19 %		Common		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST065		0:00:00		746 195.1		5 968492.6 		0:07:08		746 106.1		5 968635.6 		Gravelly sand with shell fragments and sparse pebbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		168.4		258.2		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST066		0:00:00		746 119.2		5 969071.1 		0:10:09		746 035.4		5 969264.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		210.9		228.1		10 - 19 %		Common		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST067		0:00:00		746 040.4		5 969352.7 		0:08:00		745 940.3		5 969447.6 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		138.0		157.4		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:08:00		745 940.3		5 969447.6 		0:10:53		745 886.3		5 969488.7 		Gravelly sand with shell fragments		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		67.9		77.5		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST068		0:00:00		746 008.4		5 969578.8 		0:09:44		745 906.8		5 969752.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		234.2		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST069		0:00:00		745 801.6		5 970232.2 		0:08:49		745 790.6		5 970031.7 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.9		220.2		20 - 39 %		Abundant		< 1 %		Present		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST070		0:00:00		722 491.1		5 924947.7 		0:01:28		722 503.7		5 924906.5 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		43.0		37.2		40 - 79 %		Superabundant		20 - 39 %		Common		1 - < 5 %		Occasional		< 1 %		Rare		0		Absent		5 - 9 %		Occasional		P		Present		10 - 19 %		Frequent		5 - 9 %		Frequent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST071		0:00:00		745 691.2		5 970720.6 		0:07:08		745 682.6		5 970507.3 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		213.4		230.6		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST072		0:00:00		722 238.6		5 927723.5 		0:09:00		722 313.6		5 927916.1 		Mixed sediment (sandy gravel/gravelly sand with shell fragments, pebbles, cobbles, boulders and patches of exposed clay)		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		206.7		166.3		10 - 19 %		Common		5 - 9 %		Occasional		5 - 9 %		Frequent		0		Absent		0		Absent		< 1 %		Present		20 - 39 %		Common		10 - 19 %		Frequent		5 - 9 %		Frequent		0		Absent		0		Absent		1 - < 5 %		Rare		P		Present		< 1 %		Present		< 1 %		Rare		0		Absent		P		Present









		ST073		0:00:00		745 574.2		5 971201.2 		0:07:23		745 540.1		5 970991.1 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.8		179.6		10 - 19 %		Common		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST074		0:00:00		745 523.1		5 971621.8 		0:11:02		745 354.4		5 971492.3 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		212.7		242.1		40 - 79 %		Superabundant		0		Absent		5 - 9 %		Frequent		< 1 %		Rare		20 - 39 %		Abundant		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST078		0:00:00		744 868.8		5 973321.3 		  00:05:45		744 895.3		5 973266.3 		Gravelly sand with shell fragments. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		61.1		55.7		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST079		0:00:00		744 407.2		5 973834.9 		  00:05:45		744 415.8		5 973796.7 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders. Consolidated hard ground in appearance		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		39.2		38.1		20 - 39 %		Abundant		0		Absent		< 1 %		Rare		0		Absent		10 - 19 %		Common		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST081		0:00:00		742 714.2		5 974845.9 		0:02:14		742 712.6		5 974782.6 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		63.3		72.0		40 - 79 %		Superabundant		0		Absent		1 - < 5 %		Occasional		0		Absent		10 - 19 %		Common		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST082		0:00:00		742 141.6		5 976841.4 		0:09:28		742 094.5		5 976669.0 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		178.7		175.4		20 - 39 %		Abundant		0		Absent		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		1 - < 5 %		Rare		P		Present		0		Absent		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST084		0:00:00		741 719.3		5 978657.5 		0:02:59		741 674.1		5 978689.1 		Gravelly sandy mud/muddy sand with shell fragments, pebbles and sparse cobbles and boulders		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		55.1		59.5		10 - 19 %		Common		0		Absent		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		< 1 %		Present		0		Absent		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST085		0:00:00		741 555.5		5 979312.3 		0:02:35		741 522.6		5 979353.8 		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		52.9		57.5		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST087		0:00:00		746 741.7		5 950077.3 		0:03:27		746 758.7		5 950143.3 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		68.1		76.6		10 - 19 %		Common		1 - < 5 %		Rare		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST088		0:00:00		741 059.7		5 981353.4 		0:02:51		741 002.8		5 981382.4 		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		63.9		95.5		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST089		0:00:00		740 821.8		5 982075.9 		0:03:08		740 781.6		5 982115.8 		Gravelly sand with shell fragments and small scale ripples. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		56.6		65.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST090		0:00:00		740 666.5		5 982521.0 		0:02:35		740 602.6		5 982523.4 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		63.9		71.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST091		0:00:00		740 340.8		5 983449.4 		0:02:14		740 281.1		5 983439.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.5		93.5		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST092		0:00:00		739 467.5		5 985744.5 		0:02:42		739 455.7		5 985801.9 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.6		63.3		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST093		12:00:00 AM		743 326.2		5 950185.1 		12:04:18 AM		743 328.6		5 950236.7 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		98.5		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		< 1 %		Rare		0		Absent		0		Absent		10 - 19 %		Frequent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST094		12:00:00 AM		745 725.9		5 950031.6 		12:04:34 AM		745 707.1		5 950079.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.7		86.4		> 80 %		Superabundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		20 - 39 %		Common		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST095		12:00:00 AM		747 209.4		5 950157.5 		12:04:01 AM		747 201.9		5 950209.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.2		61.3		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST096		0:00:00		749 066.1		5 950261.0 		0:03:16		749 070.4		5 950315.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.1		57.7		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST097		0:00:00		750 708.8		5 950664.9 		0:07:36		750 667.1		5 950790.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		131.8		168.3		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:07:36		750 667.1		5 950790.0 		0:10:19		750 661.7		5 950841.6 		Gravelly sand with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		51.9		66.2		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:10:19		750 661.7		5 950841.6 		0:11:35		750 666.7		5 950868.0 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		26.9		34.3		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST098		12:00:00 AM		751 057.4		5 950880.8 		12:10:38 AM		751 146.6		5 951064.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		204.1		274.1		40 - 79 %		Superabundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST099		12:00:00 AM		751 499.0		5 951284.8 		12:03:21 AM		751 569.4		5 951214.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		99.4		164.3		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:03:21 AM		751 569.4		5 951214.8 		12:06:18 AM		751 571.1		5 951151.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		63.7		105.4		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:06:18 AM		751 571.1		5 951151.1 		12:07:36 AM		751 573.6		5 951129.6 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		21.6		35.8		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:07:36 AM		751 573.6		5 951129.6 		12:09:24 AM		751 575.8		5 951093.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		35.9		59.3		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST100		12:00:00 AM		751 969.2		5 951551.5 		12:09:44 AM		751 939.0		5 951353.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		200.5		288.5		20 - 39 %		Abundant		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST101		12:00:00 AM		752 414.6		5 951723.6 		12:13:13 AM		752 380.8		5 951538.4 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		188.3		248.3		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST102		12:00:00 AM		752 829.3		5 952009.6 		12:10:05 AM		752 811.5		5 951833.3 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		177.2		308.9		> 80 %		Superabundant		40 - 79 %		Abundant		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST103		12:00:00 AM		753 258.3		5 952235.3 		12:07:53 AM		753 405.1		5 952093.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		204.4		246.2		> 80 %		Superabundant		40 - 79 %		Abundant		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		P		Present		P		Present		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST104		12:00:00 AM		753 679.3		5 952467.7 		12:07:36 AM		753 714.2		5 952269.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		201.0		232.0		20 - 39 %		Abundant		10 - 19 %		Frequent		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST105		12:00:00 AM		754 152.6		5 952728.6 		12:08:49 AM		754 246.5		5 952543.1 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		207.9		234.3		> 80 %		Superabundant		40 - 79 %		Abundant		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		P		Present		P		Present		< 1 %		Rare		0		Absent		0		Absent		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST106		0:00:00		754 578.3		5 952970.5 		0:10:53		754 688.9		5 952785.6 		Sandy gravel with shell fragments, pebbles, cobbles and sparse boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		215.5		179.8		20 - 39 %		Abundant		0		Absent		10 - 19 %		Common		0		Absent		5 - 9 %		Frequent		P		Present		P		Present		P		Present		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST107		0:00:00		756 163.7		5 954063.3 		0:03:32		756 102.2		5 954081.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		64.2		76.1		20 - 39 %		Abundant		1 - < 5 %		Rare		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Present		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST108		0:00:00		756 288.4		5 956067.0 		0:02:16		756 273.5		5 956016.2 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		52.9		81.6		10 - 19 %		Common		< 1 %		Present		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST109		0:00:00		756 407.2		5 958059.6 		0:02:05		756 379.8		5 958012.5 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.5		61.5		5 - 9 %		Frequent		P		Present		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		P		Present		< 1 %		Present		0		Absent																		0		Absent		0		Absent		0		Absent		0		Absent









		ST110		0:00:00		756 506.6		5 960066.2 		0:02:24		756 491.8		5 960014.4 		Gravelly sand with shell fragments and sparse pebbles. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		53.9		63.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST111		0:00:00		756 510.4		5 961848.5 		0:03:22		756 520.0		5 961791.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		58.1		59.5		10 - 19 %		Common		1 - < 5 %		Rare		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		P		Present		0		Absent		0		Absent										0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:03:22		756 520.0		5 961791.2 		0:04:29		756 514.5		5 961773.8 		Gravelly sand/sandy gravel with shell fragments, pebbles, cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		18.3		18.7		5 - 9 %		Frequent		0		Absent		5 - 9 %		Frequent		0		Absent		10 - 19 %		Common		0		Absent		P		Present		< 1 %		Present		< 1 %		Rare										0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:04:29		756 514.5		5 961773.8 		0:13:03		756 467.8		5 961626.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		154.8		158.5		10 - 19 %		Common		1 - < 5 %		Rare		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		P		Present		0		Absent		< 1 %		Rare										0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST112		0:00:00		756 745.1		5 964047.4 		0:04:05		756 711.5		5 964016.5 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		45.6		57.6		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		< 1 %		Present		0		Absent		< 1 %		Present		< 1 %		Rare		< 1 %		Rare						0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST113		0:00:00		756 440.5		5 966013.3 		0:03:02		756 459.6		5 966060.4 		Gravelly sand with shell fragments, pebbles, and sparse cobbles and boulders. Sand waves present		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		50.9		63.3		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST114		0:00:00		755 706.7		5 967831.7 		0:06:51		755 717.1		5 967916.2 		Sandy gravel with shell fragments, pebbles and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		85.1		120.4		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST115a		0:00:00		756 513.9		5 958864.6 		0:06:46		756 394.0		5 959051.0 		Gravelly sand/sandy gravel with shell fragments, pebbles, and sparse cobbles and boulders		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		221.6		229.7		10 - 19 %		Common		0		Absent		5 - 9 %		Frequent		0		Absent		20 - 39 %		Abundant		0		Absent		0		Absent		1 - < 5 %		Rare		< 1 %		Rare		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST117		0:00:00		755 725.3		5 969666.6 		0:03:00		755 717.6		5 969730.9 		Gravelly sand with shell fragments. Sand waves present		MC521 - Faunal communities of Atlantic circalittoral sand		64.8		82.2		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST118		0:00:00		755 713.9		5 969833.8 		0:03:03		755 717.9		5 969898.9 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		65.2		76.4		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST119		0:00:00		755 597.6		5 971748.0 		0:09:21		755 623.3		5 971954.6 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		208.1		263.4		20 - 39 %		Abundant		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent









		ST121		0:00:00		754 590.6		5 973402.8 		0:03:06		754 583.8		5 973470.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		67.5		61.4		20 - 39 %		Abundant		P		Present		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST122		0:00:00		753 026.3		5 974716.7 		0:02:52		753 023.5		5 974662.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		54.7		61.8		10 - 19 %		Common		P		Present		< 1 %		Rare		0		Absent		20 - 39 %		Abundant		0		Absent		P		Present		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST123		0:00:00		751 452.4		5 975974.9 		0:03:10		751 466.8		5 975918.0 		Gravelly sand/sandy gravel with shell fragments, pebbles and sparse cobbles		MC521 - Faunal communities of Atlantic circalittoral sand		58.7		83.1		20 - 39 %		Abundant		P		Present		0		Absent		0		Absent		5 - 9 %		Frequent		< 1 %		Present		0		Absent		0		Absent		< 1 %		Rare										0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST124		0:00:00		749 897.5		5 977222.8 		0:03:19		749 940.5		5 977210.9 		Gravelly sand with shell fragments, sparse pebbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		44.6		50.5		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent										0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST125		0:00:00		748 334.8		5 978558.3 		0:08:51		748 400.3		5 978378.1 		Gravelly sand with shell fragments, pebbles, sparse cobbles and boulders with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		191.8		186.0		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		< 1 %		Present		0		Absent		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST126		0:00:00		746 828.9		5 979731.4 		0:04:02		746 758.7		5 979702.3 		Sand with shell fragments, pebbles, sporadic cobbles and small scale ripples		MC321 - Faunal communities of Atlantic circalittoral coarse sediment 		76.0		90.0		10 - 19 %		Common		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		< 1 %		Present		0		Absent		P		Present		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST127 		0:00:00		746 275.0		5 980131.8 		0:03:06		746 221.3		5 980144.1 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		55.1		47.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST128		0:00:00		745 263.0		5 980961.6 		0:03:07		745 215.4		5 981001.0 		Sand with shell fragments, sporadic pebbles and cobbles with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.8		66.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST129		0:00:00		744 908.1		5 981276.9 		0:02:31		744 865.3		5 981262.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		45.0		53.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST130		0:00:00		744 288.6		5 981783.8 		0:02:18		744 322.4		5 981729.4 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		64.1		74.5		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST132		0:00:00		742 968.8		5 982918.1 		0:02:34		742 956.6		5 982860.3 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.0		63.6		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST133		0:00:00		742 136.6		5 983426.2 		0:07:38		742 180.6		5 983637.6 		Sand with shell fragments, sparse cobbles and boulders and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		215.9		230.1		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST136		0:00:00		740 626.0		5 984774.8 		0:02:53		740 599.1		5 984829.0 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.5		65.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST138		0:00:00		740 142.7		5 985167.3 		0:03:06		740 144.3		5 985234.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		67.7		70.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST139		0:00:00		739 152.4		5 986111.8 		0:02:32		739 134.4		5 986170.7 		Sand with sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.6		67.3		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST140		0:00:00		738 943.3		5 986351.6 		0:02:21		738 950.6		5 986416.3 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.1		80.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST143		0:00:00		737 642.9		5 988027.3 		0:03:16		737 633.0		5 987978.1 		Gravelly sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		50.2		63.3		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST146		0:00:00		736 964.1		5 988885.8 		0:03:08		736 945.2		5 988838.9 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.6		44.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST147		0:00:00		736 622.0		5 989287.2 		0:02:14		736 670.6		5 989271.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.0		59.3		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST148		0:00:00		736 362.2		5 989611.6 		0:02:15		736 405.8		5 989591.4 		Sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		48.1		49.5		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST149		0:00:00		735 166.0		5 991204.8 		0:02:13		735 168.5		5 991164.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		40.0		50.5		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST150a		0:00:00		734 986.1		5 993108.0 		0:08:54		735140.423		5 992956.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		215.9		247.7		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST151		0:00:00		734 929.5		5 993707.5 		0:03:22		734 911.8		5 993759.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		54.5		64.7		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST152		0:00:00		734 347.9		5 994521.4 		0:03:34		734 317.5		5 994571.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.3		56.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST154		0:00:00		732 709.9		5 995662.7 		0:02:27		732 703.5		5 995715.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		53.5		68.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST156		0:00:00		731 030.4		5 996742.5 		0:02:10		730 995.8		5 996781.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		52.4		60.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST157		0:00:00		714 206.5		6 021448.5 		0:05:32		714 393.6		6 021345.0 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles, cobbles and boulders with small scale ripples		MC421 - Faunal communities of Atlantic circalittoral mixed sediment		213.8		318.7		10 - 19 %		Common		0		Absent		5 - 9 %		Frequent		0		Absent		20 - 39 %		Abundant		0		Absent		0		Absent		P		Present		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST158		0:00:00		729 178.4		5 997938.7 		0:02:07		729 138.2		5 997965.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		48.2		49.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST159		0:00:00		728 481.9		5 998406.3 		0:02:01		728 475.3		5 998347.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.6		95.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST160		0:00:00		727 635.7		5 998942.6 		0:02:03		727 625.4		5 998884.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.7		68.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST161		0:00:00		725 909.8		5 999938.1 		0:02:04		725 911.8		5 999877.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.6		69.6		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST162		0:00:00		724 024.8		6 000614.2 		0:02:05		724 035.8		6 000558.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.3		60.6		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST163		0:00:00		722 525.2		6 001665.0 		0:02:03		722 522.6		6 001603.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.7		70.6		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST164		0:00:00		722 598.0		6 003893.7 		0:01:45		722 599.7		6 003843.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.6		71.2		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST165a		0:00:00		721 880.2		6 005274.3 		0:07:41		721 856.3		6 005487.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		214.8		294.8		5 - 9 %		Frequent		0		Absent		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST166		0:00:00		719 326.7		6 007981.6 		0:02:15		719 296.3		6 008035.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		61.8		61.7		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST167		0:00:00		719 272.9		6 008064.8 		0:02:20		719 275.8		6 008056.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		9.0		12.7		5 - 9 %		Frequent		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST168		0:00:00		717 946.8		6 009627.0 		0:02:48		717 967.0		6 009580.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		50.4		56.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST169		0:00:00		716 651.7		6 011152.7 		0:02:26		716 670.6		6 011099.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		56.6		79.4		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST170		0:00:00		716 008.0		6 012946.6 		0:04:42		715 978.6		6 012997.3 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.6		95.7		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST171		0:00:00		715 489.8		6 014883.9 		0:02:18		715 478.1		6 014930.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		47.9		74.8		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST172		0:00:00		714 879.1		6 017300.7 		0:02:40		714 846.9		6 017359.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		67.2		86.6		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST173		0:00:00		714 494.9		6 018753.1 		0:02:19		714 463.3		6 018803.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.8		101.4		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST174a		0:00:00		714 303.8		6 020 410.3		0:01:41		714 302.3		6 020368.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		41.8		50.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:01:41		714 302.3		6 020368.5 		0:02:35		714 299.9		6 020348.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		20.7		29.9		1 - < 5 %		Occasional		< 1 %		Present		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST175a		0:00:00		714 089.5		6 022 782.2		0:02:42		714 124.5		6 022731.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		20.7		29.9		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST176		0:00:00		714 249.7		6 024 615.3		0:07:33		714 306.7		6 024824.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles, boulders and patches of raised bedrock, with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		217.0		284.4		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Rare		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST177		0:00:00		714 656.4		6 026 662.5		0:07:33		714 675.3		6 026 713.5		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		54.4		69.4		1 - < 5 %		Occasional		0		Absent		1 - < 5 %		Occasional		0		Rare		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST178		0:00:00		715 066.7		6 028625.3 		0:02:05		715 076.6		6 028672.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		47.9		92.6		< 1 %		Rare		0		Absent		0		Absent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST179		0:00:00		715 427.9		6 030571.4 		0:02:44		715 485.5		6 030631.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		83.3		119.4		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST180		0:00:00		716 034.2		6 032520.7 		0:01:41		715 995.7		6 032563.5 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.6		64.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Present		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST181		0:00:00		715 911.4		6 034527.4 		0:08:08		715 802.7		6 034348.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		209.4		235.0		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST182		0:00:00		714 960.0		6 036274.6 		0:02:52		714 974.8		6 036210.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.6		66.4		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST183		0:00:00		713 897.4		6 038496.4 		0:02:15		713 913.3		6 038439.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.5		65.5		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST184		0:00:00		712 891.8		6 040560.8 		0:02:02		712 902.3		6 040501.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.3		89.7		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST185		0:00:00		712 762.9		6 041687.5 		0:03:29		712 722.0		6 041767.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		89.9		119.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST186		12:00:00 AM		713 641.4		6 043353.0 		12:10:11 AM		713 556.3		6 043685.4 		Sandy mud/muddy sand with shell fragments		MC521 - Faunal communities of Atlantic circalittoral sand		343.1		378.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST187		12:00:00 AM		714 485.5		6 045296.6 		12:02:33 AM		714 463.4		6 045351.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.3		63.9		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST188		12:00:00 AM		715 372.5		6 047011.0 		12:07:05 AM		715 346.3		6 047264.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		254.8		396.7		1 - < 5 %		Occasional		0		Absent		5 - 9 %		Frequent		0		Absent		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST189		12:00:00 AM		715 958.1		6 049007.9 		12:01:45 AM		715 943.4		6 048961.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		49.0		65.5		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST190		0:00:00		715 212.6		6 050868.6 		1:41:28 AM		715 166.4		6 050838.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		55.3		40.7		0		Absent		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST191		0:00:00		714 375.0		6 052695.2 		2:41:17 AM		714 352.3		6 052649.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.0		56.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST192		0:00:00		713 516.3		6 054504.6 		2:18:20		713 573.3		6 054477.2 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		63.3		58.9		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST193a		0:00:00		713 050.5		6 056151.0 		5:42:52		712 957.1		6 055965.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		207.4		221.5		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		10 - 19 %		Common		0		Absent		0		Absent		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST194		0:00:00		712 825.0		6 058360.4 		0:02:10		712 848.6		6 058316.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		49.8		55.0		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST195		0:00:00		712 290.7		6 060299.0 		0:01:45		712 328.7		6 060255.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		58.2		59.5		0		Absent		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST196		0:00:00		711 769.3		6 062172.0 		0:02:02		711 747.3		6 062218.1 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		51.1		57.3		0		Absent		0		Absent		< 1 %		Rare		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST197		0:00:00		711 166.5		6 064072.1 		0:01:58		711 139.2		6 064125.8 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.3		79.3		< 1 %		Rare		0		Absent		0		Absent		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST198		0:00:00		710 531.2		6 065580.5 		0:05:51		710 442.9		6 065763.2 		Sandy mud/muddy sand with shell fragments, cobbles, boulders, and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		203.0		333.9		10 - 19 %		Common		0		Absent		1 - < 5 %		Occasional		0		Absent		20 - 39 %		Abundant		0		Absent		0		Absent		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST199		0:00:00		709 713.3		6 067800.6 		0:02:06		709 669.6		6 067842.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		60.6		87.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST200		0:00:00		709 031.3		6 069560.9 		0:01:56		708 982.5		6 069595.7 		Sandy mud/muddy sand with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		59.9		69.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST201		0:00:00		708 000.8		6 072195.0 		0:02:03		707 994.7		6 072251.6 		Sandy mud/muddy sand with small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.0		75.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST202		0:00:00		707 511.0		6 073441.0 		0:01:54		707 486.5		6 073390.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.9		58.7		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST203		0:00:00		706 793.4		6 075381.8 		0:08:54		706 757.2		6 075178.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		206.3		240.3		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST204		12:00:00 AM		706 054.1		6 077169.3 		12:03:09 AM		706 056.6		6 077114.7 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.6		78.2		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST205		12:00:00 AM		705 315.9		6 079029.8 		12:03:39 AM		705 322.1		6 078976.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.8		68.2		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST206		12:00:00 AM		704 586.8		6 080884.5 		12:02:14 AM		704 638.9		6 080877.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.6		65.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST207		12:00:00 AM		703 852.4		6 082740.3 		12:02:21 AM		703 892.3		6 082761.1 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		45.0		58.1		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST208		12:00:00 AM		703 023.5		6 084605.2 		12:06:18 AM		703 189.3		6 084546.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		175.9		233.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST209		12:00:00 AM		702 394.4		6 086471.7 		12:02:12 AM		702 428.5		6 086428.4 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.2		91.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST210		12:00:00 AM		701 404.3		6 088772.0 		12:01:02 AM		701 430.3		6 088741.4 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		40.1		60.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:02 AM		701 430.3		6 088741.4 		12:04:02 AM		701 512.2		6 088748.4 		Sandy mud/muddy sand with shell fragments, gravel, pebbles and sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		82.2		123.0		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:04:02 AM		701 512.2		6 088748.4 		12:04:50 AM		701 530.3		6 088748.7 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		18.1		27.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:04:50 AM		701 530.3		6 088748.7 		12:07:27 AM		701 603.1		6 088746.9 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		72.8		108.9		10 - 19 %		Common		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:07:27 AM		701 603.1		6 088746.9 		12:08:22 AM		701 623.3		6 088743.0 		Sandy mud/muddy sand with shell fragments and gravel		MD521 - Faunal communities in Atlantic offshore circalittoral sand		20.5		30.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST211		12:00:00 AM		700 937.7		6 090166.1 		12:02:28 AM		700 974.7		6 090207.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.5		75.8		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST212		12:00:00 AM		700 224.2		6 092023.9 		12:02:03 AM		700 258.7		6 092073.7 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.6		96.9		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST213		12:00:00 AM		699 521.0		6 093889.9 		12:01:25 AM		699 511.2		6 093920.1 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		31.8		47.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:25 AM		699 511.2		6 093920.1 		12:01:37 AM		699 510.7		6 093925.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		4.9		7.4		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:37 AM		699 510.7		6 093925.0 		12:02:11 AM		699 508.1		6 093938.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		14.2		21.1		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST214		12:00:00 AM		698 799.2		6 096054.4 		12:02:27 AM		698 691.6		6 096081.2 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		111.0		114.8		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST215		12:00:00 AM		697 993.0		6 097685.0 		12:10:31 AM		697 954.6		6 097933.7 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		251.6		297.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST217		12:00:00 AM		696 610.9		6 101397.8 		12:03:53 AM		696 603.4		6 101336.4 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.8		90.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST218		12:00:00 AM		696 144.3		6 102667.9 		12:00:29 AM		696 142.9		6 102657.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		11.0		16.6		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:00:29 AM		696 142.9		6 102657.0 		12:00:59 AM		696 139.8		6 102643.6 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		13.8		20.8		20 - 39 %		Abundant		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:00:59 AM		696 139.8		6 102643.6 		12:01:57 AM		696 134.5		6 102624.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		19.7		29.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:01:57 AM		696 134.5		6 102624.6 		12:03:51 AM		696 120.8		6 102593.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		33.7		50.8		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:03:51 AM		696 120.8		6 102593.9 		12:07:59 AM		696 137.7		6 102510.6 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		84.9		128.1		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:07:59 AM		696 137.7		6 102510.6 		12:09:15 AM		696 144.0		6 102488.0 		Sandy mud/muddy sand with shell fragments, sparse cobbles and small scale ripples		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		23.6		35.5		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:09:15 AM		696 144.0		6 102488.0 		12:10:42 AM		696 152.7		6 102467.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		21.9		33.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				12:10:42 AM		696 152.7		6 102467.9 		12:11:26 AM		696 158.8		6 102458.5 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		11.2		16.9		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		1 - < 5 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST219		12:00:00 AM		695 141.2		6 105117.4 		12:04:05 AM		695 145.9		6 105062.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.8		81.4		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST221		12:00:00 AM		693 677.9		6 108841.9 		12:03:28 AM		693 701.4		6 108787.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		59.3		92.6		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST223		12:00:00 AM		692 204.6		6 112646.3 		12:09:38 AM		692 181.2		6 112462.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		185.6		207.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST225		12:00:00 AM		690 765.0		6 116292.8 		12:03:02 AM		690 819.7		6 116266.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.9		110.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST227		12:00:00 AM		689 048.0		6 120295.7 		12:02:39 AM		689 049.7		6 120363.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		67.7		94.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST228		12:00:00 AM		688 492.7		6 121637.2 		0:10:00		688 350.0		6 121851.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		257.3		293.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST229		12:00:00 AM		687 692.0		6 123617.0 		0:01:45		687 660.1		6 123650.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		46.2		61.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST231		12:00:00 AM		686 184.3		6 127366.9 		0:02:15		686 186.2		6 127315.1 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.9		48.9		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST233		12:00:00 AM		684 709.8		6 131089.1 		0:02:02		684 725.8		6 131034.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.0		52.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST235		12:00:00 AM		683 321.5		6 134832.5 		0:07:19		683 160.2		6 134703.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		206.7		267.3		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST236		12:00:00 AM		682 506.2		6 136657.1 		0:02:01		682 465.0		6 136645.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		42.8		51.8		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST237		12:00:00 AM		681 757.4		6 138528.5 		0:03:10		681 750.7		6 138465.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		63.6		92.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST238		12:00:00 AM		681 533.5		6 140507.6 		0:02:55		681 539.1		6 140452.6 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.3		65.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST239		12:00:00 AM		681 356.0		6 142576.7 		0:08:50		681 305.0		6 142371.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		211.2		296.9		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST240		12:00:00 AM		681 150.4		6 144419.5 		0:03:00		681 141.7		6 144486.4 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		67.5		89.5		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST241		12:00:00 AM		680 938.8		6 146423.2 		0:02:06		680 951.6		6 146478.5 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		56.8		76.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST242		12:00:00 AM		680 729.8		6 148407.1 		0:03:00		680 718.4		6 148464.3 		Sandy mud/muddy sand with small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		58.3		104.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST243		12:00:00 AM		679 357.9		6 149812.1 		0:02:10		679 341.7		6 149862.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.1		57.6		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST244		12:00:00 AM		679 023.5		6 151760.5 		0:02:23		678 994.2		6 151813.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		60.9		80.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST245		12:00:00 AM		678 723.6		6 153791.9 		0:05:40		678 919.0		6 153708.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		212.5		268.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST246a		12:00:00 AM		678 550.5		6 155740.6 		0:02:36		678 531.6		6 155788.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.8		45.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST247		12:00:00 AM		678 288.8		6 157775.1 		0:02:39		678 273.2		6 157723.5 		Sandy mud/muddy sand with shell fragments, sparse gravel, pebbles and cobbles		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.0		59.0		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST248		12:00:00 AM		678 045.1		6 159757.7 		0:02:43		678 038.6		6 159709.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		48.6		63.4		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST249		12:00:00 AM		677 809.3		6 161744.8 		0:02:31		677 796.3		6 161694.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		51.8		57.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST250		12:00:00 AM		677 596.1		6 163624.5 		0:07:44		677 546.2		6 163820.2 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		201.9		284.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST251		12:00:00 AM		677 351.4		6 165679.4 		0:01:51		677 311.6		6 165709.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		49.6		52.7		< 1 %		Rare		> 80 %		Superabundant		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST252		12:00:00 AM		677 101.5		6 167649.0 		0:01:42		677 098.4		6 167707.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		58.7		70.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST253		12:00:00 AM		676 861.3		6 169687.9 		0:02:30		676 833.8		6 169637.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.8		54.2		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST254		12:00:00 AM		676 628.1		6 171656.8 		0:02:10		676 615.8		6 171617.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		41.0		61.8		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST255		12:00:00 AM		676 309.4		6 173711.7 		0:06:53		676 412.8		6 173535.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		204.1		233.7		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST256a		12:00:00 AM		676 126.6		6 175595.3 		0:01:25		676 103.6		6 175630.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		42.1		47.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST257		12:00:00 AM		675 866.5		6 177617.7 		0:02:05		675 914.6		6 177591.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		54.6		71.3		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST258		12:00:00 AM		675 684.1		6 179724.4 		0:08:36		675 757.9		6 179535.9 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		202.4		250.5		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST259		12:00:00 AM		675 463.8		6 181600.5 		0:02:14		675 438.8		6 181553.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.9		64.6		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST260		12:00:00 AM		676 033.4		6 183493.4 		0:06:24		675 834.5		6 183543.5 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		205.0		228.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST261		12:00:00 AM		676 196.9		6 185477.5 		0:02:12		676 149.4		6 185501.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.3		58.1		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST262		0:00:00		675 191.8		6 187117.2 		0:02:14		675 139.2		6 187113.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.8		54.4		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST263		0:00:00		674 098.0		6 188780.1 		0:02:31		674 046.3		6 188798.9 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.0		48.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST264		0:00:00		673 422.1		6 190642.6 		0:02:04		673 380.7		6 190678.8 		Sandy mud/muddy sand with shell fragments		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.0		57.9		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST265		0:00:00		672 788.1		6 192656.9 		0:02:45		672 712.0		6 192664.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		76.5		112.1		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









				0:02:45		672 712.0		6 192664.6 		0:09:20		672 563.0		6 192667.7 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders, and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		149.0		218.3		1 - < 5 %		Occasional		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST267		0:00:00		671 848.7		6 196477.9 		0:02:43		671 874.8		6 196431.3 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.4		72.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST269		0:00:00		670 962.4		6 200376.3 		0:02:16		670 929.5		6 200335.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		52.0		53.6		0		Absent		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST270a		12:00:00 AM		670 507.3		6 201920.4 		12:16:36 AM		670 444.6		6 201593.1 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		333.3		516.7		20 - 39 %		Abundant		P		Present		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		10 - 19 %		Frequent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST271		12:00:00 AM		670 084.4		6 204274.5 		12:04:38 AM		670 039.8		6 204240.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		56.0		58.8		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST273		12:00:00 AM		669 206.4		6 208162.8 		12:04:08 AM		669 153.5		6 208128.4 		Sandy mud/muddy sand with shell fragments, sparse cobbles and boulders		MD521 - Faunal communities in Atlantic offshore circalittoral sand		63.2		79.2		0		Absent		0		Absent		0		Absent		0		Absent		5 - 9 %		Frequent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST275		12:00:00 AM		668 261.7		6 212158.9 		12:13:51 AM		668 290.1		6 211950.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		210.1		214.8		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		1 - < 5 %		Occasional		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST277a		12:00:00 AM		667 501.9		6 215938.9 		0:03:13		667 491.2		6 215994.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		57.0		82.0		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST279		12:00:00 AM		666 822.8		6 219883.0 		0:02:39		666 817.9		6 219936.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.8		54.9		< 1 %		Rare		0		Absent		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST280		12:00:00 AM		666 467.8		6 221805.6 		0:09:07		666 477.9		6 221997.5 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		192.2		250.1		0		Absent		0		Absent		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST281		12:00:00 AM		666 158.5		6 223823.6 		0:02:56		666 173.8		6 223883.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		61.9		72.6		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST283		12:00:00 AM		665 505.6		6 227779.2 		0:01:53		665 513.4		6 227831.7 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		53.1		62.4		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST285		12:00:00 AM		664 860.5		6 231834.5 		0:05:53		664 819.2		6 231634.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		204.7		259.6		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST287		12:00:00 AM		664 185.1		6 235721.1 		0:02:03		664 181.7		6 235665.8 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		55.4		64.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST289		0:00:00		663 529.7		6 239663.3 		0:01:51		663 498.8		6 239615.0 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		57.3		73.7		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST290		0:00:00		663 253.5		6 241689.5 		0:05:20		663 122.8		6 241536.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MD521 - Faunal communities in Atlantic offshore circalittoral sand		201.4		254.3		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST291 		0:00:00		662 881.2		6 243568.4 		0:01:17		662 861.3		6 243611.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		47.0		48.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST293		0:00:00		662 211.5		6 247499.4 		0:01:47		662 186.5		6 247547.1 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		53.8		58.0		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST295a		0:00:00		661 533.2		6 251376.8 		0:07:30		661 545.7		6 251576.5 		Sandy mud/muddy sand with pebbles, sparse cobbles, shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		200.0		239.6		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST297		0:00:00		660 913.6		6 255425.9 		0:03:14		660 853.9		6 255452.9 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		65.5		93.6		< 1 %		Rare		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST299		0:00:00		660 247.8		6 259389.9 		0:02:49		660 202.0		6 259334.6 		Sandy mud/muddy sand with shell fragments and small scale ripples		MC521 - Faunal communities of Atlantic circalittoral sand		71.8		83.8		0		Absent		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent









		ST301		0:00:00		678 570.6		6 156213.0 		0:07:22		678 557.1		6 156015.0 		Sandy mud/muddy sand with shell fragments, gravel, pebbles, cobbles and sparse boulders		MD421 - Faunal communities in Atlantic offshore circalittoral mixed sediment		198.5		275.3		40 - 79 %		Superabundant		0		Absent		< 1 %		Rare		0		Absent		0		Absent		0		Absent		0		Absent		20 - 39 %		Common		P		Present		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent		0		Absent
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